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<400> 1649 





Ala 










Ala Ala 


Ala 


AO XI 


Ala 


Val 




T.A1 1 




1 

X 














10 










X3 




Ser 


Arg 


Leu 


Gin 


Ala 


Pro lie 


Pro Thr 
25 


Val 


Arg 


Ala 


Ser 


Ser 


Thr 


Ser 


Gin 


Pro 


Leu 


Asp 


Gin 


Val Thr 


Gly Ser Val 


Trp 


Asn 


Leu 


Gly 


Arg 


Leu 














40 








45 








Asn 


His 


Val 


Ala 


lie 


Ala Val 


Pro Asp 


Leu 


Glu 


Lys 
60 


Ala 


Ala 


Ala 


Phe 






AoXX 








Gin Val 


Ser 




Ala 


Val 


irro 




Jrro 


D 3 
















/ 3 










an 


Glu 


His 


Gly 


Val 


Ser 


Val Val 


Phe Val 


Asn 


Leu 


Gly Asn 


Thr 


Lys 


Met 










85 






90 










95 




Glu 


Leu 


Leu 


His 
100 


Pro 


Leu Gly 


Arg Asp 
105 


Ser 


Pro 


He 


Ala 


Gly 
110 


Phe 


Leu 


Gin 


Lys 


Asn 

115 


Lys 


Ala 


Gly Gly 


Met His 
120 


His 


He 


Cys 


He 
125 


Glu 


Val 


Asp 


Asn 


lie 
130 


Asn 


Ala 


Ala 


Val Met 
135 


Asp Leu 


Lys 


Lys 


Lys 
140 


Lys 


He 


Arg 


Ser 


Leu 


Ser 


Glu 


Glu 


Val 


Lys lie 


Gly Ala His 


Gly 


Lys 


Pro 


Val 


He 


Phe 


145 










150 






155 










160 


Leu 


His 


Pro 


Lys 


Asp 
165 


Cys Gly 


Gly Val 


Leu 

170 


Val 


Glu 


Leu 


Glu 


Gin 
175 


Ala 
176 



•k 



<210> 1650 
<211> 2189 
<212> PRT 

<213> Homo sapiens 



<400> 1650 



Met 


Ala 


Asp 


Val 


Thr 


Ala Arg 


Ser 


1 








5 






Ser 
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Leu 


Val 


Leu 


Gin Ala 


Asp 








20 








Arg 


Asp 


Glu 


Pro 


Thr 


Gly Glu 


Val 






35 








40 


Gly 


Thr 


Arg 


Met 


Gly 


Asp Lys 


Ala 




50 








' 55 




Glu 


Glu 


Arg 


Arg 


Ala 


Lys Arg 


Arg 


65 










70 




He 


Asn 


Lys 


Met 


Lys 


Gly Tyr 


Thr 










85 






Met 


Val 


Gly 


lie 


He 


Tyr Lys 


Pro 








100 








Tyr 


Glu 


Val 


Leu 


Leu 


Ser Phe 


He 






115 








120 


Arg 


Asp 


He 


Leu 


Cys 


Gly Ala 


Ala 




130 








135 




Asn 


Glu 


Lys 


Leu 


Arg 


Asp Lys 


Glu 


145 










150 




Leu 


Gly 


Gin 


Thr 


Asp 


Asp Thr 


Arg 










165 






Lys 


Lys 


He 


Thr 


Asp 


Tyr Gly 


Gly 








180 








Asp 


Asn 


He 


Asp 


Glu 


Thr Tyr 


Gly 






195 








200 



Leu Gin 


Tyr 


Glu Tyr 


Lys 


Ala 


Asn 


10 








15 




Arg Ser 


Leu 


He Asp 


Arg 


Thr 


Arg 


25 






30 






Leu Ser 


Leu 


Val Gly 


Lys 


Leu 


Glu 






45 








Gin Arg 


Thr 


Lys Pro 


Gin 


Met 


Gin 






60 








Lys Arg 


Asp 


Glu Asp 


Arg 


His 


Asp 




75 








80 


Leu Leu 


Ser 


Glu Gly 


He 


Asp 


Glu 


90 








95 




Lys Thr 


Lys 


Glu Thr 


Arg 


Glu 


Thr 


105 






110 






Gin Ala 


Ala 


Leu Gly 


Asp 


Gin 


Pro 






125 








Asp Glu 


Val 


Leu Ala 


Val 


Leu 


Lys 






140 








Arg Arg 


Lys 


Glu He 


Asp 


Leu 


Leu 




155 








160 


Tyr His 


Val 


Leu Val 


Asn 


Leu 


Gly 


170 








175 




Asp Lys 


Glu 


He Gin 


Asn 


Met 


Asp 


185 






190 






Val Asn 


Val 


Gin Phe 


Glu 


Ser 


Asp 
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Glu Glu Glu Gly Asp Glu Asp Val Tyr Gly Glu Val Arg Glu Glu Ala 

210 215 220 

Ser Asp Asp Asp Met Glu Gly Asp Glu Ala Val Val Arg Cys Thr Leu 
225 230 235 240 

Ser Ala Asa Met Tyr Val Asp Glu He Leu Val Trp Cys Ala Ser Glu 

245 250 255 

Leu Asn He Pro Glu Phe Phe Pro Leu Glu Ser Pro His Lys Lys Val 

260 265 270 

Gly Tyr Gly Leu Ser Ser Arg Thr Trp Leu Gin Gly Gly Gly Lys Val 

275 280 285 

He Glu Ala Gly Arg Asp Leu Leu Val Ala Ser Gly Glu Leu Met Ser 

290 295 300 

Ser Lys Lys Lys Asp Leu His Pro Arg Asp He Asp Ala Phe Trp Leu 
305 310 315 320 

Gin Arg Gin Leu Ser Arg Phe Tyr Asp Asp Ala He Val Ser Gin Lys 

325 330 335 

Lys Ala Asp Glu Val Leu Glu He Leu Lys Thr Ala Ser Asp Asp Arg 

340 345 350 

Glu Cys Glu Asn Gin Leu Val Leu Leu Leu Gly Phe Asn Thr Phe Asp 

355 360 365 

Phe He Lys Val Leu Arg Gin His Arg Met Met He Leu Tyr Cys Thr 

370 375 380 

Leu Leu Ala Ser Ala Gin Ser Glu Ala Glu Lys Glu Arg He Met Gly 
385 390 395 400 

Lys Met Glu Ala Asp Pro Glu Leu Ser Lys Phe Leu Tyr Gin Leu His 

405 410 415 

Glu Thr Glu Lys Glu Asp Leu He Arg Glu Glu Arg Ser Arg Arg Glu 

420 425 430 

Arg Val Arg Gin Ser Arg Met Asp Thr Asp Leu Glu Thr Met Asp Leu 

435 440 445 

Asp Gin Gly Gly Glu Ala Leu Ala Pro Arg Gin Val Leu Asp Leu Glu 

450 455 460 

Asp Leu Val Phe Thr Gin Gly Ser His Phe Met Ala Asn Lys Arg Cys 
465 470 475 480 

Gin Leu Pro Asp Gly Ser Phe Arg Arg Gin Arg Lys Gly Tyr Glu Glu 

485 490 495 

Val His Val Pro Ala Leu Lys Pro Lys Pro Phe Gly Ser Glu Glu Gin 

500 505 510 

Leu Leu Pro Val Glu Lys Leu Pro Lys Tyr Ala Gin Ala Gly Phe Glu 

515 520 525 

Gly Phe Lys Thr Leu Asn Arg He Gin Ser Lys Leu Tyr Arg Ala Ala 

530 535 540 

Leu Glu Thr Asp Glu Asn Leu Leu Leu Cys Ala Pro Thr Gly Ala Gly 
545 550 555 560 

Lys Thr Asn Val Ala Leu Met Cys Met Leu Arg Glu He Gly Lys His 

565 570 575 

He Asn Met Asp Gly Thr He Asn Val Asp Asp Phe Lys He He Tyr 

580 585 590 

He Ala Pro Met Arg Ser Leu Val Gin Glu Met Val Gly Ser Phe Gly 

595 600 605 

Lys Arg Leu Ala Thr Tyr Gly He Thr Val Ala Glu Leu Thr Gly Asp 

610 615 620 

His Gin Leu Cys Lys Glu Glu He Ser Ala Thr Gin He He Val Cys 
625 630 635 640 

Thr Pro Glu Lys Trp Asp He He Thr Arg Lys Gly Gly Glu Arg Thr 

645 650 655 

Tyr Thr Gin Leu Val Arg Leu He He Leu Asp Glu He His Leu Leu 

660 665 670 

His Asp Asp Arg Gly Pro Val Leu Glu Ala Leu Val Ala Arg Ala He 

675 680 685 

Arg Asn He Glu Met Thr Gin Glu Asp Val Arg Leu He Gly Leu Ser 

690 695 700 

Ala Thr Leu Pro Asn Tyr Glu Asp Val Ala Thr Phe Leu Arg Val Asp 

705 710 715 720 
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Ala 


Lvs 


Gly Leu 


Phe 

f XX^5 
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Val 
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Thr 


Glu 
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74.5 
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Met 


Asn 


Glu 


Tie 
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Gl \\ 

V3 J. kX 


TiVQ Tl 
xjy o X X c 




Glu 

V3X U 


His 

XXX 9 


Ala 
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Glv 


Lvs 


Asti 


Gin 


Val 


Leu 


Val 


Phe 


Val 


His 

*^ ill (3 


Ser Arcr 


Lvs 


Glu 


Thr 
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Glv 
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775 
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v*y o 


Ti^u Glu 


LVR 
xjy B 
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uy o 
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XT X U 


xy^r 


















O A 9 








O J U 






Glv 
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Tl A 

jLxe 


rilS 


His 


Ala 


Glv 


Met 


ThT" 
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X XXX 
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O O 9 


























Val 


Glu 


A<3n 


Leu 
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Glv 




T>va 
ijy 0 


His 

XXX El 


Tie 


Gin Val 
wxxi vax 


XJvSU 


Val 

V dX 


wCx 


Thr 

X ux 




D 3 U 




























Ala 






Ala 


Trp 


Gl V 


Val 

V OiX. 


Ann 

ACS XI 


TaOII 

XJCU 




2Vl a ' a 


Xllx 


Val 
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Tl f» 
X xc 


Tla 












Q 7n 
ts / U 
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QQA 


uy o 


vaJLy 




Gin 


Val 




OCX 


JrxO 




juys 


vjxy Arg 


Trp 


Xilx 


m 11 
^xu 


T.aii 
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lie 
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uxn 
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m Tl 
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Q c n 
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oc n 
70 U 


TV em 

ASH 


VelX 
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Ala 


Lys 
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Ala 


vax 


Asn 


Trp Leu 


Gly 


Tyr 


TV T :a 

/vxa 


Tyr 










965 










f\ 1 

970 








a "7 e 




Leu 


Tyr 




Arg 


Met 


Leu 


Arg 


Ser 


JrxO 


lllx 


Leu Tyr 


Gly 


Tl o 
XX6 


oer 


AXB 








980 










985 








990 






Asp 


Asp 


Leu 


Lys 


Gly 


Asp 


Pro 


Leu 


Leu 


Asp 


Gin Arg 


Arg 


Leu 


Asp 


Leu 






995 








1000 






1005 








Val 


His 


Thr 


Ala 


Ala 


Leu 


Met 


Leu 


Asp 


Lys 


Asn Asn 


Leu 


Val 


Lys 


Tyr 


1010 








1015 








1020 










Asp 


Lys 


Lys 


Thr Gly 


Asn 


Phe 


Gin 


Val 


Thr 


Glu Leu Gly 


Arg 


He 


Ala 



1025 ' 1030 1035 1040 

Ser His Tyr Tyr He Thr Asn Asp Thr Val Gin Thr Tyr Asn Gin Leu 

1045 1050 1055 

Leu Lys Pro Thr Leu Ser Glu He Glu Leu Phe Arg Val Phe Ser Leu 

1060 1065 1070 

Ser Ser Glu Phe Lys Asn He Thr Val Arg Glu Glu Glu Lys Leu Glu 

1075 1080 1085 

Leu Gin Lys Leu Leu Glu Arg Val Pro He Pro Val Lys Glu Ser He 

1090 1095 1100 

Glu Glu Pro Ser Ala Lys He Asn Val Leu Leu Gin Ala Phe He Ser 
1105 1110 1115 1120 

Gin Leu Lys Leu Glu Gly Phe Ala Leu Met Ala Asp Met Val Tyr Val 

1125 1130 1135 

Thr Gin Ser Ala Gly Arg Leu Met Arg Ala He Phe Glu He Val Leu 

1140 1145 1150 

Asn Arg Gly Trp Ala Gin Leu Thr Asp Lys Thr Leu Asn Leu Cys Lys 

1155 1160 1165 

Met He Asp Lys Arg Met Trp Gin Ser Met Cys Pro Leu Arg Gin Phe 

1170 1175 1180 

Arg Lys Leu Pro Glu Glu Val Val Lys Lys He Glu Lys Lys Asn Phe 
1185 1190 1195 1200 

Pro Phe Glu Arg Leu Tyr Asp Leu Asn His Asn Glu He Gly Glu Leu 

1205 1210 1215 

He Arg Met Pro Lys Met Gly Lys Thr He His Lys Tyr Val His Leu 

1220 1225 1230 
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Phe Pro Lys Leu Glu Leu Ser Val His Leu Gin Pro lie Thr Arg Ser 

1235 1240 1245 

Thr Leu Lys Val Glu Leu Thr He Thr Pro Asp Phe Gin Trp Asp Glu 

1250 1255 1260 

Lys Val His Gly Ser Ser Glu Ala Phe Trp He Leu Val Glu Asp Val 
1265 1270 1275 1280 

Asp Ser Glu Val He Leu His His Glu Tyr Phe Leu Leu Lys Ala Lys 

1285 1290 1295 

Tyr Ala Gin Asp Glu His Leu He Thr Phe Phe Val Pro Val Phe Glu 

1300 1305 1310 

Pro Leu Pro Pro Gin Tyr Phe He Arg Val Val Ser Asp Arg Trp Leu 

1315 1320 1325 

Ser Cys Glu Thr Gin Leu Pro Val Ser Phe Arg His Leu He Leu Pro 

1330 1335 1340 

Glu Lys Tyr Pro Pro Pro Thr Glu Leu Leu Asp Leu Gin Pro Leu Pro 
1345 1350 1355 1360 

Val Ser Ala Leu Arg Asn Ser TVla Phe Glu Ser Leu Tyr Gin Asp Lys 

1365 1370 1375 

Phe Pro Phe Phe Asn Pro He Gin Thr Gin Val Phe Asn Thr Val Tyr 

1380 1385 1390 

Asn Ser Asp Asp Asn Val Phe Val Gly Ala. Pro Thr Gly Ser Gly Lys 

1395 1400 1405 

Thr He Cys Ala Glu Phe Ala He Leu Arg Met Leu Leu Gin Asn Ser 

1410 1415 1420 

Glu Gly Arg Cys Val Tyr He Thr Pro Met Arg Leu Trp Gin Glu Gin 
1425 . 1430 1435 1440 

Val Tyr Met Asp Trp Tyr Glu Lys Phe Gin Asp Arg Leu Asn Lys Lys 

1445 1450 1455 

Val Val Leu Leu Thr Gly Glu Thr Ser Thr Asp Leu Lys Leu Leu Gly 

1460 1465 1470 

Lys Gly Asn He He He Ser Thr Pro Glu Lys Trp Asp He Leu Ser 

1475 1480 1485 

Arg Arg Trp Lys Gin Arg Lys Asn Val Gin Asn He Asn Leu Phe Val 

1490 1495 1500 

Val Asp Glu Val His Leu He Gly Gly Glu Asn Gly Pro Val Leu Glu 
1505 1510 1515 1520 

Val He Cys Ser Arg Met Arg Tyr He Ser Ser Gin He Glu Arg Pro 

1525 1530 1535 

He Arg He Val Ala Leu Ser Ser Ser Leu Ser Asn Ala Lys Asp Val 

1540 1545 1550 

Ala His Trp Leu Gly Cys Ser Ala Thr Ser Thr Phe Asn Phe His Pro 

1555 1560 1565 

Asn Val Arg Pro Val Pro Leu Glu Leu His He Gin Gly Phe Asn He 

1570 1575 1580 

Ser His Thr Gin Thr Arg Leu Leu Ser Met Ala Lys Pro Val Phe His 
1585 1590 1595 1600 

Ala He Thr Lys His Ser Pro Lys Lys Pro Val He Val Phe Val Pro 

1605 1610 1615 

Ser Arg Lys Gin Thr Arg Leu Thr Ala He Asp He Leu Thr Thr Cys 

1620 1625 1630 

Ala Ala Asp He Gin Arg Gin Arg Phe Leu His Cys Thr Glu Lys Asp 

1635 1640 1645 

Leu He Pro Tyr Leu Glu Lys Leu Ser Asp Ser Thr Leu Lys Glu Thr 

1650 1655 1660 

Leu Leu Asn Gly Val Gly Tyr Leu His Glu Gly Leu Ser Pro Met Glu 
1665 1670 1675 1680 

Arg Arg Leu Val Glu Gin Leu Phe Ser Ser Gly Ala He Gin Val Val 

1685 1690 1695 

Val Ala Ser Arg Ser Leu Cys Trp Gly Met Asn Val Ala Ala His Leu 

1700 1705 1710 

Val He He Met Asp Thr Leu Tyr Tyr Asn Gly Lys He His Ala Tyr 

1715 1720 1725 

Val Asp Tyr Pro He Tyr Asp Val Leu Gin Met Val Gly His Ala Asn 
1730 1735 1740 
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Arg Pro Leu Gin Asp Asp Glu Gly Arg Cys Val He Met Cys Gin Gly 
1745 1750 1755 1760 

Ser Lys Lys Asp Phe Phe Lys Lys Phe Leu Tyr Glu Pro Leu Pro Val 

1765 1770 1775 

Glu Ser His Leu Asp His Cys Met His Asp His Phe Asn Ala Glu He 

1780 1785 1790 

Val Thr Lys Thr He Glu Asn Lys Gin Asp Ala Val Asp Tyr Leu Thr 

1795 1800 1805 

Trp Thr Phe Leu Tyr Arg Arg Met Thr Gin Asn Pro Asn Tyr Tyr Asn 

1810 1815 1820 

Leu Gin Gly He Ser His Arg His Leu Ser Asp His Leu Ser Glu Leu 
1825 1830 1835 1840 

Val Glu Gin Thr Leu Ser Asp Leu Glu Gin Ser Lys Cys He Ser He 

1845 1850 1855 

Glu Asp Glu Met Asp Val Ala Pro Leu Asn Leu Gly Met He Ala Ala 

1860 1865 1870 

Tyr Tyr Tyr He Asn Tyr Thr Thr He Glu Leu Phe Ser Met Ser Leu 

1875 1880 1885 

Asn Ala Lys Thr Lys Val Arg Gly Leu He Glu He He Ser Asn Ala 

1890 1895 1900 

Ala Glu Tyr Glu Asn He Pro He Arg His His Glu Asp Asn Leu Leu 
1905 1910 1915 1920 

Arg Gin Leu Ala Gin Lys Val Pro His Lys Leu Asn Asn Pro Lys Phe 

1925 1930 1935 

Asn Asp Pro His Val Lys Thr Asn Leu Leu Leu Gin Ala His Leu Ser 

1940 1945 1950 

Arg Met Gin Leu Ser Ala Glu Leu Gin Ser Asp Thr Glu Glu He Leu 

1955 1960 1965 

Ser Lys Ala He Arg Leu He Gin Ala Cys Val Asp Val Leu Ser Ser 

1970 1975 1980 

Asn Gly Trp Leu Ser Pro Ala Leu Ala Ala Met Glu Leu Ala Gin Met 
1985 1990 1995 2000 

Val Thr Gin Ala Met Trp Ser Glu Asp Ser Tyr Leu Arg Arg Leu Pro 

2005 2010 2015 

Pro Phe Pro Ser Gly Leu Phe Lys Arg Cys Thr Asp Lys Gly Val Glu 

2020 2025 2030 

Ser Val Phe Asp He Met Glu Met Glu Asp Glu Glu Arg Asn Ala Leu 

2035 2040 2045 

Leu Gin Xjeu Thr Asp Ser Gin He Ala Asp Val Ala Arg Phe Cys Asn 

2050 2055 2060 

Arg Tyr Pro Asn He Glu Leu Ser Tyr Glu Val Val Asp Lys Asp Ser 
2065 2070 2075 2080 

He TVrg Ser Gly Gly Pro Val Val Val Leu Val Gin Leu Glu Arg Glu 

2085 2090 2095 

Glu Glu Val Thr Gly Pro Val He Ala Pro Leu Phe Pro Gin Lys Arg 

2100 2105 2110 

Glu Glu Gly Trp Trp Val Val He Gly Asp Ala Lys Ser Asn Ser Leu 

2115 2120 2125 

He Ser He Lys Arg Leu Thr Leu Gin Gin Lys Ala Lys Val Lys Leu 

2130 2135 2140 

Asp Phe Val Ala Pro Ala Thr Gly Gly Arg His Asn Thr Leu Tyr Phe 
2145 2150 2155 2160 

Met Ser Asp Ala Tyr Met Gly Cys Asp Gin Glu Tyr Lys Phe Ser Val 

2165 2170 2175 

Asp Val Lys Glu Ala Glu Thr Asp Ser Asp Ser Asp * 

2180 2185 2188 
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<400> 1651 





Asp 


vai 


Tnr 


Ala 


Arg 


Ser 


1 
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S6r Asn 


T A** 

Leu 


Val 
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Gin 


Ala 


Asp 






20 










Argf TVsp 


Glu 


Pro 


Thr 


Gly 


Glu 


vai 




35 










40 


Gly Thr 


Arg 


Met 


Gly 


Asp 


Lys 


Ala 


50 










55 




6XU GIU 


Arg 


Aarg 


Ala 


Lys 


Arg 


Arg 


65 








70 






A ^ AAA 

lie Asn 


Lys 


Met 


Lys 


Gly 


Tyr 


Tnr 








85 








Met Val 


Gly 


He 


He 


Tyr 


Lys 


Pro 






100 










Tyr Glu 


Val 


Leu 


Leu 


Ser 


Pne 


He 




115 










120 


Arg Asp 


lie 


Leu 


Cys 


Gly 


Ala 


Ala 


130 










135 




Asn Glu 


Lys 


Leu 


Arg 


Asp 


Lys 


Glu 


145 








150 






Leu Gly 


Gin 


Thr 


Asp 


Asp 


Thr 


Arg 








165 








Lys Lys 


He 


Thr 


Asp 


Tyr 


Gly 


Gly 






180 










Asp Asn 


He 


Asp 


Glu 


Thr 


Tyr 


Gly 




195 










200 


Glu Glu 


Glu 


Gly 


Asp 


Glu 


Asp 


Val 


210 










215 




Ser Asp 


Asp 


Asp 


Met 


Glu 


Gly 


Asp 


225 








230 






Ser Ala 


Asn 


Met 


Tyr 


Val 


Asp 


Glu 








245 








Leu Asn 


He 


Pro 


Glu 


Phe 


Phe 


Pro 






260 










Gly Tyr 


Gly 


Leu 


Ser 


Ser 


Arg 


Thr 




275 










280 


lie Glu 


Ala 


Gly 


Arg 


Asp 


Leu 


Leu 


290 










295 




Ser Lys 


Lys 


Lys 


Asp 


Leu 


HXS 


Pro 


305 








310 






Gin Arg 


Gin 


Leu 


Ser 


Arg 


Phe 


Tyr 








325 








Lys Ala 


Asp 


Glu 


Val 


Leu 


Glu 


He 






340 










Glu Cys 


Glu 


Asn 


Gin 


Leu 


Val 


Leu 




355 










360 


Pne lie 


Lys 


Val 


Leu 


Arg 


Gin 


His 


370 










375 




Leu Leu 


Ala 


Ser 


Ala 


Gin 


Ser 


Glu 


385 








390 






Lys Met 


Glu 


Ala 


Asp 


Pro 


Glu 


Leu 








405 








Glu Thr 


Glu 


Lys 


Glu 


Asp 


Leu 


He 






420 










Arg Val 


Arg 


Gin 


Ser 


Arg 


Met 


Asp 




435 










440 


Asp Gin 


Gly 


Gly 


Glu 


Ala 


Leu 


Ala 


450 










455 




Asp Leu 


Val 


Phe 


Thr 


Gin 


Gly 


Ser 


465 








470 






Gin Leu 


Pro 


Asp 


Gly 


Ser 


Phe 


Arg 



485 



Leu Gin 


Tyr 


GIU 


Tyr 


Lys 


Ala 


Asn 


10 










IS 




Arg Ser 


Leu 


lie 


TV 1 ■ ■ 1 

Asp 


Arg 


Thr 


Arg 


25 








30 






Leu Ser 


Leu 


vai 


Giy 


liys 


Leu. 


UlU 








45 








Gin Arg 


Thr 


Lys 


Pro 


Gin 


Met 


Gin 






60 










Lys Arg 


Asp 


Glu 


TV ■ 

Asp 


Arg 


His 


TV 1 ■ 

Asp 




75 










80 


Leu Leu 


Ser 


Glu 


Qly 


lie 


ASp 


Glu 


• 90 










95 




Lys Thr 


Lys 


Glu 


Thr 


Arg 


Glu 


Thr 


105 








110 






Gin Ala 


Ala 


Leu 


Gly 


TV ^ . 

Asp 


Gin 


Pro 








125 








Asp Glu 


Val 


Leu 


Ala 


Val 


Leu 


Lys 






140 










Arg Arg 


Lys 


Glu 


He 


Asp 


Leu 


Leu 




155 










160 


Tyr His 


Val 


Leu 


Val 


Asn 


Leu 


Gly 


170 










175 




Asp Lys 


Glu 


He 


Gin 


Asn 


Met 


Asp 


185 








190 






Val Asn 


Val 


Gin 


Phe 


Glu 


Ser 


Asp 








205 








Tyr Gly 


Glu 


Val 


Arg 


Glu 


Glu 


Ala 






220 










Glu Ala 


Val 


Val 


Arg 


Cys 


Thr 


Leu 




235 










240 


He Leu 


Val 


Trp 


Cys 


Ala 


Ser 


Glu 


250 










255 




Leu Glu 


Ser 


Pro 


His 


Lys 


Lys 


Val 


265 








270 






Trp Leu 


Gin 


Gly 


Gly 


Gly 


Lys 


Val 








285 








Val Ala 


Ser 


Gly 


Glu 


Leu 


Met 


Ser 






300 










Arg Asp 


He 


Asp 


Ala 


Phe 


Trp 


Leu 




315 










320 


Asp Asp 


Ala 


He 


Val 


Ser 


Gin 


Lys 


330 










335 




Leu Lys 


Thr 


Ala 


Ser 


Asp 


Asp 


Arg 


345 








350 






Leu Leu 


Gly 


Phe 


Asn 


Thr 


Phe 


Asp 








365 








Arg Met 


Met 


He 


Leu 


Tyr 


Cys 


Thr 






380 










Ma Glu 


Lys 


Glu 


Arg 


He 


Met 


Gly 




395 










400 


Ser Lys 


Phe 


Leu 


Tyr 


Gin 


Leu 


His 


410 










415 




Arg Glu 


Glu 


Arg 


Ser 


Arg 


* - 

Arg 


Glu 


425 








430 






Thr Asp 


Leu 


Glu 


Thr 


Met 


Asp 


Leu 








445 








Pro Arg 


Gin 


Val 


Leu 


Asp 


Leu 


Glu 






460 










His Phe 


Met 


Ala 


Asn 


Lys 


Arg 


Cys 




475 










480 


Arg Gin 


Arg 


Lys 


Gly 


Tyr 


Glu 


Glu 


490 










495 
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V OL^ 


His 


Val 


Piro 


Ala 


Ti^ii 

XJCU 


T.va 
xjy o 


IrX W 


xjy 9 




Phe 


Glv 
vjxy 


wcx 


Glu 


Glu 

wXU 


Gl n 
wXXl 








500 










505 

3 U 9 










51 0 

^ X w 








Lieu 

^^^^ \A 


Pro 


Val 


Glu 


Lvs 


X4dX 




xjy D 


Tvr 
xyx 


Ala 


Gin 


Ala 


Glv 


Phe 

« xxc 


Glu 

V3X wL 






515 




















5^5 

34b 3 








Glv 


Ph.e 

^ ^^^^ 


Lvs 


Thr 


Leu 


Asn 




He 

^ w 


Gin 


Ser 


Lvs 




Tvr 


A3?Cf 
/u.y 


Ala 


Ala 

nXd 




•J ■J \j 










9 o 9 










5AO 

3rz v 












Glu 


Thr 


Asn 


Glu 

\3 J> lA 




Ti^ii 

XJ W \X 


Ti^ii 

XJw U 


XJ w u 


Cvfi 


Ala 


XrX w 


TVit* 

XXXX 


Glv 


Ala 

#%Xd 


Gl V 

wxy 












9 9 vy 










555 

3 3 3 










30 u 


Lvs 


Thr 


Asn 


Val 


Ala 


Leu 


Met 


Cvs 


Met 


Leu 


Axy 


Glu 

%3 


He 


Glv 


Lvs 

^jy o 


His 




















570 










575 




lie 




Met 




Glv 


TllT* 


He 

XXw 


XU3XX 


Val 


Acin 




XrXXC 


iiys 


Tie* 

XX c 


Tie 
xxc 


lyr 


















5ft5 

3 O 3 










5Qn 






lie 


Ala 


Pro 


Met 


AjTCf 
«xy 


Ser 


Leu 


Val 


Gin 


Glu 


Met 


Val 

V OIX 


Glv 
oxy 


G Ay 

OCX 


Phpt 


Glv 

V7xy 






9 7 9 




















^05 

O U 3 












Leu 


Ala 


fVi V* 
xxxx 




Glv 
V3xy 


Tie 
xxc 


'PViv- 
X XXX 


Val 

V dX 


Ala 

AXd 


Gl 11 
wX VX 


XJC LX 


fin v* 
XXXX 


Glv 
uxy 


a fin 




ox u 










^1 5 

Q X3 










ozu 










XX ^ D 


m Ti 


XJdX 


^y B 


xjy o 


Gl 11 

wX LX 


Gl 11 

v3X U 


Tl P 
xxcs 


OBX 


Al a 
«%xd 


XXXX 


Gl Tl 
wXXl 


Tl ^ 
xxc 


Tl #a 
xxc 


Val 
VdX 














O 9 u 










£15 

O J 3 










£ A n 






V3XU 


ijy S 


irp 




Tl <a 
XXB 


Tl o 

xxts 


Xxxx 


TV v*/^ 

Axy 


ijyS 


Val 
VdX 


A ai^ 
ASp 


Gl 11 


Tl A 
XXc 


JtlxS 


■ 




























c c c 

033 








¥7*1 R 

XXX o 


A cm 


TV QY^ 


•«xy 


Glv 
\jxy 


Xr X \J 


Val 
Vdx 


T.oi 1 


Gl 11 

V3X LX 


Al a 
rxXd 


T.A11 


Val 
VdX 


al a 

nXd 


Arg 








bovii 




















o /U 






3Vl a 


Tl t> 
xxcs 




TV a in 
AS XX 


Tl «a 

xxe 


Gl 11 
wX LL 




XXXX 


Gl n 
uXxx 


Gl tl 

V3XU 


ASp 


Val 
VdX 


Arg 


T.A1 1 


Tl a 
XXc 


Gl 

ijxy 






O /9 










Q n 










f o c 
003 










£>CSX 


nxcL 


Xxlx 


ijeu 


IrxO 


TV cm 


lyr 


ral 11 


TV c? 

ASp 


VdX 


ft! a 

Ax a 


inr 


Irne 


xjeu 


Arg 














CO C 










T A rt 

700 










VaX 


TV a v% 
ASp 


xrxo 


A1 a 


Jjys 


Gl 

laxy 


xieu 


xrUe 


ryr 


"DVia 

irne 


ASp 


Asn 


oer 


CVl A 


Arg 


Jrro 


/U!> 










/ ±\J 










7l3 










T O A 

720 


vGlX 


Jrx \j 


XJ6U 


Gl 11 


Gl n 


XXXX 


X y X 


\7a 1 
V dX 


Gl \r 
VjXy 


Tl A 
X Xc 


XXXX 


Gl n 


Jjys 


ijys 


al a 
>lXd 


Tl A 

XXc 










T 1 c 

725 










T O 

730 










735 




T ^ 

jjys 


Axy 


Jrxie 


oxn 


Tl a 




TV f 


oXu 


Tl A 

xxe 


VdX 


Tyr 


^3±U 


Liys 


Tl A 

ixe 


Mec 


oXU 








A A 




















T C A 

750 








AXd 


V3xy 


jjys 


n£>XX 


Gl Tl 

VcrXXX 


\7a 1 
V cLX 


T Al 1 


VdX 


PVi A 


VdX 


£lxS 


OCX 


TV ^^^r 

Arg 


Xiys 


ni 11 
oXU 






"7 C C 










/ bU 










ICC 

/b3 










vjfX y 


T .v/c 
xjy 9 


X ixx 


Zil a 
AXd 


TV 

Axy 


al a 


Tl o 
XXc 


/^xy 


ASp 




Uy S 


T Al 1 


m 1 1 
oxix 


Xjy a 


ASp 




t / \J 










/ / 3 










*7 Q A 










ly V» "K" 


T 1 

XiCU 


v:sxy 


T . Al 5 


Jrixe 




Axy 


oXU 


iaxy 


O A V* 

oex 


Al A 

Axd 


oer 


inr 


oXU 


T7a 1 
VdX 


T AH 1 
JjCU 


T Q C 










1Qf\ 










1 QtZ 
/ i73 










O A A 




xux 


V3XU 


i\Xa. 




^1 r» 


v.yB 


T ^ 

isys 


TV a Tt 

Asn 


Lieu 


vjXU 


Leu 


jLiys 


ASp 


XicU 


Lieu 










o rv c 










O 1 A 

oXU 










OX3 




It X. \_/ 




Glv 

\3X y 


XrXlC 


Al a 


Tl 
xxc 


W-i Q 
rxxo 


XIXO 


al a 
MXd 


Gl V 




X xXX 


Axy 


Val 
VdX 


A CT^ 


TV T^^T 

Axg 








Q o n 




















O A 








XJCLl 


Val 


Gl 11 
\3X u 




T>oii 

XJCSU 


XrXXC 


al a 




Xjy o 


XlXo 


Tl A 

X xc 


Gl n 


Val 
VdX 


T.Al 1 
XJCU 


Val 
VdX 






fi *^ 
O J 9 




















Q A C 
043 










X XXX 




X tlx 




Al a 
AXd 


xxp 


Gl v 
vjxy 


\/a 1 
VdX 


AaxX 


T.Al 1 


Pt"o 
XrX(J 


al a 

AXd 


AXo 


XXIX 


Val 
VdX 




fl n 

O 3 u 










fl55 

O 3 3 










ob U 












xxts 


T iVQ 

xjy 9 


Gl V 
v3xy 


XXXX 


Gl n 


Va 1 
veix 


lyr 


Q A V* 

OCX 


IrxO 


Gl n 


Xjys 


/^l 

urxy 


A 

Axy 


ni 

irp 


X ixx 


DOS 










fl 7 A 










o / 3 










Q Q A 


V3XU 


XlCU 


Gl V 
wxy 


a 


xjcu 




Tl f» 
xxc 


T .Al 1 


Gl Tl 

oxxi 




T.Al 1 


Gl \r 

*axy 


Axy 


al a 
AXd 


Gl \r 

<axy 


A 

Axy 










O O 3 










Q Q n 
o ^ u 










a Q 

Q 73 




K ^ w 


Gin 


xyx 




XXXX 


xjy o 


Glv 

V3JL y 


Gl 11 

wXlX 


Gl V 
vjxy 


Tl s» 
xxcs 


XJC5U 


Tl *a 
xxc 


XXXX 


Q AT* 

OCX 


His 


Gl V 
oxy 








27 u u 










QA C 
27UD 
















Glu 




Gin 


xyx 


TVT* 

lyx 






TiAll 


TiAII 


A en 

AOXX 


Gin 

wXXX 


Gin 

N3XXX 


XJC LX 


It X w 


He 
xxc 


Glu 

wXU 






Q1 5 










7^ U 










5 








Sei* 


Gin 


Met 

t x^ ^ 


Val 


OCX 


uy D 


XJw 


It X W 


AQn 


M^t 


JJw U 


A an 


Ala 

X'&XGk 


Gill 

wX U 


He 

xxc 


Val 
V a X 




































wX jr 




Va 1 

VAX 


Gl n 

OXXX 




Al a 
nXd 


Xjy a 


TV Q 
ASp 


al a 

AXd 


Val 
VdX 


A o 
no XX 


X xu 


T.A1 1 


Gl V 
vjxy 


xyr 


945 










950 










955 










960 


Ala 


Tyr 


Leu 


Tyr 


He 


Arg 


Met 


Leu 


Arg 


Ser 


Pro 


Thr 


Leu 


Tyr 


Gly 


He 










965 










970 










975 




Ser 


His 


Asp 


Asp 


Leu 


Lys 


Gly 


Asp 


Pro 


Leu 


Leu 


Asp 


Gin 


Arg 


Arg 


Leu 








980 










985 










990 






Asp 


Leu 


Val 


His 


Thr 


Ala 


Ala 


Leu 


Met 


Leu 


Asp 


Lys 


Asn 


Asn 


Leu 


Val 



995 1000 1005 
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Lys Tyr Asp Lys Lys Thr Gly Ajsn Phe Gin Val T2ir Glu Leu Gly Arg 

1010 1015 1020 

lie Ala Ser His Tyr Tyr lie Thr Asn Asp Thr Val Gin Thr Tyr Asn 
1025 1030 1035 1040 

Gin Leu Leu Lys Pro Thr Leu Ser Glu He Glu Leu Phe Arg Val Phe 

1045 1050 1055 

Ser Leu Ser Ser Glu Phe Lys Asn He Thr Val Arg Glu Glu Glu Lys 

1060 1065 1070 

Leu Glu Leu Gin Lys Leu Leu Glu Arg Val Pro He Pro Val Lys Glu 

1075 1080 1085 

Ser He Glu Glu Pro Ser Ala Lys He Asn Val Leu Leu Gin Ala Phe 

1090 1095 1100 

He Ser Gin Leu Lys Leu Glu Gly Phe Ala Leu Met Ala Asp Met Val 
1105 1110 1115 1120 

Tyr Val Thr Gin Ser Ala Gly Arg Leu Met Arg Ala He Phe Glu He 

1125 1130 1135 

Val Leu Asn Arg Gly Trp Ala Gin Leu Thr Asp Lys Thr Leu Asn Leu 

1140 1145 1150 

Cys Lys Met He Asp Lys Arg Met Trp Gin Ser Met Cys Pro Leu Arg 

1155 1160 1165 

Gin Phe Arg Lys Leu Pro Glu Glu Val Val Lys Lys He Glu Lys Lys 

1170 1175 1180 

Asn Phe Pro Phe Glu Arg Leu Tyr Asp Leu Asn His Asn Glu He Gly 
1185 1190 1195 1200 

Glu Leu He Arg Met Pro Lys Met Gly Lys Thr He His Lys Tyr Val 

1205 1210 1215 

His Leu Phe Pro Lys Leu Glu Leu Ser Val His Leu Gin Pro He Thr 

1220 1225 1230 

Arg Ser Thr Leu Lys Val Glu Leu Thr He Thr Pro Asp Phe Gin Trp 

1235 1240 1245 

Asp Glu Lys Val His Gly Ser Ser Glu Ala Phe Trp He Leu Val Glu 

1250 1255 1260 

Asp Val Asp Ser Glu Val He Leu His His Glu Tyr Phe Leu Leu Lys 
1265 1270 1275 1280 

Ala Lys Tyr Ala Gin Asp Glu His Leu He Thr Phe Phe Val Pro Val 

1285 1290 1295 

Phe Glu Pro Leu Pro Pro Gin Tyr Phe He Arg Val Val Ser Asp Arg 

1300 1305 1310 

Trp Leu Ser Cys Glu Thr Gin Leu Pro Val Ser Phe Arg His Leu He 

1315 1320 1325 

Leu Pro Glu Lys Tyr Pro Pro Pro Thr Glu Leu Leu Asp Leu Gin Pro 

1330 1335 1340 

Leu Pro Val Ser Ala Leu Arg Asn Ser Ala Phe Glu Ser Leu Tyr Gin 
1345 1350 1355 1360 

Asp Lys Phe Pro Phe Phe Asn Pro He Gin Thr Gin Val Phe Asn Thr 

1365 1370 1375 

Val Tyr Asn Ser Asp Asp Asn Val Phe Val Gly Ala Pro Thr Gly Ser 

1380 1385 1390 

Gly Lys Thr He Cys Ala Glu Phe Ala He Leu Arg Met Leu Leu Gin 

1395 1400 1405 

Ser Ser Glu Gly Arg Cys Val Tyr He Thr Pro Met Glu Ala Leu Ala 

1410 • . 1415 1420 

Glu Gin Val Tyr Met Asp Trp Tyr Glu Lys Phe Gin Asp Arg Leu Asn 

1425 1430 1435 1440 

Lys Lys Val Val Leu Leu Thr Gly Glu Thr Ser Thr Asp Leu Lys Leu 

1445 1450 1455 

Leu Gly Lys Gly Asn He He He Ser Thr Pro Glu Lys Trp Asp He 

1460 1465 1470 

Leu Ser Arg Arg Trp Lys Gin Arg Lys Asn Val Gin Asn He Asn Leu 

1475 1480 1485 

Phe Val Val Asp Glu Val His Leu He Gly Gly Glu Asn Gly Pro Val 

1490 1495 1500 

Leu Glu Val He Cys Ser Arg Met Arg Tyr He Ser Ser Gin He Glu 
1505 1510 1515 1520 
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Arg Pro lie Arg lie Val Ala Leu Ser Ser Ser Leu Ser Asn Ala Lys 

1525 1530 1535 

Asp Val Ala His Trp Leu Gly Cys Ser Ala Thr Ser Thr Phe Asn Phe 

1540 1545 1550 

His Pro Asn Val Arg Pro Val Pro Leu Glu Leu His He Gin Gly Phe 

1555 1560 1565 

Asn He Ser His Thr Gin Thr Arg Leu Leu Ser Met Ala Lys Pro Val 

1570 1575 1580 

Tyr His Ala He Thr Lys His Ser Pro Lys Lys Pro Val He Val Phe 
1585 1590 1595 1600 

Val Pro Ser Arg Lys Gin Thr Arg Leu Thr Ala He Asp He Leu Thr 

1605 1610 1615 

Thr Cys Ala Ala Asp He Gin Arg Gin Arg Phe Leu His Cys Thr Glu 

1620 1625 1630 

Lys Asp Leu He Pro Tyr Leu Glu Lys Leu Ser Asp Ser Thr Leu Lys 

1635 1640 1645 

Glu Thr Leu Leu Aan Gly Val Gly Tyr Leu His Glu Gly Leu Ser Pro 

1650 1655 1660 

Met Glu Arg Arg Leu Val Glu Gin Leu Phe Ser Ser Gly Ala He Gin 
1665 1670 1675 1680 

Val Val Val Ala Ser Arg Ser Leu Cys Trp Gly Met Asn Val Ala Ala 

1685 1690 1695 

His Leu Val He He Met Asp Thr Gin Tyr Tyr Asn Gly Lys He His 

1700 1705 1710 

Ala Tyr Val Asp Tyr Pro He Tyr Asp Val Leu Gin Met Val Gly His 

1715 1720 1725 

Ala Asn Arg Pro Leu Gin Asp Asp Glu Gly Arg Cys. Val He Met Cys 

1730 1735 1740 

Gin Gly Ser Lys Lys Asp Phe Phe Lys Lys Phe Leu Tyr Glu Pro Leu 
1745 1750 1755 1760 

Pro Val Glu Ser His Leu Asp His Cys Met His Asp His Phe Asn Ala 

1765 1770 1775 

Glu He Val Thr Lys Thr He Glu Asn Lys Gin Asp Ala Val Asp Tyr 

1780 1785 1790 

Leu Thr Trp Thr Phe Leu Tyr Arg Arg Met Thr Gin Asn Pro Asn Tyr 

1795 1800 1805 

Tyr Asn Leu Gin Gly He Ser His Arg His Leu Ser Asp His Leu Ser 

1810 1815 1820 

Glu Leu Val Glu Gin Thr Leu Ser Asp Leu Glu Gin Ser Lys Cys He 
1825 1830 1835 1840 

Ser He Glu Asp Glu Met Asp Val Ala Pro Leu Asn Leu Gly Met He 

1845 1850 1855 

Ala Ala Tyr Tyr Tyr He Asn Tyr Thr Thr He Glu Leu Phe Ser Met 

1860 1865 1870 

Ser Leu Asn Ala Lys Thr Lys Val Arg Gly Leu He Glu He He Ser 

1875 1880 1885 

Asn Ala Ala Glu Tyr Glu Asn He Pro He Arg His His Glu Asp Asn 

1890 1895 1900 

Leu Leu Arg Gin Leu Ala Gin Lys Val Pro His Lys Leu Asn Asn Pro 
1905 1910 1915 1920 

Lys Phe Asn Asp Pro His Val Lys Thr Asn Leu Leu Leu Gin Ala His 

1925 1930 1935 

Leu Ser Arg Met Gin Leu Ser Ala Glu Leu Gin Ser Asp Thr Glu Glu 

1940 1945 1950 

He Leu Ser Lys Ala He Arg Leu He Gin Ala Cys Val Asp Val Leu 

1955 1960 1965 

Ser Ser Asn Gly Trp Leu Ser Pro Ala Leu Ala Ala Met Glu Leu Ala 

1970 1975 1980 

Gin Met Val Thr Gin Ala Met Trp Ser Lys Asp Ser Tyr Leu Lys Gin 
1985 1990 1995 2000 

Leu Pro His Phe Thr Ser Glu His He Lys Arg Cys Thr Asp Lys Gly 

2005 2010 2015 

Val Glu Ser Val Phe Asp He Met Glu Met Glu Asp Glu Glu Arg Asn 

2020 2025 2030 
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Ala Leu Leu Gin Leu Thr Asp' Ser Gin He Ala Asp Val Ala Arg Phe 

2035 2040 2045 

Cys Asn Arg Tyr Pro Asn He Glu Leu Ser Tyr Glu Val Val Asp Lys 

2050 2055 2060 

Asp Ser lie Arg Ser Gly Gly Pro Val Val Val Leu Val Gin Leu Glu 
2065 2070 2075 2080 

Arg Glu Glu Glu Val Thr Gly Pro Val He Ala Pro Leu Phe Pro Gin 

2085 2090 2095 

Lys Arg Glu Glu Gly Trp Trp Val Val He Gly Asp Ala Lys Ser Asn 

2100 2105 2110 

Ser Leu He Ser He Lys Arg Leu Thr Leu Gin Gin Lys Ala Lys Val 

2115 2120 2125 

Lys Leu Asp Phe Val Ala Pro Ala Thr Gly Ala His Asn Tyr Thr Leu 

2130 2135 2140 

Tyr Phe Met Ser Asp Ala Tyr Met Gly Cys Asp Gin Glu Tyr Lys Phe 
2145 2150 2155 2160 

Ser Val Asp Val Lys Glu Ala Glu Thr Asp Ser Asp Ser Asp * 

2165 2170 2174 



<210> 1652 
<211> 183 
<212> PRT 

<213> Homo sapiens 



<400> 1652 
Met He Val Leu 
1 

He Lys Ala Phe 

20 

Thr Glu Phe Ser 
35 

Leu Leu Ser Gin 
50 

Glu Val Leu His 
65 

His Lys Asn Ala 

Thr Gly Asp He 

100 

Asn He Leu Met 
115 

Glu Thr Leu Arg 
130 

Asn Val Glu Thr 
14 5 

Glu Phe Thr Gin 

His Ser Lys Leu 

180 



Gly 


Phe 


Ser 


Asn 


5 








Leu 


He 


Trp Ala 


Glu 


Gly 7U.a Lys 








40 


Cys 


Lys 


Phe 


Asp 






55 




Ala 


Leu 


Lys 


Glu 




70 






Leu 


Ala 


Ala 


Asn 


85 








Ser 


He 


Tyr 


Tyr 


Cys 


Phe 


Trp 


Tyr 








120 


Gly 


Ala 


Ser 


Val 






135 




Lys 


Gin 


Leu 


Leu 




150 






Gly 


Val 


Lys 


Pro 


165 








Leu 


Glu 


* 






182 







Pro He Asn Trp 
10 

Tyr Phe Asp Lys 
25 

Gin Ala Phe Ala 

Leu Leu Glu Glu 

60 

Lys Val Thr Ser 
75 

He Asp Glu He 
90 

Asp Glu Lys Gly 
105 

Leu Thr Ser Ala 

Phe Gin Val Lys 

140 

Ser Ala Ser Tyr 
155 

Asp Trp Thr He 
170 



Val Arg Thr Arg 
15 

Glu Phe Ser He 
30 

His Val Ser Lys 
45 

Leu Val Ala Lys 

Leu Pro Asp Asn 

80 

Val Phe Thr Ser 
95 

Arg Lys Phe Val 
110 

Asn He Pro Ser 
125 

Leu Gly Asn Gin 

Glu Phe Gin Arg 

160 

Ala Arg He Glu 
175 



<210> 1653 
<211> 1394 
<212> PRT 

<213> Homo sapiens 



<400> 1653 

Met Pro Asn Ser Glu Arg His Gly Gly Lys Lys Asp Gly Ser Gly Gly 
15 10 15 
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AX a 


Q C» V 






T .^ki 1 

■ueu 


oin 


^^^^^^ 

irro 


^^^^ 

ber 


ber 


Giy 


tfiy 


^xy ber 


Ser 


Asn 


G ^^^^ 

ber 


















25 








30 








J. u 


TV -yrj 


XIX 0 


TV 

Arg 


ubU 


vax 


0 A V 

ber 




XlxS 


xiys 


Arg xixs 


Lys 


Ser 


Xiys 
















40 






A C 










OCX 


J-ljr O 


Aop 




laxy 


X16U 


vax 


xnr 


IrxO 


n1 11 


AXcl AXa 


Ser 


Leu 


V3xy 














c c 










oO 














T G 

xiyo 


fro 


XieU 


vax 


varXU 


Tyr 


ASp 


AJSp 


xxe oer 


Ser Asp 


G A V 

oer 












70 


















0 A 

oO 




IXlX 




oer 


ASp 


ASp 


rieu 


Axa 


jrne 


liys 


lieu 


TV TV i^^f 

Asp Arg 


Arg Glu 


A a 11% 

Asn 










85 










90 








95 




TV 


V9J.U 


TV '}m 

Arg 


Axg 


Vaxy 




ASp 


Arg 


C A^ 

oer 


ASp 


Arg 


T All XS\ 0 

Xieu xixs 


Lys 


His 


TV 

Arg 








lOU 










105 








110 






rixs 


xlxS 


V,7XI1 


XlxS 


Arg 


Arg 


G 

ber 


TV 

Arg 


TV A 

ASp 


lieu 


Xieu 


T ^ FA TV 1 s 

ijys AX a 


iiys 


Gin 


inr 






lie 
ll9 










ion 

120 








125 










ISyS 




LiyS 


ber 


uxn 


IjXU 


vax 


G 

ber 


G V* 

ber 


Lys 


ber viiy 


Ser 


Met 


liys 




•1 ^ rt 
130 










toe 
135 










140 








ASp 


ATy 




0 a V 


eiy 


ber 


0 A V 

ber 


liys 


TV 'y^j 

Arg 


ber 


TV 

Asn 


^alU V3IU 


Thr Asp 


TV 

ASp 


145 










150 










155 








^ ^ A 

160 






LiyS 


Aia 


VvlZl 


vai 


Axa 




ber 


^s. 4^ 

ber 


G ^^^^ 

ber 


Lys CtIu 


Ser Arg 


G A, 

ber 










165 










170 








175 






Liys 


Leu 


His 


Lys 


Glu 


Lys 


Tnr 


Arg 


T 1 rot 

Lys 


Glu 


Arg Glu 


Leu 


Lys 


ber 








180 










185 








190 






Gly 


TT ' 

His 


Lys 


Asp 


Arg 


Ser 


Lys 


Ser 


His 


Arg 


Lys 


Arg Glu 


Thr 


Pro 


Lys 






195 










200 








205 








Ser 


Tyr 


Lys 


Thr 


Val 


Asp 


Ser 


Pro 


Lys 


Arg 


Arg 


Ser Arg 


Ser 


Pro 


His 




210 










215 










220 








Arg 


Lys 


Trp 


Ser 


Asp 


Ser 


Ser 


Lys 


Gin 


Asp 
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Glu Leu Trp Ser Lys Lys Arg Arg Arg Gin Arg Gin Ser Gly Val Val 

1045 1050 1055 

Val Glu Glu Pro Pro Pro Ser Lys Thr Ser Arg Lys Glu Thr Thr Ser 

1060 1065 1070 

Gly Thr Ser Thr Glu Pro Val Lys Asn Ser Ser Pro Ala Pro Pro Gin 

1075 1080 1085 

Pro Ala Pro Gly Lys Val Glu Ser Gly Ala Gly Asp Ala lie Gly Leu 

1090 1095 1100 

Ala Asp lie Thr Gin Gin Leu Asn Gin Ser Glu Leu Ala Val Leu Leu 
1105 1110 1115 1120 

Asn Leu Leu Gin Ser Gin Thr Asp Leu Ser lie Pro Gin Met Ala Gin 

1125 . 1130 1135 

Leu Leu Asn lie His Ser Asn Pro Glu Met Gin Gin Gin Leu Glu Ala 

1140 1145 1150 

Leu Asn Gin Ser lie Ser Ala Leu Thr Glu Ala Thr Ser Gin Gin Gin 

1155 1160 1165 

Asp Ser Glu Thr Met Ala Pro Glu Glu Ser Leu Lys Glu Ala Pro Ser 

1170 1175 1180 

Ala Pro Val lie Leu Pro Ser Ala Glu Gin Met Thr Leu Glu Ala Ser 
1185 1190 1195 1200 

Ser Thr Pro Ala Asp Met Gin Asn lie Leu Ala Val Leu Leu Ser Gin 

1205 1210 1215 

Leu Met Lys Thr Gin Glu Pro Ala Gly Ser Leu Glu Glu Asn Asn Ser 

1220 1225 1230 

Asp Lys Asn Ser Gly Pro Gin Gly Pro Arg Arg Thr Pro Thr Met Pro 

1235 1240 1245 

Gin Glu Glu Ala Ala Ala Cys Pro Pro His lie Leu Pro Pro Glu Lys 

1250 1255 1260 

Arg Pro Pro Glu Pro Pro Gly Pro Pro Pro Pro Pro Pro Pro Pro Pro 
1265 1270 1275 1280 

Leu Val Glu Gly Asp Leu Ser Ser Ala Pro Gin Glu Leu Asn Pro Ala 

1285 1290 1295 

Val Thr Ala Ala Leu Leu Gin Leu Leu Ser Gin Pro Glu Ala Glu Pro 

1300 1305 1310 

Pro Gly His Leu Pro His Glu His Gin Ala Leu Arg Pro Met Glu Tyr 

1315 1320 1325 

Ser Thr Arg Pro Arg Pro Asn Arg Thr Tyr Gly Asn Thr Asp Gly Pro 

1330 1335 1340 

Glu Thr Gly Phe Ser Ala lie Asp Thr Asp Glu Arg Asn Ser Gly Pro 
1345 1350 1355 1360 

Ala Leu Thr Glu Ser Leu Val Gin Thr Leu Val Lys Asn Arg Thr Phe 

1365 1370 1375 

Ser Gly Ser Leu Ser His Leu Gly Glu Ser Ser Ser Tyr Gin Gly Thr 

1380 1385 1390 

Gly * 
1393 
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Leu Phe Glu Gly Gin Arg lie Ala 

65 70 
Gly Met Glu Glu Glu Asp Val lie 

85 

Gly His Ser Thr Val * 

100 101 



Asp Asn His Thr Pro Glu Glu Leu 
75 80 
Glu Val Tyr Gin Glu Gin lie Gly 
90 95 
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Trp Leu Gin Glu 
385 

Ala Cys Lys Arg 

Gin Lys Lys Ser 

420 

Phe Ala He Phe 
435 

Thr Xle Ser Gin 
450 

Phe Met Asn Ala 
465 

Ser Thr Gly Gly 



Pro Glu Phe Gin 
390 

Lys Glu Gin Glu 
405 

Arg Leu Val Phe 

Lys Glu Asn Lys 

440 

Gin Leu Gly Leu 
455 

Arg Arg Arg Ser 
470 

Ser Ser Ser Thr 
485 



Arg Met Ser Ala 
395 

Pro Asn Lys Asp 
410 

Thr Asp Leu Gin 
425 

Arg Pro Ser Lys 

Glu Leu Thr Thr 

460 

Leu Glu Lys Trp 
475 

Ser Ser Thr Cys 
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Leu Arg 


Leu 
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Met Asp Asn Val 

1' 

Glu Ala Glu Phe 

20 

Lys Leu Gin Lys 
35 

Leu Gin Cys Ala 
50 

Val Glu Lys He 
65 

Leu Gin Ala Lys 

Glu Asp Leu Lys 

100 

Pro Gly Lys Thr 
115 

Arg Asn Ala Gly 

130 

Ser Glu Ser Ala 

145 

Ser Thr Asn Leu 

Leu Gin Thr Pro 

180 

Pro Ala Pro Asn 
195 

Gly Asn Pro Gin 

210 

His Val Pro Val 
225 

Pro Gly Thr Leu 

Ser Val Gin Ser 

260 

Ser Leu Pro Ser 
275 

Val Pro Ser Pro 

290 

Leu Gly Thr Thr 
305 



Gin Ser Lys Arg 
5 

Gin Val Lys He 

Val He Gin Trp 

40 

Val Phe . Asp Lys 
55 

Glu Cys Asn Lys 
70 

He Ala Arg Leu 
85 

Lys Arg His Glu 

Val Asn Asp Val 

120 

Thr Val Arg Gin 

135 

Pro Pro Ser Phe 
150 

Val Thr Pro Pro 
165 

Val Thr Ser Gly 

Thr Ala Thr Val 

200 

Pro Thr He Ser 

215 

Ala Val Ser Ser 
230 

Val Thr Asn Gin 
245 

Pro Pro Thr Val 

Leu Pro Asn Pro 

280 

Ser He Gin Arg 
295 

Leu Ala Val Gin 
310 



Arg Arg Tyr Met 
10 

Thr Ala Lys Gly 
25 

Leu Leu Glu Glu 

Thr Leu Ala Glu 

60 

Arg His Lys Thr 
75 

Thr Lys Arg Phe 
90 

His Pro Pro Asn 

105 

Asn Ser Asn Asn 

Met Leu Glu Ser 

140 

Gin Thr Pro Val 
155 

Ala Val Val Ser 
170 

Ser Leu Thr Ala 
185 

Val Ala Thr Thr 

Leu Gin Pro Leu 

220 

Gin Pro Gin Leu 
235 

Pro Ser Gly Asn 

250 

Ser Gly Leu Thr 
265 

Thr Lys Pro Asn 

Asn Pro Thr Ala 

300 

Ala Val Pro Thr 
315 



Glu Glu Glu Tyr 

15 

Asp He Asn Gin 
30 

Lys Leu Cys Ala 
45 

Leu Lys Thr Arg 

Val Leu Thr Glu 

80 

Glu Ala Ala Lys 
95 

Pro Pro Val Ser 
110 

Asn Met Ser Tyr 
125 

Lys Arg Asn Val 

Asn Thr Val Ser 

160 

Ser Gin Pro Lys 
175 

Thr Ser Val Leu 
190 

Gin Val Pro Ser 
205 

Pro Val He Leu 

Leu Gin Ser His 

240 

Val Glu Phe He 
255 

Lys Asn Pro Val 
270 

Asn Val Pro Ser 
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Ser Ala Ala Pro 

Ala His Ser He 

320 
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Pro Ser Glv Leu 

^ ^to mm ^^^^ V ^^^^ 










325 










330 






335 

mJ ^ 'mJ 


Tyr 


Ser 


Pro 


Ser 


Thr 


Asn 


Arg 


Gly 


Pro 


He 


Gin 


Met 


Lvs He Pro He 








340 










345 








350 


Ser 


Ala 


Phe 


Ser 


Thr 


Ser 


Ser 


Ala 


Ala 


Glu 


Gin 


Asn 


Ser Asn Thr Thr 






355 










360 










365 


Pro 


Arg 


He 


Glu 


Asn 


Gin 


Thr 


Asn 


Lvs 


Thr 


He 


Asp 


Ala Ser Val Ser 




370 










375 










380 




Lys 


Lys 


Ala 


Ala 


Asp 


Ser 


Thr 


Ser 


Gin 


Cvs 


Gly Lys 


Ala Thr Glv Ser 


385 










390 










395 




400 


Asp 


Ser 


Ser 


Gly 


Val 


He 


Asp 


Leu 


Thr 


Met 


Asp Asp 


Glu Glu Ser Glv 










405 










410 






415 


Ala 


Ser 


Gin 


Asp 


Pro 


LVS 


Lvs 


Leu 


Asn 


His 


Thr 


.Pro 


Val Ser Thr Met 








420 










425 








430 


Ser 


Ser 


Ser 


Gin 


Pro 


Val 


Ser 


Arcr 


Pro 


Leu 


Gin 


Pro 


He Gin Pro Ala 






435 










440 










445 


Pro 


Pro 


Leu 


Gin 


Pro 


Ser 


Glv 


Val 


Pro 


Thr Ser Gly 


Pro Ser Gin Thr 




450 










455 

W 














Thr 


He 


His 


Leu 


Leu 


Pro 


Thr 


Ala 


Pro 


Thr 


Tiir 


Val 


Asn Val Thr His 


465 










470 










475 




Ann 


Arcr 


Pro 


Val 


Thr 


Gin 


Val 


Thr 


Thr 


Arcr 


Leu 


Pro 


Val 


Pro Arg Ala Pro 










485 










490 








Ala 


Asn 


His 


Gin 


Val 


Val 


Tvr 


Thr 


Thr 


Leu 


Pro 


Ala 


Pt^o Pro Ala m n 








500 










505 








3 X 


Ala 


Pro 


Leu 


Arcr 


Gly 


Thr 


Val 


Met 


Gin 


Ala 


Pro 


Ala 


vajL J^nl^y^ VCIX 






515 










520 












Asn 


Pro 


Gin 


Asn 


Ser 


Val 


Thr 


Val 


Arcr 


Val 


Pro 


Gin 


TViT" TItt" TItk TH/t" 




530 

mgf Mi# 










^ «9 










540 


Val 


Val 


Asn 


Asn 


Glv 


Leu 

^^^^ 


Thr 


Leu 


Glv 


Ser 


Thr 


Gly 


Pt"0 f31 n Tiiaii 'PTnr* 


545 




















555 




c c n 


Val 


His 


His 


Arcr 


Pro 


Pro 


Gin 


Val 


His 


Thr 


Glu 


Pro 


PT*n ZIttt Ut*o T7al 










555 










570 






o / o 


His 


Pro 


Ala 


Pro 


Leu 


Pro 


Glu 


Ala 


Pro 


Gin 


Pro 


Gin 


Arcr Li^iJ Pi^o Pt'o 








580 










•J 








3 7 u 


Glu 


Ala 


Ala 


Ser 


Thr 


Ser 


Leu 


Pro 


Gin 


Lys 


Pro 


His 


Leu Lvs Leu Ala 






595 

^ ^ 










600 

Www 










COR 

O V 7 


Arcr 


Val 


Gin 


Ser 


Gin 


Asn 


Glv 


He 


Val 


Leu 


Ser 


Trp 


Se*" VaT Ti^tl rjT n 

OCX V C(X wX U 




610 










615 
\j ^ ^ 










620 




Val 


Asp 


Arq 


Ser 


Cys 


Ala 


Thr 


Val 


Asp 


Ser 


Tyr 


His 


Leu Tvr Ala. Tvr 


625 










630 

W ^ w 










635 






His 


Glu 


Glu 


Pro 


Ser 


Ala 


Thr 


Val 


Pro 


Ser 


Gin 


Trp 


Lv^ Lv«5 T T <=» m v 










645 










650 






^ 

ODD 




Ira 1 


j-iys 


A±a 


i-ieu 


jrro 


Leu 


irro 


fUTr^ 4- 

Mec 


Ala 


Cys 


Thr 


Leu Thr Gin Phe 








660 










665 








670 


Val 


Ser 


Gly 


Ser 


Lys 


Tyr 


Tyr 


Phe 


Ala 


Val Arg Ala 


Lys Asp He Tyr 






675 










680 










685 


Gly 


Arg 


Phe 


Gly 


Pro 


Phe 


Cys 


Asp 


Pro 


Gin 


Ser 


Thr 


Asp Val He Ser 




690 










695 










700 




Ser 


Thr 


Gin 


Ser 


Ser 



















705 709 



<210> 1657 
<211> 277 
<212> PRT 

<213> Homo sapiens 



<400> 1657 

Met Gin Pro Phe Ser He Pro Val Gin He Thr Leu Gin Gly Ser Arg 

15 10 15 

Arg Arg Gin Gly Arg Thr Ala Phe Pro Ala Ser Gly Lys Lys Arg Glu 

20 25 30 
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Thr 


Asp 


Tyr 


Ser 






35 




Ser 


Ser 


Thr 


Gly 




50 






Gly 


Phe 


Ser 


Val 


65 








Pro 


Phe 


Met 


Leu 


His 


Thr 


Asp 


He 








100 


Val. 


His 


Cys 


His 






115 




Asn 


Leu 


Ser 


His 




130 






Ala 


Val 


Gin 


He 

^» 


145 










Arcr 


Asn 


AST) 


ASD 


His 


Lvs 


Asn. 








^ w w 


Gin 


Ser 


Glu 


Asp 






195 




Phe 

AAV 


His 


v» jr o 












lie 


Val 

V %A aril* 


Glv 


Met 


O 1 c 

225 








Lys 


Tyr 


Ser 


Thr 


lie 


Glu 


Gin 


His 








260 


Arg 


Ala 


Glu 


Lys 






275 





Asp 


Glv 


Aar> PlTO 






40 


Glu 


Asp 


Arg Ala 






55 


Leu 


Met 


Phe Phe 




70 




Ser 


He 


Gin Arcr 


85 






Met 


Asp 


Asn Tm 


Glv 


Gin 


Glv Lvs 






120 


Pro 


Gly 


Gin Lys 






135 




f ^ «^ 


TjVS C!vs 




150 

JU <mJ \J 






Lieu 

XJ w W 


Asn S^T" 

«%iar 0 w JL 








Glv 






Val 


He 

^5 


Leti Tie 






9 fin 

A U U 




li:p 








215 


Val 


Arg 


Leu Thr 




230 




Val 


Val 


Arg Asp 


245 






Gin 


Phe 


Lys Leu 



Ser 
277 



Leu Asp Val His 

Val Met Leu Gly 

60 

Leu Leu Gly Thr 
75 

Glu Glu Ser Thr 
90 

Leu Asp Cys Ala 
105 

Tyr Pro Cys Leu 

Ala Leu Leu His 

140 

Phe Tyr Thr Pro 
155 

Ala Leu Asp He 
170 

Ser Cys Phe Tyr 
185 

Lys Lys Tyr Asp 

Leu Thr Leu Leu 

220 

Gin His Leu Ser 
235 

Glu Val Gly Gly 
250 

Cys He Met Arg 
265 



Lvs ArQ Leti 




45 




Phe Ala Met 


Met 


Thr He lieu 






O V/ 


Cys Thr Ala 


He 


95 




Phe Thr Cvs 


Glv 


110 

^ W 




Gin Val Phe 


Val 


125 
jp A ^ 




Tvr Asn Glu 


Glu 


TiVS PVR Wl s 


Gin 






Lys Glu Phe 


Phe 


175 




Cat* PT*n A1 a 


fie V 

OCX 


X ? u 




Gin Met Ala 


He 






Glv Glv Ala^ 




Leu Leu Cys 


Glu 




240 


Lys Val Pro 


Tyr 


255 




Arg Ser Lys 


Gly 


270 





<210> 1658 
<211> 292 
<212> PRT 

<213> Homo sapiens 



<400> 1658 



Met 


Ala 


Cys 


Leu 


Ser 


Pro 


Ser Gin Leu 


Gin 


Lys 


Phe Gin Gin Asp 


Gly 


1 








5 






10 




15 




Phe 


Leu 


Val 


Leu 


Glu 


Gly 


Phe Leu Ser 


Ala 


Glu 


Glu Cys Val Ala 


Met 








20 






25 






30 




Gin 


Gin 


Arg 


He 


Gly 


Glu 


He Val Ala 


Glu 


Met 


Asp Val Pro Leu 


His 






35 








40 






45 




Cys 


Arg 


Thr 


Glu 


Phe 


Ser 


Thr Gin Glu 


Glu 


Glu 


Gin Leu Arg Ala 


Gin 




50 










55 






60 




Gly 


Ser 


Thr 


Asp 


Tyr 


Phe 


Leu Ser Ser 


Gly 


•Asp 


Lys He Arg Phe 


Phe 


65 










70 






75 




80 


Phe 


Glu 


Lys 


Gly 


Val 


Phe 


Asp Glu Lys 


Gly 


Asn 


Phe Leu Val Pro 


Pro 










85 






90 




95 




Glu 


Lys 


Ser 


lie 


Asn 


Lys 


He Gly His 


Ala 


Leu 


His Ala His Asp 


Pro 








100 






105 






110 




Val 


Phe 


Lys 


Ser 


He 


Thr 


His Ser Phe 


Lys 


Val 


Gin Thr Leu Ala 


Arg 






115 








120 






125 




Ser 


Leu 


Gly 


Leu 


Gin 


Met 


Pro Val Val 


Val 


Gin 


Ser Met Tyr He 


Phe 




130 










135 






140 




Lys 


Gin 


Pro 


His 


Phe 


Gly 


Gly Glu Val 


Ser 


Pro 


His Gin Asp Ala 


Ser 


145 










150 






155 




160 


Phe 


Leu 


Tyr 


Thr 


Glu 


Pro 


Leu Gly Arg 


Val 


Leu 


Gly Val Trp He 


Ala 










165 






170 




175 
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Val Glu Asp Ala Thr Leu Glu Asn Gly Cys Leu Trp Phe lie Pro Gly 

180 185 190 

Ser His Thr Ser Gly Val Ser Arg Arg Met Val Arg Ala Pro Val Gly 

195 200 205 

Ser Ala Pro Gly Thr Ser Phe Leu Gly Ser Glu Pro Ala Arg Asp Asn 

210 215 220 

Ser Leu Phe Val Pro Thr Pro Val Gin Arg Gly Ala Leu Val Leu He 
225 230 235 240 

His Gly Glu Val Val His Lys Ser Lys Gin Asn Leu Ser Asp Arg Ser 

245 250 255 

Arg Gin Ala Tyr Thr Phe His Leu Met Glu Ala Ser Gly Thr Thr Trp 

260 265 270 

Ser Pro Glu Asn Trp Leu Gin Pro Thr Ala Glu Leu Pro Phe Pro Gin 

275 • 280 285 

Leu Tyr Thr * 
290 291 



<210> 1659 
<211> 67 
<212> PRT 

<213> Homo sapiens 



<400> 1659 
Met Arg Asn Thr 
1 

Ser Arg Met Asp 

20 

Gin Trp Arg Asp 
35 

Gin Cys Phe His 
50 

Leu Ser * 
65 66 



Phe Ala Glu Leu 
5 

Gin Ala Glu Glu 

His Gly Ser Leu 

40 

Leu Ser Leu Pro 
55 



Lys Asn Ser Leu 
10 

Arg He Gly Thr 
25 

Gin Pro Gin Pro 

Ser Ser Trp Asp 

60 



Glu Ala Leu Ser 
15 

Gin Ala Gly Val 
30 

Pro Glu Phe Lys 
45 

Tyr Arg Ala Cys 



<210> 1660 
<211> 234 
<212> PRT 

<213> Homo sapiens 





<400> : 


1660 


















Met 


Gly 


Lys 


Ser 


Lys 


Ala 


Lys 


Pro Asn Gly Lys Lys 


Pro 


Ala 


Ala 


Glu 


1 








5 






10 






15 




Glu 


Arg 


Lys 


Ala 


Tyr 


Leu 


Glu 


Pro Glu His Thr Lys 


Ala 


Arg 


He 


Thr 








20 








25 




30 






Asp 


Phe 


Gin 


Phe 


Lys 


Glu 


Leu 


Val Val Leu Pro Arg 


Glu 


He 


Asp 


Leu 






35 










40 


45 








Asn 


Glu 


Trp 


Leu 


Ala 


Ser 


Asn 


Thr Thr Thr Phe Phe 


His 


His 


He 


Asn 




50 










55 


60 










Leu 


Gin 


Tyr 


Ser 


Thr 


He 


Ser 


Glu Phe Cys Thr Gly Glu 


Thr 


Cys 


Gin 


65 










70 




75 








80 


Thr 


Met 


Ala 


Val 


Cys 


Asn 


Thr 


Gin Tyr Tyr Tarp Tyr Asp 


Glu Arg Gly 










85 






90 






95 




Lys 


Lys 


Val 


Lys 


Cys 


Thr 


Ala 


Pro Gin Tyr Val Asp 


Phe 


Val 


Met 


Ser 








100 








105 




110 






Ser 


Val 


Gin 


Lys 


Leu 


Val 


Thr 


Asp Glu Asp Val Phe 


Pro 


Thr 


Lys 


Tyr 






115 










120 


125 








Gly 


Arg 


Glu 


Phe 


Pro 


Ser 


Ser 


Phe Glu Ser Leu Val 


Arg 


Lys 


He 


Cys 



130 135 140 
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Arg His Leu Phe His Val Leu Ala His lie Tyr Trp Ala His Phe Lys 
145 150 155 160 

Glu Thr Leu Ala Leu Glu Leu His Gly His Leu Asn Thr Leu Tyr Val 

165 170 175 

His Phe lie Leu Phe Ala Arg Glu Phe Asn Leu Leu Asp Pro Lys Glu 

180 185 190 

Thr Ala He Met Asp Asp Leu Thr Glu Val Leu Cys Ser Gly Ala Gly 

195 200 205 

Gly Val His Ser Gly Gly Ser Gly Asp Gly Ala Gly Ser Gly Gly Pro 

210 215 220 

Gly Ala Gin Asn His Val Lys Glu Arg * 
225 230 233 



<210> 1661 
<2X1> 277 
<212> PRT 

<213> Homo sapiens 



<400> 1661 





Gin 


V CI ^ 


His 


Ala 


Leu Arg Glu Asp Phe Arg Glu Lys 


ZVan fZ^ir flov 

^\S9aX 


J. 








5 


10 












His 


He 


He Arg Leu Glu Ser Leu Gin Ala 


vaxu uyss 








20 




25 




o u 


Met 






Asp Arg 


Lys Arg Glu Leu Glu His Arg Leu 


S^T" AI a. ThV 












40 


45 




Leu 


Glu 


Glu 


Asn Asp 


Leu Leu Gin Gly Thr Val Glu 


Glu 


Tj^ti Gin Asn 




bO 








55 60 






Arg 


Val 


Leu 


He 


Leu 


Glu Arg Gin Gly His Asp Lys Asp 


Leu Gin Leu 


65 










70 75 




80 


His 


Gin 


Ser 


Gin 


Leu 


Glu Leu Gin Glu Val Arg Leu 


Ser 


Cys Arg Gin 










85 


90 




95 


Leu 


Gin 


Val 


Lys 


Val 


Glu Glu Leu Thr Glu Glu Arg 


Ser 


Leu Gin Ser 








100 




105 




110 


Ser 


Ala 


Ala 


Thr 


Ser 


Thr Ser Leu Leu Ser Glu He 


Glu 


Gin Ser Met 






115 






120 


125 




Glu 


Ala 


Glu 


Glu 


Leu 


Glu Gin Glu Arg Glu Gin Val 


Thr 


Leu Leu Ser 




130 








135 140 






Val 


Glu 


Met 


Thr 


Ala 


Leu Lys Glu Glu Arg Asp Arg 


Leu 


Arg Val Thr 


145 










150 155 




160 


Ser 


Glu 


Asp 


Lys 


Glu 


Pro Lys Glu Gin Leu Gin Lys 


Ala 


He Arg Asp 










165 


170 




175 


Arg 


Asp 


Glu 


Ala 


He 


Ala Lys Lys Asn Ala Val Glu 


Leu 


Glu Leu Ala 








180 




185 




190 


Lys 


Cys 


Arg 


Met 


Asp 


Met Met Ser Leu hsn Ser Gin 


Leu 


Leu Asp Ala 






195 






200 


205 




He 


Gin 


Gin 


Lys 


Leu 


Asn Leu Ser Gin Gin Leu Glu 


Ala 


Trp Gin Asp 




210 








215 220 






Asp 


Met 


His 


Arg Val 


He Asp Arg Gin Leu Met Asp Thr 


His Leu Lys 


225 










230 235 




240 


Glu 


Arg 


Ser 


Gin 


Pro 


Ala Ala Ala Leu Cys Arg Gly His 


Ser Ala Gly 










245 


250 




255 


Arg 


Gly 


Asp 


Glu 


Pro 


Ser He Ala Glu Gly Lys Arg 


Leu 


Phe Ser Phe 








260 




265 




270 


Phe 


Arg 


Lys 


He 














275 


276 











<210> 1662 
<211> 2264 
<212> PRT 
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<400> 1662 
Met Ala Val Trp 
1 

Val Gly Gly Ser 

20 

Lys Leu Asn Pro 

35 

Val Ser Glu Lys 
50 

Ser Trp Ser Leu 
65 

Trp lie Leu Tyr 

Glu Glu Gly Glu 

100 

Val Glu Arg His 
115 

Ser lie Arg His 
130 

Phe Thr Glu Pro 
145 

Thr Glu Glu Met 

Lys Val His Trp 

180 

Gly Val Pro Phe 
195 

Trp Asp Thr Glu 
210 

Gly Gly Arg Lys 
225 

Pro Pro Glu Asp 

Leu Phe Thr Ala 

260 

Pro Thr Arg Ser 
275 

Ser Pro Lys Leu 
290 

Ser Gin Leu Lys 

305 

Asn Pro Arg Glu 

Ala Pro Pro Asp 

340 

Ala Val Ala Val 
355 

Pro Leu Glu Ala 

370 

Lys Gin Leu His 
385 

Glu Thr Pro Ala 

His Glu Gin Glu 

420 

Thr Gin Glu Arg 
435 

Pro Ser Val Cys 
450 

Ser Gin Pro Pro 
465 



Gin 


Leu 


Tvr 


Tvr 


5 








Arg 


Pro 


Gly 


Gin 




Pro 


Glv 


Lvs 








40 


Cvs 


lie 


Glu 

^mL 


Val 










Ser 

Iv ^^^^ 


Pro 


Val 


He 




70 






Qlu 


Gin 


Pro 


Asn 


R ^ 

O «J 








Leu 


Glu 


Leu 


Ser 


w J. LL 


V3JL U 




m 11 








ion 
xzu 


V aJL 


Vcix 










X J o 






^jxy 


JjcU 


VjXy 




X9U 












Glv 

wx y 










Gly 


Thr 


Trp 


Leu 






OX LL 


irxt/ 








o n n 


TV 1 a 

i^xa 


TV 1 a 


iyr 


XX6 






4SXd 




VoLX 


V3 J. U 




±rX w 




o 1 n 
^ ^ u 






no XI 




Arg 




OAR 








Gly 


Arg 


Arg 


Arg 


7\ C5 

noli 




T ,\r<i 
Ujr 0 


Xr 0. Im) 








•5 p n 
z 0 u 


3z J. \J 


m n 




V7X LL 










m n 


•yVi 


Asp 






X w 






Ala 


Glu 


Glv 


Glu 


7 ^ 








Ala 


Glu 


Leu 


Ser 


Gin 


Gin 


Cvs 


His 








^ 0 u 


V9X Li 




Glu 


s X w 












w ^ 


Pro 


Glv 




390 






Arg 


Ser 


Pro 


Gly 


405 








Ala 


Phe 


Leu 


Gly 


Pro 


Ala 


Gly 


Gly 








440 


Ala 


Glu 


Glu 


Gly 






455 




Lys 


Gly 


Ala 


Ser 




470 







Trp 

JIT 


Arg 


Gly 


Gly 




10 






Thr 


Leu 


Arg 


Gly 


25 








Val 


Val 


He 


Tyr 


Phe 


Ser 


Asp 


He 








60 


Leu 


He 


Lvs 


Val 






75 




Phe 


Glu 


Gly 


His 




90 






Glv 


Leu 


Tro 


Glv 


105 








Ser 


Asp 


Lys 


Pro 


Tvr 
i jf i 


Arcr 


Val 


Ser 








140 

X^ V/ 


He 

«Jb ^5 


Leu 


Ser 

■n^ Jk 


Ser 






X 9 9 




V AX 




Gin 


xj y 9 




1 7n 

X / w 






He 




Glu 


Glu 


ire: 

X 0 3 








Gly 


Glu 


Tyr 


Pro 


Glv 




Met 


A TCI 








^ <b 1/ 






W 








^ -J ^ 




f X w 


V CIX 




vjx jr 




A _J W 






Asn 


Ser 


Arcr 


Asn 


^ w ^ 








Leu 


Ser 


Pro 


Lys 


Ser 


Glu 


Arcr 


Ser 








300 


Ser 


Glu 


Glu 

%0 iX» 


Glv 

\3X J 






315 




Leu 


Pro 


Glu 


Ser 




330' 






Pro 


Arci 


Trp 


Ser 


345 








Glu 


Asn 


Asp 


Ser 


Phe 


Pro 


Asp 


Ala 








380 


Asn 


Ser 


Ser 


Arcr 










Glu 


Asp 


Ala 


Ser 




410 






Val 


Arg 


Gly 


Ala 


425 








Leu 


Gly 


Glu 


Ala 


Ser 


Leu 


Gly 


Pro 








460 


Asp 


Leu 


Pro 


Gly 






475 





Val 


Thr 


Val 


Ser 






15 




Ser 


Val 


Gin 


Asn 




30 






Ser 


Glu 


Pro 


Asp 


45 








Gin 


Asp 


Cys 


Ser 


Val 


Arq 


Gly 


Cys 








80 


Ser 


He 


Pro 


Xieu 










He 


Glu 


Asn 


He 

G 




110 

X^ V 






Val 

V 


Val 


He 


Glv 


x^ ^ 








His 


He 


Asp 


Leu 


xyx. 






Ann 








1 fin 

XO w 






o^x> 


Met 






1 7(; 

X / 9 




irx \J 


Glv 

ox jr 




Gin 


















9 n 








Pro 


Leu 


Lys 


Met 


OCX 




AT a 


Gl n 










TjVS 


li^U 

XJ^^ tx 


Glv 


Thr 

X XaX 






9 R 
^ 0 ^ 




wx y 


Ti^ii 

J_IC vX 


Glu 

wX U 


«9CX 




9 7n 








Val 
V ax 


Val 


Al a 


^ 0 >3 








Arg 


Ser 


Gin 


Ser 


OCX 


XT X Vi/ 


**xy 


Glu 

wX u 








^ u 


Glv 


Glv 


Pro 


Ala 






335 




Ser 


Ser 


Ala 


Ala 




350 

•J mj \J 






Pro 


Gin 


Leu 

XiJ%i# Wfc 


Glu 


365 








Thr 


Thr 


Thr 


Ala 


Gin 


Glu 




Al a 

AX a 








400 


Pro 


Gly 


Ala 


Gly 






415 




Pro 


Gly 


Ser 


Pro 




430 






Pro Asn 


Ala 


Ala 


445 








Arg Asn 


Ala 


Arg 


Glu 


Pro 


Pro 


Ala 



480 
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Glu Gly 


Ala. 


Ala 


His 


Thr 


Ala Ser 










^ w ^ 






Arg 


Pro 


Lvs 


Glv 


His 


Ala 


His Pro 








500 

Www 








Tyr Leu 


Ser 


Lvs 


Thr 


Glu Gly Ala 














520 


Thr 


Pro 


Arcr 


Ala 


Glu 


Asp 


Cys Gly 




530 










535 


Ser 


Ser 


Glv 


Arci 


Arcr 


Ser Gly Arg 


545 










550 




Asp 


Ser 




Glv 


Ala 


Asp Ala Glu 










w V 






Asp Ala 


Val 


Phe 


ASO 


Asp Glu Val 








«^ 0 w 








Ala 


Ser 


Ala 


Glu 


Lvs 


Lys Val Lys 














600 


Gly Val 


A J. a 


OCX 




Ala 


Ser Pro 




610 










615 


Lys 


Gly 


(3ln 


Leu 




Gly Glu Ser 


625 










630 




Ala 


Ser 






XIXL 


Lys 


Arg .Lys 
















Val 


Pro 






IrXU 


Ala Ser Gly 








0 0 U 








Pro 


Pro 


ijy s 


Arg 


Vax 


Pro 


Asp Pro 






O / 3 








C 0 A 


Ala 


Glu 


OCX 




V3X KX 


Glu 


Ala Ala 




690 










f 0 c 


Val 


Lys 


Owl. 


0 wX 


OCX 


Leu 


Leu Pro 


705 










/xO 




Gly Pro 


JjcU 


xrro 




His 


Phe Asn 
















Arg 


Glu 


T .01 1 




aX^ 


TV n 

Ala 


Ala Caly 








/ ft u 








Gly Leu 


Jjy S 




Arg 


Asn 


His Phe 






T C C 








760 


Thr. Lys 


\7al 


XllX 


XICU 


Pro 


Ala Lys 




770 










775 


Lys 


Thr 






noil 


Leu 


Asp Ser 


785 










790 




Ser 


Gin 


f X w 


V CIX 


XlXO 


Lys 


Gly Asn 










0 R 
0 U 3 






Glu 


Asn 


T .xrc 
LtyS 




X Alx 


Asn 


Ser Ser 
















Gin Arg 




Til V 


crx U 


Ala 


Ser Ser 






00 D 








840 


Leu 


Asn 




Ala 


Lvs 
xjys9 


Lys 


Ala Lys 




850 










855 


Val 


Met 


Pro 

f V 




Ser 


Pro 


Gin Asn 


865 










870 




lie 


Glu 






V CIX 


Thr 


Val Ser 










0 0 






Arg Gly 






Glv 


Asp 


Ser Ser 
















Pro 


Asn 




& can 




Lys 


Ala Asp 






Q1 K 








920 


Ser 


Glu 


xrro 




nXel 


Ser 


Ala Leu 




930 










935 


Leu 


Glu 


Lys 


Glu 


Asp 


Ser 


Glu Ala 


945 










950 




Glu 


Asn 


Val 


Thr 


Asp 


Thr 


Ala Gin 










965 






Lys 


Asp 


Leu 


Pro 


Pro 


Thr 


Ala Met 



980 



Ser 


Ala 


Gin 


Ala Asp 


Cvs 


Thr 


Ala 














4 Q 5 




Ala 


Lvs 


Val 


Leu 


Thr 


Leu 


Asn 


He 


^ \j 3 










510 

^ X w 






Gin 


Val 


Aso 


Glu 


Pro 


Val 


Val 

V *^ ' 


He 

X A w 










525 








Asn 


XX^ 


ASD 


Asp 


Met 


Glu 












540 










Arcr 


Arcr 


Glv 


Ser 


Gin 


Lvs 


Ser 


Thr 






s s s 










560 

3 V V 


Leu 


Pro 


Glu 


Ser 

mm mm 


Ala 


Ala 


«xy 


ASD 




570 










575 




Ala 


Pro 


Asn 


Ala 


Ala 


Ser 


AST) 


Aszi 


SOS 










590 






Ser 


Pro 


Arcr 

Ax>y 


Ala 


Ala 


Tieu 




Qlv 










605 








Glu 

\7X U 


OCX 


XI y 0 


Pro 


Ser 


Ja X U 


Glv 


Thr 








620 










Ac;ir> 




SeT* 

WdSX 


Lys 


Gin 


Pt*o 

*r 4. 










i;')5 
0 J 9 












vsxy 


«xy 


OCX 


Arg Ala 


T>A11 

xteu 


Gl 11 
wXU 


ai a 














C 5 5 

Odd 




irX \J 


*»xy 


A1 a 
Axa 


Pro 


Ala 


Xljr 9 


Gl 11 

V9X U 


OCX 


0 0 3 










0 / U 










Val 


Thr 


Lys 


Glv 


^ ixx 


Ala 










685 










aXA 


Tie 
xxc: 


Pro 


Arg 


Gl 11 
UX u 


T .01 1 

XiCU 


Jtr X 








700 










wX LL 


T1 e 

XXw 


Jjjr B 


Pro 


Glu 


XXX 0 


xiy 0 


Airg 






/ X3 










/ Z\J 


til -Kr 


Axg 




Glu Gly 


vjxy 


■ftxg 


0 

OCX 




/ ^ u 










*7 1 C 






Jetx IJ 


Gl -ti" 


Ala 


Ser 


ASp 


AT a 

AXa 














•7 c n 






Vjiy 


vax 


Vaxy 


Arg 


Ser 


lilx 


■\7a 1 
vax 


i,IlX 










765 








Pro 




His 


Val 


Glu 




& Qn 










780 










uc u 


Glv 
wx y 


A Qn 


Glu 


His 


A cin 
noil 


Pvo 

Xr X W 


Php 






■7 Q C 










0 u u 


XUX 


AT a 


± Ilx 


Lys 


He 


oex 


X16U 


Ir lies 














QIC 
C5X3 




IrX \J 


Mrg 


xixo 


Thr Asp 


Tl 

X XtS 


2i IT* 01 

Arg 


Gl V 


OAO 










Q 1 n 






jLiys 


IXiX 




Val Gly 


Arg 


Axa 


jjys 










845 








m 11 




Gl 11 

wX U 


Gin 


Pro 


Gl 11 

WIXU 


Xijr 0 










860 










Glv 


Val 


Tjeii 


Val 


Lys 


Glu 


TVit* 


2Vla 


















Glu 


Glu 

\J \JL 


Glu 


He 


Leu 


Pl^O 


Al a 


X 111 




ft QO 
0 7 v 










0 7 9 




Glu 

VJX u 




Gin 


Ala 


Leu 


Gl V 
V3X jr 


XrX W 


Gin 












27X U 






Val 

VCIX 


Gin 




Asp Ala 


Gl V 
wX jf 














925 








Tie 


irx w 


Val 
V eix 


Lys Asp 


XXXo 


xijf a 










940 










Ala 


Asp 


Ser 


Lys 


Ser 


Leu 


Val 


Leu 






955 










960 


Asp 


He 


Pro 


Thr 


Thr* 


Val 


Asp 


Thr 




970 










975 




Pro 


Lys 


Pro 


Gin 


His 


Thr 


Phe 


Ser 


985 










990 
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Asp Ser Gin Ser Pro Ala Glu Ser Ser Pro Gly Pro Ser Leu Ser .I*eu 

995 1000 1005 

Ser Ala Pro Ala Pro Gly Asp Val Pro Lys Asp Thr Cys Val Gin Ser 

1010 1015 1020 

Pro lie Ser Ser Phe Pro Cys Thr Asp Leu Lys Val Ser Glu Asn His 
1025 1030 1035 1040 

Lys Gly Cys Val Leu Pro Val Ser Arg Gin Asn Asn Glu Lys Met Pro 

1045 1050 1055 

Leu Leu Glu Leu Gly Gly Glu Thr Thr Pro Pro Leu Ser Thr Glu Arg 

1060 1065 1070 

Ser Pro Glu Ala Val Gly Ser Glu Cys Pro Ser Arg Val Leu Val Gin 

1075 1080 1085 

Val Arg Ser Phe Val Leu Pro Val Glu Ser Thr Gin Asp Val Ser Ser 

1090 1095 1100 

Gin Val lie Pro Glu Ser Ser Glu Val Arg Glu Val Gin Leu Pro Thr 
1105 1110 1115 1120 

Cys His Ser Asn Glu Pro Glu Val Val Ser Val Ala Ser Cys Ala Pro 

1125 1130 1135 

Pro Gin Glu Glu Val Leu Gly Asn Glu His Ser His Cys Thr Ala Glu 

1140 1145 1150 

Leu Ala Ala Lys Ser Gly Pro Gin Val lie Pro Pro Ala Ser Glu Lys 

1155 1160 1165 

Thr Leu Pro lie Gin Ala Gin Ser Gin Gly Ser Arg Thr Pro Leu Met 

1170 1175 1180 

Ala Glu Ser Ser Pro Thr Asn Ser Pro Ser Ser Gly Asn His Leu Ala 
1185 1190 1195 1200 

Thr Pro Gin Arg Pro Asp Gin Thr Val Thr Asn Gly Gin Asp Ser Pro 

1205 1210 1215 

Ala Ser Leu Leu Asn lie Ser Ala Gly Ser Asp Asp Ser Val Phe Asp 

1220 1225 1230 

Ser Ser Ser T^p Met Glu Lys Phe Thr Glu lie lie Lys Gin Met Asp 

1235 1240 1245 

Ser Ala Val Cys Met Pro Met Lys Arg Lys Lys Ala Arg Met Pro Asn 

1250 1255 1260 

Ser Pro Ala Pro' His Phe Ala Met Pro Pro lie His Glu Asp His Leu 
1265 1270 1275 1280 

Glu Lys Val Phe Asp Pro Lys Val Phe Thr Phe Gly Leu Gly Lys Lys 

1285 1290 1295 

Lys Glu Ser Gin Pro Glu Met Ser Pro Ala Leu His Leu Met Gin Asn 

1300 1305 1310 

Leu Asp Thr Lys Ser Lys Leu Arg Pro Lys Arg Ala Ser Ala Glu Gin 

1315 1320 1325 

Ser Val Leu Phe Lys Ser Leu His Thr Asn Thr Asn Gly Asn Ser Glu 

1330 1335 1340 

Pro Leu Val Met Pro Glu lie Asn Asp Lys Glu T^n Arg Asp Val Thr 
1345 1350 1355 1360 

Asn Gly Gly He Lys Arg Ser Arg Leu Glu Lys Ser Ala Leu Phe Ser 

1365 1370 1375 

Ser Leu Leu Ser Ser Leu Pro Gin Asp Lys lie Phe Ser Pro Ser Val 

1380 1385 1390 

Thr Ser Val Asn Thr Met Thr Thr Ala Phe Ser Thr Ser Gin Asn Gly 

1395 1400 1405 

Ser Leu Ser Gin Ser Ser Val Ser Gin Pro Thr Thr Glu Gly Ala Pro 

1410 1415 1420 

Pro Cys Gly Leu Asn Lys Glu Gin Ser Asn Leu Leu Pro Asp Asn Ser 
1425 1430 1435 1440 

Leu Lys Val Phe Asn Phe Asn Ser Ser Ser Thr Ser His Ser Ser Leu 

1445 1450 1455 

Lys Ser Pro Ser His Met Glu Lys Tyr Pro Gin Lys Glu Lys Thr Lys 

1460 1465 1470 

Glu Asp Leu Asp Ser Arg Ser Asn Leu His Leu Pro Glu Thr Lys Phe 

1475 1480 1485 

Ser Glu Leu Ser Lys Leu Lys Asn Asp Asp Met Glu Lys Ala Asn His 
1490 1495 1500 
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lie Glu Ser Val lie Lys Ser Asn Leu Pro Asn Cys Ala Asn Ser Asp 
1505 1510 1515 1520 

Thr Asp Phe Met Gly Leu Phe Lys Ser Ser Arg Tyr Asp Pro Ser lie 

1525 1530 1535 

Ser Phe Ser Gly Met Ser Leu Ser Asp Thr Met Thr Leu Arg Gly Ser 

1540 1545 1550 

Val Gin Asn Lys Leu Asn Pro Arg Pro Gly Lys Val Val lie Tyr Ser 

1555 1560 1565 

Glu Pro Asp Val Ser Glu Lys Cys lie Glu Val Phe Ser Asp lie Gin 

1570 1575 1580 

Asp Cys Ser Ser Trp Ser Leu Ser Pro Val lie Leu lie Lys Val Val 

1585 1590 1595 1600 

Arg Gly Cys Trp He Leu Tyr Glu Gin Pro Asn Phe Glu Gly His Ser 

1605 1610 1615 

He Pro Leu Glu Glu Gly Glu Leu Glu Leu Ser Gly Leu Trp Gly He 

1620 1625 1630 

Glu Asp He Leu Glu Arg His Glu Glu Ala Glu Ser Asp Lys Pro Val 

1635 1640 1645 

Val He Gly Ser He Arg His Val Val Gin Asp Tyr Arg Val Ser His 

1650 1655 1660 

He Asp Leu Phe Thr Glu Pro Glu Gly Leu Gly He Leu Ser Ser Tyr 
1665 1670 1675 1680 

Phe Asp Asp Thr Glu Glu Met Gin Gly Phe Gly Val Met Gin Lys Thr 

1685 1690 1695 

Cys Ser Met Lys Val His Trp Gly Thr Trp Leu He Tyr Glu Glu Pro 

1700 1705 1710 

Gly Phe Gin Gly Val Pro Phe He Leu Glu Pro Gly Glu Tyr Pro Asp 

1715 1720 1725 

Leu Ser Phe Trp Asp Thr Glu Ala Ala Tyr He Gly Ser Met Arg Pro. 

1730 1735 1740 

Leu Lys Met Gly Gly Arg Lys Val Glu Phe Pro Thr Asp Pro Lys Val 
1745 1750 1755 1760 

Val Val Tyr Glu Lys Pro Phe Phe Glu Gly Lys Cys Val Glu Leu Glu 

1765 1770 1775 

Thr Gly Met Cys Ser Phe Val Met Glu Gly Gly Glu Thr Glu Glu Ala- 

1780 1785 1790 

Thr Gly Asp Asp His Leu Pro Phe Thr Ser Val Gly Ser Met Lys Val 

1795 1800 1805 

Leu Arg Gly He Trp Val Ala Tyr Glu Lys Pro Gly Phe Thr Gly His 

1810 1815 1820 

Gin Tyr Leu Leu Glu Glu Gly Glu Tyr Arg Asp Trp Lys Ala Trp Gly 
1825 1830 1835 1840 

Gly Tyr Asn Gly Glu Leu Gin Ser Leu Arg Pro He Leu Gly Asp Phe 

1845 1850 1855 

Ser Asn Ala His Met He Met Tyr Ser Glu Lys Asn Phe Gly Ser Lys 

1860 1865 1870 

Gly Ser Ser He Asp Val Leu Gly He Val Ala Asn Leu Lys Glu Thr 

1875 1880 1885 

Gly Tyr Gly Val Lys Thr Gin Ser He Asn Val Leu Ser Gly Val Trp 

1890 1895 1900 

Val Ala Tyr Glu Asn Pro Asp Phe Thr Gly Glu Gin Tyr He Leu Asp 
1905 1910 1915 1920 

Lys Gly Phe Tyr Thr Ser Phe Glu Asp Trp Gly Gly Lys Asn Tyr Lys 

1925 1930 1935 

He Ser Ser Val Gin Pro He Cys Leu Asp Ser Phe Thr Gly Pro Arg 

1940 1945 1950 

Arg Arg Asn Gin He His Leu Phe Ser Glu Pro Gin Phe Gin Gly His 

1955 1960 1965 

Ser Gin Ser Phe Glu Glu Thr Thr Ser Gin He Asp Asp Ser Phe Ser 

1970 1975 1980 

Thr Lys Ser Cys Arg Val Ser Gly Gly Ser Trp Val Val Tyr Asp Gly 
1985 1990 1995 2000 

Glu Asn Phe Thr Gly Asn Gin Tyr Val Leu Glu Glu Gly His Tyr Pro 

2005 2010 2015 
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Cys Leu Ser Ala Met Gly Cys Pro Pro Gly Ala.Thr Phe Lys Ser Leu 

2020 2025 2030 

Arg Phe lie Asp Val Glu Phe Ser Glu Pro Thr lie lie Leu Phe Glu 

2035 2040 2045 

Arg Glu Asp Phe Lys Gly Lys Lys He Glu Leu Asn Ala Glu Thr Val 

2050 2055 2060 

Asn Leu Arg Ser Leu Gly Phe Asn Thr Gin lie Arg Ser Val Gin Val 
2065 2070 2075 2080 

He Gly Gly He Trp Val Thr Tyr Glu Tyr Gly Ser Tyr Arg Gly Arg 

2085 2090 2095 

Gin Phe Leu Leu Ser Pro Ala Glu Val Pro Asn Trp Tyr Glu Phe Ser 

2100 2105 2110 

Gly Cys Arg Gin He Gly Ser Leu Arg Pro Phe Val Gin Lys Arg He 

2115 2120 2125 

Tyr Phe Arg Leu Arg Asn Lys Ala Thr Gly Leu Phe Met Ser Thr Asn 

2130 2135 2140 

Gly Asn Leu Glu Asp Leu Lys Leu Leu Axg He Gin Val Met Glu Asp 
2145 2150 2155 2160 

Val Gly Ala Asp Asp Gin He Trp He Tyr Gin Glu Gly Cys He Lys 

2165 2170 2175 

Cys Arg He Ala Glu Asp Cys Cys Leu Thr He Val Gly Ser Leu Val 

2180 2185 2190 

Thr Ser Gly Ser Lys Leu Gly Leu Ala Leu Asp Gin Asn Ala Asp Ser 





2195 




2200 




2205 


Gin 


Phe 


Trp 


Ser Leu Lys 


Ser 


Asp 


Gly Arg He 


Tyr Ser Lys Leu Lys 


2210 




2215 




2220 


Pro 


Asn 


Leu 


Val Leu Asp 


He 


Lys 


Gly Gly Thr 


Gin Tyr Asp Gin Asn 


2225 






2230 






2235 


2240 


His 


He 


He 


Leu Asn Thr 


Val 


Ser 


Lys Glu Lys 


Phe Thr Gin Val Trp 








2245 






2250 


2255 


Glu 


Ala 


Met 


Val Leu Tyr 


Thr 


* 







2260 2263 



<210> 1663 
<211> 418 
<212> PRT 

<213> Homo sapiens 





<400> 1663 


Met 


Gly 


Arg 


Arg 


1 








Tyr 


Ala 


Leu 


Gin 








20 


Gly 


Gly 


Gly 


Ala 






35 




Gin 


Leu 


Glu 


Leu 




50 






His 


Asp 


Thr 


Glu 


65 








He 


Leu 


Ala 


Ala 


Ala 


His 


Gin 


Gin 








100 


Gin 


Gly 


Pro 


Arg 






115 




Gly 


Ala 


Glu 


Thr 




130 






Gin 


Ala 


Val 


Gin 


145 








Cys 


Phe 


Asn 


His 



Arg 


Ala 


Pro 


Glu 


5 








Val 


Asp 


Pro 


Ser 


Ala 


Lys 


Thr 


Gly 








40 


He 


Asn 


Gly 


Arg 






55 




Thr 


Arg 


Ala 


Thr 




70 






Gly 


Gin 


Asp 


Ala 


85 








Gin 


Gly 


Asn 


Lys 


Gin 


Arg 


Lys 


Gly 








120 


Gin 


His 


Glu 


Gly 






135 




Thr 


Asp 


Phe 


Ser 




150 






Asp 


Asn 


Thr 


Leu 



165 



Leu Tyr Arg Ala 
10 

Thr Gly Leu Leu 
25 

He Lys Asn Gly 

Leu Ser Ala Ser 

60 

Met Asn Leu Ala 
75 

His Cys Gin Leu 
90 

Ala Glu Lys Ala 
105 

Ala Ala Pro Ala 

Leu Glu Leu Arg 

140 

Ser Asp Pro Leu 
155 

Leu Ala Thr Gly 
170 



Pro Phe 


Pro 


Leu 




15 




He Ala 


Ala 


Gly 


30 






Val His 


Phe 


Leu 


45 






Leu Leu 


His 


Ser 


Leu Ala 


Gly 


Asp 






80 


Leu Arg 


Phe 


Gin 




95 




Gly Ser 


Lys 


Glu 


110 






Glu Lys 


Lys 


Cys 


125 






Val Glu 


Asn 


Leu 


Gin Lys vVal 


Val 



160 

Gly Thr Asp Gly 
175 
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Tyr Val Arg 


Val 
180 


Trp 


Lys 


Val 


Pro 


Lys Ala His 


Glu 


Gly 


Glu 


He 


Glu 


195 










200 


Lys Leu Val 


Thr 


Val 


Gly 


Arg 


Asp 


210 








215 




Asp Gin Leu 


Val 


Thr 


Gin 


Leu 


His 


225 






230 






Ser Ser Thr 


Pro 


Tyr 
245 


Arg 


Tyr 


Gin 


Asp Gin Pro Ala 


Gly 


Leu 


Arg 


Leu 




260 










Arg Leu Arg 


Gin 


Pro 


Pro 


Pro 


Cys 


275 










280 


T^n . Phe Leu 


Pro 


Leu 


Arg 


Thr 


Lys 


290 








295 




Cys Leu Asp Val 


Ser 


Glu 


Ser 


Gly 


305 






310 






Thr Gly Ser Val 


Ala 


lie 


Tyr 


lie 






325 








Tyr Val Arg 


Glu 
340 


Ala 


His 


Gly 


He 


Pro Glu Lys 


Gly 




v3 J. 


IT X, W 




355 










360 


Leu Phe Ser 


Val 


Ala 


Val 


Asp 


Ser 


370 








375 




Ser Arg Arg 


Ser 


Val 


Pro 


Val 


Trp 


385 






390 






Leu lie lie 


Val 


Thr 


lie 


Leu 


Leu 



405 



Leu * 
417 



<210> 1664 

<211> 251 

<212> PRT 

<2i3> Homo sapiens 



<400> 1664 



Met 


Thr 


His 


Cys 


Cys 


Ser 


Pro 


Cys 


1 








5 








Thr 


Cys 


Cys 


Arg 
20 


Thr 


Thr 


Cys 


Trp 


Ser 


Ser 


Thr 
35 


Pro 


Cys 


Cys 


Gin 


Pro 
40 


Gin 


Pro 
50 


Cys 


Cys 


His 


Pro 


Thr 
55 


Cys 


Thr 


Cys 


Cys 


Gin 


Pro 


Thr 


Cys 


Val 


65 










70 






Cys 


Ser 


Thr 


Pro 


Cys 
85 


Cys 


Gin 


Pro 


Gly Gin 


Thr 


Ser 


Cys 


Gly 


Ser 


Ser 








100 










Ser 


Cys 


Cys 
115 


Gin 


Pro 


Cys 


Cys 


His 
120 


Phe Arg 


Thr 


Thr 


Cys 


Cys 


Gin 


Pro 




130 










135 




Arg Asn 


Thr 


Ser 


Cys 


Gin 


Pro 


Thr 


145 










150 






Pro 


Cys 


Cys 


His 


Pro 
165 


Thr 


Cys 


Cys 



Ser 


Leu 


Glu 


Lys 


Val 


Leu 


Glu 


Phe 


185 










190 






Asp 


Leu 


Ala 


Leu 


Gly 


Pro 


Asp 


Gly 










205 








Leu 


Lys 


Ala 


Ser 


Val 


Trp 


Gin 


Lys 








220 










Trp 


Gin 


Glu 


Asn 


Gly 


Pro 


Thr 


Phe 






235 










240 


Ala 


Cys 


Arg 


Phe 


Gly 


Gin 


Val 


Pro 




250 










255 




Phe 


Thr 


Val 


Gin 


lie 


Pro 


His 


Lys 


265 










270 






Tyr Leu 


Thr 


Ala 


Trp 


Asp 


Gly 


Ser 










285 








Ser Cys 


Gly 


His 


Glu 


Val 


Val 


Ser 








300 










Thr 


Phe 


Leu 


Gly 


Leu 


Gly 


Thr 


Val 






315 










320 


Ala 


Phe 


Ser 


Leu 


Gin 


Cys 


Leu 


Tyr 




330 










335 




Val 


Val 


Thr 


Asp 


Val 


Ala 


Phe 


Leu 


345 










350 






Leu 


Leu 


Gly 


Ser 


His 


Glu 


Thr 


Ala 










J \j ^ 








Arg 


Cys 


Gin 


Leu 


His 


Leu 


Leu 


Pro 








380 










Leu 


Leu 


Leu 


Leu 


Leu 


Cys 


Val 


Gly 






395 










400 


Leu 


Gin 


Ser 


Ala 


Phe 


Pro 


Gly 


Phe 




410 










415 





Cys 


Gin 
10 


Pro 


Thr 


Cys 


Cys 


Arg 
15 


Thr 


Lys 


Pro 


Thr 


Thr 


Val 


Thr 


Thr 


Cys 


25 










30 






Ser 


Cys 


Cys 


Val 


Pro 
45 


Ser 


Cys 


Cys 


Cys 


Gin 


Asn 


Thr 
60 


Cys 


Cys 


Arg 


Thr 


Ala 


Ser 


Cys 
75 


Cys 


Gin 


Pro 


Ser 


Cys 
80 


Thr 


Cys 
90 


Cys 


Gly 


Ser 


Ser 


Cys 
95 


Cys 


Cys 


Cys 


Gin 


Pro 


He 


Cys 


Gly 


Ser 


105 










110 






Pro 


Thr 


Cys 


Tyr 


Gin 
125 


Thr 


He 


Cys 


Thr 


Cys 


Cys 


Gin 

140 


Pro 


Thr 


Cys 


Cys 


Cys 


Cys 


Gly 
155 


Ser 


Ser 


Cys 


Cys 


Gin 
160 


Gin 


Thr 
170 


He 


Cys 


Arg 


Ser 


Thr 
175 


Cys 
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Cys 


Gin 


Pro 


Ser 
180 


Cys 


Val 


Thr 


Arg 


Cys 
185 


Cys 


Ser 


Thr 


Pro 


Cys 
190 


Cys 


Gin 


Pro 


Thr 


Cys 
195 


Gly 


Gly 


Ser 


Ser 


Cys 

200 

^ yj \J 


Cys 


Ser 


Gin 


Thr 


Cys 


Asn 


Glu 


Ser 


Ser 


Tyr 
210 


Cys 


Leu 


Pro 


Cys 


Cys 
215 


Arg 


Pro 


Thr 


Cys 


Cys 
220 


Gin 


Thr 


Thr 


Cys 


Tyr Arg 


Thr 


Thr 


Cys 


Cys 


Arg 


Pro 


Ser 


Cys 


Cys 


Cys 


Ser 


Pro 


Cys 


Cys 


225 










230 










235 










240 


Val 


Ser 


Ser 


Cys 


Cys 
245 


Gin 


Pro 


Ser 


Cys 


Cys 
250 















<210> 1665 

<211> 737 

<212> PRT 

<213> Homo sapiens 



<400> 1665 



Met 


Arg 


vilU 


Leu 


Lys 


Arg 


xnr 


Leu 


ASp Ala 


Lys Gly His 


Gly Val Leu 


1 








5 








10 










15 


Glu 


Met 


irro 


ber 


toiy 


xnr 


oxy 


Lys 


Tnr vax 


Ser 


Leu 


Leu 


Ala 


Leu He 








20 










25 








30 




Met 


Ala 


Tyr 


Gxn 


Arg 


Ala 


Tyr 


Pro 


Leu Glu 


Val 


Thr 


Lys 


Leu He Tyr 






35 










40 








45 






Cys 


Ser 


Axg 


IXUC 


vax 


jrro 


It 

UXU 


xxe 


vsxu Xiys 


Val 


He 


Glu 


Glu Leu Arg 




' 50 










55 








60 








Lys 


Leu 


jjeu 


Asn 


Fne 


Tyr 


laXU 


Lys 


Gxn uxu 


Gly Glu Lys 


Leu 


Pro Phe 


65 










70 








75 








80 


Leu Gly 


Lieu 


AJua 


Lieu 


oer 


O 

oer 


Arg 


Jbys Asn 


Leu 


Cys 


He 


His 


Pro Glu 










D C 
OO 


















95 


Val 


Thr 






Axy 




Vjxy 


Xiys 


Asp vax 


Asp 


Gly Lys 


Cys 


His Ser 








1 U U 










XUb 








110 




Leu 


Thr 


/\xa 


C A 

oer 


iyr 


vax 


Arg 


Axa 


vjxn xyr 


Gin 


His 


Asp 


Thr 


Ser Leu 






J. JLO 










XzU 








125 






Pro 


His 




Ax y 




it ^ 


V7X Li 


ex's n 




Ala 


His 


Gly 


Arg 


Glu Val 




130 










135 








140 








Pro 


Leu 


Pro 


Ala 


Gly 


He 


Tyr 


Asn 


Leu Asp 


Asp 


Leu 


Lys 


Ala 


Leu Gly 


145 










150 








155 








160 


Arg 


Arg 


Gin 


Gly 


Trp 


Cys 


Pro 


Tyr 


Phe Leu 


Ala 


Arg 


Tyr 


Ser 


He Leu 










165 








170 










175 


His 


Ala 


Asn 


Val 


Val 


Val 


Tyr 


Ser 


Tyr His 


Tyr 


Leu 


Leu 


Asp 


Pro Lys 








180 










185 








190 




He 


Ala 


Asp 


Leu 


Val 


Ser 


Lys 


Glu 


Leu Ala 


Arg 


Lys 


Ala 


Val 


Val Val 






195 










200 








205 






Phe 


Asp 


Glu 


Ala 


His 


Asn 


He 


Asp 


Asn Val 


Cys 


He 


Asp 


Ser 


Met Ser 




210 










215 








220 








Val 


Asn 


Leu 


Thr 


Arg 


Arg 


Thr 


Leu 


Asp Arg 


Cys 


Gin Gly 


Asn 


Leu Glu 


225 










230 








235 








240 


Thr 


Leu 


Gin 


Lys 


Thr 


Val 


Leu 


Arg 


He Lys 


Glu Thr Asp 


Glu Gin Arg 










245 








250 










255 


Leu 


Arg 


Asp 


Glu 


Tyr 


Arg 


Arg 


Leu 


Val Glu 


Gly Leu Arg 


Glu 


Ala Ser 








260 










265 








270 




Ala 


Ala 


Arg 


Glu 


Thr 


Asp 


Ala 


His 


Leu Ala 


Asn 


Pro 


Val 


Leu 


Pro Asp 






275 










280 








285 






Glu 


Val 


Leu 


Gin 


Glu 


Ala 


Val 


Pro 


Gly Ser 


He Arg Thr 


Ala 


Glu His 




290 










295 








300 








Phe 


Leu 


Gly 


Phe 


Leu 


Arg 


Arg 


Leu 


Leu Glu 


Tyr Val 


Lys 


Trp Arg Leu 


305 










310 








315 








320 


Arg 


Val 


Gin 


His 


Val 


Val 


Gin 


Glu 


Ser Pro 


Pro 


Ala 


Phe 


Leu Ser Gly 










325 








330 










335 


Leu 


Ala 


Gin 


Arg 


Val 


Cys 


He 


Gin 


Arg Lys 


Pro 


Leu Arg 


Phe 


Cys Ala 








340 










345 








350 
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Glu Arg Leu Arg Ser Leu Leu His Thr Leu Glu He Thr Asp Leu Ala 

355 360 365 

Asp Phe Ser Pro Leu Thr Leu Leu Ala Asn Phe Ala Thr Leu Val Ser 

370 375 380 

Thr Tyr Ala Lys Gly Phe Thr He He He Glu Pro Phe Asp Asp Arg 
385 390 395 400 

Thr Pro Thr He Ala Asn Pro He Leu His Phe Ser Cys Met Asp Ala 

405 410 415 

Ser Leu Ala He Lys Pro Val Phe Glu Arg Phe Gin Ser Val He He 

420 425 430 

Thr Ser Gly Thr Leu Ser Pro Leu Asp He Tyr Pro Lys He Leu Asp 

435 440 445 

Phe His Pro Val Thr Met Ala Thr Phe Thr Met Thr Leu Ala Arg Val 

450 455 460 

Cys Leu Cys Pro Met He He Gly Arg Gly Asn Asp Gin Val Ala He 
465 470 475 480 

Ser Ser Lys Phe Glu Thr Arg Glu Asp He Ala Val He Arg Asn Tyr 

485 490 495 

Gly Asn Leu Leu Leu Glu Met Ser Ala Val Val Pro Asp Gly He Val 

500 505 510 

Ala Phe Phe Thr Ser Tyr Gin Tyr Met Glu Ser Thr Val Ala Ser Trp 

515 520 525 

Tyr Glu Gin Gly He Leu Glu Asn He Gin Arg Asn Lys Leu Leu Phe 

530 535 540 

He Glu Thr Gin Asp Gly Ala Glu Thr Ser Val Ala Leu Glu Lys Tyr 
545 550 555 560 

Gin Glu Ala Cys Glu Asn Gly Arg Gly Ala He Leu Leu Ser Val Ala 

565 570 575 

Arg Gly Lys Val Ser Glu Gly He Asp Phe Val His His Tyr Gly Arg 

580 585 590 

Ala Val He Met Phe Gly Val Pro Tyr Val Tyr Thr Gin Ser Arg He 

595 600 605 

Leu Lys Ala Arg Leu Glu Tyr Leu Arg Asp Gin Phe Gin He Arg Glu 

610 615 620 

Asn Asp Phe Leu Thr Phe Asp Ala Met Arg His Ala Ala Gin Cys Val 
S25 630 635 640 

Gly Arg Ala He Arg Gly Lys Thr Asp Tyr Gly Leu Met Val Phe Ala 

645 650 655 

Asp Lys Arg Phe Ala Arg Gly Asp Lys Arg Gly Lys Leu Pro Arg Trp 

660 665 670 

He Gin Glu His Leu Thr Asp Ala Asn Leu Asn Leu Thr Val Asp Glu 

675 680 685 

Gly Val Gin Val Ala Lys Tyr Phe Leu Arg Gin Met Ala Gin Pro Phe 

690 695 700 

His Arg Glu Asp Gin Leu Gly Leu Ser Leu Leu Ser Leu Glu Gin Leu 
705 710 715 720 

Glu Ser Glu Glu Thr Leu Lys Arg He Glu Gin He Ala Gin Gin Leu 

725 730 735 736 



<210> 1666 
<211> 73 
<212> PRT 

<213> Homo sapiens 



<400> 1666 

Met Ser Ser Lys Thr Ala Ser Thr Asn Asn He Ala Gin Ala Arg Arg 

15 10 15 

Thr Val Gin Gin Leu Arg Leu Glu Ala Ser He Glu Arg He Lys Val 

20 25 30 
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Ser Lys Ala Ser Ala Asp Leu Met Ser 

35 40 

Ser Asp Pro Leu Leu lie Gly lie Pro 

50 55 

Asp Lys Lys Thr Cys lie lie Leu * 

65 70 72 
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Tyr Cys Glu Glu His Ala Arg 

45 

Thr Ser Glu Asn Pro Phe Lys 
60 



<210> 1667 
<211> 121 
<212> PRT 

<213> Homo sapiens 



<400> 1667 


Met Gly 


Arg Arg 


1 • 




Thr Gly 


Thr Leu 




20 


Lys Ser 


Cys Asp 




35 


Ser Cys 


Thr Val 


50 




Leu Gly 


Asn Leu 


65 




Gly Pro 


Cys Ser 


Arg Pro 


Glu Glu 




100 


Cys Arg 


Ala Gly 




115 



Lys Ser Lys Arg 
5 

Glu Thr Gin Phe 

Val Lys Met Asp 

40 

Cys Leu Glu Glu 
55 

Gly . Phe Phe Gin 
70 

Ser Gly Pro Leu 
85 

Gin Val Pro Pro 

Phe Gin Cys Gin 

120 



Lys Pro Pro Pro 
10 

Thr Cys Pro Phe 
25 

Arg Ala Arg Asn 

Phe Gin Thr Pro 

60 

Arg Val Gly Arg 
75 

Cys Ala Leu Val 
90 

Ser Asp Phe Cys 
105 



Lys Lys Lys Met 
15 

Cys Asn His Glu 
30 

Thr Gly Val He 
45 

He Thr Cys He 

Gly Leu Glu Ser 

80 

Gin Gly Gin Ser 
95 

Gly Val Arg Arg 
110 



<210>. 1668 
<211> 62 
<212> PRT 

<213> Homo sapiens 



<400> 1668 
Met Lys Arg Phe 
1 

Val Gin He Gin 

20 

Ser Ser Pro Ser 
35 

Phe Val Ala Asn 
50 



Leu Phe Leu Leu 
5 

Thr Gly Leu Ser 

Ala Ser Ser Ser 

40 

Ala He He His 
55 



Leu Thr He Ser 
10 

Gly Gin Asn Asp 
25 

Met Ser Gly Gly 

Leu Phe Cys Phe 

60 



Leu Leu Val Met 
15 

Thr Ser Gin Thr 
30 

He Phe Leu Phe 

45 
Ser * 

61 



<210> 1669 
<211> 371 
<212> PRT 

<213> Homo sapiens 



<400> 1669 

Met Glu He Leu Met Thr Val Ser Lys Phe Ala Ser He Cys Thr Met 

15 10 15 

Gly Ala Asn Ala Ser Ala Leu Glu Lys Glu He Gly Pro Glu Gin Phe 

20 25 30 
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Pro Val Asn Glu 


His 


Tyr 


Phe 


Gly 


Leu 


35 








40 




Tyr Cys Asn Ser 


Val 


Leu 


Gin 


Ala 


Leu 


50 






55 






Glu Lys Val Leu 


Ala 


Tyr 


Lys 


Ser 


Gin 


65 




70 








Leu Thr Cys Leu 


Ala 


Asp 


Leu 


Phe 


His 




85 










Lys Val Gly Val 


He 


Pro 


Pro 


Lys 


Lys 


100 










105 


Glu Asn Glu Leu 


Phe 


Asp Asn 


Tyr 


Met 


115 








120 




Leu Asn Tyr Leu 


Leu 


Asn 


Thr 


He 


Ala 


130 






135 






Lys Gin Glu Lys 


Gin 


Asn Gly 


Arg 


Leu 


145 




150 








Glu Asn Asn Asn 


Ser 


Thr 


Pro 


Asp 


Pro 




165 










Gin Gly Thr Leu 


Thr 


Asn 


Glu 


Thr 


Arg 


180 










185 


Ser Ser Lys Asp 


Glu 


Asp 


Phe 


Leu 


Asp 


195 








200 




Asn Thr Ser lie 


Thr 


His 


Cys 


Leu 


Arg 


210 






215 






Leu Cys Ser Glu 


Tyr 


Lys 


Tyr 


Tyr 


Cys 


225 

«r 




230 








Glu Ala His Lys 


Arg 


Met 


Lys 


Val 


Lys 




245 










Leu His Leu Lys 


Arq 


Phe 


Lys 


Tyr 


Met 


260 










265 


Lys Leu Ser Tyr 


Arq 


Val 


Val 


Phe 


Pro 


275 
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280 

mm ^m \0 




Thr Ser Glv Asd 


Ala 


Thr 


Asn 


Pro 


Asp 


290 

A# w 






295 






Val Val Val His 


Cys 


Gly Ser 


Gly 

i/ 


Pro 


305 




310 








lie Val Lys Ser 


His 


Asp 


Phe 


Trp 


Leu 




325 










Glu Lys lie Asp 


Ala 


Gin 


Ala 


He 


Glu 


340 










345 


Asp lie Ser Lys 


Asn 


Ser 


Glu 


Ser 


Gly 


355 








360 




Arcr AsD * 












370 












<210> 1670 












<211> 185 












<212> PRT 












<213> Homo 


sapiens 








<400> 1670 












Met Lys Pro Asp 


Glu 


Thr 


Pro 


Met 


Phe 


1 


5 










Val Asp Trp Ser 


Gin 


Asn 


Thr 


Ala 


Thr 


20 










25 


Thr His Pro Gly 


Glu 


Gly Leu 


Val 


Leu 


35 








40 




Leu Asn Arg Gly 


Phe 


Phe 


Lys 


Val 


Leu 


50 






55 






Val Val Ser Pro 


Glu 


Gin 


Phe 


Met 


Lys 
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Val 


Asn 


Phe Gly Asn Thr 


Cys 






45 






Tyr 


Phe 


Cys Arg Pro 


Phe 


Arg 






60 






Pro Arg 


Lys Lys Glu 


Ser 


Leu 




75 






80 


Ser 


He 


Ala Thr Gin 


Lys 


Lys 


90 






95 




Phe 


He 


Thr Arg Leu Arg Lys 






110 






Gin 


Gin 


Asp Ala His 


Glu 


Phe 






125 






Asp 


He 


Leu Gin Glu Glu Arg 






140 






Pro 


Asn 


Gly Asn He Asp Asn 




155 






160 


Thr 


Trp 


Val His Glu 


He 


Phe 


170 






175 




Cys 


Leu 




Thr 


He 






190 

«M ^ V 






Leu 


Ser 


vax Asp vax 


/^l It 

iaJLU 


vaXn 






205 






Gly Phe 


Ser Asn Thr 


Glu 


Thr 






220 






Glu 


Glu 


Cys Arg Ser 


Lys 


Gin 




235 






240 


Lys 


Leu 


Pro Met He 


Leu 


Ala 


250 






255 




Asp Gin 


Leu His Arg 


Tyr 


Thr 






270 






Leu 


Glu 


Leu Arg Leu 


Phe 


Asn 






285 






Arg Met 


Tyr Asp Leu 


Val 


Ala 






300 






Asn Arg 


Gly His Tyr 


He 


Ala 




315 






320 


Leu 


Phe 


Asp Asp Asp 


He 


Val 


330 






335 




Glu 


Phe 


Tyr Gly Leu 


Thr 


Ser 






. 350 






Tyr 


He 


Leu Phe Tyr 


Gin 


Ser 






365 







Asp Pro Asn Leu Leu Lys Glu 

10 15 
Phe Ser Pro Ala He Ser Pro 

30 

Arg Pro Leu Cys Thr Ala Asp 

45 

Gly Gin Leu Thr Glu Thr Gly 
60 

Ser Phe Glu His Met Lys Lys 
75 80 
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Ser 


Gly 


Asp 


Tyr 


Tyr 


Val 


Thr 


Val 










85 








He 


Val 


Ala 


Thr 


Ala 


Thr 


Leu 


He 








100 










Cys 


Ala 


Lys 


Arg 


Gly 


Arg 


Val 


Glu 






115 










120 


Arg 


Gly 


Lys 


Gin 


Leu 


Gly 
<• 


Asn 


Leu 




130 










135 




Ser 


Lys 


Lys 


Leu 


Asn 


Cys 


Tyr 


Lys 


145 










150 






Asn 


Val 


Gly 


Phe 


Tyr 


Lys 


Lys 


Phe 










165 








Tyr 


Met 


Cys 


Arg 


Arg 


Phe 


Leu Lys 








180 








184 



val Glu Asp Val Thr Leu Gly Gin 

90 95 
He Glu His Lys Phe He His Ser 
105 110 
Asp Val Val Ala Ser Asp Glu Cys 

125 

Leu Leu Ser Thr Leu Thr Leu Leu 

140 

He Thr Leu Glu Cys Leu Pro Gin 
155 160 
Gly Tyr Thr Val Ser Glu Glu Asn 
170 175 



<210> 1671 
<211> 360 
<212> PRT 

<213> Homo sapiens 



<400> 1671 



Nec 


Lys 


Ser 


Pro 


Pne 


Tyr 


Arg Cys 


Gin 


Asn 


Thr 


Thr 


Ser 


Val 


Glu Lys 


. 1 








5 








10 
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Gly 
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Ser 


Ala 


Val 


Met 


Gly Gly 


Val 


Leu 


Phe 


Ser 


Thr 


Gly 


Leu Leu 








20 








25 










30 




Gly 


Asn 


Leu 


Leu 


Ala 


Leu 


Gly Leu 


Leu 


Ala 


Arg 


Ser 


Gly 


Leu 


Gly Trp 






35 








40 










45 
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Arg 


Arg 


Pro 


Leu 


Arg Pro 


Leu 


Pro 


Ser 


Val 


Pne 


Tyr 


Met Leu 




50 










55 








60 








val 


Cys 


Gly 


Leu 


Thr 


Val 


Thr Asp 


Leu 


Leu 


Gly 


Lys 


Cys 


Leu 


Leu Ser 


65 
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80 


Pro 


Val 


Val 


Leu 


Ala 


Ala 


Tyr Ala 


Gin 


Asn 


Arg 


Ser 


Leu 


Arg 


Val Leu 










85 








90 










95 


Ala 


Pro 


Ala 


Leu 


Asp 


Asn 


Ser Leu 


Cys 


Gin 


Ala 


Phe 


Ala 


Phe 


Phe Met 








100 








105 










110 




Ser 


Phe 


Phe 


Gly 


Leu 


Ser 


Ser Thr 


Leu 


Gin 


Leu 


Leu 


Ala 


Met 


Ala Leu 






115 








120 










125 






Glu 


Cys 


Trp 


Leu 


Ser 


Leu 


Gly His 


Pro 


Phe 


Phe 


Tyr 


Arg 


Arg 


His He 




130 










135 








140 








Thr 


Leu 


Arg 


Leu 


Gly 


Ala 


Leu Val 


Ala 


Pro 


Val 


Val 


Ser 


Ala 


Phe Ser 


145 










150 








155 








160 


Leu 


Ala 


Phe 


Cys 


Ala 


Leu 


Pro Phe 


Met 


Gly 


Phe 


Gly 


Lys 


Phe 


Val Gin 










165 








170 










175 


Tyr 


Cys 


Pro 


Gly 


Thr 


Trp 


Cys Phe 


He 


Gin 


Met 


Val 


His 


Glu 


Glu Gly 








180 








185 










190 




Ser 


Leu 


Ser 


Val 


Leu 


Gly 


Tyr Ser 


Val 


Leu 


Tyr 


Ser 


Ser 


Leu 


Met Ala 






195 








200 
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Leu 


Leu 


Val 


Leu 


Ala 


Thr 


Val Leu 


Cys 


Asn 


Leu 


Gly 


Ala 


Met 


Arg Asn 




210 










215 








220 








Leu 


Tyr 


Ala 


Met 


His 


Arg 


Arg Leu 


Gin 


Arg 


His 


Pro 


Arg 


Ser 


Cys Thr 


225 










230 








235 








240 


Arg 


Asp 


Cys 


Ala 


Glu 


Pro 


Arg Ala 


Asp 


Gly 


Arg 


Glu 


Ala 


Ser 


Pro Gin 










245 








250 










255 


Pro 


Leu 


Glu 


Glu 


Leu 


Asp 


His Leu 


Leu 


Leu 


Leu 


Ala 


Leu 


Met 


Thr Val 








260 








265 










270 




Leu 


Phe 


Thr 


Met 


Cys 


Ser 


Leu Pro 


Val 


He 


Tyr 


Arg 


Ala 


Tyr 


Tyr Gly 






275 








280 










285 






Ala 


Phe 


Lys 


Asp 


Val 


Lys 


Glu Lys 


Asn 


Arg 


Thr 


Ser 


Glu 


Glu 


Ala Glu 




290 










295 








300 








Asp 


Leu 


Arg 


Ala 


Leu 


Arg 


Phe Leu 


Ser 


Val 


He 


Ser 


He 


Val 


Asp Pro 


305 










310 








315 








320 
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Trp lie Phe lie 

Lys lie Phe lie 

340 

Thr Asn Met Glu 
355 



lie Phe Arg Ser 

325 

Arg Pro Leu Arg 

Ser Ser Leu * 
359 



Pro Val Phe Arg 
330 

Tyr Arg Ser Arg 
345 



lie Phe Phe His 
335 

Cys Ser Asn Ser 
350 



<210> 1672 
<211> 242 
<212> PRT 

<213> Homo sapiens 



<400> 1672 












Met Phe Leu Thr 


Arg 


Ser Glu Tyr 


Asp Arg Gly Val Asn Thr 


Phe 


Ser 


1 


5 




10 


15 




Pro Glu Gly Arg 


Leu 


Phe Gin Val 


Glu Tyr Ala He Glu Ala 


He 


Lys 


20 






25 30 






Leu Gly Ser Thr 


Ala 


He Gly He 


Gin Thr Ser Glu Gly Val 


Cys 


Leu 


35 




40 


45 






Ala Val Glu Lys 


Arg 


He Thr Ser 


Pro Leu Met Glu Pro Ser 


Ser 


He 


50 




55 


60 






Glu Lys He Val 


Glu He Asp Ala 


His He Gly Cys Ala Met 


Ser Gly 


65 




70 


75 




80 


Leu He Ala Asp 


Ala 


Lys Thr Leu 


He Asp Lys Ala Arg Val 


Glu 


Thr 




85 




90 


95 




Gin Asn His Trp 


Phe 


Thr Tyr Asn 


Glu Thr Met Thr Val Glu 


Ser 


Val 


100 






105 110 






Thr Gin Ala Val 


Ser 


Asn Leu Ala 


Leu Gin Phe Gly Glu Glu 


Asp 


Ala 


115 




120 


125 






Asp Pro Gly Ala 


Met 


Ser Arg Pro 


Phe Gly Val Ala Leu Leu 


Phe 


Gly 


130 




135 


140 






Gly Val Asp Glu 


Lys 


Gly Pro Gin 


Leu Phe His Met Asp Pro 


Ser 


Gly 


145 




150 


155 




160 


Thr Phe Val Gin 


Cys 


Asp Ala Arg 


Ala He Gly Ser Ala Ser 


Glu Gly 




165 




170 


175 




Ala Gin Ser Ser 


Leu 


Gin Glu Val 


Tyr His Lys Ser Met Thr 


Leu 


Lys 


180 






185 190 






Glu 7d.a He Lys 


Ser 


Ser Leu He 


He Leu Lys Gin Val Met 


Glu 


Glu 


195 




200 


205 






Lys Leu Asn Ala 


Thr 


Asn He Glu 


Leu Ala Thr Val Gin Pro 


Gly Gin 


210 




215 


220 






Asn Phe His Met 


Phe 


Thr Lys Glu 


Glu Leu Glu Glu Val He 


Lys 


Asp 


225 




230 


235 




240 



He * 
241 



<210> 1673 
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<212> PRT 

<213> Homo sapiens 



<400> 1673 
Met Leu Gly Arg Ser Gly Tyr Arg 

1 5 
Arg Phe Gin Gin Ser Ser Phe Gly 

20 

Leu Ser Pro Glu Arg Gly Gly Val 
35 40 



Ala Leu Pro Leu Gly Asp Phe Asp 

10 15 
Phe Leu Gly Ser Gin Lys Gly Cys 

25 30 
Gly Thr Gly Ala Asp Val Pro Gin 

45 
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Ser 


Trp 


Pro 


Ser 


Cys 


Leu 


Cys 


His 


Gly 


Leu 


lie 


Ser 


Phe 


Leu Gly 


Phe 




50 










55 
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Leu 


Leu 


Leu 


Leu 


Val 


Thr 


Phe 


Pro 


lie 


Ser 


Gly 


Trp 


Phe 


Ala 


Leu 


Lys 
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70 










75 










80 


lie 


Val 


Pro 


Thr 


Tyr 


Glu 


Arg 


Met 


lie 


Val 


Phe 


Arg 


Leu 


Gly Arg 


He 










85 










90 










95 




Arg 


Thr 


Pro 


Gin Gly 


Pro 


Gly 


Met 


Val 


Leu 


Leu 


Leu 


Pro 


Phe 


He 


Asp 








100 










105 










110 






Ser 


Phe 


Gin 


Arg Val 


Asp 


Leu 


Arg 


Thr 


Arg 


Ala 


Phe 


Asn 


Val 


Pro 


Pro 






115 










120 










125 








Cys 


Lys 


Leu 


Ala 


Ser 


Lys 


Asp 


Gly 


Ala 


Val 


Leu 


Ser 


Val 


Gly Ala 


Asp 




130 










135 










140 










Val 


Gin 


Phe 


Arcr 


lie 


Trp 


Asp 


Pro 


Val 


Leu 


Ser 


Val 


Met 


Thr 


Val 


Lvs 


145 










150. 










155 










160 

V 


Asp 


Leu 


Asn 


Thr 


Ala 


Thr 


Arg 


Met 


Thr 


Ala 


Gin 


Asn 


Ala 


Met 


Thr 


Lys 










165 










170 










175 


Ala 


Leu 


Leu 


Lys 
180 


Arg 


Pro 


Leu 


Arg 


Glu 
185 


lie 


Gin 


Met 


Glu 


Lys 
190 


Leu 


Lvs 


lie 


Ser 


Asp 


Gin 


Leu 


Leu 


Leu 


Glu 


lie 


Asn 


Asp 


Val 


Thr 


Arg Ala 


Trp 
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200 
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Gly 


Leu 
210 


Glu 


Val 


Asp 


Arg 


Val 
215 


Glu 


Leu 


Ala 


Val 


Glu 
220 
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Val 


Leu 


Gin 


Pro 


Pro 


Gin 


Asp 


Ser 


Pro 


Ala 


Gly 


Pro 


Asn 


Leu 


Asp 


Ser 


Thr 


Leu 


Gin 


225 










230 










235 










240 


Gin 


Leu 


Ala 


Leu 


His 
245 


Phe 


Leu 


Glv 


Glv 


Ser 
250 


Met 


Asn 


^^^^ JU 


Met 


Ala 
255 


Glv 


Gly 


Ala 


Pro 


Ser 
260 


Pro 


Gly 


Pro 


Ala 


ASD 
265 


Thr 


Val 


Glu 


Met 

* *i^m 


Val 
270 


Ser 


Glu 


Val 


Glu 


Pro 

275 


Pro 


Ala 


Pro 


Gin 


Val 

280 

A# \m 


Gly 


Ala 


Arg 


Ser 


Ser 

285 
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Pro 


Lys 


Gin 


Pro 


Leu 


Ala 


Glu Gly 


Leu 


Leu 


Thr 


Ala 


Leu 


Gin 


Pro 


Phe 


Leu 


Ser 


Glu 




290 










295 

mtM ^ ^0 










300 

•J W w 










Ala 


Leu 


Val 


Ser 


Gin 


Val 


Gly 


Ala 


Cys 


Tyr 


Gin 


Phe 


Asn 


Val 


Val 


Leu 


305 










310 










315 










320 

•J W 


Pro 


Ser 


Gly 


Thr 


Gin 
325 


Ser 


Ala 


Tyr 


Phe 


Leu 
330 


Asp 


Leu 


Thr 


Thr 


Gly 
335 


Arcr 


Gly 


Arg 


Val 


Gly His 


Gly 


Val 


Pro 


Asp 


Gly 


He 


Pro 


Asp 


Val 


Val 


Val 








340 










345 

TX 










350 






Glu 


Met 


Ala 
355 


Glu 


Ala 


Asp 


Leu 


Arg 
360 


Ala 


Leu 


Leu 


Cys 


Arg 
365 


Glu 


Leu 


Arg 


Pro 


Leu 


Gly 


Ala 


Tyr 


Met 


Ser 


Gly 


Arg 


Leu 


Lys 


Val 


Lys 


Gly Asp 


Leu 




370 










375 










380 










Ala 


Met 


Ala 


Met 


Lys 


Leu 


Glu 


Ala 


Val 


Leu 


Arg 


Ala 


Leu 


Lys 


* 




385 










390 










395 






398 







<210> 1674 

<211> 122 

<212> PRT 

<213> Homo sapiens 



<400> 1674 



Met 


Ala 


Thr Glu Gly Asp 


Val 


Glu 


1 




5 






Gly 


Pro 


Glu Arg Pro Pro 


Glu 


Lys 






20 






Ala 


Asp Leu Glu Arg Val 


Thr 


Asp 






35 




40 


Ser 


Ser 


Asn Leu Glu Thr 


Ala 


Met 




50 




55 




Arg 


Glu 


Gin Lys Ala Lys 


Gin 


Glu 



65 70 



Leu Glu Leu Glu Thr Glu Thr Ser 

10 15 
Pro Arg Lys His Asp Ser Gly Ala 

25 30 
Tyr Ala Glu Glu Lys Glu lie Gin 

45 

Ser Val He Gly Asp Arg Arg Ser 

60 

Arg Glu Lys Glu Leu Ala Lys Val 
75 80 



3534 
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Thr lie Lys Lys Glu Asp 

85 

Ser Arg Ala Ala Ala Glu 

100 

Val Glu Ala Leu lie Ala 
115 



Leu Glu Leu He Met Thr 

90 

Arg Ser Leu Arg Glu His 

105 

Leu Thr Asn * 
120 121 



PCT/USOl/04098 

Glu Met Glu He 
95 

Met Gly Asn Val 
110 



<210> 1675 

<211> 140 

<212> PRT 

<213> Homo sapiens 



<400> 1675 



Met 


Glu 


Ala 


Val 


Val 


Phe 


Val Phe 


Ser Leu Leu Asp 


Cys 


Cys Ala Leu 


1 








5 






10 






15 




He 


Phe 


Leu 


Ser 


Val 


Tyr 


Phe He 


He Thr Leu Ser Asp 


Leu 


Glu 


Cys 








20 








25 




30 






Asp Tyr 


He 


Asn 


Ala Arg 


Ser Cys 


Cys Ser Lys Leu 


Asn 


Lys 


Trp Val 






35 








40 




45 








He 


Pro 


Glu 


Leu 


He Gly His Thr 


He Val Thr Val 


Leu 


Leu 


Leu 


Met 




50 










55 


60 










Ser 


Leu 


His 


Trp 


Phe 


He 


Phe Leu 


Leu Asn Leu Pro 


Val 


Ala 


Thr 


Trp 


65 










70 




75 








80 


Asn 


He 


Tyr 


Arg 


Tyr 


He 


Met Val 


Pro Ser Gly Asn Met Gly Val 


Phe 










85 






90 






95 




Asp 


Pro 


Thr 


Glu 


He 


His 


Asn Arg 


Gly Gin Leu Lys 


Ser 


His 


Met 


Lys 








100 








105 




110 






Glu 


Ala 


Met 


He 


Lys 


Leu Gly Phe 


His Leu Leu Cys 


Phe 


Phe 


Met 


Tyr 






115 








120 




125 








Leu 


Tyr 


Ser 


Met 


He 


Leu 


Ala Leu 


He Asn Asp * 











130 135 139 



<210> 1676 

<211> 804 

<212> PRT 

<213> Homo sapiens 



<400> 1676 



Met 


Glu 


He 


Pro 


1 








Gly 


Gly 


Gly 


Gly 








20 


Asp 


Ser 


Pro 


Ala 






35 




Gly 


Pro 


Gin 


Asp 




50 






Ala 


Ser 


Arg 


Gly 


65 








Pro 


Ser 


Gly 


Gly 


Leu 


Asp 


Pro 


Val 








100 


Ala 


Gly 


Pro 


Val 






115 




Gly 


Gly 


Glu 


Ser 




130 






Arg 


Cys 


Leu 


Ser 



145 



Lys 


Leu Leu Pro 


5 




He 


Pro Ala Gly 


Gly 


Gin Val Pro 




40 


Gly 


Gly Pro Gly 




55 


Pro 


Gly Pro Ser 




70 


Gly 


Gly Gly Gly 


85 




Gly 


Gly Asp Val 


Leu 


Arg Glu Glu 




120 


Gly 


jQa Asn Pro 




135 


Ala 


Val Pro Thr 




150 



Ala Arg Gly Thr 
10 

Gly Gly Arg Val 
25 

Thr Arg Arg Leu 

Arg Arg Arg Glu 

60 

Leu Leu Ala Pro 

75 

Gly Asp Asp Phe 
90 

Glu Thr Ala Gly 
105 

Ala Glu Glu Gly 

Ala Gly Pro Thr 

140 

Pro Ala Pro He 
155 



Leu Gin Gly Gly 
15 

His Arg Gly Pro 
30 

Leu Leu Leu Arg 
45 

Glu Ala Ser Thr 

Arg Thr Asp Gin 

80 

Phe Leu Val Leu 
95 

Ser Gly Gin Ala 
110 

Pro Gly Leu Gin 

125 

Ala Leu Gly Pro 

Ser Ala Pro Gly 

160 



3535 
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Pro 


Ala 


Ala 


Ala 


Phe 


Ala 


Glv 


Thr 


Val 


Thr 


He 


His 


Asn 


Gin Asp 


Leu 










165 










170 










175 




Leu 


Leu 


Atq 


Phe 


Glu 


Asn 


Glv 


Val 


Leu 


Thr 


Leu 


Ala 


Thr 


Pro 


Pro 


Pro 








180 










185 










190 






His 


Ala 


Trp 


Glu 


Pro 


Glv 


Ala 


Ala 


Pro 


Ala 


Gin 


Gin 


Pro 


Gly Cys 


Leu 






195 










200 










205 








He 


Ala 


Pro 


Gin 


Ala 


Gly 


Phe 


Pro 


His 


Ala 


Ala 


His 


Pro 


Gly Asp 


Cys 




210 










215 










220 










Pro 


Glu 


Leu 


Pro 


Pro 


Asp 


Leu 


Leu 


Leu 


Ala 


Glu 


Pro 


Ala 


Glu 


Pro 


Ala 


225 










230 










235 










240 

mm ^m 


Pro 


Ala 


Pro 


Ala 


Pro 


Glu 


Glu 


Glu 


Ala 


Glu Gly 


Pro 


Ala 


Ala 


Ala 


Leu 










245 










250 










255 




Gly 


Pro 


Arg 


Gly 


Pro 


Leu 


Gly 


Ser Gly 


Pro Gly 


Val 


Val 


Leu Tyr 


Leu 








260 










265 










270 






Cys 


Pro 


Glu 


Ala 


Gin 


Cvs 


Gly 


Gin 


Thr 






Lys 


Lys 


His 


Gin 


Leu 






275 










280 










285 








LVS 


Val 


His 


Leu 


Leu 


Thr 


His 


Ser 


Ser 


ber 


vvxn 


Gly Gin 


Arg Pro 


Phe 




290 










295 










300 










Lvs 


Cvs 


Pro 


Leu 


Glv 


Glv 


Cvs 


Gly Trp 


Thr 


Phe 


Thr 


Thr 


Ser Tyr 


Lvs 


305 










310 

^ W 










315 










320 

•if A W 






Arcr 


His 


Leu 


Gin 


Ser 

Wl «k 


His 


Asp 


Lys 


Leu 


Arg 


Pro 


Phe Gly 


Cvs 










325 










330 










o "a c 




Pro 


Ala 


Glu 


Glv 


Cvs 


Glv 


Lvs 


Ser 


Phe 


Thr 


Thr 


Val 


Tyr 


Asn 


Leu 


Lvs 








340 

J V w 










345 










^ c n 

350 






Ala 


His 


Met: 


Lvs 


Glv 


Hi a 


Glu 


Gin 


Glu 


Asn 


Ser 


Phe 


Lys 


Cys 


Glu 


Val 






•3 ^ ^ 










360 










365 








Cvs 


Glu 


Glu 




Phe 


Pro 


Thr* 


Gin 


Ala 


Lys 


Leu 


Ser 


Ala 


His 


Gin 






■^70 










375 










380 










Ser 


His 


Phe 


Glu 


Pro 


Glu 


Arcr 


Pro 


Tyr 


Gin 


Cys 


Ala 


Phe 


Ser 


Gly 


Cys 


o 










3 PO 

O 7 V 










395 










400 


Lvs 


Lvs 


Thr 


Phe 


He 


Thr 


Val 


Ser 


Ala 


Leu 


Phe 


Ser 


His 


Asn 


Arg 


Ala 










405 










410 










A 1 C 

41o 




His 


Phe 


Arcr 


Glu 


Gin 


Glu 

\A 


Leu 


Phe 


Ser 


Cys 


Ser 


Phe 


Pro 


Gly 


Cys 


Ser 








4!?0 










425 










>l "5 A 

43 0 






Lvs 


Gin 


Tyr 


As 13 


Lvs 


Ala 


Cvs 


Arg 


Leu 


Lys 


He 


His 


Leu 


Arg 


Ser 


His 






435 

^ <j •J 










440 










445 








Thx 


Glv 


Glu 


Aro 


Pro 


Phe 


Leu 


Cys 


Asp 


Phe Asp 


Gly Cys 


Gly 


Trp 


Asn 




450 
^ J \j 










455 
^ -J ^ 










460 










Phe 


Tlir 


Ser 


Met 


Ser 

^^^^ 


Lvs 


Leu 

^^^^ 


Leu Arg 


His 


Lys 


Arg 


Lys 


His 


Asp 


Asp 


^ w ^ 










470 










475 










480 


ASO 


Arci 


Aro" 


Phe 


Met 


Cvs 


Pro 


Val 


Glu 


Gly Cys 


Gly Lys 


Ser 


Phe 


Thr 










485 

\S mJ 










490 










495 




ArcT 


Ala 


Glu 


His 


Leu 


Lvs 


Gly 


His 


Ser 


He 


Thr 


His 


Leu 


Gly 


Thr 


Lys 








500 










505 










510 






Pro 


Phe 


Val 


Cvs 


Pro 


Val 


Ala 


Gly Cys 


Cys 


Ala 


Arg 


Phe 


Ser 


Ala 


Arg 






515 










520 










525 








Ser 


Ser 

^mJ A» 


Leu 


Tvr 

Jr •*■ 


He 


His 


Ser 


Lys 


Lys 


His 


Leu 


Gin Asp 


Val 


Asp 


Thr 




530 










535 

mj ^ 










540 










Trp 


Lvs 


Ser 


Arcr 


Cvs 


Pro 


He 


Ser 


Ser 


Cys 


Asn 


Lys 


Leu 


Phe 


Thr 


Ser 


545 










550 










555 










560 

w W w 


Lvs 


His 


Ser 


Met 


Lys 


Thr 


His 


Met 


Val 


Lys 


Arg 


His 


Lys 


Val 


Gly 


Gin 










565 










570 










575 




ASD 


Leu 


Leu 

W %A 


Ala 


Gin 


Leu 


Glu 


Ala 


Ala 


Asn 


Ser 


Leu 


Thr 


Pro 


Ser 


Ser 








580 










585 










590 






Glu 


Leu 


Thr 


Ser 


Gin 




Gin 


Asn Asp 


Leu 


Ser 


Asp Ala 


Glu 


He 


Val 






595 

•J ■J 










600 










605 








Ser 


Leu 


Phe 


Ser 


Aso 


Val 


Pro 


Asp 


Ser 


Thr 


Ser 


Ala 


Ala 


Leu 


Leu 


ASD 
























620 










Thr 


Ala 


Leu 


Val 


Asn 


Ser 


Gly 


He 


Leu 


Thr 


He 


Asp Val 


Ala 


Ser 


Val 


625 










630 










635 










640 


Ser 


Ser 


Thr 


Leu 


Ala 


Gly 


His 


Leu 


Pro 


Ala 


Asn 


Asn 


Asn 


Asn 


Ser 


Val 










645 










650 










655 




Gly 


Gin 


Ala 


Val 


Asp 


Pro 


Pro 


Ser 


Leu 


Met 


Ala 


Thr 


Ser 


Asp 


Pro 


Pro 








660 










665 










670 







3536 



wo 01/57190 



PCT/USOl/04098 



Gin 


Ser 


Leu 


Asp 


Thr 


Ser 


Leu 


Phe 


Phe Gly Thr 


Ala 


Ala Thr Gly Phe 






675 










680 

W V 








685 


Gin 


Gin 
690 


Ser 


Ser 


Leu 


Asn 


Met 
695 


Asp 


Glu Val 


Ser 


Ser 
700 


Val Ser Val Gly 


Pro 


Leu 


Gly 


Ser 


Leu 


Asp 


Ser 


Leu 


Ala Met 


Lvs 


Asn 


Ser Ser Pro Glu 


705 










710 








715 




720 


Pro 


Gin 


Ala 


Leu 


Thr 
725 


Pro 


Ser 


Ser 


Lys Leu 
730 


Thr 


Val 


Asp Thr Asp Ala 
735 


Leu 


Thr 


Pro 


Ser 
740 


Ser 


Thr 


Leu 


Cvs 


Glu Asn 
745 


Ser 


Val 


Ser Glu Leu Leu 
750 


Thr 


Pro 


Thr, 

/DO 


Lys 


Ala 


Glu 


Trp 


Asn 

/ D U 


vet J. XIX 9 


f Am KJ 


Asp 


Ser Asp Phe Phe 
765 


Gly 


Gin 


Glu 


Gly Glu 


Thr 


Gin 


Phe 


Gly Phe 


Pro 


Asn Ala Ala Gly Asn 




770 










775 








780 




His 


Gly 


Ser 


Gin Lys 


Glu 


Thr 


Asp 


Leu lie 


Thr 


Val 


Thr Gly Ser Ser 


785 










790 








795 




800 


Phe 


Leu 


Val 
803 





















<210> 1677 

<211> 156 

<212> PRT 

<213> Homo sapiens 



<400> 1677 
Met Ala Ser Leu 

1" 

Lys Pro Lys Tyr 

20 

Val Cys Phe Arg 
35 

Val Glu Lys Lys 
50 

Val Glu Asn Lys 
65 

Asp Glu Glu Glu 

Glu Ser Ala Thr 

100 

Leu Met Val Asn 
115 

Ala Tyr Met Gin 
130 

Gly lie Val Glu 
145 



Lys 


Cys 


Ser 


Thr 


5 








Arg 


Cys 


Pro 


Ala 


Lys 


His 


Lys 


Glu 








40 


lie 


Arg 


Ser 


Ala 






55 




Asp 


Asp 


Asp 


Asp 




70 






Asp 


Arg Val 


Ser 


85 








Leu 


Arg 


Ser 


Leu 


Leu 


Asp 


Gin 


Gly 








120 


Glu 


Pro 


Leu 


Phe 






135 




Pro 


Ser 


Gin 


Asn 



150 



Val Val Cys Val 
10 

Cys Arg Val Pro 
25 

Gin Cys Asn Pro 

Leu Pro Thr Lys 

60 

Ser lie Ala Asp 
75 

Leu Gin Asn Leu 
90 

Leu Leu Asn Pro 

105 

Glu Asp Lys Ala 

Val Glu Phe Ala 

140 

Glu Glu Ser * 
155 



lie Cys Leu Glu 
15 

Tyr Cys Ser Val 
30 

Glu Thr Arg Pro 
45 

Thr Val Lys Pro 

Phe Leu Asn Ser 

80 

Lys Asn Leu Gly 
95 

His Leu Arg Gin 
110 

Lys Leu Met Arg 
125 

Asp Cys Cys Leu 



<210> 1678 

<211> 958 

<212> PRT 

<213> Homo sapiens 



<400> 1678 
Met Pro Gly A^g 
1 

Thr Gin Ala Met 

20 

Cys Tyr Tyr Gly 
35 



Arg Pro Arg Pro 

5 

Arg Asp Lys Cys 

Thr Leu Lys Leu 

40 



Leu Ser Ala Glu 
10 

Gly Ala Arg Asp 
25 

Ala Gly Pro Glu 



Leu Gly Gly Ser 
15 

Gly Ala Gly Thr 
30 

Ser Leu Arg Trp 
45 



3537 
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Ala 






wx y 


Gl u 

wX U 


Axy 


A an 

•nop 


Val 


Al a 

AX A 


A an 
ASp 


X IIX 


Met 


xj y o 


ASTl 

^uxxx 


PVl A 














c c 










o u 










Glu 

w» 


Met 




lie 


Tj«ai 1 




AST) 


Tvr 
xyx 


Pro 


Glv 
oxy 


Glv 
>jx y 


Pro 


Ser 


Thr 

X XXX 


He 

«L JLC 


Thy 












/ u 










7 S 
/ 3 










no 


Glv 


Ser 

^^^^ ^ 


Glu 


nx y 


Val 


Glu 

wX U 


Asn 


Ala 


0CX 


Ti^ii 

XJ w u 


XICU 


al a 

AX A 


Ti^ii 

XJ w LI 


xjy o 


Met 


Glu 

wX U 




















QO 










QS 
17 3 




Glu 


Glv 


Ala 


Met 




Glu 


Glv 


Glv 


Glv 


Lvfi 

XJJf 0 


A4n 
no XX 


S^r 

OCX 


His 


C?vs 

W JT 0 


TjAll 
XJC v» 


L^u 








1 no 

X u 










1 OS 
XU 3 










Tin 

X Xii 








Ser 




Val 


ArcT 

Axy 


Pro 


ArcT 


Ala 


Thr 


Ala 


Tvr 
4.yx 


Glv 
vaxy 


Ala 


Ser 


Glv 


Pro 






IIS 

X x^ 










1 "JO 
x^ u 










1 9 S 

X^3 










Pro 


Glv 


Pt"o 

JC^ X w 


Al a 

fix A 


Axy 


Val 

V CI X 


Ala 


OCX 


A T"n 
Axg 


Axy 


T.aii 
XICU 


Gl V 
wxy 


Al a 

f^X A 


Al a 

AX A 


Val 

VAX 




130 

iJ- \J 










13 5 

X J 3 










1 AO 
X4 U 










Glv 


Leu 


Leu 


Self 


Ala 


Asn 
A»p 


Thr 


Tj^u 

XlwUi 


Tm 

X X p 


Pro 

C X w 


XICU 


#u>xx 


Glv 
^7x y 


XJC IX 


Ala 

^%X A 


Axg 












1 SO 

X3 U 










1 SS 
X33 










1 CO 
XD u 


Ala 


Tie 

X> _U w 




Glu 

V7X U 


Glu 

vTX U 


Tie 

XXC5 


Glu 

wX vX 


AT a 


T>A1 1 
XJCU 


Ay ft 

Arg 


Aop 


Aop 


Qat* 

OCX 


Gl V 
wxy 


Aop 


A er^ 
Aop 










XO 9 










X / u 










X / 3 






Glu 


Ala 




TVit* 

X XXX 


Jb X w 


Ala 


A car> 

.nop 


xjy o 


OCX 


Gl 11 

\3X U 


TiAll 
XICU 


TT-i s 

XIXO 


His 

XXX £> 


XllX 


TiAII 

ucu 








1 no 
xo u 










XOD 










T OA 

Xi7U 










XJCU 


OCX 


TiAll 

xicu 


Xljr B 


xitsu 


nap 


nSp 


T.All 

XiCU 


C Ay 
OCX 


lllx 


u.y s 


7\ e* n 
ASxl 


A a T^ 
ASp 


T.Al 1 

Jjcu 
















o n n 










one 
2 Us 












XJjr o 


XxXS 


\jXy 


m a 


2V1 a 
AXd 


T .AH 


Gl Tl 

uXIx 


Axy 


O A^ 

oer 


T . Al 1 


xllx 


Gl n 


T.Al 1 

XicU 


ASp 




o 1 n 




















A 

220 












J_iC LI 


T.va 
xjy 0 


xxts 


It X \J 


OcSx 


Gl 11 

wX U 


Q AT* 
OCX 


Gl \/ 


Gl n 


XiyS 


T Al 1 


XiyS 


17a 1 
V cLX 


\7a 1 
VAX 


AoH 






















O "3 C 

233 










240 




TV yfc^i 


/iXa. 


Xxlx 


XiCU 


jrlie 


TV 

Arg 


Tl A 

x±e 


inr 


ber 


Asn 


AX a 


riec 


xxe 


Asn 


oi w 










O >1 c 










OCA 

250 










o c c 
233 






aJLcL 




xxe 


T ^1 1 


lUx 


G A>» 

OCX 


iyr 




r'l 1-1 
VjXU 


irp 


Leu 


uxn 


7*) -V* 


Lzxn 


(jxy 








O C /I 

^ b (J 










'5 C 

3 










o T r\ 
2 /O 










y 


± xXX 


■Hxy 




Q AT* 
OCX 


Gl n 

ox LI 


17a 1 

VAX 


\7a 1 
VAX 


C Ay 
OCX 


Gl ir 

vaXy 




Gl \r 
VsXy 


Tl A 
XXc 


xrp 






o •? c 










O O A 










o o c 












A QTl 


Al a 
nXa 


Vax 


DK A 


Gl n 
1^X11 


irx O 


Dt*<^ 

Jrx O 


'PVl V* 

llxx 


irx O 


XlCU 


XTX O 


\7a 1 
V aX 


T Al 1 

Xieu 


Tyr 














O O C 










O A A 

300 














V3X Ul 


XlXo 


XT i \J 


PVl A 
ir lie 


T.Al 1 


± iix 


T .All 


Gl n 
VfXxl 


nxs 


Gat* 
OCX 


Gl n 
oXxl 


ASp 


/2l ^.r 

vjxy 


Ala 
AXa 


IOC 










^ xU 










315 










*5 O 

320 








xrx O 


AXa 


Al a 
riXOL 


Al a 


Gl 11 

OXU 


Gl n 


Tin y 




Gly 


T7a 1 
VAX 


7\ «y^r 

Arg 


TV g< y*S 

ASp 


r*l ir 

vjxy 










"3 O C 










Q T A 
J J U 










o o c 

335 






m n 


Vax 


Arg 


Ixlx 




■\7a 1 


xrxO 


Tl A 

JL±e 


DVi A 

irlie 


XicU 


Xieu 


Trp 


^jxy 


r«l 

oxy 


iiir 








1 A n 










1 A C 










OCA 

350 








V» a 




VclX 


ilxS 


Gl \7 


Al a 


Gl n 
uxll 


irp 


\7a 1 
VAX 


Xieu 


r*'\ Tl 
v7xn 


AXa 


cys 


TV 

Arg 


ASp 






*3 C C 










o c n 










O f C 

355 










T.A1 1 


f3l 11 
V3XU 


T . Al 1 


xxXa 


Gl 11 


Tl A 
XXC 


Vti a 
xlXo 


Cat* 
OCX 


TV yyx 

Arg 


Jjys 


^Pyy\ 

irp 


Gl n 

uxn 


Arg 


Al a 
AXa 


Xieu 




J / u 










"J cr 










Q □ A 

3o0 














LI 


wXU 


nil n 


Gl n 


Ayn 
/ixy 


Val 

VAX 


XIX 9 


T . Al 1 

XICU 


Glu 


Glu 


^ IIX 


Tl A 
XXc 


Gl 11 
VjXU 


Gl n 


p i; 
-3 o o 










O Q O 
O J7 U 










395 










/I A A 

400 


T.A11 
J-ICU 




T \fct 

Xiys 


/til Tl 

oxh 


IT -I Q 

rixS 


Asn 


OCX 


T Al 1 


r*! 11 


Arg 


Ala 


.Phe 


ilxS 


V* 

oer 


Al a 

Axa 


jrro 










A n c 

^ U D 










A 1 n 
4 X U 










4X5 




Glv 




Jk X w 


AT a 


A an 


JErX In/ 


Cat* 
OCX 




OCX 


XT lie 


He 


Glu 


Gl V 
vjrx y 


G Ay 

OCX 


TiAII 
JJCU 


T.Al 1 

IjCU 


















AOS 
^^3 










ATA 
*t J u 






Thr* 


C ^ Vi/ 




wX jf 


Glu 

wXU 




Coy 
OCX 


Gl 11 

wX IX 


Glu 

wX u 


AfiT*l 
AC*p 


Glu Asp 


Thy 

1 XlX 


Gl n 

V3X U 


lyr 


PhA 
Jrxic 


























AAS 










Ala 


Met 


Glu 


21ST1 


OCX 


X XXX 


G AT* 

0CX> 


Phe 


Tlf» 
xxc 


Thr 


Val 


He 

xxc 


TVir 
xxxx 


Glu 

wX LX 


Al a 

AXA 
























460 












Glu 


nop 


0CX 


A Iff J 
*»xy 


Xljr o 


Ala 


Glu 

wX U 


Glv 

wX jr 


GAr 

OCX 


Thr Gly 


XllX 


Qay 

OCX 


Qay 

OCX 


Val 

VAX 


4 D 3 










A'7n 










475 










A AO 


Asp 


irp 


C AV* 
OCX 


C A^ 

OCX 


2il a 


2k 

AOp 


A an 


VAX 


JJCU 


A 

ASp 


Gly Ala 


Cat* 
OCX 


T.All 
XlCU 


Val 
VAX 


13 ^ A 

irxO 










AQ C 




















A Q d 




xjys 


Njx y 


G A V 

OCX 


C A V* 

OCX 


xiyS 


"\7a 1 
VaX 


Xjys 


nxy 


A im 

Arg 


Val 
VAX 


Arg 


He 


Irxu 


A g Tl 

AoXx 




y ^ 

irx V/ 








500 










505 










510 






Asn 


Tyr 


Ser 


Leu 


Asn 


Leu 


Trp 


Ser 


He 


Met 


Lys 


Asn 


Cys 


He 


Gly 


Arg 






515 










520 










525 








Glu 


Leu 


Ser 


Arg 


He 


Pro 


Met 


Pro 


Val 


Asn 


Phe 


Asn 


Glu 


Pro 


Leu 


Ser 




530 










535 










540 










Met 


Leu 


Gin 


Arg 


Leu 


Thr 


Glu 


Asp 


Leu 


Glu 


Tyr His 


His 


Leu 


Leu 


Asp 


545 










550 










555 










560 
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Lys 


Ala 


Val 


His 


Ala 


Phe 


Ser 


Val 








580 


Pro 


Phe 


Asn 


Pro 






595 




Asp 


Met 


Gly 


Leu 




610 






Ser 


Ala 


Ala 


His 


625 








Glu 


He 


Thr 


He 


Pro 


Leu 


Gly 


Ala 








660 


Val 


Trp 


Arg 


Lys 






675 




Leu 


Trp 


He 


Asp 




690 






Asn 


Asp 


Arg 


Cys 


705 








Glu 


Ala 


Ala 


Arg 


Ala 


His 


Tvr 


Val 








740 


Lys 


Val 


Met 


His 






755 




Lys 


Thr 


Val 


Tyr 




770 






Pro 


Leu 


Pro 


Glu 


785 








Leu 


Thr 


Leu 


Asn 


Leu 


Arg 


Pro 


Asp 








820 


Asn 


Thr 


Glu 


Lys 






835 




Arg 


Arg 


Leu 


Glu 




850 






Glu 


Gly 


Val 


Lys 


865 








Ser 


Pro 


Arg 


Phe 


V3X y 




Thr* 


Ljj.y 








900 


Arg 


Arg 


Ser 


Arg 






915 




Ala 


Ser 


Cys 


Arg 




930 






Ser 


Thr 


Val 


His 



945 



Cys 


Thr 


Ser Ser 


565 






Ser 


Ser 


Tyr Ser 


Met 


Leu 


Gly Glu 






600 


Arg 


Ser 


Leu Cys 






615 


Tyr 


Val 


Phe Ser 




630 




Ser 


Ser 


Lys Phe 


645 






He 


His 


Leu Glu 


Ser 


Thr 


Ser Thr 






680 


Gin 


Ser 


Gly Asp 






695 


Gin 


Leu 


Lys Phe 




710 




Lvs 


Val 


Thr Glv 


725 






Leu 


Ser 


Glv Ser 


Ser 


Ser 


Pro Ser 






760 


Gin 


Thr 


Leu Ser 






775 


Asn 


Ala 


Glu Asn 




790 




Glu 


His 


Glu Glu 


805 






Gin 


Arcr 


Leu Met 


Gin 


Arcr 


Leu Glu 






840 


Ala 


Cvs 


Gly Pro 






855 


Ala 


Phe 


Asp Lys 




870 




He 


Leu 


Cys Asp 


885 






Asn 


Tyr 


Arg Lys 



Tyr Gly His Val 

920 

Phe Arg Leu Glu 
935 

Asn Arg Trp Leu 
950 



Val Glu Gin Met 
570 

Thr Thr Val His 
585 

Thr Phe Glu Leu 

Glu Gin Val Ser 

620 

Lys His Gly Trp 
635 

Arg Gly Lys Tyr 
650 

Phe Gin Ala Ser 
665 

Val His Asn He 

He Glu He Val 

700 

Leu Pro Tyr Ser 
715 

Val Val Ser Asp 
730 

T2:p Asp Glu Gin 
745 

Ser Pro Ser Ser 

Ala Lys Leu Leu 

780 

Met Tyr Tyr Phe 
795 

Gly Val Ala Pro 

810 

Glu Lys Gly Arg 
825 

Glu Lys Gin Arg 

Gly Ser Ser Cys 

860 

He Gin Pro Val 
875 

Cys Cys Pro Leu 
890 

Leu Ala Arg Leu 
905 

Arg Arg Ala Ser 
Arg Val Ala Gly 

940 

Val Met Asn Arg 
955 



Cys 


Leu Val Ala 




575 


Arg 


He Ala Lys 




590 


Asp 


Arcr Leu Asd 


605 




His 


His Pro Pro 


Ser 


Leu Trp Gin 




640 


He 


Ser He Met 




655 


Gly 


Asn His Tyr 




670 


He 


Val Gly Lys 


685 




Asn 


His Lvs Thr 


Tyr 


Phe Ser Lys 




720 


Ser 


Gin Gly Lys 




735 


Met 


Glu Cvs Ser 




750 


ASD 


Glv Lvs Gin 


765 




Tro 


Lvs Lvs Tvr 


Ser 


Glu Leu Ala 




ft on 

Q V U 


Thr 


Asp Ser Arg 




815 


Trp 


Asd Glu Ala 




W V 




S^i^ Arcf Avo 


845 




Ser 


Ser Glu Glu 




AT*cr v Ht ^ 




880 


Ala 


Pro Asn Ser 




895 


Pro 


Lys Arg .Met 




910 


Lys 


Thr Thr Gin 



925 

Leu Arg Lys Pro 

Ser * 
957 



<210> 1679 

<211> 2190 

<212> PRT 

<213> Homo sapiens 



<400> 1679 

Met Gly He Phe Val Lys Thr He Phe Pro Asn Gly Ser Ala Ala Glu 

1 5 10 15 

Asp Gly Arg Leu Lys Glu Gly Asp Glu He Leu Asp Val Asn Gly He 

20 25 30 
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Pro 


He 


Lys 


Gly 


Leu 


Thr 


Phe Gin 


Glu 






35 








40 




He 


Arg 


Ser 


Gly 


Leu 


Phe 


Val Leu 


Thr 




50 










55 




Pro 


Ser 


Leu 


Thr 


Pro 


Cys 


Ser Thr 


Pro 


65 










70 






Ser 


Pro 


Asn 


Phe 


Asn 


Thr 


Ser Gly 


Gly 










85 








Glu 


Gly 


Ser 


Ser 


Ser 


Ser Leu Gly 


Arg 








100 








105 


Arg 


He 


Val 


Met 


Glu 


Val 


Thr Leu 


Asn 






115 


. 






120 




Gly 


He 


Gly 


Ala 


Cys 

■I 


Cys 


Leu Ala 


Leu 




130 










135 




Tyr 


He 


His 


Ser 


Leu 


Ala 


Pro Gly 


Ser 


145 










150 






Leu 


Ser 


Arg 


Gly 


Asp 


Gin 


He Leu 


Glu 










165 








His 


Ala 


Ala 


Leu 


Ser 


Lvs 


Val His 


Ala 








180 








185 


Gly 


Pro 


Val 


Arg 


Leu 


Val 


He Glv 


Arg 






195 








200 




Leu 


He 


Ser 


Glu 


Ser 


Glu 


Leu Ser 


Gin 




210 










215 




Gly 


Pro 


Leu 


Ser 


Asp 


Phe 


Met Val 


Ala 


225 










230 






Pro 


Gly 


Ser 


Gly 


Cys 


Ser 


Thr Ser 


Glu 










245 








Thr 


Ser 


Thr 


His 


Lys 


Glu 


Pro Glv 


Lys 








260 








265 


Thr 


Leu 


Gly 


Ser 


His 




Ala Ser 

^^^^ 1^ ^ 


Gly 






275 








280 




Val 


Ala 


Arg 


Gin 


Ala 


Ser 


Leu Pro 


Gly 




290 










295 




Pro 


Leu 


Leu 


T^g 


Gin 


Arcr 


Lvs Val 


Gly 


305 










310 






Ser 


Asp 


Glu 


Glu 


Glu 


Phe 


Asp Arg 


Glu 










325 








Gly 


Ala 


Leu 


Pro 


Gly 


Pro 


lie Arg 


Pro 








340 








345 


Arg 


Val 


Ser 


He 


Ser 


Ser 


Ser Lys 


Gly 






355 








360 




Glu 


Arg 


Pro 


Arg 


Lys 


Thr 


Leu Val 


Ser 




370 










375 




Leu 


Gly 


Ser 


Ser 


Val 


Asp 


Leu Glu 


Glu 


385 










390 






Asp 


Ala 


Ala 


Ser 


Tyr 


Ala 


Ala Asn 


Leu 










405 








Lys 


Gly 


Ser 


Pro 


Gly 


w w ^ 




Lys 








420 








425 


Ser 


Ala 


Pro 


Lys 


Leu 


Glu 


Tyr Thr 


Val 






435 








440 




Thr 


Asn 


Thr 


Gly 


Ser 


Pro 


Ser Ser 


Pro 




450 










455 




Gly 


Ser 


Arg 


His 


Arg 


Pro 


Val Ala 


Arg 


465 










470 






Ser 


Glu 


Ala 


Glu 


Ala 


Iiys 


Pro Ser 


Gly 










485 








Gly 


Arg 


Ala 


Asn 


Asp 


Pro 


Cys Asp 


Leu 








500 








505 


Ser 


Val 


Lys 


Val 


Thr 


Val 


Ala Gly 


Phe 






515 








520 




Lys 


Glu 


Ser 


Leu 


Gly 


Lys 


Leu Thr 


Thr 




530 










535 
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Ala 


He 


His 


Thr 


Phe 


Lys 


Gin 








45 








Val 


Arg 


Thr 


Lys 


Leu 


Val 


Ser 






60 










Thr 


His 


Met 


Ser 


Arg 


Ser 


Ala 




75 










80 


Ala 


Ser 


Ala 


Gly 


Gly 


Ser 


Asp 


90 










95 




Lys 


Thr 


Pro 


Gly 


Pro 


Lys 


Asp 










110 






Lys 


Glu 


Pro 


Arg 


Val 


Gly 


Leu 








125 








Glu 


Asn 


Ser 


Pro 


Pro 


Gly 


He 






140 










Val 


Ala 


Lys 


Met 


Glu 


Ser 


Asn 




155 










160 


Val 


Asn 


Ser 


Val 


Asn 


Val 


Arg 


170 










175 




He 


Leu 


Ser 


Lys 


Cys 


Pro 


Pro 










190 






His 


Pro 


Asn 


Pro 


Lys 


Asp 


Ser 








205 








Tyr 


Phe 


Ala 


His 


Asp 


Val 


Pro 






220 










Gly 


Ser 


Glu 


Asp 


Glu 


Asp 


His 




235 










240 


Glu 


Gly 


Ser 


Leu 


Pro 


Pro 


Ser 


250 










255 




Pro 


Arg 


Ala 


Asn 


Ser 


Leu 


Val 








270 






Leu 


Phe 


His 


Lys 


Gin 


Val 


Thr 








285 








Ser 


Pro 


Gin 


Ala 


Leu 


Arg 


Asn 






300 










Cys 


Tyr 


Asp 


Ala 


Asn 


Asp 


Ala 




315 










320 


Gly 


Asp 


Cys 


He 


Ser 


Leu 


Pro 


330 










335 




Leu 


Ser 


Glu 


Asp 


Asp 


Pro 


Arg 










350 






Met 


Asp 


Val 


His 


Asn 


Gin 


Glu 








365 








Lys 


Ala 


He 


Ser 


Ala 


Pro 


Leu 






380 










Ser 


He 


Pro 


Glu 


Gly 


Met 


Val 




395 










400 


Thr 


Asp 


Ser 


Ala 


Glu 


Ala 


Pro 


410 










415 




Lys 


Glu 


Leu 


Ser 


Gly 


Ser 


Ser 










430 






Arg 


Thr 


Asp 


Thr 


Gin 


Ser 


Pro 








445 








Gin 


Gin 


Lys 


Ser 


Glu 


Gly 


Leu 






460 










Val 


Ser 


Pro 


His 


Cys 


Lys 


Arg 




475 










480 


Ser 


Gin 


Thr 


Val 


Asn 


Leu 


Thr 


490 










495 




Asp 


Ser 


J\rg 


Val 


Gin 


Ala 


Thr 










510 






Gin 


Pro 


Gly 


Gly 


Ala 


Val 


Glu 








525 








Gly 


Asp 


Ala 


Cys 


Val 


Ser 


Thr 



540 
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Ser 


Cys 


Glu 


Leu 


Ala 


Ser 


Ala 


Leu 


Ser 


His 


Leu 


Asp 


Ala 


Ser 


His 


Leu 


545 










550 










555 










560 


Thx 


Glu 


Asn 


Leu 


Pro 


Lvs 


Ala 


Ala 


Ser 


Glu 


Leu 


Glv 


Gin 


Gin 


Pro 

• • ^m 


Met 










565 










570 










575 




Thr 


Glu 


Leu 


Asp 


Ser 


Ser 


Ser 


Asp 


Leu 


lie 


Ser 


Ser 


Pro 


Glv 


Lvs 


Lys 








580 










585 










590 






Gly 


Ala 


Ala 


His 


Pro 


Asp 


Pro 


Ser 


Lys 


Thr 


Ser 


Val 


Asp 


Thr 


Gly 


Lvs 






595 










600 










605 








Val 


Ser 


Arg 


Pro 


Glu 


Asn 


Pro 


Ser 


Gin 


Pro 


Ala 


Ser 


Pro 


Arcr 


Val 


Ala 




610 










615 










620 










Lys 


Cys 


Lys 


Ala 


Arg 


Ser 


Pro 


Val 


Arg 


Leu 


Pro 


His 


Glu 


Gly 


Ser 


Pro 


625 










630 










635 










640 


Ser 


Pro 


Gly 


Glu 


Lvs 


Ala 


Ala 


Ala 


Pro 


Pro 


Asp 


Tyr 


Ser 


Lvs 


Thr 


Arcr 










645 










650 










655 




Ser 


Ala 


Ser 


Glu 


Tlir 


Ser' 


Thr 


Pro 


His 


Asn 


Thr 


Arcr 


Arcr 


Val 


Ala 


Ala 








660 










665 

W V V 










670 






Leu 


Arcr 


Gly 


Ala 


Glv 


Pro 


Glv 


Ala 


Glu 


Glv 


Met 


Thr 


Pro 


Ala 


Glv 


Ala 






675 










680 










685 








Val 


Leu 


Pro 


Glv 


Asp 


Pro 


Leu 


Thr 


Ser 


Gin 


Glu 


Gin 


Arcr 


Gin 


Glv 


Ala 




690 










695 










700 










Pro 


Gly 


Asn 


His 


Ser 


Lvs 


Ala 


Leu 


Glu 


Met. 


Thr 


Glv 


lie 


His 


Ala 


Pro 


705 










710 










715 










750 


Glu 


Ser 


Ser 


Gin 


Glu 


Pro 


Ser 


Leu 


Leu 


Glu 


Glv 


Ala 


Asp 


Ser 


Val 


5?pr 










725 










730 










7T 5 




Ser 


ArQ 


Ala 


Pro 


Gin 


Ala 


Ser 


Leu- 


Ser 


Met 


Leu 


Pro 


Ser 


Thr 


Asn 


A<3n 








740 










745 










75n 






Thx 


Lvs 


Glu 


Ala 


Cvs 


Glv 


His 


Val 


Ser 

A» 


Glv 


His 


Cvs 


Cvs 


Pro 


Glv 


Glv 






755 










760 










7fi5 








Ser 


Arcr 


Glu 


Ser 


Pro 


Val 


Thr 


Asp 


lie 


Asp 




Phe 


lie 


TjVS 


Glu 


TjPU 




770 










775 










/ o u 










Asp 


Ala 


Ser 


Ala 


7U.a 


Arcr 


Ser 


Pro 


Ser 

\m 


Ser 


Gin 


Thr 


Glv 




Ser 
w J* 


Glv 


785 










790 










79 5 










fton 


Ser 


Gin 


Glu 


Glv 


Ser 


Ala 


Gin 


Glv 


His 


Pro 


Pro 


Ala 


Glv 


Ala 


Glv 


Gl V 










805 

u w 










□ ^ V/ 










ftl 5 
O J. ^ 




Glv 


Ser 


Ser 


Cva 




Ala 


Glu 


Pro 

^ 


Val 


Pro 






Gin 














820 










.82R 
' %j ^ J 










RIO 






Pro 


Arci 


Arcr 


Ala 


Tro 


Ala 


Ala 


Glv 


Ala 


Pro 


Ala 


Tvr 


Pro 


Gin 


Trp 


Ala 






835 

W •m^' 1^ 










840 










845 

O w 








Ser 


Gin 


Pro 


Ser 


Val 


Leu 


Asp 


Ser 


lie 


Asn 


Pro 


Asp 


Lvs 


His 


Phe 


Thr 




850 










855 










ft fiO 

O O V/ 










Val 


Asn 


Lvs 


Asn 


Phe 


Leu 


Ser 


Asn 


Tvr 


Ser 


Arcr 


Asn 


Phe 


Ser 


Ser 


Phe 


865 










870 










875 










RftO 
o o W 


His 


Glu 


Asp 


Ser 


Thr 


Ser 

^ta 


Leu 


Ser 


Glv 


Leu 


Glv 


Aso 


Ser 


Thr 


Glu 


Pro 










885 

\^ 










890 










ft 95 




Ser 


Leu 


Ser 


Ser 


Met 


Tvr 


Glv 


Asp 


Ala 


Glu 


AST) 


Ser 


Ser 


Ser 




Pro 








900 










905 










910 






Glu 


Ser 


Leu 


Thr 


Glu 

%rf 


Ala 


Pro 


Arcr 


Ala 


Ser 


Ala 


Arcr 


Asp 


Glv 


Tm 


Ser 

U V5 Mm 






915 

^ •N^ 










920 










925 








Pro 


Pro 


Arcr 


Ser 


Arcr 


Val 


Ser 


Leu 


His 


Lvs 


Glu 


Asp 


Pro 


Ser 


Glu 


Ser 




930 










935 










940 










Glu 


Glu 


Glu 


Gin 


lie 


Glu 


lie 


Cvs 


Ser 


Thr 


Arcr 


Glv 


Cvs 


Pro 


Asn 


Pro 


945 










950 










955 










960 


Pro 


Ser 

9^ Ktm wmm 


Ser 


Pro 


Ala 


His 


Leu 


Pro 


Thr 


Gin 


Ala 


Ala 


He 




Pro 


Ala 










965 










970 










975 




Ser 


Ala 


Lys 


Val 


Leu 


Ser 


Leu 


Lys 


Tyr 


Ser 


Thr 


Pro 


Arg 


Glu 


Ser 


Val 








980 










985 










990 






Ala 


Ser 


Pro 


Arg 


Glu 


Lys 


Ala 


Ala 


Cys 


Leu 


Pro 


Gly 


Ser 


Tyr 


Tlir 


Ser 






995 








1000 








1005 








Gly 


Pro 


Asp 


Ser 


Ser 


Gin 


Pro 


Ser 


Ser 


Leu 


Leu 


Glu 


Met 


Ser 


Ser 


Gin 



1010 1015 1020 



Glu His Glu Thr His Ala Asp lie Ser Thr Ser Gin Asn His Arg Pro 
1025 1030 1035 1040 

Ser Cys Ala Glu Glu Thr Thr Glu Val Thr Ser Ala Ser Ser Ala Met 

1045 1050 1055 
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Glu Asn Ser Pro Leu Ser Lys Val Ala Arg His Phe His Ser Pro Pro 

1060 1065 1070 

lie lie Leu Ser Ser Pro Asn Met Val Asn Gly Leu Glu His Asp Leu 

1075 1080 1085 

Leu Asp Asp Glu Thr Leu Asn Gin Tyr Glu Thr Ser He Asn Ala Ala 

1090 1095 1100 

Ala Ser Leu Ser Ser Phe Ser Val Asp Val Pro Lys Asn Gly Glu Ser 
1105 1110 1115 1120 

Val Leu Glu Asn Leu His He Ser Glu Ser Gin Asp Leu Asp Asp Leu 

1125 1130 1135 

Leu Gin Lys Pro Lys Met He Ala Arg Arg Pro He Met Ala Trp Phe 

1140 1145 1150 

Lys Glu He Asn Lys His Asn Gin Gly Thr His Leu Arg Ser Lys Thr 

1155 1160 1165 

Glu Lys Glu Gin Pro Leu Met Pro Ala Arg Ser Pro Asp Ser Lys He 

1170 1175 1180 

Gin Met Val Ser Ser Ser Gin Lys Lys Gly Val Thr Val Pro His Ser 
1185 1190 1195 1200 

Pro Pro Gin Pro Lys Thr Asn Leu Glu Asn Lys Asp Leu Ser Lys Lys 

1205 1210 1215 

Ser Pro Ala Glu Met Xieu Leu Thr Asn Gly Gin Lys Ala Lys Cys Gly 

1220 1225 1230 

Pro Lys Leu Lys Arg Leu Ser Leu Lys Gly Lys Ala Lys Val Asn Ser 

1235 1240 1245 

Glu Ala Pro Ala Ala Asn Ala Val Lys Ala Gly Gly Thr Asp His Arg 

1250 1255 1260 

Lys Pro Leu He Ser Pro Gin Thr Ser His Lys Thr Leu Ser Lys Ala 
1265 1270 1275 1280 

Val Ser Gin Arg Leu His Val Ala Asp His Glu Asp Pro Asp Arg Asn 

1285 1290 1295 

Thr Thr Ala Ala Pro Arg Ser Pro Gin Cys Val Leu Glu Ser Lys Pro 

1300 1305 1310 

Pro Leu Ala Thr Ser Gly Pro Leu Lys Pro Ser Val Ser Asp Thr Ser 

1315 1320 1325 

He Arg Thr Phe Val Ser Pro Leu Thr Ser Pro Lys Pro Val Pro Glu 

1330 1335 1340 

Gin Gly Met Trp Ser Arg Phe His Met Ala Val Leu Ser Glu Pro Asp 
1345 1350 1355 1360 

Arg Gly Cys Pro Thr Thr Pro Lys Ser Pro Lys Cys Arg Ala Glu Gly 

1365 1370 1375 

Arg Ala Pro Arg Ala Asp Ser Gly Pro Val Ser Pro Ala Ala Ser Arg 

1380 1385 1390 

Asn Gly Met Ser Val Ala Gly Asn Arg Gin Ser Glu Pro Arg Leu Ala 

1395 1400 1405 

Ser His Val Ala Ala Asp Thr Ala Gin Pro Arg Pro Thr Gly Glu Lys 

1410 1415 1420 

Gly Gly Asn He Met Ala Ser Asp Arg Leu Glu Arg Thr Asn Gin Leu 
1425 1430 1435 1440 

Lys He Val Glu He Ser Ala Glu Ala Val Ser Glu Thr Val Cys Gly 

1445 1450 1455 

Asn Lys Pro Ala Glu Ser Asp Arg Arg Gly Gly Cys Leu Ala Gin Gly 

1460 1465 1470 

Asn Cys Gin Glu Lys Ser Glu He Arg Leu Tyr Arg Gin Val Ala Glu 
1475 1480 1485 

Ser Ser Thr Ser His Pro Ser Ser Leu Pro Ser His Ala Ser Gin Ala 

1490 1495 1500 

Glu Gin Glu Met Ser Arg Ser Phe Ser Met Thr Lys Leu Ala Ser Ser 
1505 1510 1515 1520 

Ser Ser Ser Leu Gin Thr Ala He Arg Lys Ala Glu Tyr Ser Gin Gly 

1525 1530 1535 

Lys Ser Ser Leu Met Ser Asp Ser Arg Gly Val Pro Arg Asn Ser He 

1540 1545 1550 

Pro Gly Gly Pro Ser Gly Glu J^p His Leu Tyr Phe Thr Pro Arg Pro 
1555 1560 1565 
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Ala Thr Arg Thr Tyr Ser Met Pro Ala Gin Phe Ser Ser His Phe Gly 

1570 1575 • • 1580 

Arg Glu Gly His Pro Pro His Ser Leu Gly Arg Ser Arg Asp Ser Gin 
1585 1590 1595 1600 

Val Pro Val Thr Ser Ser Val Val Pro Glu Ala Lys Ala Ser Arg Gly 

1605 1610 1615 

Gly Leu Pro Ser Leu Ala Asn Gly Gin Gly lie Tyr Ser Val Lys Pro 

1620 1625 1630 

Leu Leu Asp Thr Ser Arg Asn Leu Pro Ala Thr Asp Glu Gly Asp lie 

1635 1640 1645 

lie Ser Val Gin Glu Thr Ser Cys Leu Val Thr Asp Lys lie Lys Val 

1650 1655 ^ 1660 

Thr Arg Arg His Tyr Cys Tyr Glu Gin Asn Trp Pro His Glu Ser Thr 
1665 1670 1675 1680 

Ser Phe Phe Ser Val Lys Gin Arg lie Lys Ser Phe Glu Asn Leu Ala 

1685 1690 1695 

Asn Ala Asp Arg Pro Val Ala Lys Ser Gly Ala. Ser Pro Phe Leu Ser 

1700 1705 1710 

Val Ser Ser Lys Pro Pro lie Gly Arg Arg Ser Ser Gly Ser lie Val 

1715 1720 1725 

Ser Gly Ser Leu Gly His Pro Gly Asp Ala Ala Ala Arg Leu Leu Arg 

1730 1735 1740 

Arg Ser Leu Ser Ser Cys Ser Glu Asn Gin Ser Glu Ala Gly Thr Leu 
1745 1750 1755 1760 

Leu Pro Gin Met Ala Lys Ser Pro Ser lie Met Thr Leu Thr lie Ser 

1765 1770 1775 

Arg Gin Asn Pro Pro Glu Thr Ser Ser Lys Gly Ser Asp Ser Glu Leu 

1780 1785 1790 

Lys Lys Ser Leu Gly Pro Leu Gly lie Pro Thr Pro Thr Met Thr Leu 

1795 1800 1805 

Ala Ser Pro Val Lys Arg Asn Lys Ser Ser Val Arg His Thr Gin Pro 

1810 1815 1820 

Ser Pro Val Ser Arg Ser Lys Leu Gin Glu Leu Arg Ala Leu Ser Met 
1825 1830 1835 1840 

Pro Asp Leu Asp Lys Leu Cys Ser Glu Asp Tyr Ser Ala Gly Pro Ser 

1845 1850 1855 

Ala Val Leu Phe Lys Thr Glu Leu Glu lie Thr Pro Arg Arg Ser Pro 

1860 1865 1870 

Gly Pro Pro Ala Gly Gly Val Ser Cys Pro Glu Lys Gly Gly Asn Arg 

1875 1880 1885 

Ala Cys Pro Gly Gly Ser Gly Pro Lys Thr Ser Ala Ala Glu Thr Pro 

1890 1895 1900 

Ser Ser Ala Ser Asp Thr Gly Glu Ala Ala Gin Asp Leu Pro Phe Arg 
1905 1910 1915 1920 

Arg Ser Trp Ser Val Asn Leu Asp Gin Leu Leu Val Ser Ala Gly Asp 

1925 1930 1935 

Gin Gin Arg Leu Gin Ser Val Leu Ser Ser Val Gly Ser Lys Ser Thr 

1940 1945 1950 

lie Leu Thr Leu lie Gin Glu Ala Lys Ala Gin Ser Glu Asn Glu Glu 

1955 1960 1965 

Asp Val Cys Phe lie Val Leu Asn Arg Lys Glu Gly Ser Gly Leu Gly 

1970 1975 1980 

Phe Ser Val Ala Gly Gly Thr Asp Val Glu Pro Lys .Ser lie Thr Val 
1985 1990 1995 2000 

His Arg Val Phe Ser Gin Gly Ala Ala Ser Gin Glu Gly Thr Met Asn 

2005 2010 2015 

Arg Gly Asp Phe Leu Leu Ser Val Asn Gly Ala Ser Leu Ala Gly Leu< 

2020 2025 2030 

Ala His Gly Asn Val Leu Lys Val Leu His Gin Ala Gin Leu His Lys 

2035 2040 2045 

Asp Ala Leu Val Val lie Lys Lys Gly Met Asp Gin Pro Arg Pro Ser 

2050 2055 2060 

Ala Arg Gin Glu Pro Pro Thr Ala Asn Gly Lys Gly Leu Leu Ser Arg 
2065 2070 2075 2080 
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Lys Thr lie Pro Leu Glu Pro Gly lie Gly Arg Ser Val Ala Val His 

2085 2090 2095 

Asp Ala Leu Cys Val Glu Val Leu Lys Thr Ser Ala Gly Leu Gly Leu 

2100 2105 2110 

Ser Leu Asp Gly Gly Lys Ser Ser Val Thr Gly Asp Gly Pro Leu Val 

2115 2120 2125 

lie Lys Arg Val Tyr Lys Gly Gly Val Ala Glu Gin Ala Gly lie lie 

2130 2135 2140 

Glu Ala Gly Asp Glu He Leu Ala He Asn Gly Lys Pro Leu Val Gly 
2145 2150 2155 2160 

Leu Met His Phe Asp Ala Trp Asn He Met Lys Ser Val Pro Glu Gly 

2165 2170 2175 

Pro Val Gin Leu Leu He Arg Lys His Arg Asn Ser Ser * 

2180 2185 2189 



<210> 1680 

<211> 402 

<212> PRT 

<213> Homo sapiens 



<400> 1680 

Met Pro Val Gin Leu Ser Glu His Pro Glu Trp Asn Glu Ser Met His , 

1 5 10 15 

Ser Leu Arg He Ser Val Gly Gly Leu Pro Val Leu Ala Ser Met Thr 

20 25 . 30 

Lys Ala Ala Asp Pro Arg Phe Arg Pro Arg Trp Lys Val He Leu Thr 

35 40 45 

Phe Phe Val Gly Ala Ala He Leu Trp Leu Leu Cys Ser His Arg Pro 

50 55 60 

Ala Pro Gly Arg Pro Pro Thr His Asn Ala His Asn Trp Arg Leu Gly 
65 70 75 80 

Gin Ala Pro Ala Asn Trp Tyr Asn Asp. Thr Tyr Pro Leu Ser Pro Pro 

85 90 95 

Gin Arg Thr Pro Ala Gly He Arg Tyr Arg He Ala Val He Ala Asp 

100 105 110 

Leu Asp Thr Glu Ser Arg Ala Gin Glu Glu Asn Thr Trp Phe Ser Tyr 

115 120 125 

Leu Lys Lys Gly Tyr Leu Thr Leu Ser Asp Ser Gly Asp Lys Val Ala 

130 135 140 

Val Glu Trp Asp Lys Asp His Gly Val Leu Glu Ser His Leu Ala Glu 
145 150 155 160 

Lys Gly Arg Gly Met Glu Leu Ser Asp Leu He Val Phe Asn Gly Lys 

165 170 175 

Leu Tyr Ser Val Asp Asp Arg Thr Gly Val Val Tyr Gin He Glu Gly 

180 185 190 

Ser Lys Ala Val Pro Trp Val He Leu Ser Asp Gly Asp Gly Thr Val 

195 200 205 

Glu Lys Gly Phe Lys Ala Glu Trp Leu Ala Val Lys Asp Glu Arg Leu 

210 215 220 

Tyr Val Gly Gly Leu Gly Lys Glu Trp Tlir Thr Thr Thr Gly Asp Val 
225 230 235 240 

Val Asn Glu Asn Pro Glu Trp Val Lys Val Val Gly Tyr Lys Gly Ser 

245 250 255 

Val Asp His Glu Asn Trp Val Ser Asn Tyr Asn Ala Leu Arg Ala Ala 

260 265 270 

Ala Gly He Gin Pro Pro Gly Tyr Leu He His Glu Ser Ala Cys Trp 

275 280 285 

Ser Asp Thr Leu Gin Arg Trp Phe Phe Leu Pro Arg Arg Ala Ser Gin 

290 295 300 

Glu Arg Tyr Ser Glu Lys Asp Asp Glu Arg Lys Gly Ala Asn Leu Leu 
305 310 315 320 
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Leu 


Ser 


Ala 


Ser 


Pro 


Asp 


Phe 


Gly 


Asp 










325 










Ala 


Val 


Val 


Pro 


Thr 


His 


Gly 


Phe 


Ser 








340 










345 


Thr 


Asp Asp 


Gin 


He 


He 


Val 


Ala 


Leu 






355 










360 




Arg 


Val 


Ala 


Ser 


Tyr 


He 


Met 


Ala 


Phe 




370 










375 






Leu 


Pro. Glu 


Thr 


Lys 


He 


Gly 


Ser 


Val 


385 










390 








He 


* 
















401 




















<210> 1681 














<211> 333 














<212> PRT 














<213> Homo 


sapiens 










<400> 1681 












Met 


Ash 


Glv 


Glu 


V3X Li 




Tyr 


Gly 


Ser 


1 








c 










Val 


Glv 


Ser 


Glv 






Gly 


Val 


Glu 








20 










25 


Pro 


Pro 


Leu 


Pro 


Ala 


Gin 


Phe 


Lys 


Ser 






35 










40 




Ala 


Gin 


Glu 


His 






Arg 


Asp 


Pro 




50 










55 






Leu 


Tvx 


Ala 


Met 


Qln 




Gly 


Met 


Lys 


65 










70 








Cys 


ArQ 


Lys 


Phe 


Leu 


Ser 

W ^2 A> 


Lys 


Leu 


Met 










85 










Lys 


Gin 


Leu 


Gly 


Aso 


Asn 


Glu 


Ala 


He 








100 










105 


Ala 


His 


Leu 


Glu 


Asn 


Tvr 

X jr J. 


Ala 


Leu 


Lys 






115 










120 




Glu 


Asp 


Arg 


Ala 


Gly 


Arg 


Phe 


His 


Lys 




130 










135 






Thr 


Ala 


Ser 


Leu 


Leu 


He 


Asp 


Val 


He 


145 










150 








Asp 


Glu 


Asn 


Val 


Lys 


His 


Arg 


Lys 


Tyr 










165 










He 


His 


Asn 


Cys 


Leu 


Lys 


Asn 


Gly 


Glu 








180 










185 


Gly 


He 


Glu 


Glu 


Asp 


Asn 


Asp 


He 


Glu 






195 










200 




Ala 


Ser 


Leu 


Pro 


Thr 


Gin 


Pro 


Thr 


Gin 




210 










215 






Asp 


Pro 


Ser 


Asn 


Met 


Pro 


Ser 


Gly 


Asn 


225 










230 








Pro 


Gly 


Ala 


His 


Ala 


Pro 


Ala 


Asn 


Thr 










245 










Thr 


Gly 


Val 


Ala 


Ser 


Asn 


Thr 


He 


Gin 








260 










265 


Ala 


lie 


Asp 


Pro 


Ala 


Leu 


Phe 


Asn 


Thr 






275 










280 




Leu 


Thr 


Pro 


Glu 


Asp 


Phe 


Ala 


Arg 


Ala 




290 










295 






Gly 


Ser 


Ala 


Leu 


Gin 


Tyr 


Glu 


Asp 


Val 


305 










310 








Gin 


Lys 


Ala 


Leu 


Lys 


Leu 


Leu 


Thr 


Thr 
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He 


Ala 


Val 


Ser 


His Val Gly 


330 








335 


Ser 


Phe 


Lys 


Phe 


He Pro Asn 










350 


Lys 


Ser 


Glu 


Glu 


Asp Ser Gly 








365 




Thr 


Leu 


Asp Gly 


Arg Phe Leu 






380 






Lys 


Tyr 


Glu Gly 


He Glu Phe 




395 






400 


Gly 


• 

Ser 


Ala Gly 


Gly Ala Arg 


10 








15 


Met 


Ala 


Ala 


Leu 


Ala Pro Leu 










30 


He 


Gin 


His 


His 


Leu Arg Thr 








45 




Val 


Val 


Ala 


Tyr 


Tyr Cys Arg 






60 






He 


Asp 


Ser 


Lys 


Thr Pro Glu 




75 






80 


Asp 


Gin 


Leu 


Glu 


Ala Leu Lys 


90 








95 


Thr 


Gin 


Glu 


He 


Val Gly Cys 










110 


Met 


Phe 


Leu 


Tyr 


Ala Asp hsn 








125 




Asn 


Met 


He 


Lys 


Ser Phe Tyr 






140 






Thr 


Val 


Phe Gly 


Glu Leu Thr 




155 






160 


Ala 


Arg 


Trp 


Lys 


Ala Thr Tyr 


170 








175 


Thr 


Pro 


Gin 


Ala 


Gly Pro Val 










190 


Glu 


Asn 


Glu Asp 


Ala Gly Ala 








205 




Pro 


Ser 


Ser 


Ser 


Ser Thr Tyr 






220 






Tyr 


Thr 


Gly 


He 


Gin He Pro 




235 






240 


Pro 


Ala 


Glu 


Val 


Pro His Ser 


250 








255 


Pro 


Thr 


Pro 


Gin 


Thr He Pro 










270 


He 


Ser 


Gin Gly 


Asp Val Arg 








285 




Gin 


Lys 


Tyr 


Cys 


Lys Tyr Ala 






300 






.Ser 


Thr 


Ala 


Val 


Gin Asn Leu 




315 






320 


Gly 


Arg 


Glu 


* 




330 




332 
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<210> X682 

<211> 314 

<212> PRT 

<213> Homo sapiens 



<400> 1682 



Met 


Ala 


Ala 


Thr 


Leu 


Glv 


Pro 


Leu 


Glv 


1 








5 










Cvs 


Leu 


Ser 


Ala 


Arcr 


Asb 


Glv 


Ser 


Arcr 








20 










25 


Lieu 


Qlv 


Ser 


Glv 


Gin 


Glv 

\7^y 


Pro 


Gin 


Gin 




















Glu 


TVT* 


Leu 


Lvs 


Arcr 


Glu 


His 


Ser 


Leu 














cc 

3 3 






Ala 


Pto 




Pro 


Cvs 


Phe 


Leu 


Aro* 
**xy 




O D 










f \j 








T*VQ 


Tie 

X X c 


His 


Glv 
vaxy 


Gin 


Glv 


T»VQ 
uy o 


uy o 
























irp 


iyr 




Xiy 9 




Axg 


1*16 U 


m Tl 








xuu 










XU3 




nSp 


jjys 




VcLX 




XlCU 


laxy 


vax 






XXD 










x^u 










rtl n 
urxn 


m Ti 


m 11 


TV 


VcLX 






J. 










X3 3 






TV Bm 

ASH 


ASH 




OCX 


Xieu 




•Lyj- 


ASp 


XlXS 












X3U 












VjXy 


vjxy 


v^yo 




nXa 


Tl o 
XX6 


vaX 










XO 3 














V eix 


Tie 
-1- c 


Je%jL y 


xyir 


V d X 


xjy s 










180 










185 


lie 


Asp 


Gly 


Lys 


His 


Glu 


Trp 


Arg 


Asp 






195 










200 




Arg 


. Leu 


Pro 


Arg 


Gly 


Tyr 


Tyr 


Phe 


Gly 




210 










215 






Leu 


Ser 


Asp 


Asn 


His 


Asp 


Val 


He 


Ser 


225 










230 








Val 


Glu 


Arg 


Thr 


Pro 


Glu 


Glu 


Glu 


Lys 










245 










Pro 


Ser 


Val 


Asp 


Asn 


Met 


Lys 


Leu 


Pro 








260 










265 


Pro 


Leu 


Ser 


Gly 


Leu 


Ala 


Leu 


Phe 


Leu 






275 










280 




Phe 


Ser 


Val 


Phe 


Ala 


He 


Val 


lie 


Gly 




290 










295 






Gin 


Glu 


Gin 


Ser 


Arg 


Lys 


Arg 


Phe 


Tyr 


305 










310 






313 



<210> 1683 
<211> 378 
<212> PRT 

<213> Homo sapiens 



<400> 1683 
Met Gin Pro Pro Pro Pro Gly Pro Leu 

1 5 
Glu Asp Leu Gin Gin Asp Phe Gin Asn 

20 25 
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Ser 


Trp Gin 


Gin TrT3 














X3 




Arcr 


Leu 


Leu 


Leu Leu 


Leu 


Leu 














Val 


Gly Ala 


Gl V m n 
wxy wxu 


X IXX 


Phe 








43 






OCX 


Lys 


Pro 


Xyx uXU 


\jixy 


urXu 






' 60 








irp 


Glu 


Leu 


oXn vaX 


JtlXS 


JrXie 




75 








o n 
oO 


T 1 

XieU 


His Gly 


Asp uxy 


xieu 


al a 
Axa 


90 








95 




Fro 


Gly Pro 


vai Pne 


Gxy 


Asn 








110 






13 Via 

irne 


Val 


Asp 


inr lyx 


Fro 


Asn 








125 






Pro 


Tyr 


He 


Ser Ala 


Met 


vai 






140 








Glu 


Arg Asp 


Gly Arg 


Pro 


xnr 




155 








xoO 


Arg 


Asn 


Leu 


nXS lyx 


ASp 


inr 


i / U 








17 3 




His 


Leu 


Thr 


He Met 


Met 


Asp 








190 






Cys 


He 


Glu 


Val Pro 


Gly 


Val 








205 






Thr 


Ser 


Ser 


He Thr 


Gly 


Asp 






220 








Leu 


Lys 


Leu 


Phe Glu 


Leu 


Thr 




235 








240 


Leu 


His 


Arg 


Asp Val 


Phe 


Leu 


250 








255 




Glu 


Met 


Thr 


Ala Pro 


Leu 


Pro 








270 






Tl© 


Val 


Phe 






Val 

V CL J. 








O P Q 

^ O 3 






Tl a 

xxe 


He 


Leu 


xyx Asn 


ijys 


irp 






300 








* 












Gly 


Asp 


Cys 


Leu Arg 


Asp 


Trp 


10 








15 




He 


Gin 


Glu 


Thr His 


Arg 


Leu 



30 
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Tyr 

•* 


Arg 

ml 


Leu 
35 


Lys 


Leu 


Glu 


Glu 


Leu 
40 


Thr 


Lvs 


Leu 


Gin 


Asn 
45 


Asn Cvs Thr 


Ser 


Ser 
50 


lie 


Thr 


Ara 


Gin 


Lvs 
55 


Lvs 


Arcr 


Leu 


Gin 


Glu 
60 


Leu 


Ala Leu Ala 


Leu 


Lys 


Lys 


Cys 


Lvs 


Pro 


Ser 


Leu 


Pro 


Ala 


Glu 


Ala 


Glu 


Glv Ala Ala 


65 










70 










75 






80 


Gin 


Glu 


Leu 


Glu 


Asn 


Gin 


Met 


Lys 


Glu 


Arg 


Gin 


Gly Leu 


Phe Phe Asp 










' 85 










90 








95 


Met 


Glu 


Ala 


Tyr 


Leu 


Pro 


Lys 


Lvs 


Asn 


Gly Leu 


Tyr 


Leu 


Ser Leu Val 








100 










105 










110 


Leu 


Gly 


Asn 


Val 


Asn 


Val 


Thr 


Leu 


Leu 


Ser Lys 


Gin 


Ala 


Lys Phe Ala 






115 










120 










125 




Tyr 


Lys 
130 


Asp 


Glu 


Tyr 


Glu 


Lys 
135 


Phe 


Lvs 


Leu 


Tyr 


Leu 
140 


Thr 


He He Leu 


lie 


Leu 


lie 


Ser 


Phe 


Thr 


Cvs 


Arcr 


Phe 


Leu 


Leu 


Asn 


Ser 


Arcr Val Thr 


145 










150 

idhi ^ W 










155 






160 


Asp 


Ala 


Ala 


Phe 


Asn 
165 

Wp w W 


Phe 


Leu 


Leu 


Val 


Trp 
170 


Tyr 


Tyr 


Cys 


Thr Leu Thr 


lie 


Ara 


Glu 


Ser 


lie 


Leu 


lie 


Asn 


Asn 


Gly Ser 


Arg 


He 


Lvs Glv Trt> 








180 

«k W W 










185 

•LOW 










190 
^ J \j 


Trp 


Val 


Phe 


His 


His 


Tvx 


Val 


Ser 


Thr 


Phe 


Leu 


Ser Gly 


Val Met Leu 






195 

^ ^ ^ 










200 

« W w 










205 




Thr 


Trp 


Pro 


Asp 


Gly 


Leu 


Met 


Tyr 


Gin 


Lys 


Phe 


Arg Asn 


Gin Phe Leu 




210 

H V 










215 










220 






Ser 


Phe 


Ser* 


Met 


■*■ Jr *• 


Gin 




Phe 


Val 


Gin 


Phe 


Leu 


Gin 


*J*\nr TvT* TvT* 
JLjr^ xyjm <*>jr^ 


225 

A A 










A <J W 










235 








Gin 


Ser 


Gly 


Cys 


Leu 


Tyr 


Arg 


Leu 


Arg 


Ala 


Leu 


Gly Glu 


Arg His Thr 










245 










250 








^ O 7 


Met 


ASD 


Leu 


Thr 
2^^0 


Val 


Glu 


Glv 


Phe 


Gin 

^ O 3 


Ser 


Trp 


Met 


Trp 


n^VJ XJWU 

*? 7 n 


Thr 


Phe 


Leu 


Leu 


Pro 


Phe 


Leu 


Phe 


Phe 


Gly His 


Phe 


Trp 


Gin Leu Phe 






275 










PRO 
^ o w 










285 




Asn 


Ala 
290 


Leu 


Thr 


Leu 


Phe 


Asn 

295 


Leu 


Ala 


Gin 


Asp 


Pro 
300 


Gin 


Cys Lys Glu 


Trp 

It 


Gin 


Val 


Leu 


Met 


Cvs 


Glv 


Phe 


Pro 


Phe 


Leu 


Leu 


Leu 


Phe Leu Glv 


305 

•J v# »^ 










310 

J X V 










315 








Asn 


Phe 


Phe 


Thr 


Thr 

•5 O C 


Leu 


Arg 


Val 


Val 


His 
330 


Gin 


Leu 


His 


His Ala Ala 

O "5 c 

33 5 


Glu 


Glu 


Ala 


Ala 
340 


Pro 


Gly 


Ala 


Gly 


Pro 
345 


Ser 


Pro 


Glu 


Glu 


Met Gin Thr 
350 


Leu 


Pro 


Pro 


Ser 


Arg 


Gly 


Arg 


Gly 


Gly 


Arg 


Thr 


Gly Ala 


Gly Glu Pro 






355 










360 










365 




Asp 


Glu 
370 


Arg 


Ala 


Pro 


Arg 


Pro 

375 


Leu 


Leu 
377 


* 











<210> 1684 

<211> 195 

<212> PRT 

<213> Homo sapiens 



<400> 1684 



Met 


Ser Ala 


Leu 


Trp 


Leu 


Leu 


Leu 


Gly 


Leu Leu 


Ala Leu 


Met Asp Leu 


■ 1 






5 










10 




15 


Ser 


Glu Ser 


Ser 


Asn 


Tarp 


Gly 


Cys 


Tyr 


Gly Asn 


He Gin 


Ser Leu Asp 






20 










25 






30 


Thr 


Pro Gly Ala 


Ser 


Cys 


Gly 


He 


Gly 


Arg Arg 


His Gly 


Leu Asn Tyr 




35 










40 






45 




Cys 


Gly Val 


Arg 


Ala 


Ser 


Glu 


Arg 


Leu 


Ala Glu 


He Asp 


Met Pro Tyr 




50 








55 








60 




Leu 


Leu Lys 


Tyr 


Gin 


Pro 


Met 


Met 


Gin 


Thr He 


Gly Gin 


Lys Tyr Cys 


65 








70 








75 




80 
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Met 


Asp 


Pro 


Ala 


Val 
85 


He 


Ala 


Gly 


Val 


Leu 
90 


Ser 


Arg 


Lys 


Ser 


Pro 
95 


Gly 


Asp 


Lys 


lie 


Leu 
100 


Val 


Asn 


Met 


Gly 


Asp 
105 


Arg 


Thr 


Ser 


Met 


Val 
110 


Gin 


Asp 


Pro 


Gly 


Ser 
•115 


Gin 


Ala 


Pro 


Thr 


Ser 

120 


Trp 


He 


Ser 


Glu 


Ser 
125 


Gin 


Val 


Ser 


Gin 


Thr 
130 


Thr 


Glu 


Val 


Leu 


Thr 
135 


Thr 


Arg 


He 


Lys 


Glu 
140 


He 


Gin 


Arg 


Arg 


Phe 


Pro 


Thr 


Trp 


Thr 


Pro 


Asp 


Gin 


Tyr 


Leu 


Arg Gly 


Gly 


Leu 


Cys 


Ala 


145 










150 










155 










160 


Tyr 


Ser 


Gly 


Gly 


Ala 
165 


Gly 


Tyr 


Val 


Arg 


Ser 
170 


Ser 


Gin 


Asp 


Leu 


Ser 
175 


Cys 


Asp 


Phe 


Cys 


Asn 
180 


Asp 


Val 


Leu 


Ala 


Arg 
185 


Ala 


Lys 


Tyr 


Leu 


Lys 
190 


Arg 


His 



Gly Phe ** 



194 



<210> 1685 
<211> 229 
<212> PRT 

<213> Homo sapiens 



<400> 1685 

Met Lys He Lys Pro Gly Phe Met Gly Lys Ala Thr Pro Pro Tyr Asp 

15 10 15 

Val Gin Phe His Met Glu Ala Ser Val Glu Asn Cys He He Val Ser 

20 25 30 

Met Asn Thr Ala Asp Pro Gly Ser Gin Gly He Thr His Ser Leu Leu 

35 40 45 

Leu Gin Val He Asp Asp Lys Gly Ser He Leu Pro Pro Asn Thr Glu 

50 55 60 

Gly Asn He Gly He Arg He Lys Pro Val Arg Pro Val Ser Leu Phe 
65 70 75 80 

Met Cys Tyr Glu Gly Asp Pro Glu Lys Thr Ala Lys Val Glu Cys Gly 

85 90 95 

Asp Phe Tyr Asn Thr Gly Asp Arg Gly Lys Met Asp Glu Glu Gly Tyr 

100 105 110 

He Cys Phe Leu Gly Arg Ser Asp Asp He He Asn Ala Ser Gly Tyr 

115 120 125 

Arg He Gly Pro Ala Glu Val Glu Ser Ala Leu Val Glu His Pro Ala 

130 135 140 

Val Ala Glu Ser Ala Val Val Gly Ser Pro Asp Pro He Arg Gly Glu 
145 150 155 160 

Val Val Lys Ala Phe He Val Leu Thr Pro Gin .Phe Leu Ser His Asp 

165 170 175 

Lys Asp Gin Leu Thr Lys Glu Leu Gin Gin His Val Lys Ser Val Thr 

180 185 190 

Ala Pro Tyr Lys Tyr Pro Arg Lys Val Glu Phe Val Ser Glu Leu Pro 

195 200 205 

Lys Thr He Thr Gly Lys He Glu Arg Lys Glu Leu Arg Lys Lys Glu 

210 215 220 

Thr Gly Gin Met * 
225 228 



<210> 1686 
<211> 196 
<212> PRT 

<213> Homo sapiens 
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<400> 1686 

Met Lya He Lys Pro Gly Phe Met Gly Lys Ala Thr Pro Pro Tyr Asp 

^5 10 15 ~ 

Val Gin Val He Asp Asp Lys Gly Ser He Leu Pro Pro Aan Thr Qlu 

^° 25 30 

Qly Asn lie Gly He Arg He Lys Pro Val Arg Pro Val Ser Leu Phe 

35 40 45 

Met Cys Tyr Glu Gly Asp Pro Glu Lys Thr Ala Lys Val Glu Cys Gly 

50 55 60 

Asp Phe Tyr Asn Thr Gly Asp Arg Gly Lys Met Asp Glu Glu Gly Tyr 

'^5 80 
lie Cys Phe Leu Gly Arg Ser Asp Asp He He Asn Ala Ser Gly Tyr 

85 90 35 

Arg He Gly Pro Ala Glu Val Glu Ser Ala Leu Val Glu His Pro Ala 

105 

Val Ala Glu Ser Ala Val Val Gly Ser Pro Asp Pro He Arg Gly Glu 

115 - 120 125 

Val Val Lys Ala Phe He Val Leu Thr Pro Gin Phe Leu Ser His Asp 

130 135 140 

Lys Asp Gin Leu Thr Lys Glu Leu Gin Gin His Val Lys Ser Val Thr 

1^0 155 160 

Ala Pro Tyr Lys Tyr Pro Arg Lys Val Glu Phe Val Ser Glu Leu Pro 

170 

hys Thr He Thr Gly Lys He Glu Arg Lys Glu Leu Arg Lys Lys Glu 

180 185 190 

Thr Gly Gin Met 

195 196 



<210> 1687 

<211> 703 

<212> PRT 

<213> Homo sapiens 



<400> 1687 
Met Val Ala His He 
1 5 
Gin His Asp Asn Ala 

20 

Arg Ala TLLa Cys Leu 
35 

Pro Ala Glu Pro Ser 
50 

Lys Asn Val Gin Asn 
65 

Asn Pro Leu Phe He 

85 

Gly He Leu Gly Asp 

100 

Thr Cys Pro Lys Leu 
115 

Lys Lys Asn Tyr Ala 
130 

Gin Trp Val Asn Val 
145 

Lys Leu Val Phe Val 

165 

Leu Leu Glu Lys Ala 

180 

Ser Gly Gly Ser Thr 
195 



Asn Asn Ser 

Gin Asn Phe 

Arg Lys Gly 
40 

Ser Leu Gly 
55 

He Ser Trp 
70 

Met Asp Gly 

Cys Trp Leu 

Leu Tyr Arg 
120 

Gly He Phe 

135 
Val Val Asp 
150 

His Ser Thr 

Tyr Ala Lys 

Met Glu Gly 
200 



Arg Leu 
10 

Gly Asn 

25 
Glu Leu 

Phe Lys 

Gin Arg 

He Ser 
. 90 
Leu Ala 
105 

Val Val 
His Phe 
Asp Arg 



Glu Arg 
170 
Leu Ser 
185* 

Leu Glu 



Lys Ala 

Gin Ser 

Phe Glu 

Asp Leu 
60 

Pro Lys 

75 
Pro Thr 

Ala He 

Pro Arg 

Gin He 
140 
Leu Pro 
155 

Ser Glu 



Gly Ser 
Asp Phe 



Lys Gly Val Gly 
15 

Phe Glu Glu Leu 
30 

Asp Pro Leu Phe 
45 

Gly Pro Asn Ser 

Asp He He Asn 

80 

Asp He Cys Gin 

95 

Gly Ser Leu Thr 
110 

Gly Gin Ser Phe 
125 

Trp Gin Phe Gly 

Thr Lys Asn Asp 

160 

Phe Trp Ser Ala 
175 

Tyr Glu Ala Leu 
190 

Thr Gly Gly Val 
205 
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Ala 


Gin 
210 


Ser 


Phe 


Gin 


Leu 


Gin 
215 


Arg 


Pro 


Leu 


Arg 


Lys 


Ala 


Val 


Glu 


Arg 


Ser 


Ser 


225 










230 








Val 


Thr 


Ser 


Asp 


Ser 
245 


Glu 


Leu 


Glu 


Ser 


Arg 


Gly 


His 


Ala 
260 


Tyr 


Ser 


Val 


Thr 


Gly 
265 


Gly 


Lys 


Met 

275 


Glu 


Thr 


Leu 


He 


Arg 
280 


Val 


Glu 


Trp 
290 


Asn 


Gly 


Ala 


Trp 


Ser 
295 


Asp 


Ser 


Ala 


Ser 


Asp 


He 


Gin 


Met 


Gin 


Leu 


Leu 


305 










310 








Phe 


Trp 


Met 


Ser 


Tyr 

325 


Gin 


Asp 


Phe 


Leu 


lie 


Cys 


Asn 


Leu 
340 


Thr 


Pro 


Asp 


Thr 


Leu 
345 


Trp 


His 


Thr 
355 


Thr 


Phe 


Tyr 


Glu 


Gly 
360 


Ser 


Gly 


Gly 

370 


Cys 


Arg 


Asn 


His 


Pro 
375 


Gly 


Thr 


Lys 


lie 


Ser 


Leu 


Pro 


Glu 


Gly 


Asp 


Asp 


385 










390 








Asn 


Val 


Val 


Val 


Cys 
405 


Thr 


Cys 


Leu 


Val 


Arg' 


His 


Ala 


Arg 
420 


Gin 


Gin 


Gly 


Ala 


Gin 
425 


Leu 


Tyr 


Ala 
435 


Val 


Pro 


Lys 


Glu 


Phe 

440 


Gin 


Lys 


Lys 
450 


Glu 


Phe 


Phe 


Thr 


Lys 
455 


Tyr 


Gin 


Phe 


Thr 


Asn 


Ser 


Arg 


Glu 


Val 


Ser 


Ser 


465 










470 








Glu 


Tyr 


He 


He 


He 
485 


Pro 


Ser 


Thr 


Phe 


Phe 


Leu 


Leu 


Arg 
500 


Val 


Phe 


Thr 


Glu 


Lys 
505 


Asp 


Glu 


Val 
515 


Asn 


Tyr 


Ala 


Glu 


Gin 
520 


Leu 


Asp 


Asp 
530 


Met 


Asp 


Gin 


Asp 


Phe 
535 


Leu 


His 


Glu 


Gly 


Lys 


Glu 


He 


Gly 


Val 


Tyr 


Glu 


545 










550 








Met 


Ala 


He 


Lys 


Phe 
565 


Lys 


Ser 


Phe 


Lys 


Ala 


Cys 


Arg 


Cys 
580 


Met 


He 


Asn 


Leu 


Met 
585 


Leu 


Gly 


Leu 
595 


Leu 


Glu 


Phe 


Lys 


He 
600 


Leu 


Met 


Asp 
610 


He 


Phe 


Arg 


Glu 


Cys 
615 


Asp 


Gin 


Ser 


Tyr 


Glu 


Met 


Arg 


Leu 


Val 


He 


Glu 


625 










630 








Asn 


Lys 


Val 


Met 


Gin 

w ^ 


Val 


Leu 


Val 


Ala 


lie 


lie 


Asp 


Phe 
660 


Asp 


Ser 


Phe 


He 


Ser 
665 


Met 


Phe 


Thr 
675 


Phe 


Phe 


Leu 


Thr 


Met 
680 


Asp 


Cys 


Leu 
690 


Ser 


Leu 


Glu 


Gin 


Trp 
695 


Leu 


Gin 
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Pro 


Gin Asn 
220 


Leu 


Leu 


Arg 


Leu 


Leu 


Met Gly 
235 


Cys 


Ser 


He 


Glu 
240 


Met 


Thr Asp 


Lys 


Met 


Leu 


Val 


250 








255 




Leu 


Gin Asp 


Val 


His 
270 


Tyr 


Arg 


Arq* 


Asn Pro 


Trp 
285 


Gly 


Ara 


He 


Ala 


Arg Glu 
300 


Trp 


Glu 


Glu 


Val 


His 


Lys Thr 
315 


Glu 


Asp 


Gly 


Glu 
320 


Asn 


Asn Phe 


Thr 


Leu 


Leu 


Glu 


330 








335 




Ser 


Gly Asp 


Tyr 


Lys 
350 


Ser 


Tyr 


Trp 


Arg Arg 


Gly 
365 


Ser 


Ser 


Ala 


Phe 


Trp Thr 
380 


Asn 


Pro 


Gin 


Phe 


Pro 


Glu Asp 
395 

M# ^0 4^ 


Asp 


Ala 


Glu 


Gly 

400 


Ala 


Leu Met 


Gin 


Lys 


Asn 


Trp 


410 








415 

^ ^ ^ 




Leu 


Gin Thr 


He 


Gly 
430 


Phe 


Val 


Asn 


He Gin 


Asp 
445 


Val 


His 


Leu 


Asp 


His Gly 

460 

V w 


Phe 


Ser 


Glu 


He 


Gin 


Leu Arg 

475 


Leu 


Pro 


Pro 


Gly 

480 


Glu 


Pro His 


Arg 


Asp 


Ala 


Asp 


490 








495 




His 


Ser Glu 


Ser 


Trp 
510 


Glu 


Leu 


Gin 


Glu Glu 


Lys 
525 


Val 


Ser 


Glu 


Leu 


Phe Lys 
540 


He 


Val 


Ala 


Gly 


Leu 


Gin Arg 
555 


Leu 


Leu 


Asn 


Arg 

560 


Thr 


Lys Gly 


Phe 


Gly 


Leu 


Asp 


570 








575 




Asp 


Lys Asp 


Gly 


Ser 
590 


Gly 


Lys 


Trp 


Lys Lys 


Leu 

605 


Lys 


Lys 


Trp 

fir 


Asp 


His Ser 
620 


Gly 


Thr 


Leu 


Asn 


Lys 


Ala Gly 
635 


He 


Lys 


Leu 


Asn 
640 


Arg 


Tyr Ala 


Asp 


Asp 


Asp 


Leu 


D 3 U 








ODD 




Cys 


Phe Leu 


Arg 


Leu 

670 


Lys 


Thr 


Pro 


Lys Asn 


Thr 
685 


Gly 


His 


He 


Met 


Thr Met 
700 


Trp 


Gly 
702 
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<210> 1688 
<211> 31 
<212> PRT 

<213> Homo sapiens 



<400> 1688 

Met Leu Ser Gly Asp Pro His Leu Pro Gin Pro Leu Cys His Cys Leu 

15 10 15 

Asp His Cys Pro. Cys Cys Phe Ser Gly Thr Thr Arg Thr Ser * 

20 25 30 



<210> 1689 

<211> 125 

<212> PRT 

<213> Homo sapiens 



<400> 1689 
Met Thr Tyr lie 
1 

Val Gin Gly Ala 

20 

Ser Gly Ser Thr 
35 

Cys Ser Thr Ser 
50 

Pro Leu Arg Arg 
65 

Ser Gly Cys Cys 

Gly Cys Gly Cys 

100 

Gly lie lie Pro 
115 



Lys 


Ser 


Pro Ala 


5 






Ser 


Pro 


Cys Gin 


Ser 


Gin Tyr Cys 






40 


Tyr 


Cys 


Cys Leu 






55 


Trp 


lie Gin Arg 




70 




Glu 


Asn 


Ser Gly 


85 






Ser 


Cys 


Gly Cys 


Met 


Lys 


Ser Arg 






120 



Pro Cys Gin Thr 
10 

Ser Tyr Tyr Val 
25 

Val Thr Asp Pro 

Ala Pro Arg Thr 

60 

Pro Gin Asn Cys 
75 

Ser Ser Gly Cys 
90 

Gly Ser Ser Gly 
105 

Ser Pro Ala Leu 



Gin Thr Cys Tyr 
15 

Gin Ala Pro Ala 
30 

Cys Ser Ala Pro 
45 

Phe Gly Val Ser 

Asn Thr Gly Ser 

80 

Cys Gly Ser Gly 
95 

Cys Cys Cys Leu 
110 

Leu 
125 



<210> 1690 
<211> 472 
<212> PRT 

<213> Homo sapiens 



<400> : 


L690 














Met Thr 


Ser 


Phe 


Tyr 


Ser 


Thr 


Ser 


Ser 


Cys Pro Leu Gly Cys Thr Met 


1 






5 










10 15 


Ala Pro 


Gly 


Ala 


Arg 


Asn 


Val 


Phe 


Val 


Ser Pro He Asp Val Gly Cys 






20 










25 


30 


Gin Pro 


Val 


Ala 


Glu 


Ala 


Asn 


Ala 


Ala 


Ser Met Cys Leu Leu Ala Asn 




35 










40 




45 


Val Ala 


His 


Ala 


Asn 


Arg 


Val 


Arg 


Val 


Gly Ser Thr Pro Leu Gly Arg 


50 










55 






60 


Pro Ser 


Leu 


Cys 


Leu 


Pro 


Pro 


Thr 


Ser 


His Thr Ala Cys Pro Leu Pro 


65 








70 








75 80 


Gly Thr 


Cys 


His 


lie 


Pro Gly Asn 


He 


Gly He Cys Gly Ala Tyr Gly 








85 










90 95 


Lys Asn 


Thr 


Leu 


Asn 


Gly His Glu 


Lys 


Glu Thr Met Lys Phe Leu Asn 






100 










105 


110 


Asp Arg 


Leu 


Ala 


Asn 


Tyr 


Leu 


Glu 


Lys 


Val Arg Gin Leu Glu Gin Glu 




115 










120 




125 
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Asn 


Ala 


Glu 


Leu 


Glu 


Thr 


Thr 


Leu 


Leu 


Glu Arg Ser Lys 


Cys 


His 


Glu 




130 










135 










140 










Ser 


Thr 


Val 


Cys 


Pro 


Asp 


Tyr 


Gin 


Ser 


Tyr 


Phe 


Arg 


Thr 


He 


Glu 


Glu 


145 










150 










155 










160 


Leu 


Gin 


Gin 


Lys 


He 
165 


Leu 


Cys 


Ser 


Lys 


Ala 
170 


Glu 


Asn 


Ala 


Ara 


Leu 
175 


lie 


Val 


Gin 


He 


Asp 


Asn 


Ala 


Lys 


Leu 


Ala 


Ala Asp Asp 


Phe 


Arcr 


He 


Lvs 








180 










185 










190 






Leu 


Glu 


Ser 


Glu Arg 


Ser 


Leu 


His 


Gin 


Leu 


Val 


Glu 


Ala 


Asp 


Lys 


Cys 






195 










200 










205 








Gly 


Thr 


Gin 


Lys 


Leu 


Leu 


Asp 


Asp Ala 


Thr 


Leu 


Ala 


Lvs 


Ala 


Asp 


Leu 




210 










215 










220 










Glu 


Ala 


Gin 


Gin 


Glu 


Ser 


Leu 


Lys 


Glu 


Glu 


Gin 


Leu 


Ser 


Leu 


Lys 


Ser 


225 










230 










235 










240 

\0 


Asn 


His 


Glu 


Gin 


Glu 
245 


Val 


Lys 


He 


Leu 


Arg 
250 


Ser 


Gin 




Gly 


Glu 
255 


Lys 


Phe 


Arg 


He 


Glu 


Leu 


Asp 


He 


Glu 


Pro 


Thr 


He Asp 


Leu 


Asn 


Arcr 


Val 








260 










265 










270 






Leu 


Gly 


Glu 


Met 


Arg 


Ala 


Gin 


Tyr Glu 


Ala 


Met 


Val 


Glu 

\J J» u 


Thr 


Asn 


His 






275 










280 










285 








Gin 


Asp 
290 


Val 


Glu 


Gin 


Trp 


Phe 
295 


Gin 


Ala 


Gin 


Ser 


Glu 
300 


Glv 


He 


Ser 


Leu 


Gin 


Ala 


Met 


Ser 


Cys 


Ser 


Glu 


Glu 


Leu 


Gin Cys 


Cys 


Gin 


Ser 


Glu 


He 

JU «k \m* 


305 










310 










315 










320 

•J A w 


Leu 


Glu 


Leu Arg 


Cys 


Thr 


Val 


Asn 


Ala 


Leu 


Glu 


Val 


VIT J. U 


Arg 


Gin 


Ala 










325 










330 










•J «^ ^ 




Gin 


His 


Thr 


Leu 
340 


Lys 


Asp 


Cvs 


Leu 


Gin 
345 


Asn 


Ser 


Leu 


^ y o 


Glu 

<j •J \j 


Ala 


Glu 


Asp 


Arg 


Tyr 


Gly Thr 


Glu 


Leu 


Ala 


Gin 


Met 


Gin 


Ser 


Ti0ii 


He 


Ser 


Asn 






355 










360 










365 








Leu 


Glu 
370 


Glu 


Gin 


Leu 


Ser 


Glu 
375 


He 


Arg 


Ala 


Asp 


Leu 
380 




Arg 


Gin 


Asn 


Gin 


Glu 


Tyr 


Gin 


Val 


Leu 


Leu 


Asp Val 


Lys 


Ala Arg 


aJCS u 


Glu 


Asn 


Giu 


385 










390 










395 










400 

TX V/ v/ 


lie 


Ala 


Thr 


Tyr 


Arg 
405 


Asn 


Leu 


Thr 


Pro 


Leu 
410 


Gin 


Ser 




Phe 


His 

^ J. ^ 


Ala 


Cvs 


Leu 


Leu 


Tyr 
420 


Phe 


Leu 


Ser 


Lys 


Leu 
425 


Trp 


Pro 


Cys 


uxs 


Arcr 




Val 


Ser 


Leu 


Trp 

435 


Pro 


Trp 


Ser 


Gin 


His 
440 


Gly 


Glu 


Met 


He 


Leu 
445 


Lys 


Ala 


Arg 


Val 


Arg 


Arg 


Leu Arg 


Leu 


Val 


Ala 


Leu 


Gly Ser Gly 


Val 


Pro 


Ser 


Pro 




450 










455 










460 










Cys 


Pro 


Val 


Phe 


Leu 


Gin 


Asp 


* 


















465 










470 


471 





















<210> 1691 

<211> 119 

<212> PRT 

<213> Homo sapiens 



<400> 1691 
Met Ser Cys Gin Gin 
1 5 
Thr Pro Lys Cys Pro 

20 

Pro Pro Lys Cys Pro 
35 

Ser Ser Cys Cys Gly 
50 

Gly Gly Cys Cys Leu 
65 



Ser Gin Gin Gin Cys Gin 

10 

Pro Lys Cys Thr Pro Lys 

25 

Pro Gin Tyr Ser Ala Pro 
40 

Ser Ser Ser Gly Gly Cys 
55 

Ser His His Arg Pro Arg 
70 75 



Pro Pro Pro Lys Cys 

15 

Cys Pro Pro Lys Cys 
30 

Cys Pro Pro Pro Val 
45 

Cys Ser Ser Glu Gly 
60 

Gin Ser Leu Arg Arg 

80 
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« 

Arg Pro Gin Ser Ser Ser Cys Cys Gly Ser Gly Ser Gly Gin Gin Ser 

85 90 95 

Gly Gly Ser Ser Cys Cys His Ser Ser Gly Gly Ser Gly Cys Cys His 

100 105 110 

Ser Ser Gly Gly Cys Cys * 
115 118 



<210> 1692 

<211> 181 

<212> PRT 

<213> Homo sapiens 





<400> 1692 










Met 






V GlX 


Gin 


Pne 


Ser Asn Leu 


Hls Val Asp Val Pro Lys Asp 


1 








5 






10 15 


Leu 


Thr 


Lys 


Pro 


Val 


Val 


Thr He Ser 


Asp Glu Pro Asp He Leu Tyr 








20 






25 


30 


Lys 


Arg 


Leu 


Ser 


Val 


Leu 


Val Lys Gly 


His Asp Lys Ala Val Leu Asp 






35 








40 


45 


Ser 


Tyr 


Glu 


Tyr 


Phe 


Ala 


Val Leu Ala 


Ala Lys Glu Leu Gly He Ser 




50 










55 


60 


lie 


Lys 


Val 


His 


Glu 


Pro 


Pro Arg Lys 


He Glu Arg Phe Thr Leu Leu 


65 










70 




75 80 


Gin 


Ser 


Val 


His 


He 


Tyr 


Lys Lys His 


Arg Val Gin Tyr Glu Met Arg 










85 






90 95 


Thr 


Leu 


Tyr 


Arg 


Cys 


Leu 


Glu Leu Glu 


His Leu Thr Gly Ser Thr Ala 








100 






105 


110 


Asp 


Val 


Tyr 


Leu 


Glu 


Tyr 


He Gin Arg 


Asn Leu Pro Glu Gly Val Ala 






115 








120 


125 


Met 


Glu 


Val 


Thr 


Lys 


Phe 


Cys Phe Phe 


He Phe Leu Asp Thr He Arg 




130 










135 


140 


Thr 


Val 


Thr 


Arg 


Thr 


His 


Gin Gly Ala 


Asn Leu Gly Asn Thr He Arg 


145 










150 




155 160 


Arg 


Lys 


Arg 


Arg 


Lys 


Gin 


Val He Lys 


Pro Gin Gly Gly His Phe Cys 










165 






170 175 


Leu 


Asn 


Leu 


Lys 


* 














180 











<210> 1693 

<211> 106 

<212> PRT 

<213> Homo sapiens 



<400> 1693 
Met Ser Cys Gin 
1 

Pro He Pro Lys 

20 

Cys Pro Pro Pro 
35 

Cys Ser Ser Gly 
50 

Cys Leu Ser His 
65 

Ser Ser Asn Cys 

Gly Cys Cys Ser 

100 



Gin 


Asn 


Gin Gin 


5 






Tyr 


Pro 


Pro Lys 


He 


Ser 


Ser Cys 






40 


Gly 


Cys 


Gly Cys 






55 


His 


Arg 


His His 




70 




Tyr 


Gly 


Ser Gly 


85 






Gly 


Gly 


Gly Cys 



Gin Cys Gin Pro 
10 

Cys Pro Ser Lys 
25 

Cys Gly Ser Ser 

Cys Ser Ser Glu 

60 

Arg Ser His Cys 

75 

Ser Gly Gin Gin 

90 
Cys * 
105 



Pro Pro Lys Cys 
15 

Cys Ala Ser Ser 
30 

Ser Gly Gly Cys 
45 

Gly Gly Gly Cys 

His Arg Pro Lys 

80 

Ser Gly Gly Ser 
95 
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<210> 1694 
<211> 347 
<2X2> PRT 

<213> Homo sapiens 



<400> 1694 



Met 


Leu 


Lvs 


Lys 


Pro 


Leu 


Ser 


Ala Val 


1 








5 








Val 


Ala 


Phe 


Val 


Ser 


His 


Pro 


Ala Tm 








20 










Lvs 




Pro 


Ala 


Gin 


Pro 


Gin 


TjAii TjVS 


















Val 


IjVS 


Glu 


Leu 


Lvs 


Ala 


Gin 


Val Ala 


















Glu 








TiVS 


Gin 


Glu 


AXy 


fit; 










/ u 






VAX 


Mat" 




JjtSU 


V3XU 


OCX 


K e n 
ASH 


oex Jjys 


















AO u 


Hi a 


m 11 
uxu 




XlJj^O 


lyr 


OCSX 


Gill Ma^- 








XUU 








1 AC 


m n 




wxu 


2i1 a 
aXol 


lil a 


f21 "n 

UXU 


XllX 


Va 1 T>iT" 
VaX lllx 






XXD 










ion 




& Qn 
Aap 




Q AT* 
OCX 


OCX 


XIBU 


lyr 


^31 n T.^re 
\3X11 jjys 




















TiVS 

XJ y i3 


AJw Ml 


Jt X w 


Pvo 




AQn 


JilC? XJC U 












1 CO 






Phe 






Mel" 


Glu 




OCX 


Glv Glv 




















T.VS 




Glv 


TiAU 


V fH il 


OC<L 


JCr<LlC XyX 








Xo u 








Xo 3 


Gin 


Glv 


Phe 


Glv 




Tie 




Gl V AQ'n 






X73 












He 


His 




Leu 






Gin 


PiTO Thi? 

f ^ w * 




21U 










215 




Asp 


Trp 


Glu 


Gly 


Asn 


Leu 


Arg 


Tyr Ala 


225 










230 






Gly 


Asn 


Glu 


Leu 


Asn 


Ser 


Tyr 


Arg Leu 










245 








Asn 


Val 


Gly 


Asn 


Asp 


Ala 


Leu 


Gin Tyr 








260 








265 


Thr 


Lys 


Asp 


Lys 


Asp 


Asn 


Asp 


Asn Cys 






275 










280 


Arg 


Lys 


Gly 


Gly 


Tyr 


Trp 


Tyr 


Asn Cys 




290 










295 




Gly 


Val 


Tyr 


Tyr 


Arg 


Leu 


Gly 


Glu His 


305 










310 






Thr 


Trp 


Tyr 


Gly 


Trp 


His 


Gly 


Ser Thr 










325 








Met 


Lys 


He 


Arg 


Pro 


Glu 


Asp 


Phe Lys 








340 








345 



<210> 1695 

<211> 455 

<212> PRT 

<213> Homo sapiens 



<400> 1695 
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Thr 


Trp 


Leu 


Cys 


He Phe 


He 


10 








15 




Leu 


Gin 


Lys 


Leu 


Ser Lvs 


His 










•J v 




Ala 


Ala 


Asn Cys 


Cva Glu 


Glu 








45 






Asn 


Leu 


Ser 


Ser 


Leu Leu 


Ser 






.60 








ixp 


Val 
V ax 


Ser 


Val 
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Met 


Ala 






180 


Val Val 


Lys 


Gin 




195 




lie Ser 


Cys 


lie 


210 






Tvr ArcT 


Ser 


Tvr 

A Jf J. 


225 

Wt 4fit 






lie His 


Phe 


lie 


Arg Thr 


Tyr 








260 


Ala Leu 


Ala 


Ala 




275 




Gly Phe 


Gly 


Gly 



290 



Leu 


Leu 


Cys 


Pro 


5 








Cys 


Ala 


Pro 


Pro 


Ser 


Gin 


Ala 


Val 








40 


Gly 


Gly 


Lys 


Asp 






55 




Ser 


Ala 


Ser 


Val 




70 






Leu 


Glu 


His 


Ser 


85 








Gin 


Ser 


Leu 


Ser 


Ala 


Leu 


Lvs 


Lvs 








120 


Gly 


Val 


Asn 


Val 






135 




Phe 


Ala 


Cvs. 


Tvr 




150 






His 


Gin 


Gly 


Asn 


165 

W W 








Thr 


Leu 


Leu 


His 


Arcr 


Leu 


Gin 


Met 








200 

A W W 


Arg 


Thr 


Val 


Trp 






215 




Thr 


Thr 

-L All, 


Gin 


Lph 




^ J v>/ 






Thr 


Tvr* 
A y i 


Glu 


Phe 


OAK 








Pro 


Gin 


Ser 


His 


Ala 


Ala 


Asn 


Ser 








280 


Val 


Ser 


Ser 


Ser 






295 





Phe Thr Ala Met 
10 

Ser Trp Arg Met 
25 

Ala Arg Arg Met 

Ala Thr Gly Ser 

60 

Ser Thr His Met 
75 

Val Met Tyr Pro 
90 

Pro Asp Pro Lys 
105 

lie Met Arg Thr 

Met lie Met Gly 

140 

Glu Asn Met Lys 
155 

Ser His Leu Ala 
170 

Asp Ala Val Met 
185 

Tyr Asn Ser Gin 

Arg Thr Glu Gly 

220 

Thr Met Asn He 
235 

Leu Gin Glu Gin 
250 

He He Ser Gly 
265 

Asp Pro Arg Glu 

Ser Asn Arg * 
299 



His Lys Thr Val 
15 

Glu Leu Arg Ser 
30 

Asp Gly Asp Ser 
45 

Glu Asp Tyr Glu 

Thr Ala Gly Ala 

80 

Val Asp Ser Val 
95 

Ala Gin Tyr Thr 
110 

Glu Gly Phe Trp 
125 

Ala Gly Pro Ala 

Arg Thr Leu Asn 

160 

Asn Gly He Ala 
175 

Asn Pro Ala Glu 
190 

His Arg Ser Ala 
205 

Leu Gly Ala Phe 

Pro Phe Gin Ser 

240 

Val Asn Pro His 
255 

Gly Leu Ala Gly 
270 

He Ser Phe Phe 
285 
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<213> Homo sapiens 



<400> 1702 
Met Val Leu Leu Leu Ser Leu Thr 

1 5 
Ser He Cys Gin Leu Arg Asn Thr 

20 

Gin Arg Val Ser Phe Leu 
35 38 



Phe Phe Ser Ala Leu Thr Phe His 

10 15 
Gly Val Glu Val Asp He Val Phe 
25 30 



<210> 1703 
<211> 140 
<212> PRT 

<213> Homo sapiens 



<400> 1703 



3559 
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Met 


Ser 


Ser 


Leu 


Pro 


Val 


Pro Tyr 


Lvs 


1 








5 








Gly 


Ser 


Cys 


Val 


He 


He 


Lys Gly 


Thr 








20 








25 


Asp 


Pro 


Gin 


Leu 


Gin 


Val 


Asp Phe 


Tyr 






35 








40 




Asp 


lie 


Ala 


Phe 


Arg 


Phe 


Arg Val 


His 




50 










55 




Asn 


Arg 


Arg 


Glu 


Phe 


Gly 


He Trp 


Met 


65 










70 






Val 


Pro 


Phe 


Glu 


Asp 


Gly 


Lys Gin 


Phe 










85 








Tyr 


Asn 


Glu 


Tyr 


Glu 


He 


Lys Val 


Asn 








100 








105 


Val 


His 


Arg 


He 


Pro 


Pro 


Ser Phe 


Val 






115 








120 




Asp 


lie 


Ser 


Leu 


Thr 


Ser 


Val Cvs 


Val 




130 










135 






<210> 1704 












<211> 380 












<212> PRT 












<213> Homo 


sapiens 








<400> 1704 










Met 








O A V* 


IjcLL 


Ser AsD 


Leu 


1 
















Ala 


Ala 


Asp 


Glu 


Arg 


lyj.y 


Thr Gin 


Gin 








20 










Thr 


Trp 


Asn 


Ser 


He 


His 


Asn Glv 


Val 






•35 








40 




Gly 


Leu 


Pro 


Asp 


Gin 


Glu 


Leu Phe 


Ser 




50 










55 




Leu 


Leu 


Lys 


Thr 


Glu 


Leu 


Gly Ser 


Phe 


65 










70 






Gin 


Leu 


Leu 


Thr 


Lys 


Gly 


Met Val 


He 










85 








* J; *■ 


Glu 


Gly 


Gin 


Lys 


Leu 


Leu As'D 


Ser 








100 








105 


Phe 


Phe 


Ser 


Asp 


Val 


Leu 


Pro Met 


Leu 






115 








120 




Gin 


Gly 


Lys 


Glu 


Pro 


Ser 


Val. Arg 


Gin 




130 










135 




Asn 


Ala 


He 


Thr 


Leu 


Ser 


Val Lys 


Leu 


145 










150 






His 


Ala 


Arg 


Val 


Pro 


Pro 


Ala He 


Val 










165 








Gly 


Val 


His 


Glu 


Ser 


Arg 


Gly Val 


Thr 








180 








185 


Thr 


Leu 


Val 


Gin 


Lys 


Val 


Val Ser 


Pro 






195 








200 




His 


Ser 


Ser 


Glu 


Gly 


Pro 


Phe Thr 


His 




210 










215 




Leu 


Leu 


Arg 


Arg 


Ser 


Arg 


Ser Gly 


Aso 


£t A ZJ 










230 






Val 


Arg 


Ser 


Lys 


Ser 


Tyr 


Asn Thr 


Pro 










245 








His 


Glu 


Ala 


Glu 


Gly 


Ala 


Ala Ala 


Gly 








260 








265 


Ser 


Val 


Ser 


Glu 


Met 


Thr 


Ser Cys 


Pro 






275 








280 
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Leu 


Pro 


Val 


Ser Leu Ser Val 


10 






15 


Pro 


He 


His 


Ser Phe He Asn 








30 


Thr Asp 


Met 


Asp Glu Asp Ser 








45 


Phe 


Gly 


Asn 


His Val Val Met 






60 




Leu 


Glu 


Glu 


Thr Thr Asp Tyr 




75 




80 


Glu 


Leu 


Cys 


He Tyr Val His 


90 








Gly He 


Arg 


He Tyr Gly Phe 








110 


Lys 


Met 


Val 


Gin Val Ser Arg 








125 


Cys 


Asn 


* 






139 







Gly Lys 


Arg 


Glu Pro Ala Ala 


10 




15 


Arg Arg 


Ala 


Cys Ala Asn Ala 






30 


He Ala 


Val 


Phe Gin Arg Lys 






45 


Leu Asn 


Glu 


Gly Val Arg Gin 




60 




Phe Thr 


Glu 


Tyr Leu Gin Asn 


75 




80 


Leu Arg 


Asp 


Lys He Arg Phe 


90 




95 


Leu Ala 


Glu 


Thr Trp Asp Phe 






110 


Gin Ala 


He 


Phe Tyr Pro Val 






125 


Leu Ala 


Leu 


Leu His Phe Arg 




140 




Glu Asp 


Ala 


Leu Ala Arg Ala 


155 




160 


Gin Met 


Leu 


Leu Val Leu Gin 


170 




175 


Glu Asp 


Tyr 


Leu Arg Leu Glu 






190 


Tyr Leu 


Gly 


Thr Tyr Gly Leu 






205 


Ser Cys 


He 


Leu Glu Lys Arg 




220 




Val Leu 


Ala 


Lys Asn Pro Val 


235 




240 


Leu Leu 


Asn 


Pro Val Gin Glu 


250 




255 


Gly Thr 


Ser 


He Arg Arg His 






270 


Glu Pro 


Gin 


Gly Phe Ser Asp 



285 
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Pro 


Pro 


Gly 


Gin 


Gly 


Pro Thx 


Gly Thr 


Phe Arg 


Ser 


Ser Pro 


Ala 


Pro 




290 








295 






300 








His 


Ser 


Gly 


Pro 


Cys 


Pro Ser 


Arg Leu 


Tyr Pro 


Thr 


Thr Gin 


Pro 


Pro 


305 










310 




315 








320 


Glu 


Gin 


Gly 


Leu 


Asp 


Pro Thr 


Arg Ser 


Ser Leu 


Pro 


Arg Ser 


Ser 


Pro 










325 






330 






335 




Glu 


Asn 


Leu 


Val 


Asp 


Gin He 


Leu Glu 


Ser Val 


Asp 


Ser Asp 


Ser 


Glu 








340 






345 






350 






Gly 


He 


Phe 


lie 


Asp 


Phe Gly 


Arg Gly Arg Gly Ser 


Gly Met Ser. Asp 






355 








360 






365 






Leu 


Glu 


Gly 


Ser 


Gly 


Gly Arg 


Gin Ser 


Val Val 


* 










370 








375 




379 











<210> 1705 
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<212> PRT 

<213> Homo sapiens 



<400> 1705 



Met 


Val 


Phe 


Tyr 


1 








lie 


Tyr 


Met 


Gly 








20 


Gly 


Trp 


Pro 


Glu 






35 




His 


Val 


Tyr 


Leu 




50 






Lys 


Glu 


Val 


Leu 


65 








Gin 


Gly Cys 


Lys 


Asn 


Leu 


■ Lys 


Lys 








100 


Arg 


Gin 


Lys 


Asp 






115 




He 


Leu 


Asn 


Arg 




130 






Ala 


Ala 


Glu 


Lys 


145 








Ala 


Gin 


He 


Gin 


Lys 


Arg 


Glu 


Met 








180 


Glu 


Asn 


Met 


Ser 






195 





Phe 




Ser 


Ser 


5 








Lys 


Asp 


Lys 


Tyr 


Asp 


He 


Trp 


Phe 








40 


Arg 


Leu 


His 


Lys 






55 




Met 


Asp 


Cys 


Ala 




70 






Net 


Asn 


Asn 


Val 


85 








Thr 


Ala 


Asp 


Met 


Val 


Lys 


He 


Val 








120 


Leu 


Glu 


Lys 


Thr 






135 




Glu 


Cys 


Arg 


Asp 




150 






Glu 


Met 


Lys 


Lys 


165 








Asp 


Glu 


Leu 


Arg 


Ser 


Asn 


Gin 


Asp 








200 



Ser Val Asn Ser 
10 

Glu Asn Glu Asp 
25 

His Val Asp Lys 

Gly Glu Asn He 

. 60 

His Leu Val Lys 
75 

Asn Val Val Tyr 

90.. 

Asp Val Gly Gin 
105 

Thr Val Glu Lys 

Lys Val Glu Arg 

140 

Arg Glu Glu Arg 
155 

Arg Glu Lys Glu 
170 

Ser Tyr Ser Ser 
185 

Gly Asn Asp Ser 



Ser Ala Tyr Thr 
15 

Leu He Lys His 
30 

Leu Ser Ser Ala 
45 

Glu Asp He Pro 

Ala Asn Ser He 

80 

Thr Pro Trp Ser 
95 

He Gly Phe His 
110 

Lys Val Asn Glu 

125 

Phe Ser Asp Leu 

Asn Glu Lys Lys 

160 

Glu Met Lys Lys 
175 

Leu Met Lys Val 
190 

Asp Glu Phe Met 
205 208 



<210> 1706 

<211> 87 

<212> PRT 

<213> Homo sapiens 



<400> 1706 

Met Val Phe Tyr Phe Thr Ser Ser Ser Val Asn Ser Ser Ala Tyr Thr 

15 10 15 

He Tyr Met Gly Lys Asp Lys Tyr Glu Asn Glu Asp Leu He Lys His 

20 25 30 
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Gly Trp Pro 


Glu 


Asp 


He 


Trp 


Phe 


His Val Asp Lys Leu Ser 


Ser 


Ala 












ft U 








His Val Tyr 


Leu 


Arg 


Leu 


His 


Lys 


Gly Glu Asn He Glu Asp 


He 


Pro 


50 








55 




60 






Lys Glu Val 


Leu 


Met 


j\sp 


Cys 


Ala 


His Leu Val Lys Ala Asu 


Ser 


He 


65 






70 






75 




80 


Gin Gly Ala 


He 


His 
85 


His 
86 


* 











<210> 1707 

<211> 128 

<212> PRT 

<213> Homo sapiens 



<400> 1707 



Met Arg 


Val 


His 


He Ser 


Ser 


Cys 


Leu Lys 


Val 


Gin 


Glu 


Gin 


Met Ala 


1 






5 








10 










15 


Asn Cys 


Pro 


Lys 
20 


Phe Val 


Pro 


Val 


Val 
25 


Pro 


Thr 


Ser 


Gin 


Pro 
30 


He Pro 


Ser Asn 


He 
35 


Pro 


Asn Arg 


Ser 


Thr 
40 


Phe 


Ala 


Cys 


Pro 


Tyr 
45 


Cys 


Gly Ala 


Arg Asn 


Leu 


Asp 


Gin Gin 


Glu 


Leu 


Val 


Lys 


His 


Cys 


Val 


Glu 


Ser His 


50 








55 










60 








Arg Ser 


Asp 


Pro 


Asn Arg 


Val 


Val 


Cys 


Pro 


He 


Cys 


Ser 


Ala 


Met Pro 


65 






70 










75 








80 


Trp Gly 


Asp 


Pro 


Ser Tyr 
85 


Lys 


Ser 


Ala 


Asn 
90 


Phe 


Leu 


Gin 


His 


Leu Leu 
95 


His Arg 


His 


Lys 


Phe Ser 


Tyr Asp 


Thr 


Phe 


Val 


Asp 


Tyr 


Ser 


He Asp 






100 








105 










110 




Glu Glu 


Ala 
115 


Ala 


Phe Gin 


Ala 


Ala 
120 


Leu 


Ala 


Leu 


Ser 


Leu 
125 


Ser 


Glu Asn 
128 
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<400> 1708 



Met 


He 


Ser 


Arg 


Tyr 


Thr 


Arg 


Lys 


Ala 


Val 


Pro 


Gin 


Ser Leu 


Glu 


Leu 


1 








5 










10 








15 




Lys Gly 


He 


Thr 


Lys 


His 


Ala 


Leu 


Asn 


His 


His 


Pro 


Pro Pro 


Glu 


Lys 








20 










25 








30 






Leu 


Glu 


Glu 
35 


He 


Ser 


Pro 


Thr 


Ser 
40 


Asp 


Ser 


His 


Glu 


Lys Asp 
45 


Thr 


Ser 


Ser 


Gin 
50 


Ser 


Lys 


Ser 


Asp 


He 
55 


Thr 


Arg 


Glu 


Ser 


Ser 
60 


Phe Thr 


Ser 


Ala 


Asp 


Thr 


Gly 


Asn 


Ser 


Leu 


Ser 


Ala 


Phe 


Pro 


Ser 


Tyr 


Thr Gly 


Ala 


Gly 


65 










70 










75 








80 


He 


Ser 


Thr 


Glu 


Gly 


Ser 


Ser Asp 


Phe 


Ser Trp Gly Tyr Gly 


Glu 


Leu 










85 










90 








95 




Asp Gin 


Asn 


Ala 


Thr 


Glu 


Lys 


Val 


Gin 


Thr 


Met 


Phe 


Thr Ala 


He 


Asp 








100 










105 








110 






Glu 


Leu 


Leu 
115 


Tyr 


Glu 


Gin 


Lys 


Leu 
120 


Ser 


Val 


His 


Thr 


Lys Ser 
125 


Leu 


Gin 


Glu 


Glu 
130 


Cys 


Gin 


Gin 


Trp 


Thr 
135 


Ala 


Ser 


Phe 


Pro 


His 
140 


Leu Arg 


He 


Leu 
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Gly Arg Gin lie lie Thr Pro Ser Glu Gly Tyr Arg Leu Tyr Pro Arg 
145 150 155 160 

Ser Pro Ser Ala Val Ser Ala Ser Tyr Glu Thr Thr Leu Ser Gin Glu 

. 165 170 175 

Arg Asp Ser Thr lie Phe Gly lie Arg Gly Lys Lys Leu His Phe Ser 

180 185 190 

Ser Ser Tyr Ala His Lys Ala Ser Ser lie Ala Lys Ser Ser Ser Phe 

195 200 205 

Cys Ser Met Glu Arg Asp Glu Glu Asp Ser lie lie Val Ser Glu Gly 

210 215 220 

lie He Glu Glu Tyr Leu Ala Phe Asp His He Asp He Glu Glu Gly 
225 230 235 240 

Phe His Gly Lys Lys Ser Glu Ala Ala Thr Glu Lys Gin Lys Leu Gly 

245 250 255 

Tyr Pro Pro He Ala Pro Phe Tyr Cys Met Lys Glu Asp Val Leu Ala 

260 265 270 

Tyr Val Phe Asp Ser Val Trp Cys Lys Val Val Ser Cys Met Glu Gin 

275 280 285 

Leu Thr Arg Ser His Trp Glu Gly Phe Ala Ser Asp Asp Glu Ser Asn 

290 295 300 

Val Ala Val Thr Arg Pro Asp Ser Glu Ser Ser Cys Val Leu Ser Glu 
305 310 315 320 

Leu His Pro Leu Val Leu Pro Arg Val Pro Gin Ser Lys Val Leu Tyr 

325 330 335 

He Thr Ser Asn Pro Met Ser Leu Cys Gin Ala Ser Arg His Gin Pro 

340 345 350 

Asn Val Asn Asp Leu Leu Val His Gly Met Pro Leu Gin Pro Arg Asn 

355 360 365 

Leu Ser Leu Met Asp Lys Leu Leu Asp Leu Asp Asp Lys Leu Leu Met 

370 375 380 

Arg Pro Gly Ser Ser Thr He Leu Ser Thr Arg Asn Trp Pro Asn Arg 
385 390 395 400 

Ala Val Glu Phe Ser Thr Ser Ser Leu Ser Tyr Thr Val Gin Ser Thr 

405 410 415 

Arg Arg Arg Asn Pro Pro Pro Arg Thr Leu His Pro He Ser Thr Ser 

420 425 430 

His Ser Cys Ala Glu Thr Pro Arg Ser Val Glu Glu He Leu Arg Gly 

435 440 445 

Ala Arg Val Pro Val Ala Pro Asp Ser Leu Ser Ser Pro Ser Pro Thr 

450 455 460 

Pro Leu Ser Arg Asn Asn Leu Leu Pro Pro He Gly Thr Ala Glu Val 
465 470 475 480 

Glu His Val Ser Thr Val Gly Pro Gin Arg Gin Met Lys Pro His Gly 

485 490 495 

Asp Ser Ser Arg Ala Gin Ser Ala Val Val Asp Glu Pro Asn Tyr Gin 

500 505 510 

Gin Pro Gin Glu Arg Leu Leu Leu Pro Asp Phe Phe Pro Arg Pro Asn 

515 520 525 

Thr Thr Gin Ser Phe Leu Leu Asp Thr Gin Tyr Arg Arg Ser Cys Ala 

530 535 540 

Val Glu Tyr Pro His Gin Ala Arg Pro Gly Arg Gly Ser Ala Gly Pro 
545 550 555 560 

Gin Leu His Gly Ser Thr Lys Ser Gin Ser Gly Gly Arg Pro Val Ser 

565 570 575 

Arg Thr Arg Gin Gly Pro * 



580 



582 
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<400> 1709 



Met 


Arg 


Leu 


Gin Gly 


Ala 


He 


Phe 


Val 


Leu 


Leu Pro 


His 


Leu Gly Pro 


1 








5 










10 








15 




He 


Leu 


Val 


Trp 


Leu 


Phe 


Thr 


Arg 


Asp 


His 


Met Ser Gly Trp Cys 


Glu 








20 










25 








30 






Gly 


Pro 


Arg 


Met 


Leu 


Ser 


Trp 


Cys 


Pro 


Phe 


Tyr Lys 
* * 


Val 


Leu 


Leu 


Leu 






35 










40 








45 








Val 


Gin 


Thr 


Ala 


He 


Tyr 


Ser 


Val 


Val 


Gly 


Tyr Ala 


Ser 


Tyr 


Leu 


Val 




50 










55 








60 










Trp 


Lys 


Asp 


Leu Gly 


Gly 


Gly 


Leu 


Gly 


Trp 


Pro Leu 


Ala 


Leu 


Pro 


Leu 


65 










70 










75 








80 


Gly 


Leu 


Tyr 


Ala 


Val 


Gin 


Leu 


Thr 


lie 


Ser 


Trp Thr 


Val 


Leu 


Val 


Leu 










85 










90 








95 




Phe 


Phe 


Thr 


Val 


His 


Asn 


Pro 


Gly 


Leu 


Ala 


Leu Leu 


His 


Leu 


Leu 


Leu 








100 










105 








110 






Leu 


Tyr 


Gly 


Leu 


Val 


Val 


Ser 


Thr 


Ala 


Leu 


He Trp 


His 


Pro 


He 


Tlsn 






115 










120 








125 








Lys 


Leu 


Ala 


Ala 


Leu 


Leu 


Leu 


Leu 


Pro 


Tyr 


Leu Ala Trp Leu Thr Val 




130 










135 








140 










Thr 


Ser 


Ala 


Leu 


Thr 


Tyr 


His 


Leu 


Trp 


Arg 


Asp Ser 


Leu 


Cys 


Pro 


Val 


145 










150 










155 








160 


His 


Gin 


Pro 


Gin 


Pro 


Thr 


Glu 


Lys 


Ser 


Asp 


* 











165 170 
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<400> 1710 



Met 


Asp 


He 


Pro Arg 


Ser 


Val 


Gin 


1 






5 








Ser 


Leu 


His 


His Thr 


Ser 


Glu 


Cys 








20 








Met 


His 


Tyr 


Thr Val 


Arg 


Ala 


Pro 






35 








40 


Pro 


Trp 


Asn 


Leu Pro 


Leu 


Tyr 


Leu 




50 








55 




Met 


Ala 


Ala 


Gly Asn 


Thr 


Val 


He 


65 








70 






Val 


Thr 


Ala 


Trp Met 


Leu 


Cys 


Lys 








85 








Pro 


Gly 


Val 


Val Asn 


He 


Val 


Phe 








100 








Ala 


Leu 


Val 


Ser His 


Pro 


Glu 


Val 






115 








120 


Gin 


Pro 


Thr 


Ala Glu 


Arg 


He 


Thr 




130 








135 




Lys 


Leu 


Ser 


Leu Glu 


Leu 


Gly 


Gly 


145 








150 






Asp 


Ala 


Asn 


Leu Asp 


Glu 


Cys 


He 








. 165 








Ala 


Asn 


Gin 


Gly Glu 


He 


Cys 


Leu 








180 








Lys 


Ser 


He 


Tyr Ser 


Glu 


Phe 


Leu 






195 








200 


Lys 


Trp 


Lys 


Val Gly 


He 


Pro 


Ser 




210 








215 




Leu 


He 


Ser 


Lys Ala 


His 


I<eu 


Glu 


225 








230 







Asn 


Phe 


Arg 


Phe 


Phe 


Ala Ser Ser 




10 








15 


Thr 


Gin 


Met 


Asp 


His 


Leu Gly Cys 


25 










30 


Gly 


Gly 


Val Ala Gly Leu He Ser 










45 




Leu 


Thr 


Trp 


Lys 


He 


Ala Pro Ala 








60 






Ala 


Lys 


Pro 


Ser 


Glu 


Leu Thr Ser 






75 






80 


Leu 


Leu 


Asp Lys Ala Gly Val Pro 




90 








95 


Gly 


Thr 


Gly Pro Arg Val Gly Glu 


105 










110. 


Pro 


Leu 


He 


Ser 


Phe 


Thr Gly Ser 










125 




Gin 


Leu 


Ser 


Ala 


Pro 


His Cys Lys 








140 






Lys 


Asn 


Pro 


Ala 


He 


He Phe Glu 






155 






160 


Pro 


Ala 


Thr 


Val 


Arg 


Ser Ser Phe 




170 








175 


Cys 


Thr 


Ser 


Arg 


He 


Phe Val Gin 


185 










190 


Lys 


Arg 


Phe 


Val 


Glu 


Ala Thr Arg 










205 




Asp 


Pro 


Leu 


Val 


Ser 


He Gly Ala 








220 






Lys 


Val 


Arg Ser Tyr Val Lys Arg 



235 240 
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Ala Leu Ala Glu 

Leu Ser Leu Pro 

260 

Val lie Thr Asp 
275 

Phe Gly Pro Val 
290 

He Glu Arg Ala 

305 

Ser Ser Asn Val 

Gly Leu Val Trp 

340 

Phe Gly Gly Met 
355 

Ser Tyr Asp Phe 
370 



Gly Ala 


Gin 


He 


245 






Ala Arg 


Asn 


Gin 


He Lys 


Asp 


Glu 






280 


Thr Cys 


Val 


Val 




^ n c 

295 




Asn Asn 


Val 


Lys 


310 






Gly Arg 


Val 


His 


325 






Thr Asn 


Cys 


Trp 


Lys Ser 


Ser 


Gly 






360 


Phe Thr 


Glu 


lie 




375 





Trp 


Cys 


Gly 


Glu 




250 






Ala 
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Ala 
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Trp 
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Leu 


Lys 
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Lys 


Glu 
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Leu 
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Trp 
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Arg 
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Thr 
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Thr 
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Ser 
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Arg 
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Glu 
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He 


Gin 


Thr 


Thr 


He 


Arg 


Glu 
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Tyr 


Tyr 


Glu 
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Leu 


Tyr 


Ala 


Asn 


Lys 


Leu 


Glu 


Asn 


Leu 


Glu 


Glu 


Met 
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135 
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Asp 


Lys 


Phe 


Leu 


Asp 


Thr 


Tyr 


Thr 


Leu 


Pro 


Arg 


Leu 


Asn 


Gin 


Glu 


Glu 


145 
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Val 


Glu 


Ser 


Leu 


Asn Arg 


Pro 


He 


Thr 
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Glu 


He 


Glu 


Ala 


He 
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He 
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Ser 
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Pro 


Thr 


Lys 


Lys 


He 


Pro 
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Pro 


Asp Arg 


Phe 


Thr 
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Tyr 


Lys 
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Leu 
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Asn 


Leu 


He 
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Tyr 


Leu 
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Leu 


Leu 
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He 


He 
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Ser 
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Gly 


Lys 


Lys- 


Ser 


Ala 


Trp 
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Ala 
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Val 


Lys 


Val 


Thr 


225 
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Asp 
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Asp Gly 
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Val 


Arg 
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Pro 
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Val 
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Arg 


Ala 


Thr 
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Leu 


Ala 


Ala 


Ala 
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Lys 


Leu 


Lys 
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Asp 


Phe 


Asn 


Thr 


385 








Pro Arg 


Tyr 


Val 
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Val 
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Val 


Glu 
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Ala 






435 
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450 






Gly 


Asn 
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Glu 
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Lys 


Val 
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310 






Tyr 
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Leu 
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He 


Cys 


He 


Leu 
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Gin 
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Gin 


Ala 
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Tyr 


Gin 
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Met 


Val 
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Tyr 


405 
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Met 
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Thr 
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He 


Ala Asp 


Gin 
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Gly 
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Gly 
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Val 
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He 


Arg 
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He 


Ser 
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Ser 
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He 
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Val 
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Trp 


Glu 


Leu 
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Gin 
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Leu 


He 


Arg 


Asn 


Ser 
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Ser 
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Cys 
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Thr 
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Ala 
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Met 
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Gin 


Ser 
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Ser 


Glu 


Val 


Ser 
165 


Val 


Leu 
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Ser 
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Lys 
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Val 
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Lys 


Val 
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Val 
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He 


Arg Ser 
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Lys 


Phe 

220 


Gin 
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Ala 


Glu 


Met 


Lys Arg 
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Ser 


Glu 


Ser 


Ser 


Ser 


Lys 
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230 










235 
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Glu 


Glu 


Asp 
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Asp 
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Lys 


Lys 


He 


Asn 


Glu 
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Met 


Ser 


Lys 


Glu 
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Leu 


Lys 


Glu 
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Asn 


Ser 


265 


Ser 


Gin 


Leu 


Ser 
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Ser 


inr 


Ser 


Ser 


Ser 
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Lys 


Arg 


Gin 
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Gin 
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Leu 
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Ala 
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Gin 


Gin 


Gin 


Val 


Lys 
290 


Gin 


Leu 


Gin 
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Glu 
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Ala 


Ala Gin 


Pro 


Val 


Arg 


Met 


Arg 


Thr 








260 










265 








270 








va± 


Leu 


Ser 


Leu 


Gin 


mm 

Gly 


Arg 


Gly Ala 


Thr 


Ser 


Gly 


Arg 


Pro 


Ala 






275 










280 








285 








Gly 


Glu 


Arg 


Arg 


Gin 


Arg 


Pro 


Lys 


His Glu 


Ser 


Asp 


Cys 


He 


Leu 


Leu 




290 










295 








300 








304 




<210> 1715 


























<211> 471 


























<212> PRT 


























<213> Homo 


sapiens 






















<400> 1715 
























Met 


Glu 


Phe 


Ala 


Ala 


Glu 


Asn 


Glu 


Gly Lys 


Ser 


Gly 


Gly 


Gly 


Leu 


His 


1 








5 








10 










15 




Ser 


Val 


Ala 


Glu 


Gly 


Val 


Arg 


Leu 


Ser Pro 


Glu 


Pro 


Gly 


Arg 


Glu 


Gly 








20 










25 








30 






Val 


Arg 


Asp 


Leu 


Ala 


Gly 


Ala 


Glu 


Glu Phe 


Gly Gly 


Gly 


Glu 


Glu 


Gly 






35 










40 








45 








Thr 


Gly 


Leu 


Thr 


Gly 


He 


Lys 


Glu 


He Gly Asp 


Gly 


Glu 


Glu 


Gly 


Ser 




50 










55 








60 










Gly 


Gin 


Arg 


Pro 


Glu 


Glu 


He 


Pro 


Met Asp 


Leu 


Thr 


Val 


Val 


Lys 


Gin 


65 










70 








75 










80 


Glu 


He 


He 


Asp 


Trp 


Pro 


Gly 


Thr 


Glu Gly Arg 


Leu 


Ala 


Gly 


Gin 


Trp 










85 








90 










95 




Val 


Glu 


Gin 


Glu 


Val 


Glu 


Asp 


Arg 


Pro Glu 


Val 


Lys 


Asp 


Glu 


Asn 


Ala 








100 










105 








110 






Gly 


Val 


Leu 


Glu 


Val 


Lys 


Gin 


Glu 


Thr Asp 


Ser 


Ser 


Leu 


Val 


Val 


Lys 






115 










120 








125 








Glu 


Ala 


Lys 


Val 


Gly 


Glu 


Pro 


Glu 


Val Lys 


Glu 


Glu 


Lys 


Val 


Lys 


Glu 




130 










135 








140 
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Glu Val Met Asp 
145 

lie Lys Gin Glu 

Met His Gly Glu 

180 

lie Val Asp Asp 
195 

Val Gly Cys Lys 
210 

Thr Glu Glu Ala 
225 

Ser Leu Pro Cys 

Val Arg Asp Lys 

260 

Asn Leu Leu Ser 
275 

Asp His lie Ser 
290 

Tyr Met Tyr Phe 
305 

Lys Leu Leu Pro 

Phe Asp Lys Lys 

340 

Pro Gin Ser Gin 

355 

Thr lie Asn Glu 

370 

Pro Val lie Arg 
385 

Val Gin He Leu 

Tyr Tyr Glu Leu 

420 

Lys Val He He 

435 

Asn Asn Asp Met 
450 

Asn Val Gly Asn 
465 



Trp 


Ser 


Glu 


Val 




150 






Glu 


Lys 


Phe 


Val 


165 








Cys 


Val 


Lys 


Glu 


Thr 


Lys 


Val 


Lys 








200 


Arg 


Lys 


Leu 


Ala 






215 




Lys 


Tyr 


Arg 


Cys 




230 






Val 


Lys 


Lys 


His 


245 








Thr 


Ala 


Tyr 


He 


Asp 

IT 


Tyr 


Arg 


Phe 








280 


Arg 


Asp 


Ala 


Phe 






295 




Met 


Lys 


Asn Arg 




310 






Asn 


Gly 


Phe 


Thr 


325 








Lvs 


Gin 


Gin 


Phe 


Ala 


Glu 


Tyr 


He 








360 


He 


Leu 


Lys 


Pro 






375 




Gin 


Arcr 


Leu 


Lys 




390 






Met 


Lvs 


He 


Glu 


405 








AsD 


Pro 


Tyr Lys 


Glu 


Tyr 


Pro 


Thr 








440 


Lys 


Val 


Leu 


His 






455 




Glu 


Asn 


* 






470 







Lys Glu Glu Lys 
155 

Gly Gin Cys He 
170 

Glu Lys Asp Phe 
185 

Glu Glu Pro Pro 

Met Ser Arg Cys 

220 

Pro Arg Cys Met 
235 

Lys Ala Glu Leu 
250 

Ser He Gin Gin 
265 

Leu Glu Asp Val 

Leu Lys Arg Pro 

300 

Ala Arg Arg Gin 
315 

Lys Arg Lys Glu 
330 

Cys Trp His Val 
345 

Glu Lys Arg Val 

Tyr He Asp Pro 

380 

Ala Tyr He Arg 
395 

Tyr Met Gin Gin 
410 

Ser Leu Leu Asp 
425 

Leu His Val Val 

Gin Val Lys Ser 

460 



Asp 


Asn Leu 


Glu 






160 


Lys 


Glu Glu 


Leu 




175 




Leu 


Lys Lys 


Glu 




190 




He 


Asn His 


Pro 


205 






Glu 


Thr Cys 


Gly 


Arg 


Tyr Ser 


Cys 






240 


Thr 


Cys Asn 


Gly 




255 




Phe 


Thr Glu 


Met 




270 




Ala 


Arg Thr 


Ala 


285 






He 


Ser Asn 


Lys 


Gly 


He Asn 


Leu 






320 


Asn 


Ser Thr 


Phe 




335 




Lvs 


Leu Gin 


Phe 




350 




Pro 


Asp Asp 


Lys 


365 






Glu 


Lys Ser 


Asp 


Ser 


Gin Thr 


Gly 






400 


Asn 


Leu Val 


Ara 




415 




Asn 


Leu Arg 


Asn 




430 




Leu 


Lys Gly 


Ser 


445 






Glu 


Ser Thr 


Lys 
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<400> 1716 














Met Arg 


Asp Gly 


Gly 


Lys Tyr 


Ser 


Leu Glu Gin .Arg Gly 


Val Leu 


Gin 


1 




5 






10 


15 




Lys Leu 


He His 


His 


Arg Lys 


Glu 


Thr Leu Ser Arg Arg 


Gly Pro 


Ser 




20 








25 


30 




Ala Ser 


Ser Val 


Ala 


Val Met 


Thr 


Ser Ser Thr Ser Asp 


His His 


Leu 




35 






40 


45 






Asp Ala 


Ala Ala 


Ala 


Arg Gin Pro 


Asn Gly Val Cys Arg 


Ala Gly 


Phe 


50 






55 




60 






Glu Arg 


Gin His 


Ser 


Leu Pro 


Ser 


Ser Glu His Leu Gly 


Ala Asp 


Gly 


65 






70 




75 




80 


Gly Leu 


Tyr Gin 


He 


Pro Leu 


Pro 


Ser Ser Gin He Pro 


Pro Gin 


Pro 






85 






90 


95 
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Arg 


Ala 


Ala 


Pro 


Thr 


Thr 


Pro 


Pro 








100 










105 


Arg 


Glu 


Ala 


Leu 


Met 


Ala 


Ser 


Gly Ser 






115 










120 




Ser 


Gly 


Gly 


Asn 


Ser 


Val 


Ser 


Ser Gly 




130 










135 






Leu 


Asp 


Thr 


Leu 


Tvr 


Thr 


Ser 


Ser 


Ser 


145 










150 








Cys 


Ser 


Pro 


Thr 


Pro 


Pro 


Pro 


Val 


Pro 










165 










Val 


Ser 


Gin 


Val 


Gin 


Pro 


Pro 


Pro 


Ser 








180 










185 


Pro 


Ala 


Glu 


Glu 


Glu 


Val 


Ala 


Thr Gly 






195 










200 
*• \0 \r 




Leu 


Glu 


Ala 


Leu 


Gly 


Thr 


Leu 


OCX. 






210 










215 

mm *v 






Ala 


Ala 


Glu 


Ala 


Ala 


Val 


Pro 

^ mm 






225 










230 








Leu 


Val 


Arcr 


Arcr 


Asn 


Thr 


Glv 


Leu 


Ser 










245 










lie 


Glv 


He 


He 


Val 


Glv 


His 


He 


Gin 








260 










265 


Pro 


Val 


Met 


Glu 


Gin 


Val 


Leu 


Leu- 


Ser 






275 










280 




Ser 


Met 


Ala 


Leu 




SeT" 


Glv 


Gin 


Val 




290 

^ W 










295 






Glu 


Val 


He 


Phe 


Ala 


Aso 


Leu 


Ala 


Arg 


305 










•9 X W 








Arcr 


Ser 


TrD 


Ala 


Leu 


Tvr 


Glu 


Asp 


Glu 




















Glu 


Glu 


Leu 


Leu 


His 


He 

*** alp ^a* 


Leu 


Thr 


Asp 








340 

^ w 










345 


Lvs 


Met 


Cvs 








Glu 


Phe 


Glu 






355 










360 




Tyr 


Tvr 


Gin 


Met 


Glu 


His 


Arcr 


Ala 


Ser 




370 










375 






Cys 


Phe 


Glv 


Ala 


Met 


Cvs 


Ser 


Leu Asp 


385 










J J V/ 








Val 


Ser 


Ser 


Val 


Leu 


Pro 


Val 


Glu 


Leu 










405 










Thx 


Gin 


AsD 


His 


Gin 


Lvs 


Leu 


Cys 


Tyr 








420 










425 


Val 


Phe 


Ser 


Met 


Glv 


Glu 

W4 


Ala 


Val 


Pro 






435 










440 




Glv 

^ J: 


Thr 


Pro 


Phe 


Ala 


Gin 


Phe 


Leu 


Leu 




450 










455 






Pro 


Leu 


Asp 


Thr 


Thr 


Glu 


Gin 


Leu 


Pro 


465 










470 








Leu 


Ala 


Leu 


Asn 


Leu 


His 


Leu 


Pro 


Ala 










485 










Ala 


Ala 


Leu 


Ser 


Lvs 


His 


Ala 


Asn 


Val 








500 










505 


Leu 


Leu 


Leu 


Leu 


Asn 


Arcr 


Gly 


Asp Asp 






515 










520 




Glu 


Pro 


Gin 


Pro 


Pro 


His 


Ser 


Val 


Leu 




530 










535 






Gly 


Ser 


Pro 


Ala 


Thr 


Ala 


Ala 


He 


Phe 












ceo 








Leu 


He 


Asp 


He 


Thr 


Val 


Arg 


His 


He 










565 










Lys 


Leu 


Arg 


Met 


Glu 


Tyr 


Leu 


Ser 


Leu 








580 










585 


Thr 


Pro 


Tyr 


Leu 


Gin 


His 


Arg 


His 


Arg 






595 










600 
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Pro Pro 


Val 

V CI X 


Lvs Arcr Arcr 








110 

X X u 




Glv Glv 


His 


Asn Thr Met: 


Pro 






125 

X ^ ^ 






Val 

V dX 


Ser S^r Tlrr" 

w W«Ab 0CX X.1JX 


OCX 










Pro Ser 


Glu 


Pro Glv Ser 


Ser 


j> ^ ^ 






X o u 


Arcr Arcr 


Glv 


Thr His Thr 


Thr 

X AAX 


170 




X / 9 




Lvs Ala 


Ser 

U wX 


Ala Pro Glu 

rt ill Pfc C^X^^ \?X 


Pro 

f xw 






190 

X^ V/ 




Thr Thr 


Ser 


Ala Ser Asn 


Asn 






A V 9 






± XXX 


varxLi wX u jnysi 


Al a 










He Glv 


Ala 


Glu Leu Mei" 


Glu 
wx u 


A J 3 








His Glu 




Cvs Arcr Va 1 


Ala 






^ R 




Ala Ser 


Val 

V CLX 


Pro Ala fi^T" 

J> XW ^%XG& OCX 


OCX 










Leu Val 


Glu 

wX U 


rtT V Tiva 2ic!n 

wXJf XJJjfO ASM 


TiAll 
XICU 










fVQ Wt S 


Ann 


wXXX ox XX nxM 






^ UU 






nlT^ IjyS 


Asp 


/isp A^SL oxn 


V7±lx 








^ J U 




X xc 


iTxy v»,ya ly^x 




n 

J J U 




"3 c 




AXcL /iSp 


Jtrx O 


oXU VaX ^yS 


Xiys 






J 3 U 




O C J. V Ci JL 


XJCIX 


A*) a Val 


al a 

rvXcl 






^ O O 








XjcU. J-icU. 1j6U 


jjys 




J o u 






Al a a 


Tl^ 
X xc 


xxe OCX XXlx 




'I Q R 






/I n fk 
4 U U 


Al A At^ct 


nay/ 


l*ItSLi V7XXX 1. XlX 




~z X u 




Ate 






JJCiX 


XXCS J-tCLl AXCt 








^ J U 






11X0 


xyx xixs 


T 1 

Ju6U 






^ A R 






Va 1 

VcLX 


wxu iiusp V3Xjr 


Xi6U 




O v 






Asn Ti^ii 


f^VQ 
v» jr » 


Val AQn 

V C»X ^%0XX XJCSLl 


TiAii 

XlCLL 








4oU 


AT ;5 Ac!r\ 


Gin 


Asn Val Tl 

X4»XX VGIX XXCs 




/I Qfi 




ft i7D 




T.vc TT <a 

JJjr O X X C 


Ph^ 


0CX V3XU SJjf a 


XI C LX 






3 X V 




Pro Val 


Aro 


Tie Phe Lvs 


His 

1X0 






^ 






JJCU 


rtl n A cn Va 1 
wXXX nop VAX 


PYio 

JtrXlB 




AO 








XXXx 


Asn Met* Met" 


Al a 


555 






560 


Ala Asp 


Leu 


Ser Pro Gly 


Asp 


570 




575 




Met His 


Ala 


He Val Arg 


Thr 






590 




Leu Pro 


Asp 


Leu Gin Ala 


He 



605 
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Leu Arg Arg lie 
610 

Asp Arg Met lie 
625 * 

Glu Ala Pro Ser 

644 



Leu Asn Glu Glu 
615 

Val Arg Glu Met 
630 



Glu Thr Ser Pro 

620 

Cys Lys Glu Phe 
635 



Gin Cys Gin Met 

Leu Val Leu Gly 

640 



<210> 1717 

<211> 186 

<212> PRT 

<213> Homo sapiens 



<400> 1717 
Met Leu Lys Ser 
1 

Gin Leu Gin 61n 

20 

Val Thr Asn Ser 
35 

Lys Ala His Leu 
50 

Ser Glu Leu Gin 
65 

Phe Gin Pro Ser 

Ser Leu Asn Pro 

100 

Val Val Leu Gly 
115 

Cys Lys lie Gly 
130 

Gly Leu Thr Phe 
145 

Ala Glu Gly Pro 

Tyr Asp Gin Thr 

180 



Met Val Leu Trp 
5 

Gin Leu Arg His 

Glu Tyr Asn Gin 

40 

Gin Gly Ala Phe 
55 

Asn Lys lie Leu 
70 

Leu Glu Asp Trp 
85 

Trp Thr Tyr Leu 

Val Met Leu Phe 

120 

Trp Thr Ala Asn 
135 

Phe Gin Leu lie 
150 

Trp Asp Val Thr 
165 

Ala Asn Cys Leu 



Leu Gly Glu Gin 
10 

His Phe Asn His 
25 

Ser Glu Tyr Pro 

Thr Ser Asn lie 

60 

Asp Leu Asn Arg 
75 

Thr Glu Phe Gin 
90 

Lys Tyr His Ser 
105 

Cys Leu Cys Leu 

Arg Arg Met Arg 

140 

His Lys Gin Gly 
155 

Asn Ser Ala Phe 

170 
Ser * 
185 



Val 


Gin 


Ser 


Leu 






15 




He 


His 


He 


Cys 




30 






Trp 


Asp 


Leu 


Val 


45 








Thr 


Phe Asp 


He 


His 


Thr 


Gin 


Glu 








80 


Glu 


Gly Leu Glu 






95 




Asn 


He 


Leu 


Tyr 




110 






Leu 


Phe 


He 


Val 


125 








Ala 


Ala 


Gin 


Pro 


Asp 


Met 


Gin 


Gly 








160 


His 


Trp Arg 


Leu 






175 
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<400> 1718 



Met 


Phe 


Met 


Phe 


Asn 


Trp 


Phe 


Thr Asp Cys Leu Trp Thr 


Leu Phe Leu 


1 








5 






10 


15 


Ser 


Asn 


Tyr 


Gin 


Pro 


Ser 


Val 


Glu Ser Ser Ser Pro Gly 


Gly Ser Ala 








20 








25 


30 


Thr 


Ser 


Asp 


Asp 


His 


Glu 


Phe 


Asp Pro Ser Ala Asp Met 


Leu Val His 






35 










40 45 




Asp 


Phe 


Asp 


Asp 


Glu 


Arg 


Thr 


Leu Glu Glu Glu Glu Met 


Met Glu Gly 




50 










55 


60 • 




Glu 


Thr 


Asn 


Phe 


Ser 


Ser 


Glu 


He Glu Asp Leu Ala Arg 


Glu Gly Asp 


65 










70 




75 


80 


Met 


Pro 


He 


His 


Glu 


Leu 


Leu 


Ser Leu Tyr Gly Tyr Gly 


Ser Thr Val 










85 






90 


95 


Arg 


Leu 


Pro 


Glu 


Glu 


Asp 


Glu 


Glu Glu Glu Glu Glu Glu 


Glu Glu Gly 








100 








105 


110 
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Glu 


Aap 


Asp 


Glu 


Asp Ala 


Asp 


Asn 


Asp 


Asp 


Asn 


Ser 


Gly 


Cys 


Ser 


Gly 






lis 










120 










125 








Glu 


Asn 


Lys 


Glu 


Glu Asn 


He 


Lys 


Asp 


Ser 


Ser 


Gly 


Gin 


Glu 


Asp 


Glu 




130 










135 










140 










Thr 


Gin 


Ser 


Ser 


Asn Asp 


Asp 


Pro 


Ser 


Gin 


Ser 


Val 


Ala 


Ser 


Gin 


Asp 


145 










150 










155 










160 


Ala 


Gin 


Glu 


He 


He 
165 


Arg 


Pro 


Arg 


Arg 


Cys 
170 


Lys 


Tyr 


Phe 


Asp 


Thr 
175 


Asn 


Ser 


Glu 


Val 


Glu 
180 


Glu 


Glu 


Ser 


Glu 


Glu 
185 


Asp 


Glu 


Asp 


Tyr 


He 
190 


Pro 


Ser 


Glu 


Asp 


Trp 
195 


Lys 


Lys 


Glu 


He 


Met 
200 


Val 


Gly 


Ser 


Met 


Phe 
205 


Gin 


Ala 


Glu 


He 


Pro 
210 


Val 


Gly 


He 


Cys 


Arg 
215 


Tyr 


Lys 


Glu 


Asn 


Glu 
220 


Lys 


Val 


Tyr 


Glu 


Asn 


Asp 


Asp 


Gin 


Leu 


Leu 


Trp 


Asp 


Pro 


Glu 


Tyr 


Leu 


Pro 


Glu 


Asp 


Lys 


225 










230 










235 










240 

mm \m 


Val 


He 


He 


Phe 


Leu Lys 


Asp 


Ala 


Ser 


Arg 


Arg 


Thr 


Gly 


Asp 


Glu 


Lys 










245 










250 










255 




Gly 


yal 


Glu 


Ala 
260 


He 


Pro 


Glu 


Gly 


Ser 
265 


His 


He 


Lys 


Asp 


Asn 
270 


Glu 


Gin 


Ala 


Leu 


Tyr 
275 


Glu 


Leu 


Val 


Lys 


Cys 
280 


Asn 


Phe 


Asp 


Thr 


Glu 
285 

w W 


Glu 


Ala 


Leu 


Arg 


Arg 
290 


Leu 


Arg 


Phe 


Asn 


Val 
295 


Lys 


Ala 


Ala 


Arg 


Glu 
300 


Glu 


Leu 


Ser 


Val 


Trp 


Thr 


Glu 


Glu 


Glu 


Cys 


Arg 


Asn 


Phe 


Glu 


Gin 


Gly 


Leu 


Lys 


Ala 


Tyr 


305 










310 










315 










320 

•JAW 


Gly 


Lys 


Asp 


Phe 


His 
325 


Leu 


He 


Gin 


Ala 


Asn 

330 


Lys 


Val 


Arg 


Thr 


Arg 

J 


Ser 


Val 


Glv 


Glu 


Cys 
340 


Val 


Ala 


Phe 


Tyr 


Tvx 
345 


Met 


Tro 


Lvs 


Lvs 


Ser 
350 


Glu 


Arcr 


Tyr 


Asp 


Phe 
355 

^ ^ ^ 


Phe 


Ala 


Gin 


Gin 


Thr 
360 


Arg 


Phe 


Gly 


Lys 


Lys 

365 

mj V mj 


Lys 


Tyr 


Asn 


Leu 


His 
370 


Pro 


Glv 


Val 


Thr 


Asp 
375 


Tvr 

A Jf J. 


Met 


ASD 


Arcf 


Leu 
380 

^ W w 


Leu 


Ast> 


Glu 


Ser 


Glu 


Ser 


Ala 


Ala 


Ser 


Ser 


Arg 


Ala 


Gin 


Ser 


Pro 


Pro 


Pro 


Thr 


Ala 


Ser 


Q cr 
ODD 










390 






















Asn 


Ser 


Ser 


Asn 


Ser 
405 


Gin 


Ser 


Glu 


Lys 


Glu 
410 


Asp 


Gly 


Thr 


Val 


Ser 
415 


Thr 


Ala 


Asn 


Gin 


Asn 


Gly Lys 


Gin 


Pro 


Glu 


Lys 


His 


Phe 


Ser 


Phe 


Phe 


He 








420 










425 










430 






He 


Arg 


Asp 
435 


Thr 


Phe 


Leu 


Gin 
439 
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<400> 1719 



Met 


Gly 


Glu 


Asp 


Thr 


Asp 


Thr 


Arg 


Lys 


He 


Asn 


His 


Ser 


Phe 


Leu 


Arg 


1 








5 










10 










15 




Asp 


His 


Ser 


Tyr 
20 


Val 


Thr 


Glu 


Ala 


Asp 
25 


He 


He 


Ser 


Thr 


Val 
30 


Glu 


Phe 


Asn 


His 


Thr 
35 


Gly 


Glu 


Leu 


Leu 


Ala 
40 


Thr 


Gly 


Asp 


Lys 


Gly 
45 


Gly 


Arg 


val 


Val 


He 
50 


Phe 


Gin 


Arg 


Glu 


Pro 
55 


Glu 


Ser 


Lys 


Asn 


Ala 
60 


Pro 


His 


Ser 


Gin 


Gly 


Glu 


Tyr 


Asp 


Val 


Tyr 


Ser 


Thr 


Phe 


Gin 


Ser 


His 


Glu 


Pro 


Glu 


Phe 


65 










70 










75 










80 


Asp 


Tyr 


Leu 


Lys 


Ser 
85 


Leu 


Glu 


He 


Glu 


Glu 
90 


Lys 


He 


Asn 


Lys 


He 
95 


Lys 
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Trp 


Leu 


Pro 


Gin 


Gin 


Asn Ala Ala 


His 


Ser 


Leu Leu Ser 


Thr 


Asn 


Asp 








100 






105 






110 






Lys 


Thr 


He 


Lys 


Leu 


Trp Lys He 


Thr 


Glu 


Arg Asp Lys 


Arg 


Pro 


Glu 






115 






120 






125 








Gly Tyr 


Asn 


Leu 


Lys 


Asp Glu Glu 


Gly Lys 


Leu Lys Asp 


Leu 


Ser 


Thr 




130 








135 






140 








Val 


Thr 


Ser 


Leu 


Gin 


Val Pro Val 


Leu Lys 


Pro Met Asp 


Leu 


Met 


Val 


145 










150 






155 






160 


Glu 


Val 


Ser 


Pro 


Arg 


hxq He Phe 


Ala 


Asn 


Gly His Thr 
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1205 1210 1215 

Glu Asp Tyr Glu Leu Leu Val Leu Gin His Gly Cys Cys Pro Tyr Cys 

1220 1225 1230 
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Arg Arg Cys Lys Asp Asp Pro Gly Pro * 
1235 12401241 



<210> 1725 
<211> 35i 
<212> PRT 

<213> Homo sapiens . 



<400> 1725 



Met 


Asn 


Pro 


Arcj 


Gly 


Leu 


Phe 


Gin 


Asp 


Phe 


Asn 


Pro 


Ser Lys 


Val 


Leu 


i 








5 










10 














lie 


Tyr 


Thr 


Cys 


Leu 


Leu 


Leu 


Phe 


Ser Gly Leu Leu 


Pro 


Leu 


Arg 


Leu 








20 










25 










30 






Asp 


Gly 


lie 


He 


Gin 


Trp 


Ser Tyr 


Trp Ala Val 


Phe 


Ala 


Pro 


He 


Trp 
















40 










45 








Leu 


Arg 


Lys 


Leu 


Leu 


Val 


Val 


Ala 


Gly Ala Ser Val 


Gly Ala 


Gly 


val 














55 










60 










Trp 


Ala 


Arg 


Asn 


Pro 


Arg Tyr Arg 


Thr Glu Gly Glu 


Ala 


Cys 


Val 


Glu 












70 










75 












lie 


Lvs 


Ala 


Met 




He 


Ala 


Val 


Gly He His 


Leu 


Leu 


Leu 




net 




















90 










Q R 




Phe 


Glu 


Val 


Leu 


Val 


Cys Asp Arg 


Val Glu Arg Gly 


Thr 


His 


Phe 


Trp 








100 
X w w 










105 










110 






Leu 


Leu 

^^^^ %A 


Val 


Phe 


Met 


Pro 


Leu 


Phe 
120 


Phe 


Val 


Ser 


Pro 


Val 
125 


Ser 


V CI 1 




Ala 


Cys 


Val 


Trp 


Gly 


Phe Arg His 


Asp Arg 


Ser 


Leu 


Glu 


Leu 


Glu 


He 














135 










140 










Leu 


Cvs 


Ser 


Val 


Asn 


He 


Leu 


Gin 


Phe 


He 


Phe 


He 


Ala 


Leu 


TA.Tet 




14*5 










150 










155 












AST) 


Arcr 


lie 


He 


His 
1S5 


Trp 


Pro 


Trp 


Leu 


Val 
170 


Val 


Phe 


Val 


Pro 


J-icSU 

Jl. / O 


i.rp 


lie 


Leu 


Met 


Ser 

■i' 

180 

^ W w 


Phe 


Leu 


Cys 


Leu 


Val 
185 


Val 


Leu 


Tyr 


Tyr 


He 
190 


V Cl JL 




Ser 


Leu 


Leu 

JL 3 3 


Phe 


Leu 


Arg 


Ser 


Leu 
200 


Asp 


Val 


Val 


Ala 


Glu 
205 


Gin 






Thr 


His 
210 


Val 


Thr 


Met 


Ala 


He 
215 


Ser 


Trp 


He 


Thr 


He 
220 


Val 


Val 


Pro 


Leu 


Leu 


Thr 


Phe 


Glu 


Val 


Leu 


Leu 


Val 


His 


Arg 


Leu Asp 


Gly His 


Asn 


Thr 


225 










230 










235 










240 


Phe 


Ser 


Tyr 


Val 


Ser 
245 


He 


Phe 


Val 


Pro 


Leu 
250 


Trp 


Leu 


Ser 


Leu 


Leu 
255 


Thr 


Leu 


Met 


•Ala 


Thr 


Thr 


Phe Arg Arg 


Lys 


Gly Gly Asn 


His 


Trp 


Trp 


Phe 








260 










265 










270 






Gly 


lie 


Arg 
275 


Arg 


Asp 


Phe 


Cys 


Gin 
280 


Phe 


Leu 


Leu 


Glu 


He 
285 


Phe 


Pro 


Phe 


Leu 


Arg 


Glu 


Tyr 


Gly 


Asn 


He 


Ser 


Tyr Asp 


Leu 


His 


His 


Glu 


Asp 


Ser 




290 










295 










300 










Glu 


Asp 


Ala 


Glu 


Glu 


Thr 


Ser 


Val 


Pro 


Glu 


Ala 


Pro 


Lys 


He 


Ala 


Pro 


305 










310 










315 










320 


lie 


Phe 


Gly 


Lys 


Lys 


Ala Arg Val 


Val 


He 


Thr 


Gin 


Ser 


Pro 


Gly 


Lys 










325 










330 










335 




Tyr 


Val 


Pro 


Pro 


Pro 


Pro 


Lys 


Leu 


Asn 


He 


Asp 


Met 


Pro Asp 


* 










340 










345 










350 







<210> 1726 
<211> 240 
<212> PRT 

<213> Homo sapiens 



3579 



wo 01/57190 



PCT/USOl/04098 



<400> 1726 



Met 


Thr 


Cys 


Phe 


Gly 


Pro 


Tyr 


Pro 


He Gly Thr Gly Leu Gin 


Gly 


He 


1 








5 








10 




15 




Thr 


Leu 


Cys 


Tyr 


Ser 


Cys 


Phe 


Pro 


Ser Phe 


Cys Lys Met Lys 


Ser 


Arg 








20 


• 








25 


30 






Met 


Cys 


Met 


Ala 


He 


Ser 


He 


Cys 


Gin Thr 


Leu Ser Met Leu 


Ser 


Phe 






35 










40 




45 






Val 


Val 


Cys 


Ala 


Phe 


Arg 


Tyr 


Arg 


His Met 


Phe Lys Arg Gly 


Trp 


Pro 




50 










55 






60 






Met 


Gly 


Thr 


Cys 


Cys 


Leu 


Phe 


Leu 


Pro Thr 


Ala Ala Pro Val 


Leu 


Ser 


65 










70 








75 




80 


Cys 


Glu 


Ala 


Ala 


Thr 


Gin 


Thr 


Glu 


Arg Arg Leu Asp Leu Ala 


Ala 


Val 










85 








90 




95 




Thr 


Leu 


Arg 


Arg 


Gly 


Leu 


Arg 


Ser 


Arg Ala Ser Arg Cys Arg 


Pro 


Arg 








100 










105 


110 






Ser 


Leu 


He 


Asp 


Tyr 


Lys 


Ser 


Tyr 


Met Asp 


Thr Lys Leu Leu 


Val 


Ala 






115 










120 




125 






Arg 


Phe 


Leu 


Glu 


Gin 


Ser 


Ser 


Cys 


Thr Met 


Thr Pro Asp He 


His 


Glu 




130 










135 






140 






Leu 


Val 


Glu 


Asn 


He 


Lys 


Ser 


Val 


Leu Lys 


Ser Asp Glu Glu 


His 


Met 


145 










150 








155 




160 


Glu 


Glu 


Ala 


He 


Thr 


Ser 


Ala 


Ser 


Phe Leu 


Glu Gin He Met 


Ala 


Pro 










165 








170 




175 




Leu 


Gin 


Pro 


Ser 


Thr 


Ser 


Arg 


Ala 


His Lys 


Leu Pro Leu Arg 


Arg 


Gin 








180 










185 


190 






Pro 


Gly 


Leu 


Leu 


His 


Leu 


Gin 


Ser 


Cys Gly Asp Leu His Thr 


He 


Thr 






195 










200 




205 






Pro 


Ala 


Gly 


Arg 


Pro 


Arg 


Ala 


Glu 


Arg Arg Pro Arg Arg Val 


Glu 


Ala 




210 










215 






220 






Glu 


Arg 


Ser 


His 


Ser 


Leu 


He 


Gly 


Val He Arg Glu Thr Val 


Leu 


* 


225 










230 








235 


239 






<210> 1727 








■ 












<211> 238 




















<212> PRT 




















<213> Homo 


sapiens 
















<400> 1727 


















Met 


Thr 


Cys 


Phe 


Gly 


Pro 


Tyr 


Pro 


He Gly 


Thr Gly Leu Gin 


Gly 


He 


1 








5 








10 




15 




Thr 


Leu 


Cys 


Cys 


Phe 


Pro 


Ser 


Phe 


Cys Lys 


Met Lys Ser Arg 


Met 


Cys 








20 










25 


30 






Met 


Ala 


He 


Ser 


He 


Cys 


Gin 


Met 


Leu Ser 


Met Leu Ser Phe 


Val 


Val 






35 










40 




45 






Cys 


Ala 


Phe 


Arg 


Tyr 


Arg 


His 


Met 


Phe Lys 


Arg Gly Trp Pro 


Met 


Gly 




50 










55 






60 






Thr 


Cys 


Cys 


Leu 


Phe 


Leu 


Pro 


Thr 


Ala Ala 


Pro Val Leu Ser 


Cys 


Glu 


65 










70 








75 




80 


Ala 


Ala 


Thr 


Gin 


Thr 


Glu 


Arg 


Arg 


Leu Asp 


Leu Ala Ala Val 


Thr 


Leu 










85 








90 




95 




Arg 


Arg 


Gly 


Leu 


Arg 


Ser 


Arq 


Ala 


Ser Arg 


Cys Arg Pro Arg 


Ser 


Leu 








100 










105 


110 






lie 


Asp 


Tyr 


Lys 


Ser 


Tyr 


Met 


Asp 


Thr Lys 


Leu Leu Val Ala 


Arg 


Phe 






115 










120 




125 






Leu 


Glu 


Gin 


Ser 


Ser 


Cys 


Thr 


Met 


Thr Pro 


Asp He His Glu 


Leu 


Val 




130 










135 






140 






Glu 


Asn 


He 


Lys 


Ser 


Val 


Leu 


Lys 


Ser Asp Glu Glu His Met 


Glu 


Glu 


145 










150 








155 




160 


Ala 


He 


Thr 


Ser 


Ala 


Ser 


Phe 


Leu 


Glu Gin 


He Met Ala Pro 


Leu 


Gin 



165 170 175 
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Pro Ser Thr Ser 

180 

Leu Leu His Leu 
195 

Gly Arg Pro Arg 

210 

Pro His Ser Leu 
225 



Arg Ala His Lys 

Gin Ser Cys Gly 

200 

Ala Glu Arg Arg 
215 

lie Gly Val He 
230 



Leu Pro Ser Arg 
185 

Asp Leu His Thr 

Pro Arg Arg Val 

220 

Arg Glu Thr Val 
235 



Arg Gin Pro Gly 
190 

Phe Thr Pro Ala 
205 

Glu Ala Glu Arg 

Leu * 
237 



<210> 1728 

<211> 106 

<212> PRT 

<213> Homo sapiens 



<400> 1728 










Met Arg 


Gly 


Ala 


Thr 


Arg 


Val 


Ser 


1 






5 








Ser Asp 


Cys 


Ala 
20 


Val 


He 


Thr 


Gly 


Gly Ala 


Gly 
35 


Thr 


Cys 


Cys 


Ala 


He 
40 


Met Cys 


Thr 


Pro 


Leu 


Gly 


Arg 


Glu 


50 










55 




His Lys 


He 


Pro 


Phe 


Phe 


Arg 


Lys 


65 








70 






Leu Pro 


Asn 


Leu 


Leu 
85 


Cys 


Ser 


Arg 


Ser Met 


Asp 


Leu 


Lys 


Asn 


He 


Asn 



100 



He 


Met Leu Leu Leu 


Val Thr Val 




10 


15 


Ala 


Cys Glu Arg Asp 


Val Gin Cys 


25 




30 


Ser 


Leu Trp Leu Arg 


Gly Leu Arg 




45 




Gly 


Glu Glu Cys His 


Pro Gly Ser 




60 




Arg 


Lys His His Thr 


Cys Pro Cys 




75 


80 


Phe 


Pro T^p Gly Arg 


Tyr Arg Cys 




90 


95 


Phe 


* 




105 







<210> 1729 

<211> 243 

<212> PRT 

<213> Homo sapiens 



<400> 1729 
Met Leu Thr Arg 
1 

Cys Arg Leu Cys 

20 

Cys Leu His Thr 
35 

Asn He Thr Cys 
50 

Leu Gin Tyr He 
65 

Leu Val Pro Gly 

Tyr His Lys Leu 

100 

Cys Ser Ala Lys 

115 

70.a Asp Asp Ser 
130 

Asp Asn Asp Tyr 
145 

Cys Asn Ser Ser 



Lys 


He 


Lys 


Leu 


5 








Ser 


Gly 


Tyr 


Leu 


Phe 


Cys 


Arg 


Ser 








40 


Pro 


Thr 


Cys 


Arg 






55 




Gly 


His 


Asp 


Arg 




70 






Leu 


Gin 


Glu 


Ala 


85 








Gly 


Met 


Glu 


Val 


Gin 


His 


Leu 


Asp 








120 


Ser 


Asn 


Lys 


Glu 






135 




His 


Arg 


Ser 


Asp 




150 






Lys 


Leu 


Arg 


Gly 



165 



Trp Asp He Asn 
10 

He Asp Ala Thr 
25 

Cys Leu Val Lys 

He Val He His 

60 

Thr Met Gin Asp 
75 

Glu Met Arg Lys 
90 

Pro Gly Asp He 
105 

Ser His Arg Asn 

Ala Ala Glu Glu 

140 

Glu Gin Val Ser 

155 

Leu Lys Arg Lys 
170 



Ala His He Thr 
15 

Thr Val Thr Glu 
30 

Tyr Leu Glu Glu 
45 

Gin Ser His Pro 

He Val Tyr Lys 

80 

Gin Arg Glu Phe 

95 

Lys Gly Glu Thr 
110 

Gly Glu Thr Lys 
125 

Lys Pro Glu Glu 

He Cys Leu Glu 

160 

Trp He Arg Cys 
175 



3581 



wo 01/57190 



PCT/USOl/04098 



Ser Ala Gin Ala 

180 

Leu Asn Leu Ser 
195 

lie Leu Gly Lys 
210 

Arg Phe Lys Lys 
225 

Leu Leu * 
242 



Thr Val Leu His 

Ser Phe Asn Glu 

200 

Asp His Thr Leu 
215 

Ala Pro Leu Leu 
230 



Leu Lys Lys Phe 
185 

Leu Asp He Leu 

Lys Phe Val Val 

220 

Leu His Tyr Arg 
235 



He Ala Lys Lys 
190 

Cys Asn Glu Glu 
205 

Val Thr Arg Trp 

Pro Lys Met Asp 

240 



<210> 
<211> 
<212> 
<213> 



1730 

378 

PRT 

Homo sapiens 



<400> 1730 



Met 


Pt"o 




VTXU. 


V CIX 


Val Arg Asp 


Glu 


Asn 


Ser 


C A V* 


vax J^yr j\j.cl 












c 

3 








10 










VOL J. 


OCSJL 


7\ •yn 


JLICU 


JJCU 


Xl€U 


Axa J.xir 


Gly His Trp 


jjys 


iirg Lieu Arg 


Arg 
















25 








30 






Ann 


PT'rt 
SiJL \J 


AT*fT 




& r\ 


ijeu lyieu 


Leu Gly Glu 


Axg 


aSXI Axg XjcU 


irro 
























45 








Arg 


xieu. 


\jxy 


AxS 


KaXU irro 


Gly Leu Val 


vjxh 


ijeu vax Asn 


Tyr 






















oO 








7\ vrr 




nXa 




jjys 


xieu i,^y5 


Arg Lys 


Ala 


oer 


lieu va± Jjys 


lieu 












70 








75 






oU 


Tie 




JL XIJL 


OCX 


XT X u 


m 11 

V7X U. 




Glu 


Ser 


Cys 


inr 


1 rp irne irro 


uXU 










09 








90 






73 








Val 

V CI J- 


Tie 

X X 6 


j.yx 


Pt"o 
IrX «J 


T'V^T' A an 


Leu 


Lys 


Thr 


irxO 


vaX rrxO 


Aia 








1 no 








105 








Tin 

J. JLU 




Gin 




Glv 


Tie 


Gin 


PT"rt 

XT X w 


Py"0 Tl <a 
xrX XXc 


Ser 


Asn 


Ser 


Arg 


lllx UXU 


Axg 






X X 3 








120 










X^ D 




Glu 


Phe 


Phe 


Leu 


Ala 


Ser 


Tyr Asn 


Arg 


Lys 


Lys 


VJ-L. U. 


A<3Ti m v fil n 


wxy 




± J u 










135 








140 






Asn 


Val 


Trp 


He 


Ala 


Lys 


Ser Ser 


Ala Gly Ala 


Lys 


Gly Glu Gly 


He 


145 










150 








155 






160 


Leu 


He 


Ser 


Ser 


Glu 


Ala 


Ser Glu 


Leu 


Leu 


Asp 


Phe 


He Asp Asn 


Gin 










165 








170 






175 




Gly 


Gin 


Val 


His 


Val 


He 


Gin Lys 


Tyr 


Leu 


Glu 


His 


Pro Leu Leu 


Leu 








180 








185 








190 




Glu 


Pro 


Gly 


His 


Arg 


Lys 


Phe Asp 


He Arg 


Ser 


Trp 


Val Leu Val 


Asp 






195 








200 










205 




His 


Gin 


Tyr 


Asn 


He 


Tyr 


Leu Tyr 


Arg Glu Gly 


Val 


Leu Arg Thr 


Ala 




210 










215 








220 






Ser 


Glu 


Pro 


Tyr 


His 


Val 


Asp Asn 


Phe Gin Asp 


Lys 


Thr Cys His 


Leu 


225 










230 








235 






240 


Thr 


Asn 


His 


Cys 


He 


Gin 


Lys Glu 


Tyr 


Ser 


Lys 


Asn 


Tyr Gly Lys 


Tyr 










245 








250 






255 




Glu 


Glu 


Gly 


Asn 


Glu 


Met 


Phe Phe 


Lys 


Glu 


Phe 


Asn 


Gin Tyr Leu 


Thr 








260 








265 








270 




Ser 


Ala 


Leu 


Asn 


He 


Thr 


Leu Glu 


Ser 


Ser 


He 


Leu 


Leu Gin He 


Lys 






275 








280 










285 




His 


He 


He 


Arg 


Asn 


Cys 


Leu Leu 


Ser 


Val 


Glu 


Pro 


Ala He Ser 


Thr 




290 










295 








300 






Lys 


His 


Leu 


Pro 


Tyr 


Gin 


Ser Phe 


Gin 


Leu 


Phe 


Gly 


Phe Asp Phe 


Met 


305 










310 








315 






320 


Val 


Asp 


Glu 


Glu 


Leu 


Lys 


Val Trp 


Leu 


He 


Glu 


Val 


Asn Gly Ala 


Pro 










325 








330 






335 




Ala 


Cys 


Ala 


Gin 


Lys 


Leu Tyr Ala 


Glu 


Leu 


Cys 


Gin 


Gly He Val 


Asp 








340 








345 








350 
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lie Ala lie Ser Ser Val Phe Pro 
355 360 

Thr Gin Pro Ala Ala Phe lie Lys 

370 375 



Pro Pro Asp Val Glu Gin Pro Gin 

365 

Leu * 
377 



<210> 1731 
<211> 221 
<212> PRT 

<213> Homo sapiens 



<400> 1731 



Met 


Ala 




Ala 




Ala 


Ala 


T.Aii Al a 


Ala 


Val 


Glu Pro Ala Cys Gly 










c 








10 






15 






lyr 




V3J.JL1 


XJCSU 






Glu 


Glu 


Ser Gly Glu Pro Glu 
























30 


m Ti 








TV OT^ 

naff 


AX el 


Jrx w 




Tyr 


Ser 


Ser He 


Ser Ala Glu 






OS 
















45 




oer 




Axa 


Tyr 


irne 


TV 0 

ASp 


Tyr 


Xjys Asp 


Glu 


Ser 


Gly Phe 


Pro Lys Pro 




50 










55 








60 




Pro 


Ser 


Tyr 


Asn 


Val 


Ala 


Thr 


Thr Leu 


Pro 


Ser 


Tyr Asp Glu Ala Glu 


65 










70 








75 




80 


Arg 


Thr 


Lys 


Ala 


Glu 


Ala 


Thr 


He Pro 


Leu 


Val 


Pro Gly 


Arg Asp Glu 










85 








90 






95 


Asp 


Phe 


Val 


Gly 


Arg 


Asp 


Asp 


Phe Asp 


Asp Ala 


Asp Gin 


Leu Arg He 








100 








105 








110 


Gly 


Asn 


Asp 


Gly 


He 


Phe 


Met 


Leu Thr 


Phe 


Phe 


Met Ala 


Phe Leu Phe 






115 










120 






125 




Asn 


Trp 


lie 


Gly 


Phe 


Phe 


Leu 


Ser Phe 


Cys 


Leu 


Thr Thr 


Ser Ala Ala 




130 










135 








140 




Gly 


Arg 


Tyr 


Gly 


Ala 


He 


Ser 


Gly Phe 


Gly Leu 


Ser Leu 


He Lys Trp 


145 










150 








155 




160 


lie 


Leu 


lie 


Val 


Arg 


Phe 


Ser 


Thr Tyr 


Phe 


Pro 


Gly Tyr 


Phe Asp Gly 










165 








170 






175 


Gin 


Tyr 


Trp 


Leu 


Trp 


Trp 


Val 


Phe Leu 


Val 


Leu 


Gly Phe 


Leu Leu Phe 








180 








185 








190 


Leu 


Arg 


Gly 


Phe 


He 


Asn 


Tyr 


Ala Lys 


Val 


Arg 


Lys Met 


Pro Glu Thr 






195 










200 






205 




Phe 


Ser 


Asn 


Leu 


Pro 


Arg 


Thr 


Arg Val 


Leu 


Phe 


He Tyr 






210 










215 








220 221 





<210> 1732 
<211> 424 
<212> PRT 

<213> Homo sapiens 



<400> 1732 

Met Ala Leu Ala Ser Gly Pro Ala Arg Arg Ala Leu Ala Gly Ser Gly 

1 5 10 15 

Gin Leu Gly Leu Gly Gly Phe Gly Ala Pro Arg Arg Gly Ala Tyr Glu 

20 25 30 

Trp Gly Val Arg Ser Thr Arg Lys Ser Glu Pro Pro Pro Leu Asp Arg 
35 40 45 

Val Tyr Glu He Pro Gly Leu Glu Pro He Thr Phe Ala Gly Lys Met 

50 55 60 

His Phe Val Pro Trp Leu Ala Arg Pro He Phe Pro Pro Trp Asp Arg 

65 70 75 80 

Gly Tyr Lys Asp Pro Arg Phe Tyr Arg Ser Pro Pro Leu His Glu His 

85 90 95 
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Pro 


Leu 


Tyr 


Lys 


Asp 


Gin 


Ala 


Cys 


Tyr 








100 










105 


Leu 


Leu 


Glu 


Gly 


Val 


Lys 


Gin 


Ala 


Leu 






115 










120 




lie 


Glu 


Gly 


Leu 


Pro 


Glu 


Lys 


Val 


Leu 




130 










135 






Asn 


His 


lie 


Glu 


Asn 


Gin 


Asp 


Glu 


Cys 


145 




• 






150 








Ala 


Arg 


Leu 


Trp 


Gin 


Thr 


Thr 


Glu 


Glu 










165 










Cys 


Pro 


Val 


lie 


Val 


Asp 


Asn 


Leu 


He 








180 










185 


Leu 


Ijys 


His 


Pro 


Ser 


Leu 


Ala 


Arg 


Arg 






195 










200 




Phe 


Ser 


Ala 


Thr 


Trp 


Asn 


Arg 


Glu 


Ser 




210 










215 






Ser 


Gly 


Gly 


Ala 


Arg 


Leu 


Ser 


Thr 


Lys 


225 










230 








Ser 


Arg 


Glu 


Glu 


He 


Glu 


Ala 


Thr 


Lys 










245 










Tyr 


Pro 


lie 


Ser 


Pro 


He 


He 


Asp 


Leu 








260 










265 


Val 


Lys 
* 


Asn 


Asp 


Thr 


Gly 
* 


Phe 


Gin 


Glu 






275 










280 




His 


Thr 


Leu 


Tyr 


Leu 


Leu 


Asp 


Lvs 


Ala 




290 










295 






Gin 


Pro 


Asp 


Gin 


Leu 


Arcr 


Ala 


Lys 


Met 


305 










310 








Ala 


Leu 


Ala 


Gin 


Ala 


Arg 


Leu 


Leu 


Tyr 










325 










Glu 


Gin 


Pro 


Val 


Val 


Val 


Gin 


Ser 


Val 








340 










345 


His 


Phe 


Leu 


Val 


Phe 


Gin 


Leu 


Asn 


Thr 






355 










360 




Gly 


Val 


Lys 

* 


Asn 


Leu 


Ala 


Trp 


Val 


Asp 




370 










375 






His 


Phe 


Trp 


Cys 


Leu 


Pro 


Val 


He 


Lys 


385 










390 








Val 


Gly 


Pro 


Val 


Gly 


Phe 


Lys 


Pro 


Glu 










405 










Leu 


Tyr 


Leu 


His 


Gly 


Ala 


Ala 


* 










420 






423 








<210> 1733 














<211> 321 














<212> PRT 














<213> Homo 


sapiens 










<400> 1733 












Met 


Val 


Gly Tyr 


Asp 


Pro 


Lys 


Pro 


Asp 


1 








5 










Gin 


Val 


Ala 


Val 


Ala 


Gly 


Ser 


Val 


Ser 








20 










25 


lie 


Ser 


Pro 


Phe 


Asp 


Val 


He 


Lvs 


He 






35 










40 




Arg 


Leu 


Ser Arg 


Ser 


Asp 


Pro 


Ser 


Ala 




50 










55 






Ala 


Ser 


Arg 


Gin 


He 


Leu 


Gin 


Glu 


Glu 


65 










70 








Gly 


His 


Val 


Pro 


Ala 


Gin 


He 


Leu 


Ser 



85 
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He 


Phe 


His 


His 


Arg 


Cys 


Arq 










110 






Trp 


Leu 


Thr 


Lys 


Thr 


Lys 


Leu 








125 








Ser 


Leu 


Val 


Asp Asp 


Pro 


Arg 






140 










Val 


Leu 


Asn 


Val 


He 


Ser 


His 




155 










160 


He 


Pro 


Lys 


Arg 


Glu 


Thr 


Tyr 


170 










175 




Gin 


Leu 


Cys 


Lys 


Ser 


Gin 


He 










190 






He 


Cys 


Val 


Gin 


Asn 


Ser 


Thr 








205 








Leu 


Leu 


Leu 


Gin 


Val 


Arg 


Gly 






220 










Asp 


Pro 


Leu 


Pro 


Thr 


He 


Ala 




235 










240 


Asn 


His 


Val 


Leu 


Glu 


Thr 


Phe 


250 










255 




His 


Glu 


Cys 


Asn 


He 


Tvr 


Asp 










270 






Gly 


Tyr 


Pro 


Tyr 


Pro 


Tyr 


Pro 








285 








Asn 


Leu 


Arg 


Pro 


His 


Arcr 


Leu 






300 










He 


Leu 


Phe 


Ala 


Phe 


Gly 


Ser 




315 










320 

wtF "Hi W 


Gly 


Asn 


Asp 


Ala 


Lys 


Val 


Leu 


330 










335 




Gly 


Thr 


Asp 


Gly Arg 


Val 


Phe 










350 






Thr 


Asp 


Leu 


Asp 


Cys 


Asn 


Glu 








365 








Ser 


Asp 


Gin 


Leu 


Leu 


Tyr 


Gin 






380 










Lys 


Arg 


Val 


Val 


Val 


Glu 


Pro 




395 










400 


Thr 


Phe 


Arg 


Lys 


Phe 


Leu 


Ala 


410 










415 





Gly 


Arg 


Asn 


Asn Thr 


Lys 


Phe 


10 








15 




Gly 


Leu 


Val 


Thr Arg 


Ala 


Leu 








30 






Arg 


Phe 


Gin 


Leu Gin 


His 


Glu 








45 






Lys 


Tyr 


His 


Gly He 


Leu 


Gin 






60 








Gly 


Pro 


Thr 


Ala Phe 


Trp 


Lys 




75 








80 


He 


Gly 


Tyr 


Gly Ala 


Val 


Gin 


90 








95 
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Phe 


Leu 


Ser 


Phe Glu 


Met 


Leu 


Thr Glu 








100 






105 


Tyr 


Asp 


Ala 


Arg Glu 


Phe 


Ser 


Val His 






115 








120 


Ala 


Cys 


Met 


Ala Thr 


Leu 


Thr 


Val His 




130 








135 




Arg 


Phe 


Ala 


Ala Gin 


Gly 


Glu 


Pro Lys 


145 








150 






Ala 


Val 


Gly Thr Met 


Tyr 


Arg 


Ser Glu 








165 








Gly 


Leu 


Ala 


Pro Thr 


Leu 


He 


Ala He 








180 






185 


Phe 


Ser 


Cys 


Tyr Ser 


Ser 


Leu 


Lys His 






195 








200 


Ala 


Glu 


Gly Lys Lys 


Asn 


Glu 


Asn Leu 




210 








215 




Gly 


Ala 


Gly Val lie 


Ser 


Lys 


Thr Leu 


225 








230 






Lys 


Lys 


Arg 


Leu Gin 


Val 


Gly Gly Phe 








245 








Gly 


Gin 


Val 


Arg Arg 


Tyr 


Lys Gly Leu 








260 






265 


Leu 


Gin 


Lys 


Glu Gly 


Ala 


Leu Gly Phe 






275 








280 


Leu 


Leu 


Lys 


Ala Ala 


Leu 


Ser Thr Gly 




290 








295 




Phe 


Phe 


Cys 


Asn Val 


Phe 


His 


Cys Met 


305 








310 








<210> 1734 










<211> 498 










<212> PRT 










<213> Homo sapiens 








<400> : 


L734 








Met 


Asp 


Pro 


Leu Gly Ala 


Pro 


Ser Gin 


1 






5 








Pro 


Ser 


Trp 


Gly Asp 


Ser 


Cys 


Gin Asp 








20 






25 


Thr 


Ala 


Glu 


He Phe 


Gin 


Glu Asp Thr 






35 








40 


Asn 


Lys 


Asp 


Val Asn 


Gly 


Lys 


Val Val 




50 








55 




Leu 


Leu 


Asn 


Cys Thr 


Ala 


He 


Val Asn 


65 








70 






Asp 


Lys Asn 


Pro Val 


Ser 


Glu 


Ser He 








85 








Leu 


Lys 


Glu 


Asp Leu 


Gin 


Lys 


Leu Lys 








100 






105 


Lys 


Leu 


Thr 


Lys Gly Phe 


Asn 


Leu Ala 






115 








120 


Val 


Gly Pro 


Lys Tyr 


Lys 


Ser Arg Tyr 




130 








135 




Leu 


Tyr 


Ser 


Cys Tyr 


Arg 


Asn 


Val Leu 


145 








150 






Met 


Ser 


Ser 


Val Gly 


Phe 


Cys 


Val He 








165 








Pro 


Leu 


Glu 


Asp Ala 


Thr 


His 


He Ala 



180 185 
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Leu 


Val 


His 


Arg Gly Ser 


Val 








110 




Phe 


Val 


Cys 


Gly Gly Leu 


Ala 








125 




Pro 


Val 


Asp 


Val Leu Arg 


Thr 






140 






Val 


Tyr Asn 


Thr Leu Arg 


His 




155 






160 


Gly 


Pro 


Gin 


Val Phe Tyr 


Lys 


170 






175 




Phe 


Pro Tyr Ala Gly Leu 


Gin 








190 




Leu 


Tyr Lys 


Trp Ala He 


Pro 








205 




Gin 


Asn Leu Leu Cys Gly 


Ser 






220 






Thr 


Tyr 


Pro Leu Asp Leu 


Phe 




235 






240 


Glu 


His Ala Arg Ala Ala 


Phe 


250 






255 




Met 


Asp 


Cys 


Ala Lys Gin 


Val 








270 




Phe 


Lys Gly Leu Ser Pro 


Ser 








285 




Phe 


neu 


Phe 


Phe Ser Tyr 


Glu 






300 






Asn 


Arg 


Thr 


Ala Ser Gin 


Arg 




^ J- Zj 






320 


Phe 


Val 


Asp 


Val Asp Thr 


Leu 


10 






15 




Glu 


Leu 


Asn 


Ser Ser Asp 


Thr 








30 




Val 


Arg 


Ser 


Pro Phe Leu 


Tyr 








45 




Leu 


Trp 


Lys 


Gly Asp Val 


Ala 






60 






Thr 


Ser 


Asn 


Glu Ser Leu 


Thr 




75 






80 


Phe 


Met 


Leu Ala Gly Pro 


Asp 


90 






95 




Gly 


Cys 


Arg 


Thr Gly Glu 


Ala 








110 




Ala 


Arg 


Phe 


He He His 


Thr 








125 




Arg 


Thr 


Ala 


Ala Glu Ser 


Ser 






140 






Gin 


Leu 


Ala 


Lys Glu Gin 


Ser 




155 






160 


Asn 


Ser Ala Lys Arg Gly 


Tyr 


170 






175 




Leu 


Arg Thr 


Val Arg Arg 

-1 on 


Phe 



190 
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Leu 


Glu 


He His Gly 


Glu 


Thr 


He 


Glu 


Lys 


Val 


Val 


Phe Ala 


Val 


Ser 






195 






200 










205 






Asp 


Leu 


Glu Glu Gly 


Thr 


Tyr 


Gin 


Lys 


Leu 


Leu 


Pro 


Leu Tyr 


Phe 


Pro 




210 






215 










220 








Arg 


Ser 


Leu Lys Glu 


Glu Asn Arg 


Ser 


Leu 


Pro 


Tyr Leu Pro 


Ala 


Asp 


225 






230 










235 








240 


He 


Gly 


Asn Ala Glu 


Gly Glu Pro 


Val 


Val 


Pro 


Glu Arg Gin 


He 


Arg 






245 










250 








255 




He 


Ser 


Glu Lys Pro 


Gly Ala Pro 


Glu Asp 


Asn 


Gin 


Glu Glu 


Glu 


Asp 






260 








265 








270 






Glu 


Gly 


Leu Gly Val 


Asp 


Leu 


Ser 


Phe 


He 


Gly 


Ser 


His Ala 


Phe 


Ala 






275 






280 










285 






Arg 


Met 


Glu Gly Asp 


He 


Asp Lys 


Gin Arg 


Lys 


Leu 


He Leu 


Gin 


Gly 




290 






295 










300 








Gin 


Leu 


Ser Glu Ala 


Ala 


Leu 


Gin 


Lys 


Gin 


His 


Gin Arg Asn 


Tyr 


Asn 


305 






310 










315 








320 


Arg 


Trp 


Leu Cys Gin 


Ala Arg Ala 


Glu Asp 


Leu 


Ser Asp He 


Ala 


Ser 






325 










330 








335 




Leu 


Lys 


Ala Leu Tyr 


Gin Thr Gly 


Val 


Asp 


Asn 


Cys 


Gly Arg 


Thr 


Val 






340 








345 








350 






Met 


Val 


Val Val Gly 


Arg Asn 


He 


Pro 


Val 


Thr 


Leu 


He Asp 


Met 


Asp 






355 






360 










365 






Lys 


Ala 


Leu Leu Tyr 


Phe 


He 


His 


Val 


Met 


Asp 

ST 


His 


He Ala 


Val 


hys 




370 






375 










380 








Glu 


Tyr 


Val Leu Val 


Tyr 


Phe 


His 


Thr 


Leu 


Thr 


Ser Glu Tyr 


Asn 


His 


385 






390 










395 








400 


Leu 


Asp 


Ser Asp Phe 


Leu 


Lys 


Lys 


Leu Tyr 


Asp 


Val 


Val Asp 


Val 


Lys 






405 










410 








415 




Tyr 


Lys 


TVrg Asn Leu 


Lys 


Ala 


Val 


Tyr 


Phe 


Val 


His 


Pro Thr 


Phe 


Arq 






420 








425 








430 






Ser 


Lys 


Val Ser Thr 


Trp 


Phe 


Phe 


Thr 


Thr 


Phe 


Ser 


Val Ser 


Gly 


Leu 






435 






440 










445 






Lys 


Asp 


Lys He His 


His 


Val 


Asp 


Ser 


Leu 


His 


Gin 


Leu Phe 


Ser 


Ala 




450 






455 










460 








He 


Ser 


Pro Glu Gin 


He 


Asp 


Phe 


Pro 


Pro 


Phe 


Val 


Leu Glu 


Tyr 


Asp 


465 






470 










475 








480 


Ala 


Arg 


Glu Asn Gly 


Pro 


Tyr 


Tyr 


Thr 


Ser 


Tyr 


Pro 


Pro Ser 


Pro 


Asp 






485 










490 








495 





Leu * 



497 



<210> 1735 

<211> 425 

<212> PRT 

<213> Homo sapiens 



<400> 1735 



Met 


Ala 


Pro 


Glu Glu Asp Ala Gly 


Gly Glu 


Ala 


Leu Gly Gly 


Ser 


Phe 


1 






5 


10 






15 




Trp 


Glu 


Ala 


Gly Asn Tyr Arg Arg 


Thr Val 


Gin 


Arg Val Glu 


Asp 


Gly 








20 


25 




30 






His 


Arg 


Leu 


Cys . Gly Asp Leu Val 


Ser Cys 


Phe 


Gin Glu Arg 


Ala 


Arg 






35 


40 






45 






He 


Glu 


Lys 


Ala Tyr Ala Gin Gin 


Leu Ala 


Asp 


Trp Ala Arg 


Lys 


Trp 




50 




55 






60 






Arg 


Gly 


Thr 


Val Glu Lys Gly Pro 


Gin Tyr 


Gly 


Thr Leu Glu 


Lys 


Ala 


65 






70 




75 






80 


Trp 


His 


Ala 


Phe Phe Thr Ala Ala 


Glu Arg 


Leu 


Ser Ala Leu 


His 


Leu 








85 


90 






95 




Glu 


Val 


Arg 


Glu Lys Leu Gin Gly 


Gin Asp 


Ser 


Glu Arg Val 


Arg 


Ala 








100 


105 




110 
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Trp 


Gin 


Arg 


Gly 


Ala 


Phe 


His 


Arg 


Pro 






115 










120 




Ser 


Arg 


Ala 


Ala 


Glu 


Asp 


Gly 


Phe 


Arg 




130 










135 






Lys 


Arg 


Leu 


Lys 


Glu 


Val 


Glu 


Ala 


Ser 


145 










150 








Arg 


Lys 


Asp 


Glu 


Lys 


Thr 


Ala 


Gin 


Thr 










165 










Asp 


Ser 


Ala 


Val 


Ser 


Gin 


Glu 


Gin 


Leu 








180 










185 


Glu 


Arg 


Cys 


Ala 


Lys 


Glu 


Ala 


Glu 


Lys 






195 










200 




Thr 


Leu 


Ala 


Glu 


Leu 


His 


Arg 


Tyr 


Thr 




210 










215 






Glu 


Gin 


Ala 


Phe 


Glu 


Thr 


Cys 


Gin 


Ala 


225 










230 








Phe 


Phe 


Lys 


Asp 


Met 


Leu 


Leu 


Thr 


Leu 










245 










Ser 


Ser 


Glu 


Lys 


Phe 


His 


Glu 


Leu 


His 








260 










265 


Glu 


Ala 


Ala 


Ser 


Asp 


Glu 


Glu 


Asp 


Leu 






275 










280 




Gly 


Pro 


Gly 


Met 


Ala 


Met 


Asn 


Trp 


Pro 




290 










295 






Asp 


Thr 


Gin 


Arg 


Thr 


He 


Ser 


Arg 


Lys 


305 










310 








Asp 


Glu 


Val 


Thr 


Leu 


Thr 


Ser 


He 


Val 










325 










Pro 


Pro 


Pro 


Gin 


Ser 


Pro 


Gly 


Ser 


Pro 








340 










345 


Trp 


Ser 


Asp 


Glu 


Glu 


Ser 


Pro 


Arg 


Lys 






355 










360 




Arg 


Ala 


Leu 


Tyr 


Asp 


Tyr 


Ala 


Gly 


Gin 




370 










375 






Arg 


Ala 


Gly 


Glu 


Glu 


Leu 


Leu 


Lys 


Met 


385 










390 








Trp 


Cys 


Gin 


Gly 


Gin 


Leu 


Gin 


Ser 


Gly 










405 










Asn 


Tyr 


Val 


Glu 


Cys 


Val 


Gly 


Ala 


* 








420 








424 






<210> 1736 














<211> 602 














<212> PRT 














<213> Homo 


sapiens 










<400> 1736 












Met 


Ala 


Tyr 


Asp 


Asp 


Ser 


Val 


Lys 


Lys 


1 








5 










His 


Thr 


Phe 


Glu 


Asp 


He 


Gly 


Leu 


Ala 








20 










25 


Lys 


Lys 


Arg 


Ser 


Tyr 


Lys 


Asp 


Phe 


Leu 






35 










40 




Ala 


Gin 


Val 


Arg 


Asn 


Ser 


Ser 


Lys 


Lys 




50 










55 






Tyr 


Phe 


Leu 


Gly 


Thr 


Asp 


Thr 


His 


Lys 


65 










70 








Asp 


Asp 


Tyr 


Tyr 


Tyr 


Gly 


Asp 


He 


Ser 










85 










Lys 


Lys 


Lys 


Lys 


Ser 


Ser 


Pro 


Gin 


Ser 
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Val 


Leu 


Gly Gly Phe Arg 


Glu 






125 




Lys 


Ala 


Gin Lys Pro Trp 


Leu 






140 




Lys 


Lys 


Ser Tyr His Ala 


Ala 




155 




160 


Arg 


Glu 


Ser His Ala Lys 


Ala 


170 




175 




Arg 


Lys 


Leu Gin Glu Arg 


Val 






190 




Thr 


Lys 


Ala Gin Tyr Glu 


Gin 






205 




Pro 


Arg 


Tyr Met Glu Asp 


Met 






220 




Ala 


Glu 


Arg Gin Arg Leu 


Leu 




235 




240 


His 


Gin 


His Leu Asp Leu 


Ser 


250 




255 




Arg 


Asp 


Leu His Gin Gly 


He 






270 




Arg 


Trp 


Trp Arg Ser Thr 


His 






285 




Gin 


Phe 


Glu Glu Trp Ser 


Leu 






300 




Glu 


Lys 


Gly Glv Arcr Ser 


Pro 




315 




320 


Pro 


Thr 


Arcr Asp Glv Thr 


Ala 


330 




335 




Gly 


Thr 


Gly Gin Asp Glu 


Glu 






350 




Ala 


Ala 


Thr Gly Val Arg 


Val 






365 




Glu 


Ala 


Asp Glu Leu Ser 


Phe 






380 




Ser 


Glu 


Glu Asp Glu Gin 


Gly 




395 




400 


Arg 


He 


Gly Leu Tyr Pro 


Ala 


410 




415 




Glu 


Asp 


Cys Phe Asp Gly 


Asp 


10 




15 




Ala 


Gly 


Arg Ser Gin Arg 


Glu 






30 




Arg 


Glu 


Glu Glu Glu He 


Ala 






45 




Lys 


lieu 


Lys Asp Ser Glu 


Leu 






60 




Lys 


Lys 


Arg Lys His Ser 


Ser 




75 




80 


Ser 


Leu 


Glu Ser Ser Gin 


Lys 


90 




95 




Thr 


Asp 


Thr Ala Met Asp 


Leu 



110 
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Leu 


Lys 


Ala 


He 






115 




Lys 


Thr 


Gly Glu 




130 






Lys 


Glu 


His 


His 


145 








Leu 


Glu 


Asp 


Gly 


Val 


Asn 


Thr 


Glu 








180 


Lys 


Leu 


He 


Leu 






195 




Glu 


Ser 


Phe 


Gin 




210 






Lys 


Lys 


Ser 


Ala 


225 








Leu 


Gin 


Ser 


Phe 


Asp Ala 


* 

His 


Ser 








260 


Gin 


Phe 


Ala 


Glu 






275 




Pro 


lie 


Leu 


Val 




290 






Gly Glu 


Leu 


Val 


305 








Lys 


Ser 


Lvs 


Lvs 


Lys Arg 


His 


Ser 








340 


Val Gly 


Glu 


Val 






355 




Ala Gly 


Ala 


Ala 




370 






Gly His 


Ser 


Glu 


385 








Glu Arg 


Gly 


Glu 


Phe 


Cys 


Lys 


Glu 








420 


Asp 


Phe 


Gly Glu 






435 




Pro 


Glu 


Lys 


Asp 




450 






His 


Lys 


Gin 


Asn 


465 








Ser 


Ser 


Glu Gly 


Ser 


Pro 


Gin 


Lys 








500 


Pro 


Ala 


Lys 


Ala 






515 




Gin 


Leu 


Leu Gly 




530 






Thr 


Glu 


Gly Met 


545 








Ser 


He 


He 


Cys 


Pro 


Glu 


Leu 


Asn 








580 


Asn 


He 


Ala 


Tyr 






595 





Thr 


Ser 


Pro 


Leu 








120 


Lys 


Ser 


Ser 


Gly 






135 




Arg 


Lys 


Lys 


Val 




150 






Gly Ser His 


Lys 


165 








Thr 


Leu 


Thr 


Leu 


Ser 


Pro 


Lys 


Glu 








200 


Tyr 


Pro 


Ser 


Gin 






215 




Arg Asp Glu 


Gin 




230 






JLJdJL 


Lys 


Thr 


Ala 


245 








Ser 


Pro Gly 


Pro 


Ser 


His 


Ser 


Ala 








280 


Glu 


Ser Asp 


Ser 






295 




He 


Asp Asp 


Ser 




310 






Ser 


Lys 


Lys 


Lvs 


325 








Lys 


Ser 


Lys 


Arg 


Thr 


Val 


Thr 


Ser 








360 


Ala 


Pro 


Pro 


Leu 






375 




Lys 


Lys 


Lys 


Lys 




390 






Lys 


Pro 


Lys 


Lys 


405 








Tyr Arg Val 


Thr 


Leu 


Ser 


Lys 


Lys 








440 


Lys 


Leu 


He 


Trp 






455 




Lys 


Ala 


Glu 


Ala 




470 






Ser 


Met 


Lys 


Val 


485 








Lys 


Ser 


Pro 


Pro 


Pro 


Glu 


Thr 


Glu 








520 


Glu 


Ser 


Leu 


Ser 






535 




Val 


Ala- 


Val 


Ser 




550 






Ala 


Leu Gly 


Pro 


565 








Gly Cys Pro 


Lys 


Thr 


Thr 


Pro 


Gly 








600 



Ala 


Ala 


Gly 


Ser 


Ser 


Ser 


Ser 


His 








140 


Ser 


Gly 


Ser 


Ser 






155 




Ser 


Lys 


Lys 


Met 




170 






Arg 


Glu 


Pro 


Asp 


185 








Lys 


Gly Ser 


Ser 


Gin 


Ala 


Thr 


Val 








220 


Gly 


Ala 


Leu 


Leu 






235 




Arg 


Lys 


Lys 


His 




250 






Glu 


Gly Cys 


Glv 


265 








Asn 


Leu Asp 


Leu 


Ser 


Ser Gly 


Glv 








«9 U U 


Tyr 


Arg Glu 


He 






315 




Lvs 


Asp 


Lys 


Glu 




330 






Ser 


Leu Gly 


Leu 

W Ml 


345 








Glv 


Pro 


Pro 




Pro 


Leu 


Pro 


Glv 








^ o \J 


Lys 


Lys 


Glu 


Lys 






395 




Lvs 


Asn 


Met 


Ser 




410 






He 


Val 


Ala 




425 








Leu 


Ala 


Glu 


Val 




Gin 


Lys 












Thr 


Thr 


Val 


Lys 






475 




Lvs 


Ala 


Ser 


Ser 




490 






Thr 


Thr 


Met 


Leu 


505 








Pro 


He 


Asp 


Val 


ijeu 


He 


Gly 


XlXS 








540 


Gly 


Ser 


Leu 


Ser 






555 




Leu 


Ala 


Cys 


Leu 




570 






Gin 


Val 


Leu 


Ser 



585 

Leu * 
601 



Lys Pro Ser Lys 

125 

Ser Glu Ser Lys 

Gly Glu Leu Pro 

160 

Lys Pro Leu Tyr 
175 

Gly Leu Lys Met 
190 

Ser Val Asp Glu 
205 

Lys Lys Ser Ser 

Leu Gly His Glu 

240 

Lys Ser Ser Ser 
255 

Ser Asp Ala Ser 
270 

Ser Gly Leu. Glu 
285 

Glu Leu Glu Ala 

Lys Lys Lys Lys 

320 

Lys His Lys Glu 
335 

Ser Ala Val Pro 
350 

Ser He Pro Tyr 
365 

Leu His Thr Asp 

Asp Lys Glu Arg 

400 

Ala Tyr Gin Val 
415 

His Pro Gly lie 
430 

Trp Lys Gin Leu 
445 

Gin Tyr Leu Gin 

Arg Lys Ala Ser 

480 

Val Gly Val Leu 
495 

Leu Pro Ala Ser 
510 

Ala Ala His Leu 
525 

Arg Leu Gin Glu 

Val Leu Leu Asp 

560 

Thr Thr Gin Leu 
575 

Asn Thr Leu Asp 
590 
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<210> 1737 

<211> 211 

<212> PRT 

<213> Homo sapiens 



<400> 1737 



Met 


Ser 


Arg 


Met 


Phe 


Cys 


Gin Ala 


Ala 


Arg 


Val 


Asp 


Leu 


Thr Leu Asp 


1 








5 








10 








15 


Pro 


Asp 


Thr 


Ala 


His 


Pro 


Ala Leu 


Met 


Leu 


Ser 


Pro Asp 


Arq Ara Glv 








20 








25 










30 


Val 


Arg 


Leu 


Ala 


Glu Arg 


Arg Gin 


Glu 


Val 


Ala 


Asp 


His 


Pro Lvs Arcr 






35 








40 










45 




Phe 


Ser 


Ala 


Asp 


Cys 


Cys 


Val Leu 


Glv 


Ala 


Gin 


Gly Phe 


Arcr Ser Glv 




50 










55 








60 








His 


Tvr 


Tro 


Glu 


Val 


Glu Val 


Glv 


Gly Arg 


Arg Gly 


TTTi AT a Va 1 

XJ>^ fl^OL VCIJL 


65 










70 








75 








Glv 


Ala 


Ala 


Arcr 


Glu 


Ser 


Thr His 


His 


Lys 


Glu 


Lys 


Val 


Glv Pro Glv 

>7«^y %7aLjr 










85 








90 










Glv 


Ser 

Mr Am 


Ser 


Val 


Gly Ser 


Glv Ast) 


Ala 


Ser 


Ser 


Ser Arg 










100 








105 










110 


Arg 


Arg 


Arg 


Arg 


Leu 


His 


Leu Pro 


Gin 


Gin 


Pro 


Leu 


Leu 


Gin Arg Glu 






115 








120 










125 




Val 


Trp 


Cys 


Val 


Gly Thr 


Asn Gly 


Lys 


Arg 


Tyr 


Gin 


Ala 


Gin Ser Ser 




130 


















140 








Glu 


Gin 




Leu 


Leu 






Glu 


Lys 


Pro Arg 


ivrg irne oxy 












150 








155 






XD u 


Val 


Tyr 


Leu 


Asp 


Tyr 


Glu 


Ala Gly 


Arg 


Leu Gly 


pne 


Tyr 


Asn Ala Glu 










165 








170 










Thr 


Leu 


Ala 


His 


Val 


His 


Thr Phe 


Ser 


Ala 


Ala 


Phe 


Leu 


Gly Glu Arg 








180 








1 flc; 










T on 


Val 


Phe 


Pro 


Phe 


Phe Arg 


Val Leu 


Ser 


Lys 


Gly 


Thr 


Arg 








195 








200 

A V/ 










205 




Cva 


Pro 


* 
























210 


























<210> ; 


L738 






















<2ii> : 


351 






















<212> ] 


PRT 


















• 




<213> Homo 


sapiens 


















<400> : 


L738 




















Met 


Ser 


Lys 


Gly 


Leu 


Pro 


Glu Thr 


Arcr 


Thr 


Asp 


Ala 


Ala 


Met Ser Glu 


1 








5 








10 








X 3 


Leu 


Val 


Pro 


Glu 


.Pro 


Arg 


Pro Lys 


Pro 


Ala 


Val 


Pro 


Met 


Lvs Pro Met 








20 


















3 0 


Ser 


He 


Asn 


Ser 


Asn 


Leu 


Leu Gly 


Tyr 


He 


Gly 


He 


Asp 


Thr He He 






35 








40 










45 




61u 


Gin 


Met 


Arg 


Lys 


Lys 


Thr Met 


Lys 


Thr Gly 


Phe 


Asp 


Phe Asn He 




50 










55 








60 






Met 


Val 


Val 


Gly 


Gin 


Ser 


Gly Leu 


Gly 


Lys 


Ser 


Thr 


Leu 


Val Asn Thr 


65 










70 








75 






80 


Leu 


Phe 


Lys 


Ser 


Gin 


Val 


Ser Arg 


Lys 


Ala 


Ser 


Ser 


Trp 


Asn Arg Glu 










85 








90 








95 


Glu 


Lys 


He 


Pro 


Lys 


Thr 


Val Glu 


He 


Lys 


Ala 


He 


Gly 


His Val He 








100 








105 










110 


Glu 


Glu 


Gly 


Gly 


Val 


Lys 


Met Lys 


Leu 


Thr 


Val 


He 


Asp 


Thr Pro Gly 






115 








120 










125 




Phe Gly 


Asp 


Gin 


He 


Asn 


Asn Glu 


Asn 


Cys 


Trp 


Glu 


Pro 


He Glu Lys 




130 










135 








140 
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Tyr 


lie 


Asn 


Glu 


Gin 


Tyr 


Glu 


Lys 


Phe Leu Lys Glu Glu 


Val Asn lie 


145 










150 






155 


160 


Ala 


Arg 


Lys 


Lys 


Arg 


lie 


Pro 


Asp 


Thr Arg Val His Cys 


Cys Leu Tyr 










165 








170 


175 


Phe 


lie 


Ser 


Pro 


Thr 


Gly 


His 


Ser 


Leu Arg Pro Leu Asp 


Leu Glu Phe 








180 










185 


190 


Met 


Lys 


His 


Leu 


Ser 


Lys 


Val 


Val 


Asn lie lie Pro Val 


lie Ala Lys 






195 










200 


205 




Ala 


Asp 


Thr 


Met 


Thr 


Leu 


Glu 


Glu 


Lys Ser Glu Phe Lys 


Gin Arg Val 




210 










215 




220 




Arg 


Lys 


Glu 


Leu 


Glu 


Val 


Asn 


Gly 


lie Glu Phe Tyr Pro 


Gin Lys Glu 


225 










230 






235 


240 


Phe 


Asp 


Glu 


Asp 


Leu 


Glu 


Asp 


Lys 


Thr Glu Asn Asp Lys 


He T^g Gin 










245 








250 


255 


Glu 


Ser 


Met 


Pro 


Phe 


Ala 


Val 


Val 


Gly Ser Asp Lys Glu Tyr Gin Val 








260 










265 


270 


Asn 


Gly 


Lys 


Arg 


Val 


Leu 


Gly 


Arg 


Lys Thr Pro Trp Gly lie lie Glu 






275 










280 


285 




Val 


Glu 


Asn 


Leu 


Asn 


His 


Cys 


Glu 


Phe Ala Leu Leu Arg Asp Phe Val 




290 










295 




300 




lie 


Arg 


Thr 


His 


Leu 


Gin 


Asp 


Leu 


Lys Glu Val Thr His 


Asn He His 


305 










310 






315 


320 


Tyr 


Glu 


Thr 


Tyr 


Arg 


Ala 


Lys 


Arg 


Leu Asn Asp Asn Gly Gly Leu Pro 










325 








330 


335 


Pro 


Val 


Ser 


Val 


Asp 


Thr 


Glu 


Glu 


Ser His T^p Ser Asn Pro * 








340 










345 


350 



<210> 1739 

<211> 478 

<212> PRT 

<213> Homo sapiens 



<400> 1739 
Met Leu Arg Trp 
1 

Asp Ala Glu Gin 

20 

Arg Asn Gly T^p 
35 

Arg Asn Leu Gly 
50 

Thr Thr Gly Asp 
65 

Met Lys Tyr Leu 

Ser Leu Asp Lys 

100 

Gin Ser Leu Gin 
115 

Leu lie Leu Gin 
130 

Asn Glu . Trp Arg 
145 

Glu He He Arg 

Ser Leu Thr He 

180 

Gin Trp Trp Arg 
195 

Arg Thr Ser Thr 
210 



Leu Arg Asp Phe 

5 

Pro Met Arg Tyr 

Gly Val Val Asp 

40 

He Pro Leu Gly 
55 

Val Asn Lys Asp 
70 

Lys Asp His Glu 
85 

Asn Asn Asp Gly 

Thr Leu Gly Leu 

120 

Ser He Asp Val 

135 

Asp Tyr Phe Leu 
150 

Phe Trp Lys His 
165 

Pro Asp Glu Phe 

Gin Leu Leu Ala 

200 

Ala Pro Leu Asp 
215 



Val Leu Pro Thr 
10 

Glu Thr Leu Phe 
25 

He Gly Glu Leu 

Gin Asp Ala Glu 

60 

Gly Lys Leu Asp 
75 

Lys Lys Met Lys 
90 

Lys He Glu Ala 
105 

Thr He Ser Glu 

Asp Gly Thr Met 

140 

Phe Asn Pro Val 

155 

Ser Thr Gly He 
170 

Thr Glu Asp Glu 

185 

Gly Gly He Ala 

Arg Leu Lys He 

220 



Ala Ala Cys Gin 
15 

Gin Ala Leu Asp 
30 

Gin Glu Gly Leu 
45 

Glu Lys He Phe 

Phe Glu Glu Phe 

80 

Leu Ala Phe Lys 
95 

Ser Glu He Val 
110 

Gin Gin Ala Glu 
125 

Thr Val Asp Trp 

Thr Asp He Glu 

160 

Asp He Gly Asp 
175 

Lys Lys Ser Gly 
190 

Gly Ala Val Ser 
205 

Met Met Gin Val 
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His Gly 


Ser 


Lys 


Ser 


Asp 


Lys 


Met 


Asn 


He Phe 


Gly Gly Phe Arg Gin 


225 










230 








235 


240 


Met 


Val 


Lys 


Glu 


Gly 


Gly 


He 


Arg 


Ser 


Leu Trp 


Arg Gly Asn Gly Thr 










245 










250 


255 


Asn 


Val 


He 


Lys 


He 


Ala 


Pro 


Glu 


Thr 


Ala Val 


Lys Phe Trp Ala Tyr 








260 










265 




270 


Glu 


Gin 


Tyr 


Lys 


Lys 


Leu 


Leu 


Thr 


Glu Glu Gly 


Gin Lys He Gly Thr 






275 










280 






285 


Phe 


Glu 


Arg 


Phe 


He 


Ser 


Gly 


Ser 


Met Ala Gly 


Ala Thr Ala Gin Thr 




290 










295 








300 


Phe 


He 


Tyr 


Pro 


Met 


Glu 


Val 


Met 


Lys Thr Arg 


Leu Ala Val Gly Lys 


305 










310 








315 


320 


Thr 


Gly 


Gin 


Tyr 


Ser 


Gly 


He 


Tyr 


Asp 


Cys Ala 


Lys Lys He Leu Lys 










325 










330 


335 


His 


Glu 


Gly 


Leu 


Gly 


Ala 


Phe 


Tyr 


TjVS 
jjys 


civ TvT" 


Val Pro Asn Leu Leu 








340 










345 




350 


Gly 


He 


He 


Pro 


Tyr 


Ala 


Gly 


He 


Asp 


Leu Ala 


Val Tyr Glu Leu Leu 






355 










360 






365 


Lys 


Ser 


Tyr 


Trp 


Leu 


Asp 


Asn 


Phe 


Ala 


Lys Asp 


Ser Val Asn Pro Gly 




370 










375 








380 


Val 


Met 


Val 


Leu 


Leu 


Gly 


Cys 


Gly 


Ala 


Leu Ser 


Ser Thr Cys Gly Gin 


385 










390 








395 


400 


Leu 


Ala 


Ser 


Tyr 


Pro 


Leu 


Ala 


Leu 


Val 


Arg Thr 


Arg Met Gin Ala Gin 










405 










410 


415 


Ala 


Met 


Leu 


Glu 


Gly 


Ser 


Pro 


Gin 


Leu 


Asn Met 


Val Gly Leu Phe Arg 








420 










425 




430 


Arg 


He 


He 


Ser 


Lys 


Glu 


Gly 


He 


Pro 


Gly Leu 


Tyr Arg Gly He Thr 






435 










440 






445 


Pro 


Asn 


Phe 


Met 


Lys 


Val 


Leu 


Pro 


Ala 


Val Gly 


He Ser Tyr Val Val 




450 










455 








460 


Tyr 


Glu 


Asn 


Met 


Lys 


Gin 


Thr 


Leu 


Gly 


Val Thr 


Gin Lys * 


465 










470 








475 


477 



<210> 1740 

<211> 776 

<212> PRT 

<213> Homo sapiens 



<400> 1740 
Met Leu Ala Pro 
1 

Gin Arg Trp Leu 

20 

Leu Leu Pro Ser 
35 

Val Leu Thr Asp 
50 

Lys Leu Gin Thr 
65 

Thr Asp Asn Ser 

Lys Ala He Leu 

100 

Val Phe Asn Asn 
115 

Leu Arg Leu Ser 
130 

Leu Asp Cys He 

145 

Ala Gly Pro Ser 



Arg Gly Ala Ala 
5 

Ala Ala Gly Ala 

Ser Ser Gin Arg 

40 

Pro Ala Leu Asn 
55 

Lys Ser Ser Ala 
70 

Lys Tyr Phe Glu 
85 

Arg Tyr Leu Lys 

Leu Gin Leu Ala 

120 

Asn Leu Gin Arg 
135 

Gin Val Asp Ser 
150 

Gin Lys Pro Glu 
165 



Val 


Leu Leu 


Leu 




10 




Gin 


Ala Thr 


Pro 


25 






Leu 


Asn Pro 


Gly 


Asp 


Leu Tyr 


Val 






60 


Thr 


He Phe 


Gly 




75 




Phe 


Thr Val 


Met 




90 




Asn 


Asp Gly 


Lys 


105 






Asp 


Gly Arg 


Arg 


Gly 


Ala Gly 


Ser 






140 


Val 


His Asn 


Leu 




155 




Thr 


He Glu 


Leu 



170 



His Leu Val Leu 
15 

Gin Val Phe Asp 
30 

Ala Leu Leu Pro 
45 

He Ser Thr Phe 

Leu Tyr Ser Ser 

80 

Gly Arg Leu Ser 
95 

Val His Leu Val 
110 

His Arg He Leu 
125 

Leu Glu Leu Tyr 

Pro Arg Ala Phe 

160 

Arg Thr Phe Gin 
175 
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Arg 


Lys 


Pro 


Gin 








180 


Ser 


Leu 


Phe 


Gin 






195 




Glu 


Pro 


Leu 


Ala 




210 






Gly 


Gin 


Met 


Thr 


225 








Leu 


Arg 


Gin 


Gin 


Glu 


Cys 


Gin 


Ala 








260 


Thr 


Val 


Val 


Ala 






275 






Cvs 


ASD 


Ser 




290 






Arg 


Asp 


Gly 


Phe 


305 








Glv 


lie 


Thr 


Cvs 


Pro 


Glv 


Val 


His 








340 


Cys 


Pro 


Val 


Gly 






355 




Phe 


Ala 


Lvs 


Ser 




370 






Ash 


Glv 


Ala 


Cvs 


385 








Tvx 


Arcf 


Cvs 


Glv 


Gly 


Cvs 


Lys 


Val 








420 

^ \J 


Ser 


Val 


Asn 


Ala 






435 




Val 


Cvs 


Glv 


Val 




450 






Val 


Asp 


He 


Asp 


465 








Asn 


Cvs 


Lvs 


Lvs 


ASD 


Ala 




Arcr 








500 


Gly 


Asp 


Gly 


He 






515 




Val 


Asp 


Gin 


Arcr 




530 






Asn 


Cys 


Leu 


Ser 


545 








Glv 


Arg 


Gly 


ASD 


Asxi 


He 


Leu 


ASD 








580 


Lys 


Asp Gly 


Asp 






595 




Ser 


Asn 


Pro 


Asn 




610 






Cvs 


Asp Thr 


Asn 










Asp 


Asn 


Cys 


Pro 


Asp 


Gly He 


Gly 








660 


Pro 


Asp 


Leu 


Val 






675 





ASD 


Phe 


Leu 


Glu 


Val 


Ala 


Ser 


Leu 

AiJ w% 








200 

^ V/ V 


Ala 


Thr 


Gly 


Thr 






215 




Gin 


Leu 


Asn 


Gin 




230 






Val 


Lvs 


Glu 


Thr 


245 








Cvs 


Gly 


Pro 


Leu 


Pro 


Ala 


Pro 


Pro 








280 

A o w 


Asn 


Pro 


Cys 


Phe 






295 




Gin 


Cvs 


Glv 


Pro 




310 






He 


ASD 


Val 


ASD 


325 

m» 










He 






Phe 


Thr 


Glv 


Pro 








J O V/ 


Asn 


Lys 


Gin 


Val 






375 




Val 

V Trl lb 


Pro 














Pro 


Cvs 


Lva 


Pro 










Glu 


Arcr 


Asn 


Cvs 


Gin 


Cvs 


He 

^ 


Glu 








Tt U 


Gly 


Trp 


Ala 


Gly 






455 














470 






Asp 


Asn 


Cvs 


Lvs 


O ^ 












He 


Glv 


Leu 


Asn 


Glu 


Gin 








^ V 


Asn 


Ser 


Asp 


Lys 






535 




Val 


Leu 


Asn 


Asn 




550 

~f -J \j 






Ala 


Cvs 


Asi> 


ASQ 


565 








Asn 


Cvs 


Pro 


Lvs 


Glv 


Val 


Glv 


Asn 








600 


Gin 


Ser 


Asp 


Val 






615 




Gin 


Asn 




AAn 




630 






Thr 


Val 


He 


Asn 


645 








Asp 


Glu 


Cys 


Asp 


Pro 


Pro 


Gly 


Pro 



680 



Glu 


Leu 


Lvs 


Leu 

JImJ Vn^ \A 


185 








Gin 


Asp 


Cvs 


Phe 


Glv 


Asn 


Phe 


Asn 








220 


Leu 


Leu 


Gly 


Glu 






235 




Ser 


Phe 


Leu 


Arg 




250 






Lvs 


Phe 


Gin 


Ser 


265 








Ala 


Pro 


Pro 


Thr 


Arcr 


Glv 


Val 


Gin 








J W u 


Cys 


Pro 


Glu 


Gly 






315 




Glu 


Cvs 


Lvs 


Tvr 




J J u 






5?^r 


Prri 




Phe 










Met 


Val 


Gin 


Glv 

\3X/ 




X Ux 




Tie 








inn 

J O u 


He 


Cys 


Val 


Asn 






395 




Glv 


Tvr 


Thr 


Glv 














irx O 


oX il 










wX LI 




m n 

V7XJil 


m V 


ASD 


Glv 


Tvr 

i_yx 


He 










Glu 


Glu 


Leu 


Pro 






475 






Val 


Pro 


Asn 




4 Q n 

^ ? u 






ASD 


Ala 


Cvs 


Asn 


^ w3 








Asn 


Asn 


Cvs 


Val 


Asn 


He 

X xc 


Phe 


Glv 










Asp 


Gin 


Lys 


Asp 






555 




Asn 


Met 


Asn 


Glv 




R7n 






Phe 


Pro 


Asn 


Arcr 


585 

■J O J 








Ala 




A^n 


0CX 


Asp 


Asn 


ASD 


Leu 








620 
vi 4b \y 


Glv 


Asn 

now' 


Glv 


His 






635 




Ser 


Ala 


Gin 


Leu 




650 






Asp 


Asp 


Asp 


Asp 


665 








Asp 


Asn 


Cys 


Arg 



Val 


Val 


Arcr 


Glv 




190 






Leu 


Gin 


Gin 


Ser 


205 








Arcr 

**xa 


Gin 


- Phe 


Leu 


Val 


Lvs 


Asp 


Leu 








240 

m^ X. 


Asn 


Thr 


He 


Ala 






255 




Pro 


Thr 


Pro 


Ser 




270 

mm w 






Arg 


Pro 


Pro 


Arg 


285 

mm ^m 








Cvs 


Thr 


Asp 


Ser 


Tvr 

* Jf X 


Thr 


Glv 


Asn 








320 


His 


Pro 


Cys 


Tyr 






335 




Ara 


Cvs 


Asn 


Ala 




350 

w «J w 






Val 


Glv 


He 

«fc 4b 


Ser 


W o ^ 








Asn 


wXU 


w y o 


Arcr 
«xa 


Thr 

*m m m Mm 


Leu 

Wa W& 


Glv 


Ser 










Asp 


Gin 


He 


Arg 






415 




Leu 




Pro 


Cvs 










A^n 


Val 

V dX 


TVir 
' ' ' ' 


PVQ 


44 R 

*x ^ ^ 








Cvs 


Glv 


Lva 


Asn 






AT a 










4flO 
'X O V 


Ser 


Gly 


Gin 


Glu 






495 




Glu 

«H» 


Asn 


Ala 


ASD 




510 

^ X w 






Leu 


He 


His 


Asn 


52 5 

«J «Ci >J 








Asn 


Ala 


Cvs 


Asn 


Thr 


Asn 

m mm^ mm 


Glv 


ASD 










Asp 


Gly 


He 


Lys 






575 




Asn 


Gin 


Arcf 


Asn 




590 

•J ^ \J 






Cvs 


Pro 


Asn 


Val 


605 

www 








Val 


Glv 


Asn 


Ser 


G±n 


ASp 


Ser 


inr 








640 


Asp 


Thr 


Asp 


Lys 






655 




Asn 


Asp 


Gly 


He 




670 






Leu 


Val 


Pro 


Asn 



685 
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Pro 


Ala 
690 


Gin 


Glu 


Asp 


Ser 


Asn 
695 


Ser 


Asp 


Gly Val 


Gly 
700 


Asp 


He 


Cys 


Glu 


Ser 


Asp 


Phe 


Asp 


Gin 


Asp 


Gin 


Val 


He 


Asp Arg 


He 


Asp 


Val 


Cys 


Pro 


705 










710 








715 










720 


Glu 


Asn 


Ala 


Glu 


Val 

725 


Thr 


Leu 


Thr 


Asp 


Phe Arg 
730 


Ala 


Tyr 


Gin 


Thr 
735 


Val 


Gly 


Leu 


Asp 


Pro 
740 


Glu 


Gly 


Asp 


Ala 


Gin 
745 


He Asp 


Pro 


Asn 


Trp 
750 


Val 


Val 


Leu 


Asn 


Gin 
755 


Gly 


Met 


Glu 


lie 


Val 
760 


Gin 


Thr Met 


Asn 


Ser 
765 


Asp 


Pro 


Gly 


Leu 


Ala 
770 


Val 


Gly 


Tyr 


Thr 


Ala 
775 


Phe 
776 

















<210> 1741 
<211> 371 
<212> PRT 

<213> Homo sapiens 



<400> 1741 



Met 


Glu 


Glv 


Leu 


Leu 


His 


j.yir 


Tie 


2Vnn 


Pro 


Ala 






Tl A 


OCX 




1 

X 








5 










10 














Leu 




Ala 


Leu 


Asn 


Glu 


Glu 

wX U 






Lys Gly 


Gl n 


T.A1 1 


uys 


■nop 


VAX 




























"a n 






Leu 


Leu 


He 


Val 


Glv 




Gin 


TjVS 


Php 


Arg Ala 


His 


T i.'\TfS 

JJjr o 


2i cn 
no IX 




TiAII 
XIBU 


































Ala 


Ala 


Ser 


Ser 


Glu 




Phe 


Gin 




Leu 


Phe 


Tlrr 


noil 


JJjr 0 


\3XU 


























D U 










Glu 


Ser 


Gin 


Thr 


Val 


Phe 


Gin 


Leu 


AST) 


Phe 


Cys 


Glu 


fx \j 




Ala 


XT 


65 










70 










75 










O \J 


Asp 


Asn 


Val 


Leu 


Asn 


Tvr 


He 






Ser 


Ser 




Ph^ 


V ax 


V3X U 


T .■v/cs 










85 










90 














Ser 


Ser 


Leu 


Ala 


Ala 


Val 


Gin 


Glu 


Leu 


Gly Tyr 


Ser 


Leu 


Gly 


He 


Ser 








ICQ 










105 










110 






Phe 


Leu 


Thr 


Asn 


He 


Val 


Ser 


Lys 


Thr 


Pro 


Gin 


Ala 


Pro 


Phe 


Pro 


Thr 






115 










120 










125 








Cys 


Pro 


Asn 


Arg 


Lys 


Lys 


Val 


Phe 


Val 


Glu 


Asp 


Asp 


Glu 


Asn 


Ser 


Ser 




130 










135 










140 










Gin 


Lys 


Arg 


Ser 


Val 


He 


Val 


Cys 


Gin 


Ser 


Arg 


Asn 


Glu 


Ala 


Gin 


Gly 


145 










150 










155 










160 


Lys 


Thr 


Val 


Ser 


Gin 


Asn 


Gin 


Pro 


Asp 


Val 


Ser 


His 


Thr 


Ser 


Arg 


Pro 










165 










170 










175 




Ser 


Pro 


Ser 


He 


Ala 


Val 


Lys 


Ala 


Asn 


Thr 


Asn 


Lys 


Pro 


His 


Val 


Pro 








180 










185 










190 






Lys 


Pro 


He 


Glu 


Pro 


Leu 


His 


Asn 


Leu 


Ser 


Leu 


Thr 


Glu 


Lys 


Ser 


Trp 






195 










200 










205 








Pro 


Lys 


Asp 


Ser 


Ser 


Val 


Val 


Tyr 


Ala 


Lys 


Ser 


Leu 


Glu 


His 


Ser 


Gly 




210 










215 










220 










Ser 


Leu 


Asp 


Asp 


Pro 


Asn 


Arg 


He 


Ser 


Leu 


Val 


Lys 


Arg 


Asn 


Ala 


Val 


225 










230 










235 










240 


Leu 


Pro 


Ser 


Lys 


Pro 


Leu 


Gin 


Asp 


Arg 


Glu 


Ala 


Met 


Asp 


Asp 


Lys 


Pro 










245 










250 










255 




Gly 


Val 


Ser 


Gly 


Gin 


Leu 


Pro 


Lys 


Gly 


Lys 


Ala 


Leu 


Glu 


Leu 


Ala 


Leu 








260 










265 










270 






Lys 


Arg 


Pro 


Arg 


Pro 


Pro 


Val 


Leu 


Ser 


Val 


Cys 


Ser 


Ser 


Ser 


Glu 


Thr 






275 










280 










285 








Pro 


Tyr 


Leu 


Leu 


Lys 


Glu 


Thr 


Asn 


Lys 


Gly Asn 


Gly 


Gin 


Gly 


Glu 


Asp 




290 










295 










300 










Arg 


Asn 


Leu 


Leu 


Tyr 


Tyr 


Ser 


Lys 


Leu 


Gly Leu 


Val 


He 


Pro 


Ser 


Ser 


305 










310 










315 










320 


Gly 


Ser 


Gly 


Ser 


Gly 

o o c 


Asn 


Gin 


Ser 


He 


Asp Arg 


Ser 


Gly 


Pro 


Leu 


Val 



325 330 335 
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Lys Ser Leu Leu 

340 

Tyr Ser Pro Ser 

355 
Val Gin * 
370 



Arg Arg Ser Leu 

He Asp Leu Lys 

360 



Ser Met T^p Ser 
345 

Ser Ser Gin Gly 



Gin Val Pro Val 
350 

He He Phe Gly 
365 



<210> 1742 
<211> 183 
-£212> PRT 

<213> Homo sapiens 





<400> 1742 






















jYieu 


Leu 


Lys 


Asn 


Lys Gly His Ser 


Ser 


Lys 


Lys 


Asp Asn 


Leu Ala val 


1 








5 










10 








15 


Asn 


Ala 


Val 


Ala 


Leu Gin Asp His 


He 


Leu 


His 


Asp 


Leu 


Gin Leu Arg 








20 










25 










30 


Asn 


Leu 


Ser 


Val 


Ala Asp His Ser 


Lys 


Thr 


Gin 


Val 


Gin 


Lys Lys Glu 






35 










40 










45 




Asn 


Lys 


Ser 


Leu 


Lys Arg Asp Thr 


Lys 


Ala 


He 


He 


Asp 


Thr Gly Leu 




50 










55 










60 






Lys 


Lys 


Thr 


Thr 


Gin Cys 


Pro Lys 


Leu Glu Asp 


Ser 


Glu 


Lys Glu Tyr 


65 










70 










75 






80 


Val 


Leu 


Asp 


Pro 


Lys 
85 


Pro 


Pro 


Pro 


Leu 


Thr 
90 


Leu 


Ala 


Gin 


Lys Leu Gly 
95 


Leu 


He 


Gly 


Pro 
100 


Pro 


Pro 


Pro 


Pro 


Leu 
105 


Ser 


Ser 


Asp 


Glu 


Trp Glu Lys 
110 


Val 


Lys 


Gin 


Arg 


Ser. 


Leu 


Leu 


Gin 


Gly Asp Ser Val 


Gin 


Pro Cys Pro 






115 










120 










125 




He 


Cys 
130 


Lys 


Glu 


Glu 


Phe 


Glu 
135 


Leu 


Arg 


Pro 


Gin 


Val 
140 


Phe 


Ser He Arg 


Gly 


Cys 


Cys 


Phe 


His 


Ala 


Pro 


Met 


Cys 


Ser 


Thr 


Lys 


His 


Val Phe Arg 


145 










150 










155 






160 


Leu 


Leu 


Lys 


Ser 


Ser 

165 


Gin 


He 


Arg 


Lys 


Pro 
170 


Val 


Leu 


Ser 


Val Glu Arg 
175 


Thr 


Ser 


He 


Lys 
180 


Pro 


Glu 
182 


* 

















<210> 1743 

<211> 296 

<212> PRT 

<213> Homo sapiens 





<400> : 


L743 










Met 


Ser 


Ser 


Asp 


Gly 


Glu Pro Leu 


Ser Arg Met Asp Ser 


Glu Asp Ser 


1 








5 




10 


15 


He 


Ser 


Ser 


Thr 


He 


Met Asp Val 


Asp Ser Thr He Ser 


Ser Gly Arg 








20 






25 


30 


Ser 


Thr 


Pro 


Ala 


Met 


Met Asn Gly 


Gin Gly Ser Thr Thr 


Ser Ser Ser 






35 






40 


45 




Lys 


Asn 


He 


Ala 


Tyr 


Asn Cys Cys 


Trp Asp Gin Cys Gin 


Ala Cys Phe 




50 








55 


60 




Asn 


Ser 


Ser 


Pro 


Asp 


Leu Ala Asp 


His He Arg Ser He 


His Val Asp 


65 










70 


75 


80 


Gly 


Gin 


Arg 


Gly 


Gly 


Val Phe Val 


Cys Leu Trp Lys Gly 


Cys Lys Val 










85 




90 


95 


Tyr 


Asn 


Thr 


Pro 


Ser 


Thr Ser Gin 


Ser Trp Leu Gin Arg 


His Met Leu 








100 






105 


110 



3594 



wo 01/57190 

Thr His Ser Gly Asp Lys 
115 

Ala Ser Phe Ala Ser Gin. 
130 

Phe Ser Gin Gin Asn Ser 
145 150 
Glu Glu Ser Pro Ser Lys 

165 

Asn Lys Arg Arg Arg Ser 

180 

Gin Thr Leu Asp Ala lie 
195 

Ala His lie Glu Ser Leu 
210 

Pro Val lie Ala Lys Arg 
225 230 
Leu His Trp Met Pro Glu 

245 

Ser Glu Arg His Gin Leu 

260 

Pro Lys Asp Thr Ala Leu 
275 

Pro Gin Lys Arg Leu Lys 
290 



<210> 1744 

<211> 215 

<212> PRT 

<213> Homo sapiens 



<400> 1744 



Met 


Asp 


Asn 


Ala Gly 


Lys 


1 








5 




Ala 


Glu 


Lys 


Arg Val 


Lys 








20 






Gly 


Gly 


Asn 


Thr Arg 


He 






35 








Ala 


Asn 


Met 


Phe 


Lys 


Met 




50 










Phe 


Cys 


Gin 


Ala 


Ala 


Lys 


65 










70 


Ser 


Ala 


Thr 


Ser 


Phe 


Val 










85 




Pro 


Gin 


Glu 


Ala 


lie 


Asn 








100 






Asp 


Net 


Gly 


Arg 


Phe 


Thr 






115 








Glu 


He 


Tyr 


Glu 


Thr 


Glu 




130 










Tyr 


Glu 


Gin 


Ser 


Ala 


Asp 


145 










150 


Ala 


Asn 


Lys 


Cys 


Leu 


Leu 










165 




Gin 


Tyr 


Gin 


Lys 


Ala 


He 








180 






Met 


Glu 


Tyr 


Pro 


Phe 


Val 






195 








Leu 


Pro 


Phe 


Ala 


Thr 


Leu 




210 








214 



Pro Phe 


Lys Cys 


Val 


Val 


120 








Gly Gly 


Leu Ala Arg 


His 


135 






140 


Ser Lys 


Val Ser 


Ser 


Gin 






155 




Ala Gly 


Met Asn Lys 


Arg 




170 






Leu Pro 


Arg Pro 


His 


Asp 




185 






Arg His 


Arg Ala 


He 


Cys 


200 








Gly Lys 


Gly His 


Ser 


Val 


215 






220 


Lys Glu 


Asp Ser Gly 


Lys 






235 




Asp He 


Leu His 


Asp 


Val 




250 






Lys Thr 


Lys Val 


Val 


His 




265 






Leu Leu 


Asp Pro 


Asn 


He 


280 









Arg * 
295 



Glu Arg 


Glu Ala 


Val 


Gin 




10 






Ala Ser 


His Ser 


Phe 


Leu 




25 






Glu Glu 


Ala Cys 


Glu 


Met 


40 








Ala Lys 


Asn Trp 


Ser 


Ala 


55 






60 


Leu His 


Met Gin 


Leu 


Gin 






75 




Asp Ala 


Gly Asn Ala 


Tyr 




90 






Cys Leu 


Asn Ala 


Ala 


He 




105 






He Ala 


Ala Lys His 


His 


120 








Leu Val 


Asp He 


Glu 


Lys 


135 






140 


Tyr Tyr 


Lys Gly Glu 


Glu 






155 




Lys Val 


Ala Ala 


Tyr 


Ala 




170 






Glu He 


Tyr Glu 


Gin 


Val 




185 






Glu Tyr 


Arg Pro 


Lys 


Asp 


200 









* 



PCT/USOl/04098 



Gly 


Gly 


Cys 


Asn 


125 








Val 


Pro 


Thr 


His 


Pro 


Lys 


Ala 


Lys 








160 


Arg 


Lys 


Leu 


Lys 






175 




Phe 


Phe 


Asp 


Ala 




190 






Phe 


Asn 


Leu 


Ser 


205 








Val 


Phe 


His 


Ser 


He 


Lys 


Leu 


Leu 








240 


Trp 


Val 


Asn 


Glu 






255 




Leu 


Ser 


Lys 


Leu 




270 






Tyr 


Arg 


Thr 


Met 


285 








Leu 


Met 


Ala 


Glu 






15 




Arg 


Gly 


Leu 


Phe 




30 






Tyr 


Thr 


Arg 


Ala 


45 








Ala 


Gly 


Asn 


Ala 


Ser 


Lys 


His 


Asp 








80 


Lys 


Lys 


Ala 


Asp 






95 




Asp 


He 


Tyx 


Thr 




110 






He 


Thr 


He 


Ala 


125 








Ala 


He 


Ala 


His 


Ser 


Asn 


Ser 


Ser 








160 


Ala 


Gin 


Leu 


Glu 






175 




Gly 


Ala 


Asn 


Thr 




190 






Thr 


Ser 


Ser 


Lys 



205 



3595 



wo 01/57190 



PCT/lISOl/04098 



<210> 1745 

<211> 164 

<212> PRT 

<213> Homo sapiens 





<400> 1745 


Met 


Ser Arg 


Arg 


1 






Gly 


Gly Thr 


Lys 






20 


Asp 


Ser Ala 


Ser 




35 




Asp 


Arg Gly 


Gly 




50 . 




Val 


Val Ser 


Arg 


65 






Gin 


Asn Asp 


Glu 


Asn 


Thr Tyr 


Gly 






100 


Val 


Thr Ser 


Pro 




lis 




Ala 


Thr Lys 


Asp 




130 . 




Asp 


Glu Ser 


Arg 


145 






Asp 


Arg Asp 


* 




163 





Ala Pro Gly Ser 
5 

Tyr Pro Arg Ser 

Ala Asp Pro Asp 

40 

Ser Ser Ser Tyr 
55 

Gin Arg His Asp 
70 

Lys Gly Gly Tyr 
85 

Arg Lys Ser Leu 

Glu Phe Thr Ser 

120 

Met Arg Lys Ser 
135 

Leu Ser Asn Leu 
150 



Arg Leu Ser Ser 
10 

Trp Asn Asp Trp 

25 

Asn Leu Lys Tyr 

Gly Leu Gin Pro 

60 

Asp Thr Arg Val 
75 

Ser Val Asn Gly 
90 

Gly Gin Glu Leu 
105 

Val Gin His Gly 

Gin Glu Arg Ser 

140 

Leu Arg Arg lie 
155 



Gly Gly Gly Gly 
15 

Gin Pro Arg Thr 
30 

Ser Ser Ser Arg 
45 

Ser Asn Ser Ala 

His Ala Asp lie 

80 

Gly Ser Gly Glu 
95 

Arg Val Asn Asn 
110 

Ser Arg Ala Leu 
125 

Met Ser Tyr Cys 

Thr Arg Glu Asp 

160 



<210> 1746 

<211> 57 

<212> PRT 

<213> Homo sapiens 



<400> 1746 
Met Asp His Lys 
1 

Ser Ser Arg Ser 

20 

Lys Tyr Ser Leu 
35 

Asp lie Gly Phe 
50 



Gin Leu Cys Trp 
5 

Cys Cys lie Cys 

Asn Met Cys Leu 

40 

lie Lys Leu Asp 
55 56 



Ser His Pro Gin 
10 

Ser Asn Gin His 
25 

Gin Cys Cys His 



Lys Ser Gly Gin 
15 

Gly Leu lie Trp 
30 

Gin Tyr Val Lys 
45 



<210> 1747 

<211> 90 

<212> PRT 

<213> Homo sapiens 



<400> 1747 

Met Gly Leu Gin Arg Phe Arg Glu Ala Ala Ala Val Phe Gin Glu Thr 

1 5 10 .15 

Leu Arg Gly Gly Ser Gin Pro Asp Ala Ala Arg Glu Leu Arg Ser Cys 

20 25 30 

Leu Leu His Leu Thr Leu Gin Gly Gin Arg Gly Gly lie Cys Ala Pro 
35 40 45 
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Pro Leu Ser Pro Gly Ala Leu Gin Pro Leu Pro His Ala Glu Leu Ala 

50 55 60 

Pro Ser Gly Leu Pro Ser Leu Arg Cya Pro Arg Ser Thr Ala Leu Arg 

65 70 75 80 

Ser Pro Gly Leu Ser Pro Leu Leu His * 

85 89 



<210> 1748 
<211> 218 
<212> PRT 

<213> Homo sapiens 



<400> 1748 





V CLX 






X 












ox 11 


Afisp 








20 


xjeu 


Asp 


xxe 


Der 






35 




Lys 


Thr 


Gin 


Thr 




50 






Pro 


Asp 


Leu 


Glu 


65 








Arg 


Arg 


Leu 


Pro 


Gly 


Cys 


Val 


Leu 








100 


Cys 


Pro 


Asp 


Gly 






115 




Leu 


Glu 


Met 


Tyr 




130 






Leu 


Ala 


Ala 


lie 


145 








Thr 


Pro 


Ala 


Ala 


Lys 


Gly 


Pro 


Thr 








180 


Gly 


Lys 


Pro 


Ser 






195 




Gly 


Ser 


Ala 


Ala 



210 



Gly 


Cys 


Ser Phe 


5 






Gj.y 


AJLa 


Ala Met 


Gin 


Leu 


Gin Pro 






40 


Glu 


Tyr 


Gin Leu 






55 


Gly 


Gin 


Arg Leu 




70 




Thr 


Ala 


Arg Met 


85 






lie 


Met 


Tyr Lys 


Phe 


Leu 


Leu Arg 






120 


Tyr 


Thr 


Glu. Met 






135 


Gly 


Ala 


Tyr Pro 




150 




Trp 


Gly 


Asp Gly 


165 






Gin 


Ala 


Gly Ala 


Ala 


Lys 


Ala Glu 






200 


Pro 


Pro 


Pro Ala 



215 



Ser Gly Lys Pro 
10 

Asp Ser Val Pro 
25 

Pro Leu Pro Asp 

Ser Ser Pro Asp 

60 

Asn Cys Ser His 
75 

lie Ala Phe Ala 
90 

Ala lie Trp Tyr 
105 

His Lys lie Cys 

Asp Pro Glu Arg 

140 

Leu Ser Arg Lys 
155 

Tyr Arg Ala Ala 
170 

Ala Ala Ala Ala 
185 

Lys Glu Ala Ala 

Gin * 
217 



Gly Lys Asp Pro 
15 

Leu lie Ser Pro 
30 

Gin Val Val He 
45 

Gin Gin Asn Phe 

Pro Glu Glu Gly 

80 

Met Ala Leu Leu 
?5 

Asp Gin Phe Thr 
110 

Thr Pro Leu Thr 
125 

His Arg Ser He 

His Gly Thr Glu 

160 

Lys Glu Glii Arg 
175 

Thr Glu Pro Pro 
190 

Arg Lys Ala Ala 
205 



<210> 1749 
<211> 405 
<212> PRT 

<213> Homo sapiens 



<400> 1749 
Met Ala Glu Ser 
1 

Arg Glu Leu Ala 

20 

Gly Gly Gly Gly 
35 

Asp Ser Asn Pro 
50 

Val Ser Asp Tyr 
65 



Val 


Glu 


Arg Leu 


5 






Gin 


Glu 


Arg Ser 


Arg 


Val 


Arg lie 






40 


Tyr 


Ser 


Arg Leu 






55 


Glu 


Lys 


He Arg 



Gin Gin Arg Val 
10 

Leu Gin Val Pro 
25 

Glu Lys Met Ser 

Met Ala Leu Lys 

60 

Thr Phe Ala Val 
75 



Gin Glu Leu Glu 
15 

Arg Ser Gly Asp 
30 

Ser Glu Val Val 
45 

Arg Met Gly He 

Ala He Val Gly 

80 
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Val 


Gly 


Gly 


Val 


Glv 


Ser 

Ik^ 


Val 


Thr 


Ala 


Glu 

^tfi 


Met 


Leu 


Thr 


ArQ Cvs Glv 










85 










90 








95 


He 


Gly 


Lys 


Leu 


Leu 


Leu 


Phe 


Aso 


Tvr 


Asn 


Lvs 


Val 


Glu 


Leu Ala Asn 








100 










105 










110 


Met 


Asn 


Arg 


Leu 


Phe 


Phe 


Gin 


Pro 


His 


Gin 


Ala 


Gly 


Leu 


Ser Lys Val 






115 










120 










125 




Gin 


Ala 


Ala 


Glu 


His 


Thr 


Leu 


ArQ 


Asn 


He 


Asn 


Pro 


Asp 


Val Leu Phe 




130 










135 










140 






Glu 


Val 


His 


Asn 


Tyr 


Asn 


He 


Thr 


Thr 


Val 


Glu 


Asn 


Phe 


Gin His Phe 


145 










150 










155 






160 


Met 


Asp 


Arci 


He 


Ser 


Asn 


Glv 


Glv 


Leu 


Glu 


Glu 


Glv 


Lvs 


Pro Val AsD 










165 










170 








175 


Leu 


Val 


Leu 


Ser 


Cvs 


Val 


ASD 


Asn 


Phe 


Glu 


Ala 


Arcr 


Met 


Thr He Asn 








180 

^0 ^0 










185 










190 


Thr 


Ala 


Cvs 


Asn 


Glu 


Leu 


Gly 


Gin 


Thr 


TrD 


Met 


Glu 


Ser 


Glv Val Ser 






195 










200 

w w w 










205 




Glu 


Asn 


Ala 


Val 


Ser 


Glv 


His 


He 


Gin 


Leu 


He 


He 


Pro 


Glv Glu Ser 




210 

A V 










215 










220 

w 






Ala 


Cys 


Phe 


Ala 


Cvs 


Ala 


Pro 


Pro 


Leu 


Val 


Val 


Ala 


Ala 


Asn He Asn 


225 










230 










235 

m» mj 






240 


Glu 


Lvs 


Thr 


Leu 


Lvs 


Arcr 


Glu 

MB *M 


Glv 


Val 


Cvs 


Ala 


Ala 


Ser 


Leu Pro Thr 










245 










250 

M «J W 








255 


Thx 


Met 


Glv 


Val 


Val 


Ala 


Glv 


He 


Leu 


Val 


Gin 


Asn 


Val 


Leu Lvs Phe 








260 

A o u 










265 

V W 










970 


KJL 




Asn 


Phe 


Glv 


Thi* 


Val 




Phe 


xyi 




Glv 




ZVsn 2Vl a MAt* 






275 










280 

A o u 










285 

A O W 




Gin 


Afin 


Phe 


Phe 


Pro 


Thi? 


Met 




Met 


IiVS 


Pro 


Asn 

AA 


Pt*o 


Gl n Cvs Asn 




290 

^ ^ w 










295 










300 
^ v u 






AST) 


AfQ 


Asn 


Cvs 


Ajtct 


IjVS 


Gin 


Gin 


Glu 


Glu 


Tvr 


TjVS 


Lvs 


Lvs Val Ala 












31 0 










31 5 






3^0 


Ala 




Pro 


Lvs 


Gin 


Glu 


Val 


He 

j> ju w 


Gin 

^7^LXX 


Glu 


Glu 


Glu 

bA 


Glu 


Tie Tie His 










^ «« w 










330 
^ J u 








335 


Glu 


ASD 


Asn 


Glu 




Glv 


He 

^ 1^ 


Glu 


Leu 


Val 

V 


SeiT 


Glu 


Val 


S^T" Glu Glu 


















345 










3 50 

J 9 u 


Glu 




Lvs 


Asn 


Ph^ 




Glv 


Pl"0 

Ai w 


Val 




Asn 






Glu Glv Tie 

^JXVl wAJjf ^J>C 






355 










360 










365 




Thr 


Val 


Ala 


Tyr 


Thr 


He 


Pro 


Lys 


Lys 


Gin 


Glu 


Asp 


Ser 


Val Thr Glu 




370 










375 










380 






Leu 


Thr 


Val 


Glu 


Asp 


Ser 


Gly 


Glu 


Ser 


Leu 


Glu 


Asp 


Leu 


Met Ala Lys 


385 










390 










395 






400 


Met 


Lys 


Asn 


Met 























404 



<210> 1750 

<211> 199 

<212> PRT 

<213> Homo sapiens 





<400> 1750 


























Met 


Ala 


Asp Gin 


Arg 


Gin 


Arg 


Ser 


Leu 


Ser 


Thr 


Ser 


Gly 


Glu 


Ser 


Leu 


1 






5 










10 










15 




Tyr 


His 


Val Leu 
20 


Gly 


Leu 


Asp 


Lys 


Asn 

25 


Ala 


Thr 


Ser 


Asp 


Asp 
30 


He 


Lys 


Lys 


Ser 


Tyr Arg 
35 


Lys 


Leu 


Ala 


Leu 
40 


Lys 


Tyr 


His 


Pro 


Asp 
45 


Lys 


Asn 


Pro 


Asp 


Asn 
50 


Pro Glu 


Ala 


Ala 


Asp 
55 


Lys 


Phe 


Lys 


Glu 


He 
60 


Asn 


Asn 


Ala 


His 


Ala 


He 


Leu Thr 


Asp 


Ala 


Thr 


Lys 


Arg 


Asn 


He 


Tyr 


Asp 


Lys 


Tyr Gly 


65 








70 










75 










80 


Ser 


Leu 


Gly Leu 


Tyr 
85 


Val 


Ala 


Glu 


Gin 


Phe 
90 


Gly 


Glu 


Glu 


Asn 


Val 
95 


Asn 
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Thr 


Tyr 


Phe 


Val 
100 


Leu 


Ser 


Ser 


Trp 


Trp 
105 


Ala 


Lys 


Ala 


Leu 


Phe 
110 


Val 


Phe 


Cys 


Gly 


Leu 

115 


Leu 


Thr 


Cys 


Cys 


Tyr 

120 


Cys 


Cys 


Cys 


Cys 


Leu 
125 


Cys 


Cys 


Cys 


Phe 


Asn 


Cys 


Cys 


Cys 


Gly 


Lys 


Cys 


Lys 


Pro 


Lys 


Ala 


Pro 


Glu Gly Glu 




130 










135 










140 










Glu 


Thr 


Glu 


Phe 


Tyr 


Val 


Ser 


Pro 


Glu 


Asp 


Leu 


Glu 


Ala 


Gin 


Leu 


Gin 


145 










150 










155 










160 


Ser 


Asp 


Glu 


Arg 


Glu 
165 


Ala 


Thr 


Asp 


Thr 


Pro 
170 


lie 


Val 


He 


Gin 


Pro 
175 


Ala 


Ser 


Ala 


Thr 


Glu 


Thr 


Thr 


Gin 


Leu 


Thr 


Ala Asp 


Ser 


His 


Pro 


Ser 


Tyr 








180 










185 










190 






His 


Thr 


Asp 


Gly 


Phe 


Asn 























195 198 



<210> 1751 
<211> 953 
<212> PRT 

<213> Homo sapiens 



<400> 1751 
Met Gly Ser Arg 
1 

Lys Met Ala Val 

20 

Glu Phe Ala Ser 
35 

Tyr His Pro Leu 
50 

Val Asn Arg Lys 
65 

Ser Val Val Asp 

Ser Met Phe Ala 

100 

Asp Ser Ser Arg 
115 

Ser Asp Phe Glu 
130 

Tyr Thr Thr Thr 
145 

Lys Gly Lys Ala 

Thr Arg Leu Glu 

180 

Leu Leu Asn Leu 
195 

Asn Gin Ser Leu 
210 

Leu Lys He Val 
225 

Met Cys Val Asp 

Asn Ala Asn Asp 

260 

He Ala Ser He 
275 

He Leu Lys Cys 
290 

Leu Pro Arg Leu 
305 



Ala Asp Gly Pro 
5 

Phe Pro Trp His 

Cys Arg Leu Glu 

40 

Lys Pro He Thr 

55 

Gly Ser Thr Ser 
70 

Pro Leu Ser Ser 
85 

Ala Thr Ala Asp 

Arg Lys Arg Asp 

120 

Pro Trp Thr Asn 

135 

Glu Lys Leu Ser 
150 

Gly Thr Ala Thr 
165 

Glu Leu Asp Asp 

Thr Gin Gin Asp 

200 

Lys Asp Ala Trp 
215 

His Pro Gly Lys 
230 

Ser Arg Ser Val 
245 

Thr Ala Lys Glu 

Arg Glu Leu He 

280 

Asn Lys Phe Leu 
295 

Thr Cys Met He 
310 





Thr Ser 


Glv 








Ser 












Ala 


Val Pro 


Leu 


Val 


Thr Glu 


Ser 






60 


Ser 


Thr Ser 


Ser 




/ d 




Val 


Leu Asp 


Gly 




90 




Pro 


Ala Ala 


Leu 


105 






Arg 


Asp Asp 


Asn 


Lys 


Arg Gly 


Glu 






140 


He 


Asn Leu 


Phe 




155 




Leu 


Ala Met 


Ser 




170 




Phe 


Glu Glu 


Gly 


185 






Tyr 


Val Asn 


Arg 


Ala 


Ser Asp 


Gin 






220 


Leu 


Val Tyr 


Glu 




235 




Leu 


Pro Asp 


His 




250 




Thr 


Cys Leu 


Asn 


265 






Pro 


Arg Phe 


Tyr 


Ser 


Lys Thr 


Gly 






300 


Arg 


Gly He 


Gly 




315 





His Val Thr Gly 
15 

Asn Tyr Lys Ala 
30 

Glu Phe Gly Asp 
45 

Lys Thr Lys Lys 

Ser Set: Ser Ser 

80 



Thr 


Asp 


Pro 


Leu 






95 




Ala 


Ala 


Ala 


Met 




110 






Ser 


Val 


Val 


Gly 


125 








He 


Leu 


Ala 


Arg 


Met 


Gly 


Ser 


Glu 








160 


Glu 


Lys 


Val 


Arg 






175 




Ser 


Gin 


Lys 


Glu 




190 






He 


Glu 


Glu 


Leu 


205 








Lys 


Val 


Lys 


Ala 


Arg 


He 


Phe 


Ser 








240 


Phe 


Ser 


Pro 


Glu 






255 




Trp 


Phe 


Phe 


Lys 




270 






Val 


Glu 


Ala 


Ser 


285 








He 


Ser Glu Cys 


Asp 


Pro 


Leu 


Val 



320 



3599 
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Ser 


Val 


Tyr 


Ala 


Arg 


Ala 


Tyr 


Leu 


Cys 










325 










Pro 


His 


Leu 


Lys 


Glu 


Thr 


Leu 


Asn 


Lys 








340 










345 


Thr 


Phe 


Lys 


Gin 


He 


His 


Gly 


Asp 


Thr 






355 










360 




Gin 


Gly Val 


Glu 


Leu 


Pro 


Ser 


Tyr 


Leu 




370 










375 






Asp 


Trp 


He 


Phe 


Gin 


Cys 


He 


Ser 


Tyr 


385 










390 








Thr 


Glu 


Met 


Met 


Glu 


Arg 


Cys 


Lys 


Lys 










405 










Leu 


Asn 


Ser 


Val 


Met 


Ser 


Ala 


Phe 


Arg 








420 










425 


Ser 


Met 


Asp 


Phe 


He 


Gly 


Met 


He 


Lys 






435 










440 




Pro 


Lys 


His 


Leu 


Leu 


Phe 


Arg 


Ser 


Leu 




450 










455 






Asp 


Pro 


Pro 


Glu 


Ser 


Asp 


Arg 


Leu 


Gin 


465 










470 








Val 


He 


Thr 


Lys 


Leu 


Lys 


Asn 


Pro 


Gin 










485 










Val 


Trp^ Val 


Glu 


Tyr 


Thr 


Cys 


Lys 


His 








500 










505 


Thr 


Val 


Leu 


Ala 


Asp 


Val 


He 


Lys 


His 






515 










520 




Glu 


Asp 


Ser 


Tyr 


Pro 


Gin 


Leu 


Gin 


Leu 




530 










535 






His 


Phe 


His 


Asp 


Phe 


Ser 


Val 


Leu 


Phe 


545 










550 








Phe 


Leu Asp 


Met 


Phe 


Gin 


Lys 


Glu 


Ser 










565 










Cys 


He 


Net 


Asp 


Ala 


Phe 


He 


Lys 


His 








580 










585 


Pro 


Val 


He 


Leu 


Asn 


Ala 


Leu 


Leu 


His 






595 


■ 








600 




Ser 


Val 


Asn 


Ala 


Leu 


Thr 


Leu 


Glu 


Asp 




610 










615 






Leu 


He 


Asn 


Gly 


Phe 


He 


Lys 


Met 


Val 


625 










630 








Gin 


Gin 


Leu 


Ser 


Phe 


Tyr 


Val 


Glu 


Ser 










645 










Glu 


Pro 


Val 


Leu 


Val 


Gin 


Leu 


He 


His 








660 










665 


Glu 


Thr Arg 


Lys 


Val 


Met 


Lys 


Gly 


Asn 






675 










680 




Phe 


Val 


Arg 


Ala 


Cys 


Val 


Ala 


Tyr 


Cys 




690 










695 






Ala 


Gly 


He 


Phe 


Thr 


Arg 


Leu 


Asn 


Leu 


705 










710 








Ala 


Leu 


Ala 


Asn 


Gin 


Cys 


Leu 


Ser 


Gin 










725 










Ala 


He 


Ser 


Leu 


Val 


Pro 


Glu 


Val 


Pro 








740 










745 


Lys 


Met 


Arg 


Pro 


Ser 


Glu 


Ser 


Phe 


Leu 






755 










760 




Phe 


Ser 


Thr 


Leu 


Leu 


He 


Val 


Pro 


Asp 




770 










775 






Phe 


Leu 


Val 


Arg 


Glu 


Leu 


Leu 


Asn 


Val 


785 










790 








Asp 


Asn 


Ser 


Asp 


Glu 


Lys 


He 


Arg 


He 










805 










Leu 


Ser 


Ala 


Met 


Ser 


Gin 


Glu 


Thr 


Tyr 








820 










825 
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Arg 


Val 


Gly 


Met 


Glu 


Val 


Ala 


330 










335 




Asn 


Phe 


Phe 


Asp 


Phe 


Leu 


Leu 










350 






Val 


Gin 


Asn 


Gin 


Leu 


Val 


Val 








365 








Pro 


Leu 


Tyr 


Pro 


Pro 


Ala 


Met 






380 










His 


Ala 


Pro 


Glu 


Ala 


Leu 


Leu 




395 










400 


Leu 


Gly 


Asn 


Asn 


Ala 


Leu 


Leu 


410 










415 




Ala 


Glu 


Phe 


He 


Ala 


Thr 


Arg 










430 






Glu 


Cys 


Asp 


Glu 


Ser 


Gly 


Phe 








445 








Gly 


Leu 


Asn 


Leu 


Ala 


Leu 


Ala 






460 










He 


Leu 


Asn 


Glu 


Ala 


Trp 


Lys 




475 










480 


Asp 


Tyr 


He 


Asn 


Cys 


Ala 


Glu 


490 










495 




Phe 


Thr 


Lys 


Arg 


Glu 


Val 


Asn 










510 


■ 




Met 


Thr 


Pro 


Asp 


Arg 


Ala 


Phe 








525 








He 


He 


Lys 


Lys 


Val 


He 


Ala 






540 










Ser 


Val 


Glu 


Lys 


Phe 


Leu 


Pro 




555 










560 


Val 


Arg 


Val 


Glu 


Val 


Cys 


Lys 


570 










575 




Gin 


Gin 


Glu 


Pro 


Thr 


Lys 


Asp 










590 






Val 


Cys 


Lys 


Thr 


Met 


His 


Asp 








605 








Glu 


Lys 


Arg 


Met 


Leu 


Ser 


Tyr 






620 










Ser 


Phe 


Gly 


Arg 


Asp 


Phe 


Glu 




635 


• 








640 


Arg 


Ser 


Met 


Phe 


Cys 


Asn 


Leu 


650 










655 




Ser 


Val 


Asn 


Arg 


Leu 


Ala 


Met 










670 






His 


Ser 


Arg 


Lys 


Thr 


Ala 


Ala 








685 








Phe 


He 


Thr 


He 


Pro 


Ser 


Leu 






700 










Tyr 


Leu 


His 


Ser 


Gly 


Gin 


Val 




715 










720 


Ala 


Asp 


Ala 


Phe 


Phe 


Lys 


Ala 


730 










735 




Lys 


Met 


He 


Asn 


He 


Asp 


Gly 










750 






Leu 


Glu 


Phe 


Leu 


Cys 


Asn 


Phe 








765 








His 


Pro 


Glu 


His 


Gly 


Val 


Leu 






780 










He 


Gin 


Asp 


Tyr 


Thr 


Trp 


Glu 




795 










800 


Tyr 


Thr 


Cys 


Val 


Leu 


His 


Leu 


810 










815 




Leu 


Tyr 


His 


He 


Asp 


Lys 


Val 



830 



3600 
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Asp 


Ser 


Asn 


Asp 


Ser 


Leu 


Tyr 


Gly 


Gly Asp 


Ser 


Lys 


Phe 


Leu Ala 


Glu 






835 










840 


■ 








845 






Asn 


Asn 


Lys 


Leu 


Cys 


Glu 


Thr 


Val 


Met 


Ala 


Gin 


lie 


Leu 


Glu His 


Leu 




850 










855 










860 








Lys 


Thr 


Leu 


Ala 


Lys 


Asp 


Glu 


Ala 


Leu 


Lys 


Arg 


Gin 


Ser 


Ser Leu 


Gly 


865 










870 










875 








880 


Leu 


Ser 


Phe 


Phe 


Asn 


Ser 


He 


Leu 


Ala 


His 


Gly Asp Leu 


Arg Asn 


Asn 










885 










890 








895 




Lys 


Leu 


Asn 


Gin 


Leu 


Ser 


Val 


Asn 


Leu 


Trp 


His 


Leu 


Ala 


Gin Arg 


His 








900 










905 










910 




Gly 


Cys 


Ala 


Asp 


Thr 


Arg 


Thr 


Met 


Val 


Lys 


Thr 


Leu 


Glu 


Tyr He 


Lys 






915 










920 










925 






Lys 


Gin 


Ser 


Lys 


Gin 


Pro 


Asp 


Met 


Thr 


His 


Leu 


Thr 


Glu 


Leu Ala 


Leu 




930 










935 










940 








Arg 


Leu 


Pro 


Leu 


Gin 


Thr 


Arg 


Thr 


* 















945 950 952 



<210> 1752 

<211> 510 

<212> PRT 

<213> Homo sapiens 



<400> 1752 



Met 


Ala 


Glu 




Ala 


Ala 


Leu 


Glu 


Glu 


Leu 


Val LiVS Leu 


Gin Gly 


Glu 


1 








c 










10 






15 






Val 


Arci 


Glv 


JLJ W 


Lvs 


Qln 


Gin 


Lys 


Ala 




Leu 


He 


m 11 


















25 






30 






Glu 


Glu 


Val 


Ala 


IjVS 


Leu 


Leu 


TjVS 


Leu Lys 


Al #3 t«l n Tieii 

f^'Xd XJCU 


Gly Pro. 








So 










40 






45 








Glu 


Ser 


Lys 


Gin 


Lys 


Phe 


Val 


Leu 


Lys 


Thr 


Pro Lys Gly 


Thr Arg 


Asp 




50 










55 








60 








Tyr 


Ser 


Pro 


Arg 


Gin 


Met 


Ala 


Val 


Arg 


Glu 


Lys Val Phe 


Asp Val 


He 


65 










70 










75 






80 


He 


Arg 


Cys 


Phe 


Lys 


Arg 


His 


Gly 


Ala 


Glu 


Val He Asp 


Thr 


Pro 


Val 










85 










90 






95 




Phe 


Glu 


Leu 


Lys 


Glu 


Thr 


Leu 


Met 


Gly Lys 


Tyr Gly Glu 


Asp 


Ser 


Lys 








100 










105 






110 






Leu 


He 


Tyr 


Asp 


Leu 


Lys 


Asp 


Gin 


Gly Gly 


Glu Leu Leu 


Ser 


Leu 


Arg 






115 










120 






125 








Tyr 


Asp 


Leu 


Thr 


Val 


Pro 


Phe 


Ala 


Arg 


Tyr 


Leu Ala Met 


Asn 


Lys 


Leu 




13 0 










135 








140 








Thr 


Asn 


He 


Lys 


Arg 


Tyr 


His 


He 


Ala 


Lys 


Val Tyr Arg 


Arg Asp 


Asn 


145 










150 










155 






160 


Pro 


Ala 


Met 


Thr 


Arg 


Gly 


Arg 


Tyr 


Arg 


Glu 


Phe Tyr Gin 


Cys 


Asp 


Phe 










165 










170 






175 




Asp 


He 


Ala 


Gly 


Asn 


Phe 


Asp 


Pro 


Met 


He 


Pro Asp Ala 


Glu 


Cys 


Leu 








180 










185 






190 






Lys 


He 


Met 


Cys 


Glu 


He 


Leu 


Ser 


Ser 


Leu 


Gin He Gly 


Asp 


Phe 


Leu 






195 










200 






205 








Val 


Lys 


Val 


Asn 


Asp 


Arg 


Arg 


He 


Leu 


Asp 


Gly Met Phe 


Ala 


He 


Cys 




210 










215 








220 








Gly 


Val 


Ser 


Asp 


Ser 


Lys 


Phe 


Arg 


Thr 


He 


Cys Ser Ser 


Val 


Asp 


Lys 


225 










230 










235 






240 


Leu 


Asp. 


Lys 


Val 


Ser 


Trp 


Glu 


Glu 


Val 


Lys 


Asn Glu Met 


Val 


Gly 


Glu 










245 










250 






255 




Lys 


Gly 


Leu 


Ala 


Pro 


Glu 


Val 


Ala 


Asp Arg 


He Gly Asp 


Tyr 


Val 


Gin 








260 










265 






270 






Gin 


His 


Gly 


Gly 


Val 


Ser 


Leu 


Val 


Glu 


Gin 


Leu Leu Gin 


Asp 


Pro 


Lys 






275 










280 






285 








Leu 


Ser 


Gin 


Asn 


Lys 


Gin 


Ala 


Leu 


Glu Gly 


Leu Gly Asp 


Leu Lys 


Leu 




290 










295 








300 
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* 

Leu Phe Glu Tyr Leu Thr 
305 310 
Asp Leu Ser Leu Ala Arg 

325 

Glu Ala Val Leu Leu Gin 

340 

Gly val Gly Ser Val Ala 
355 

Met Phe Asp Pro Lys Gly 

370 

Gly Val Glu Arg lie Phe 
385 390 
Glu Glu Lys He Arg Thr 

405 

Gin Lys Lys Leu Leu Glu 

420 

Asp Ala Gly He Lys Ala 
435 

Leu Asn Gin Leu Gin Tyr 
450 

He He Gly Glu Gin Glu 
465 470 
Val Thr Ser Arg Glu Glu 

485 

Glu He Lys Arg Arg Thr 

500 



Leu 


Phe Gly 


He Aso AsD 






J ^ ~j 


Glv 


Leu AsD 


Tvr Tvr Thr 






330 
•J -J w 


Thr 


Pro Ala 


Gin Ala Glv 

wjbi<fc& fX^a ysjtjf 




345 




Ala 


Glv Glv 


Ai^CT Tvi? Asn 




360 

^ V w 




Arcr 


Lys Val 


Pro Cvs Val 


375 




380 

J w Vf 


Ser 


He Val 


Glu Gin Arcr 






«7 ^ 


Thr 


Glu Thr 


Gin Val Leu 






^ X V 


Glu 


Arcr Leu 


Lvs Leu Val 




*■ A s 




Glu 


Leu Leu 


Tvr Lvs Lvs 




44r0 




Cvs 


Glu Glu 


Ala Glv Tie 


455 




460 


Leu 


Lys Asp 


Gly Val He 






475 


Val 


Asp Val 


Arg Arg Glu 






490 


Gly 


Gin Pro 


Leu Cys He 



505 
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Lvs He 


Ser 


Phe 






^ ^ 


Gly Val 


He 


Tyr 




335 




w J> U J. U 


K 'i- W 




J _J w 






Gl V "L»eii 


Val 


Glv 


<J D ^ 






Glv L^u 




He 


Leu Glu 


Ala 


Leu 






400 


vax AX a 


0 v> 

oer 


Ala 




415 




Ser Glu 


Leu 


Trp 


430 






Asn Pro 


Lys 


Leu 


445 






Pro. Leu 


Val 


Ala 



Lys Leu Arg Ser 

480 

Asp Leu Val Glu 
495 

Cys * 
509 



<210> 1753 

<:211> 4545 

<212> PRT 

<213> Homo sapiens 



<400> 1753 



Met 


Leu 


Thr 


Pro 


Pro 


Leu 


Leu 


Leu 


1 








5 








Val 


Ala 


Ala 


Ala 


He 


Asp 


Ala 


Pro 








20 










Ala 


Cys 


Arg 


Asp 


Gin 


He 


Thr 


Cys 






35 










40 


Gly 


Glu 


Arg 


Asp 


Cys 


Pro 


Asp 


Gly 




50 










55 




Pro 


Gin 


Ser 


Lys 


Ala 


Gin 


Arg 


Cys 


65 










70 






Gly 


Thr 


Glu 


Leu 


Cys 


Val 


Pro 


Met 










85 








Asp 


Cys 


Met 


Asp 


Gly 


Ser 


Asp 


Glu 








100 










Gly 


Asn 


Cys 


Ser 


Arg 


Leu 


Gly 


Cys 






115 










120 


Asp 


Gly 


Pro 


Thr 


Cys 


Tyr 


Cys 


Asn 




130 










135 




Gly 


Lys 


Thr 


Cys 


Lys 


Asp 


Phe 


Asp 


145 










150 






Ser 


Gin 


Leu 


Cys 


Thr 


Asn 


Thr 


Asp 










165 








Glu 


Gly 


Tyr 


Leu 


Leu 


Gin 


Pro 


Asp 








180 










Glu 


Pro 


Val 


Asp 


Arg 


Pro 


Pro 


Val 






195 










200 


He 


Leu 


Ala 


Thr 


Tyr 


Leu 


Ser 


Gly 




210 










215 





Leu 


Leu 


Pro 


Leu 


Leu Ser 


Ala 


Leu 




10 








15 




Lys 


Thr 


Cys 


Ser 


Pro Lys 


Gin 


Phe 


25 








30 






He 


Ser 


Lys 


Gly 


Trp Arg 


Cys 


Asp 










45 






Ser 


Asp 


Glu 


Ala 


Pro Glu 


He 


Cys 








60 








Gin 


Pro 


Asn 


Glu 


His Asn 


Cys 


Leu 






75 








80 


Ser 


Arg 


Leu 


Cys 


Asn Gly 


Val 


Gin 




90 








95 




Gly 


Pro 


His 


Cys 


Arg Glu 


Leu 


Gin 


105 








110 






Gin 


His 


His 


Cys 


Val Pro 


Thr 


Leu 










125 






Ser 


Ser 


Phe 


Gin 


Leu Gin 


Ala 


Asp 








140 








Glu 


Cys 


Ser 


Val 


Tyr Gly 


Thr 


Cys 






155 








160 


Gly 


Ser 


Phe 


He 


Cys Gly 


Cys 


Val 




170 








175 




Asn 


Arg 


Ser 


Cys 


Lys Ala 


Lys 


Asn 


185 








190 






Leu 


Leu 


He 


Ala 


Asn Ser 


Gin 


Asn 










205 






Ala 


Gin 


Val 


Ser 


Thr He 


Thr 


Pro 



220 



3602 
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Thr 


Ser 


Thr 


Arg 


Gin 


Thr 


Thr 


Ala 


225 










230 






Thr 


Val 


Cys 


Trp 


Val 


His 


Val 


Gly 










245 








Lys 


Cys 


Ala 


Arg 


Met 


Pro 


Gly 


Leu 








260' 










He 


Asn 


He 


Ser 


Leu 


Ser 


Leu 


His 






275 










280 


Trp 


Leu 


Thr 


Gly 


Asn 


Phe 


Tyr 


Phe 




290 










295 




Phe 


Val 


Cys 


Asn 


Arg 


Asn 


Gly 


Asp 


305 










310 






Glu 


Leu 


Tyr 


Asn 


Pro 


Lys 


Gly 


He 










325 








Val 


Phe 


Phe 


Thr 


Asp 


Tyr 


Gly 


Gin 








340 










Met 


Asp 


Gly 


Gin 


Asn 


Arg 


Thr 


Lys 






355 










360 


Pro 


His 


Gly 

•* 


He 


Thr 


Leu 


Asp 


Leu 




370 










375 




Asp 


Ala 


Tyr 


Leu 


Asp 


Tyr 


He 


Glu 


385 










390 






Arg 


Gin 


Thr 


He 


He 


Gin 


Gly 


He 










405 








Thr 


Val 


Phe 


Glu 


Asn 


Tyr 


Leu 


Tvr 








420 










Ala 


Gin 


Gin 


Lys 


Thr 


Ser 


Val 


He 






435 










440 

^5 w 


Glu 


Tyr 
<< 


Gin 


Val 


Val 


Thr 


Arq 


Val 




450 










455 




Tyr 


His 


Gin 


Arg 


Arg 


Gin 


Pro 


Arg 


465 










470 






Asp 


Gin 


Tyr 


Gly 


Lys 


Pro 


Gly 


Gly 










485 








Aan 


Ser 


His 


Lvs 


Ala 


Atq 


Thr 


Cys 








500 










Gly 


Ser 


Asp 


Gly 


Lys 


Ser 


Cys 


Lys 






515 










520 


Val 


Tyr 


Gly 


Lys 


Gly 


Arg 


Pro 


Gly 




530 










535 




Ala 


Lys 


Val 


Pro 


Asp 


Glu 


His 


Met 


545 










550 






Pro 


Arg 


Ala 


Leu 


Asp 


Phe 


His 


Ala 










565 








Asp 


Thr 


Thr 


Ser 


Tyr 


Leu 


He 


Gly 








580 










Arg 


Glu 


Thr 


He 


Leu 


Lys 


Asp 

XT 


Gly 






595 










600 


Val 


Asp 


Trp 


Met 


Gly 


Asp 


Asn 


Leu 




610 










615 




Lys 


Thr 


He 


Ser 


Val 


Ala 


Arg 


Leu 


625 










630 






Thr 


Leu 


He 


Glu 


Gly 


Lys 


Met 


Thr 










645 








Pro 


Leu 


Asn 


Gly 


Trp 


Met 


Tyr 


Trp 








660 










Asp 


Ser 


Atq 


Atq 


GlV 


Ara 


Leu 


Glu 






675 










680 


Arg 


Asp 


He 


Phe 


Val 


Thr 


Ser 


Lys 




690 










695 




Ser 


Leu 


Asp 


He 


Pro 


Ala 


Gly 


Arg 


705 










710 






Asp 


Arg 


He 


Glu 


Thr 


He 


Leu 


Leu 



725 



Met 


Asp 


Phe Ser Tyr Ala 


Asn 


Glu 






235 






240 

£a \j 


Asp 


Ser 


Ala Ala 


Gin Thr 


Gin 


Leu 




250 






255 




Lys Gly 


Phe Val 


Asp Glu 


His 


Thr 


265 






270 






His 


Val 


Glu Gin 


Met Ala 


He 


Asn 








285 






Val 


Asp 


Asp He 


Asp Asp 


Arg 


He 






300 








Thr 


Cys 


Val Thr 


Leu Leu 


Asp 


Leu 






315 






320 


Ala 


Leu 


Asp Pro 


Ala Met 


Gly 


Lys 




330 






335 

V W mm 




He 


Pro 


Lys Val 


Glu Arg 


Cys 

■2 


Asp 


345 






350 






Leu 


Val 


Asp Ser 


Lys He 


Val 


Phe 








365 






Val 


Ser 


Arg iieu 


Val Tyr 




Ala 






380 








Val 


Val 


Asp Tyr Glu Gly 


Lvs 


Glv 






395 






400 


Leu 


He 


Glu His 


Leu Tyr 


Glv 


Leu 




410 






^ ^ ^ 




Ala 


Thr 


Asn Ser Asp Asn 


Ala 


Asn 


425 






430 






Arg Val 


Asn Arg 


Phe Asn 


Ser 


Thr 








445 






Asp 


Lys 


Gly Gly Ala Leu 


His 


He 

^ ^ %i 






460 








Val 


Arg 


Ser His 


Ala Cys 


Gill 








475 


• 




*x O U 


Cys 


Ser 


Asp He 


Cys Leu 


Leu 


Ala 




490 






^ J J 




Arg 


Cys 


Arg Ser Gly Phe 






505 






510 






Lys 


Pro 


Glu His 


Glu Leu 


Phe 


Leu 








525 






He 


He 


Arg Gly Met Asp 


Met 


Glv 






540 








He 


Pro 


He Glu 


Asn Leu 


Met 








555 






560 
^ \j \j 


Glu 


Thr 


Gly Phe 


He Tyr 


Phe 


Ala 




570 






57*5 
■J t ^ 




Arg 


Gin 


Lys He Asp Gly 


Thr 


Glu 


585 






590 






He 


His 


Asn Val 


Glu Gly 


Val 


Ala 








605 






Tyr 


Trp 


Thr Asp Asp Gly 


Pro 


Lvs 






620 








Glu 


Lys 


Ala Ala 


Gin Thr 


Arcr 


Lvs 






635 






640 
\j w 


His 


Pro 


Arg Ala 


He Val 


Val 


ASD 




650 






655 

U ^ •J 




Thr Asp 


Trp Glu Glu Asp 


Pro 


Lvs 


665 






670 






Arg Ala 


Trp Met Asp Gly 


Ser 


His 








685 






Thr 


Val 


Leu Trp 


Pro Asn 


Gly 


Leu 






700 








Leu 


Tyr 


Trp Val Asp Ala 


Phe 


Tyr 






715 






720 


Asn Gly 


Thr Asp Arg Lys 


He 


Val 




730 






735 





3603 



wo 01/57190 PCT/USO 1/04098 

Tyr Glu Gly Pro Glu Leu Asn His Ala Phe Gly Leu Cys His His Gly 

740 745 750 

Asn Tyr Leu Phe Trp Thr Glu Tyr Arg Ser Gly Ser Val Tyr Arg Leu 

755 760 765 

Glu Arg Gly Val Gly Gly Ala Pro Pro Thr Val Thr Leu Leu Arg Ser 

770 775 780 

Glu Arg Pro Pro lie Phe Glu lie Arg Met Tyr Asp Ala Gin Gin Gin 
785 790 795 800 

Gin Val Gly Thr Asn Lys Cys Arg Val Asn Asn Gly Gly Cys Ser Ser 

805 810 815 

Leu Cys Leu Ala Thr Pro Gly Ser Arg Gin Cys Ala Cys Ala Glu Asp 

820 825 830 

Gin Val Leu Asp Ala Asp Gly Val Thr Cys Leu Ala Asn Pro Ser Tyr 

835 840 845 

Val Pro Pro Pro Gin Cys Gin Pro Gly Glu Phe Ala Cys Ala Asn Ser 

850 855 860 

Arg Cys He Gin Glu Arg Trp Lys Cys Asp Gly Asp Asn Asp Cys Leu 
865 870 875 880 

Asp Asn Ser Asp Glu Ala Pro Ala Leu Cys His Gin His Thr Cys Pro 

885 890 895 

Ser Asp Arg Phe Lys Cys Glu Asn Asn Arg Cys He Pro Asn Arg Trp 

900 905 910 

Leu Cys Asp Gly Asp Asn Asp Cys Gly Asn Ser Glu Asp Glu Ser Asn 

915 920 925 

Ala Thr Cys Ser Ala Arg Thr Cys Pro Pro Asn Gin Phe Ser Cys Ala 

930 935 940 

Ser Gly Arg Cys. He Pro He Ser Trp Thr Cys Asp Leu Asp Asp Asp 
945 950 955 960 

Cys Gly Asp Arg Ser Asp Glu Ser Ala Ser Cys Ala Tyr Pro Thr Cys 

965 970 975 

Phe Pro Leu Thr Gin Phe Thr Cys Asn Asn Gly Arg Cys He Asn He 

980 985 990 

Asn Trp Arg Cys Asp Asn Asp Asn Asp Cys Gly Asp Asn Ser Asp Glu 

995 1000 1005 

Ala Gly Cys Ser His Ser Cys Ser Ser Thr Gin Phe Lys Cys Asn Ser 

1010 1015 1020 

Gly Arg Cys He Pro Glu His Trp Thr Cys Asp Gly Asp Asn Asp Cys 
1025 1030 1035 1040 

Gly Asp Tyr Ser Asp Glu Thr His Ala Asn Cys Thr Asn Gin Ala Thr 

1045 1050 1055 

Arg Pro Pro Gly Gly Cys His Thr Asp Glu Phe Gin Cys Arg Leu Asp 

1060 1065 1070 

Gly Leu Cys He Pro Leu Arg Trp Arg Cys Asp Gly Asp Thr Asp Cys 

1075 1080 1085 

Met Asp Ser Ser Asp Glu Lys Ser Cys Glu Gly Val Thr His Val Cys 

1090 1095 1100 

Asp Pro Ser Val Lys Phe Gly Cys Lys Asp Ser Ala Arg Cys He Ser 
1105 1110 1115 1120 

Lys Ala Trp Val Cys Asp Gly Asp Asn Asp Cys Glu Asp Asn Ser Asp 

1125 1130 1135 

Glu Glu Asn Cys Glu Ser Leu Ala Cys Arg Pro Pro Ser His Pro Cys 

1140 1145 1150 

Ala Asn Asn Thr Ser Val Cys Leu Pro Pro Asp Lys Leu Cys Asp Gly 

1155 1160 1165 

Asn Asp Asp Cys Gly Asp Gly Ser Asp Glu Gly Glu Leu Cys Asp Gin 

1170 1175 1180 

Cys Ser Leu Asn Asn Gly Gly Cys Ser His Asn Cys Ser Val Ala Pro 
1185 1190 1195 1200 

Gly Glu Gly He Val Cys Ser Cys Pro Leu Gly Met Glu Leu Gly Pro 

1205 1210 1215 

Asp Asn His Thr Cys Gin He Gin Ser Tyr Cys Ala Lys His Leu Lys 

1220 1225 1230 

Cys Ser Gin Lys Cys Asp Gin Asn Lys Phe Ser Val Lys Cys Ser Cys 
1235 1240 • 1245 
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Tyr Glu Gly Trp Val Leu Glu Pro Asp Gly Glu Ser Cys Arg Ser Leu 

1250 1255 1260 

Asp Pro Phe Lys Pro Phe lie lie Phe Ser Asn Arg His Glu lie Arg 
1265 1270 1275 1280 

Arg lie Asp Leu His Lys Gly Asp Tyr Ser Val Leu Val Pro Gly Leu 

1285 1290 1295 

Arg Asn Thr He Ala Leu Asp Phe His Leu Ser Gin Ser Ala Leu Tyr 

1300 1305 1310 

Trp Thr Asp Val Val Glu Asp Lys He Tyr Arg Gly Lys Leu Leu Asp 

1315 1320 1325 

Asn Gly Ala Leu Thr Ser Phe Glu Val Val He Gin Tyr Gly Leu Ala 

1330 1335 1340 

Thr Pro Glu Gly Leu Ala Val Asp Trp He Ala Gly Asn He Tyr Trp 
1345 1350 1355 1360 

Val Glu Ser Asn Leu Asp Gin He Glu Val Ala Lys Leu Asp Gly Thr 

1365 1370 1375 

Leu Arg Thr Thr Leu Leu Ala Gly Asp He Glu His Pro Arg Ala He 

1380 1385 1390 

Ala Leu Asp Pro Arg Asp Gly He Leu Phe Trp Thr Asp Trp Asp Ala 

1395 1400 1405 

Ser Leu Pro Arg He Glu Ala Ala Ser Met Ser Gly Ala Gly Arg Arg 

1410 1415 1420 

Thr Val His Arg Glu Thr Gly Ser Gly Gly Trp Pro Asn Gly Leu Thr 
1425 1430 1435 1440 

Val Asp Tyr Leu Glu Lys Arg He Leu Trp He Asp Ala Arg Ser Asp 

1445 1450 1455 

Ala He Tyr Ser Ala Arg Tyr Asp Gly Ser Gly His Met Glu Val Leu 

1460 1465 1470 

Arg Gly His Glu Phe Leu Ser His Pro Phe Ala Val Thr Leu Tyr Gly 

1475 1480 1485 

Gly Glu Val Tyr Trp Thr Asp Trp Arg Thr Asn Thr Leu Ala Lys Ala 

1490 1495 1500 

Asn Lys Trp Thr Gly His Asn Val Thr Val Val Gin Arg Thr Asn Thr 
1505 1510 1515 1520 

Gin Pro Phe Asp Leu Gin Val Tyr His Pro Ser Arg Gin Pro Met Ala 

1525 1530 1535 

Pro Asn Pro Cys Glu Ala Asn Gly Gly Gin Gly Pro Cys Ser His Leu 

1540 1545 1550 

Cys Leu He Asn Tyr Asn Arg Thr Val Ser Cys Ala Cys Pro His Leu 

1555 1560 1565 

Met Lys Leu His Lys Asp Asn Thr Thr Cys Tyr Glu Phe Lys Lys Phe 

1570 1575 1580 

Leu Leu Tyr Ala Arg Gin Met Glu He Arg Gly Val Asp Leu Asp Ala 
1585 1590 1595 1600 

Pro Tyr Tyr Asn Tyr He He Ser Phe Thr Val Pro Asp He Asp Asn 

1605 1610 1615 

Val Thr Val Leu Asp Tyr Asp Ala Arg Glu Gin Arg Val Tyr Trp Ser 

1620 1625 1630 

Asp Val Arg Thr Gin Ala He Lys Arg Ala Phe He Asn Gly Thr Gly 

1635 1640 1645 

Val Glu Thr Val Val Ser Ala Asp Leu Pro Asn Ala His Gly Leu Ala 

1650 1655 1660 

Val Asp Trp Val Ser Arg Asn Leu Phe Trp Thr Ser Tyr Asp Thr Asn 
1665 1670 1675 1680 

Lys Lys Gin He Asn Val Ala Arg Leu Asp Gly Ser Phe Lys Asn Ala 

1685 1690 1695 

Val Val Gin Gly Leu Glu Gin Pro His Gly Leu Val Val His Pro Leu 

1700 1705 1710 

Arg Gly Lys Leu Tyr Trp Thr Asp Gly Asp Asn He Ser Met Ala Asn 

1715 1720 1725 

Met Asp Gly Ser Asn Arg Thr Leu Leu Phe Ser Gly Gin Lys Gly Pro 

1730 1735 1740 

Val Gly Leu Ala He Asp Phe Pro Glu Ser Lys Leu Tyr Trp He Ser 
1745 1750 1755 1760 
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Ser Gly Asn His Thr lie Asn Arg Cys Asn Leu Asp Gly Ser Gly Leu 

1765 1770 1775 

Glu Val lie Asp Ala Met Arg Ser Gin Leu Gly Lys Ala Thr Ala Leu 

1780 1785 1790 

Ala lie Met Gly Asp Lys Leu Trp Trp Ala Asp Gin Val Ser Glu Lys 

1795 1800 1805 

Met Gly Thr Cys Ser Lys Ala Asp Gly Ser Gly Ser Val Val Leu Arg 

1810 1815 1820 

Asn Ser Thr Thr Leu Val Met His Met Lys Val Tyr Asp Glu Ser lie 
1825 1830 1835 1840 

Gin Leu Asp His Lys Gly Thr Asn Pro Cys Ser Val Asn Asn Gly Asp 

1845 1850 1855 

Cys Ser Gin Leu Cys Leu Pro Thr Ser Glu Thr. Thr Arg Ser Cys Met 

1860 1865 1870 

Cys Thr Ala Gly Tyr Ser Leu Arg Ser Gly Gin Gin Ala Cys Glu Gly 

1875 1880 1885 

Val Gly Ser Phe Leu Leu Tyr Ser Val His Glu Gly lie Arg Gly lie 

1890 1895 1900 

Pro Leu Asp Pro Asn Asp Lys Ser Asp Ala Leu Val Pro Val Ser Gly 
1905 1910 1915 1920 

Thr Ser Leu Ala Val Gly lie T^p Phe His Ala Glu Asn Asp Thr lie 

1925 1930 1935 

Tyr Trp Val Asp Met Gly Leu Ser Thr lie Ser Arg Ala Lys Arg Asp 

1940 1945 1950 

Gin Thr Trp Arg Glu Asp Val Val Thr Asn Gly He Gly Arg Val Glu 

1955 1960 1965 

Gly He Ala Val Asp Trp He Ala Gly Asn He Tyr Trp Thr Asp Gin 

1970 1975 1980 

Gly Phe Asp Val He Glu Val Ala Arg Leu Asn Gly Ser Phe Arg Tyr 
1985 1990 1995 2000 

Val Val He Ser Gin Gly Leu Asp Lys Pro Arg Ala He Thr Val His 

2005 2010 2015 

Pro Glu Lys Gly Tyr Leu Phe Trp Thr Glu Trp Gly Gin Tyr Pro Arg 

2020 2025 2030 

He Glu Arg Ser Arg Leu Asp Gly Thr Glu Arg Val Val Leu Val Asn 

2035 2040 2045 

Val Ser He Ser Trp Pro Asn Gly He Ser Val Asp Tyr Gin Asp Gly 

2050 2055 2060 

Lys Leu Tyr Trp Cys Asp Ala Arg Thr Asp Lys He Glu Arg He Asp 
2065 2070 2075 2080 

Leu Glu Thr Gly Glu Asn Arg Glu Val Val Leu Ser Ser Asn Asn Met 

2085 2090 2095 

Asp Met Phe Ser Val Ser Val Phe Glu Asp Phe He Tyr Trp Ser Asp 

2100 2105 2110 

Arg Thr His Ala Asn Gly Ser He Lys Arg Gly Ser Lys Asp Asn Ala 

2115 2120 2125 

Thr Asp Ser Val Pro Leu Arg Thr Gly He Gly Val Gin Leu Lys Asp 

2130 2135 2140 

He Lys Val Phe Asn Arg Asp Arg Gin Lys Gly Thr Asn Val Cys Ala 
2145 2150 2155 2160 

Val Ala Asn Gly Gly Cys Gin Gin Leu Cys Leu Tyr Arg Gly Arg Gly 

2165 2170 2175 

Gin Arg Ala Cys Ala Cys Ala His Gly Met Leu Ala Glu Asp Gly Ala 

2180 2185 2190 

Ser Cys Arg Glu Tyr Ala Gly Tyr Leu Leu Tyr Ser Glu Arg Thr He 

2195 2200 2205 

Leu Lys Ser He His Leu Ser Asp Glu Arg Asn Leu Asn Ala Pro Val 

2210 2215 2220 

Gin Pro Phe Glu Asp Pro Glu His Met Lys Asn Val He Ala Leu Ala 
2225 2230 2235 2240 

Phe Asp Tyr Arg Ala Gly Thr Ser Pro Gly Thr Pro Asn Arg He Phe 

2245 2250 2255 

Phe Ser Asp He His Phe Gly Asn He Gin Gin He Asn Asp Asp Gly 

2260 2265 2270 
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• Ser Arg Arg lie Thr lie Val Glu Asn Val Gly Ser Val Glu Gly Leu 
2275 2280 2285 

Ala Tyr His Arg Gly Trp Asp Thr Leu Tyr Trp Thr Ser Tyr Thr Thr 

2290 2295 2300 

Ser Thr lie Thr Arg His Thr Val Asp Gin Thr Arg Pro Gly Ala Phe 
2305 2310 2315 2320 

Glu Arg Glu Thr Val lie Thr Met Ser Gly Asp Asp His Pro Arg Ala 

2325 2330 2335 

Phe Val Leu Asp Glu Cys Gin Asn Leu Met Phe Trp Thr Asn Trp Asn 

2340 2345 2350 

Glu Gin His Pro Ser lie Met Arg Ala Ala Leu Ser Gly Ala Asn Val 

2355 2360 2365 

Leu Thr Leu lie Glu Lys.Asp lie Arg Thr Pro Asn Gly Leu Ala lie 

2370 2375 2380 

Asp His Arg Ala Glu Lys Leu Tyr Phe Ser Asp Ala Thr Leu Asp Lys 
2385 2390 2395 2400 

lie Glu Arg Cys Glu Tyr Asp Gly Ser His Arg Tyr Val He Leu Lys 

2405 2410 2415 

Ser Glu Pro Val His Pro Phe Gly Leu Ala Val Tyr Gly Glu His He 

2420 2425 2430 

Phe Trp Thr Asp Trp Val Arg Arg Ala Val Gin Arg Ala Asn Lys His 

2435 2440 2445 

Val Gly Ser Asn Met Lys Leu Leu Arg Val Asp He Pro Gin Gin Pro 

2450 2455 2460 

Met Gly lie He Ala Val Ala Asn Asp Thr Asn Ser Cys Glu Leu Ser 
2465 2470 2475 2480 

Pro Cys Arg He J^n Asn Gly Gly Cys Gin Asp Leu Cys Leu Leu Thr 

2485 2490 2495 

His Gin Gly His Val Asn Cys Ser Cys Arg Gly Gly Arg He Leu Gin 

2500 2505 2510 

Asp Asp Leu Thr Cys Arg Ala Val Asn Ser Ser Cys Arg Ala Gin Asp 

2515 2520 2525 

Glu Phe Glu Cys Ala Asn Gly Glu Cys He Asn Phe Ser Leu Thr Cys 

2530 2535 2540 

Asp Gly Val Pro His Cys Lys Asp Lys Ser Asp Glu Lys Pro Ser Tyr 
2545 2550 2555 2560 

Cys Asn Ser Arg Arg Cys Lys Lys Thr Phe Arg Gin Cys Ser Asn Gly 

2565 2570 2575 

Arg Cys Val Ser Asn Met Leu Trp Cys Asn Gly Ala Asp Asp Cys Gly 

2580 2585 2590 

Asp Gly Ser Asp Glu He Pro Cys Asn Lys Thr Ala Cys Gly Val Gly 

2595 2600 2605 

Glu Phe Arg Cys Arg Asp Gly Thr Cys He Gly Asn Ser Ser Arg Cys 

2610 2615 2620 

Asn Gin Phe Val Asp Cys Glu Asp Ala Ser Asp Glu Met Asn Cys Ser 
2625 2630 2635 2640 

Ala Thr Asp Cys Ser Ser Tyr Phe Arg Leu Gly Val Lys Gly Val Leu 

2645 2650 2655 

Phe Gin Pro Cys Glu Arg Thr Ser Leu Cys Tyr Ala Pro Ser Trp Val 

2660 2665 2670 

Cys Asp Gly Ala Asn Asp Cys Gly Asp Tyr Ser Asp Glu Arg Asp Cys 
2675 2680 2685 

Pro Gly Val Lys Arg Pro Arg Cys Pro Leu Asn Tyr Phe Ala Cys Pro 

2690 2695 2700 

Ser Gly Arg Cys He Pro Met Ser Trp Thr Cys Asp Lys Glu Asp Asp 
2705 2710 2715 2720 

Cys Glu His Gly Glu Asp Glu Thr His Cys Asn Lys Phe Cys Ser Glu 

2725 2730 2735 

Ala Gin Phe Glu Cys Gin Asn His Arg Cys He Ser Lys Gin Trp Leu 

2740 2745 2750 

Cys Asp Gly Ser Asp Asp Cys Gly Asp Gly Ser Asp Glu Ala Ala His 

2755 2760 2765 

Cys Glu Gly Lys Thr Cys Gly Pro Ser Ser Phe Ser Cys Pro Gly Thr 
2770 2775 2780 
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His Val Cys Val Pro Glu Arg Trp Leu Cys Asp Gly Asp Lys Asp Cys 
2785 2790 2795 2800 

Ala Asp Gly Ala Asp Glu Ser lie Ala Ala Gly Cys Leu Tyr Asn Ser 

280S 2810 2815 

Thr Cys Asp Asp Arg Glu Phe Met Cys Gin Asn Arg Gin Cys lie Pro 

2820 2825 2830 

Lys His Phe Val Cys Asp His Asp Arg Asp Cys Ala Asp Gly Ser Asp 

2835 2840 2845 

Glu Ser Pro Glu Cys Glu Tyr Pro Thr Cys Gly Pro Ser Glu Phe Arg 

2850 2855 2860 

Cys Ala Asn Gly Arg Cys Leu Ser Ser Arg Gin Trp Glu Cys Asp Gly 
2865 2870 2875 2880 

Glu Asn Asp Cys His Asp Gin Ser Asp Glu Ala Pro Lys Asn Pro His 

2885 2890 2895 

Cys Thr Ser Pro Glu His Lys Cys Asn Ala Ser Ser Gin Phe Leu Cys 

2900 2905 2910 

Ser Ser Gly Arg Cys Val Ala Glu Ala Leu Leu Cys Asn Gly Gin Asp 

2915 2920 2925 

Asp Cys Gly Asp Ser Ser Asp Glu Arg Gly Cys His He Asn Glu Cys 

2930 2935 2940 

Leu Ser Arg Lys Leu Ser Gly Cys Ser Gin Asp Cys Glu Asp Leu Lys 
2945 2950 2955 2960 

He Gly Phe Lys Cys Arg Cys Arg Pro Gly Phe Arg Leu Lys Asp Asp 

2965 2970 2975 

Gly Arg Thr Cys Ala Asp Val Asp Glu Cys Ser Thr Thr Phe Pro Cys 

2980 2985 2990 

Ser Gin Arg Cys He Asn Thr His Gly Ser Tyr Lys Cys Leu Cys Val 

2995 3000 3005 

Glu Gly Tyr Ala Pro Arg Gly Gly Asp Pro His Ser Cys Lys Ala Val 

3010 3015 3020 

Thr Asp Glu Glu Pro Phe Leu He Phe Ala Asn Arg Tyr Tyr Leu Arg . 
3025 3030 3035 3040 

Lys Leu Asn Leu Asp Gly Ser Asn Tyr Thr Leu Leu Lys Gin Gly Leu 

3045 3050 3055 

Asn Asn Ala Val Ala Leu Asp Phe Asp Tyr Arg Glu Gin Met He Tyr 

3060 3065 3070 

Trp Thr Asp Val Thr Thr Gin Gly Ser Met He Arg Arg Met His Leu 

3075 3080 3085 

Asn Gly Ser Asn Val Gin Val Leu His Arg Thr Gly Leu Ser Asn Pro 

3090 3095 3100 

Asp Gly Leu Ala Val Asp Trp Val Gly Gly Asn Leu Tyr Trp Cys Asp 
3105 3110 3115 3120 

Lys Gly Arg Asp Thr He Glu Val Ser Lys Leu Asn Gly Ala Tyr Arg 

3125 3130 3135 

Thr Val Leu Val Ser Ser Gly Leu Arg Glu Pro Arg Ala Leu Val Val 

3140 3145 3150 

Asp Val Gin Asn Gly Tyr Leu Tyr Trp Thr Asp Trp Gly Asp His Ser 

3155 3160 3165 

Leu He Gly Arg He Gly Met Asp Gly Ser Ser Arg Ser Val He' Val 

3170 3175 3180 

Asp Thr Lys He Thr Trp Pro Asn Gly Leu Thr Leu Asp Tyr Val Thr 
3185 3190 3195 3200 

Glu Arg He Tyr Trp Ala Asp Ala Arg Glu Asp Tyr He Glu Phe Ala 

3205 3210 3215 

Ser Leu Asp Gly Ser Asn Arg His Val Val Leu Ser Gin Asp He Pro 

3220 3225 3230 

His He Phe Ala Leu Thr Leu Phe Glu Asp Tyr Val Tyr Trp Thr Asp 

3235 3240 3245 

Trp Glu Thr Lys Ser He Asn Arg Ala His Lys Thr Thr Gly Thr Asn 

3250 3255 3260 

Lys Thr Leu Leu He Ser Thr Leu His Arg Pro Met Asp Leu His Val 
3265 3270 3275 3280 

Phe His Ala Leu Arg Gin Pro Asp Val Pro Asn His Pro Cys Lys Val 

3285 3290 3295 
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Asn Asn Gly Gly Cys Ser Asn Leu Cys Leu Leu Ser Pro Gly Gly Gly 

3300 3305 3310 

His Lys Cys Ala Cys Pro Thr Asn Phe Tyr Leu Gly Ser Asp Gly Arg 

3315 3320 3325 

Thr Cys Val Ser Asn Cys Thr Ala Ser Gin Phe Val Cys Lys Asn Asp 

3330 3335 3340 

Lys Cys He Pro Phe Trp Trp Lys Cys Asp Thr Glu Asp Asp Cys Gly 
3345 3350 3355 3360 

Asp His Ser Asp Glu Pro Pro Asp Cys Pro Glu Phe Lys Cys Arg Pro 

3365 3370 3375 

Gly Gin Phe Gin Cys Ser Thr Gly He Cys Thr Asn Pro Ala Phe He 

3380 3385 3390 

Cys Asp Gly Asp Asn T^p Cys Gin Asp Asn Ser Asp Glu Ala Asn Cys 

3395 3400 3405 

Asp lie His Val Cys Leu Pro Ser Gin Phe Lys Cys Thr Asn Thr Asn 

3410 3415 3420 

Arg Cys He Pro Gly He Phe Arg Cys Asn Gly Gin Asp Asn Cys Gly 
3425 3430 3435 3440 

Asp Gly Glu Asp Glu Arg Asjp Cys Pro Glu Val Thr Cys Ala Pro Asn 

3445 3450 3455 

Gin Phe Gin Cys Ser He Thr Lys Arg Cys He Pro Arg Val Trp Val 

3460 3465 3470 

Cys Asp Arg Asp Asn Asp Cys Val Asp Gly Ser Asp Glu Pro Ala Asn 

3475 3480 3485 

Cys Thr Gin Met Thr Cys Gly Val Asp Glu Phe Arg Cys Lys Asp Ser 

3490 3495 3500 

Gly Arg Cys He Pro Ala Arg Trp Lys Cys Asp Gly Glu Asp Asp Cys 
3505 3510 3515 3520 

Gly Asp Gly Ser Asp Glu Pro Lys Glu Glu Cys Asp Glu Arg Thr Cys 

3525 3530 3535 

Glu Pro Tyr Gin Phe Arg Cys Lys Asn Asn Arg Cys Val Pro Gly Arg 

3540 3545 3550 

Trp Gin Cys Asp Tyr Asp Asn Asp Cys Gly Asp Asn Ser Asp Glu Glu 

3555 35.60 3565 

Ser Cys Thr Pro Arg Pro Cys Ser Glu Ser Glu Phe Ser Cys Ala Asn 

3570 3575 3580 

Gly Arg Cys He Ala Gly Arg Trp Lys Cys Asp Gly Asp His Asp Cys 
3585 ' 3590 3595 3600 

Ala Asp Gly Ser Asp Glu Lys Asp Cys Thr Pro Arg Cys Asp Met Asp 

3605 3610 3615 

Gin Phe Gin Cys Lys Ser Gly His Cys He Pro Leu Arg Trp Arg Cys 

3620 3625 3630 

Asp Ala Asp Ala Asp Cys Met Asp Gly Ser Asp Glu Glu Ala Cys Gly 

3635 3640 3645 

Thr Gly Val Arg Thr Cys Pro Leu Asp Glu Phe Gin Cys Asn Asn Thr 

3650 3655 3660 

Leu Cys Lys Pro Leu Ala Trp Lys Cys Asp Gly Glu Asp Asp Cys Gly 
3665 3670 3675 3680 

Asp Asn Ser Asp Glu Asn Pro Qlu Glu Cys Ala Arg Phe Val Cys Pro 

3685 3690 3695 

Pro Asn Arg Pro Phe Arg Cys Lys Asn Asp Arg Val Cys Leu Trp He 

3700 3705 3710 

Gly Arg Gin Cys Asp Gly Thr Asp Asn Cys Gly Asp Gly Thr Asp Glu 

3715 3720 3725 

Glu Asp Cys Glu Pro Pro Thr Ala His Thr Thr His Cys Lys Asp Lys 

3730 3735 3740 

Lys Glu Phe Leu Cys Arg Asn Gin Arg Cys Leu Ser Ser Ser Leu Arg 
3745 3750 3755 3760 

Cys Asn Met Phe Asp Asp Cys Gly Asp Gly Ser Asp Glu Glu Asp Cys 

3765 3770 3775 

Ser He Asp Pro Lys Leu Thr Ser Cys Ala Thr Asn Ala Ser He Cys 

3780 3785 3790 

Gly Asp Glu Ala Arg Cys Val Arg Thr Glu Lys Ala Ala Tyr Cys Ala 
3795 3800 3805 
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Cys Arg Ser Gly Phe His Thr Val Pro Gly Gin Pro Gly Cys Gin Asp 

3810 3815 3820 

lie Asn Glu Cys Leu Arg Phe Gly Thr Cys Ser Gin Leu Cys Asn Asn 
3825 3830 3835 3840 

Thr Lys Gly Gly His Leu Cys Ser Cys Ala Arg Asn Phe Met Lys Thr 

3845 3850 3855 

His Asn Thr Cys Lys Ala Glu Gly Ser Glu Tyr Gin Val Leu Tyr lie 

3860 3865 . 3870 

Ala Asp Asp Asn Glu lie Arg Ser Leu Phe Pro Gly His Pro His Ser 

3875 3880 3885 

Ala Tyr Glu Gin Ala Phe Gin Gly Asp Glu Ser Val Arg He Asp Ala 

3890 3895 3900 

Met Asp Val His Val Lys Ala Gly Arg Val Tyr Trp Thr Asn Trp His 
3905 3910 3915 3920 

Thr Gly Thr He Ser Tyr Arg Ser Leu Pro Pro Ala Ala Pro Pro Thr 

3925 3930 3935 

Thr Ser Asn Arg His Arg T^g Gin He Asp Arg Gly Val Thr His Leu 

3940 3945 3950 

Asn He Ser Gly Leu Lys Met Pro Arg Gly He Ala He Asp Trp Val 

3955 3960 3965 

Ala Gly Asn Val Tyr Trp Thr Asp Ser Gly Arg Asp Val He Glu Val 

3970 3975 3980 

Ala Gin Met Lys Gly Glu Asn Arg Lys Thr Leu He Ser Gly Met He 
3985 3990 3995 4000 

Asp Glu Pro His Ala He Val Val Asp Pro Leu Arg Gly Thr Met Tyr 

4005 4010 4015 

Trp Ser Asp Trp Gly Asn His Pro Lys He Glu Thr Ala Ala Met Asp 

4020 4025 4030 

Gly Thr Leu Arg Glu Thr Leu Val Gin Asp Asn He Gin Trp Pro Thr 

4035 4040 4045 

Gly Leu Ala Val Asp Tyr His Asn Glu Arg Leu Tyr Trp Ala Asp Ala 

4050 4055 4060 

Lys Leu Ser Val He Gly Ser He Arg Leu Asn Gly Thr Asp Pro He 
4065 4070 4075 4080 

Val Ala Ala Asp Ser Lys Arg Gly Leu Ser His Pro Phe Ser He Asp 

4085 4090 4095 

Val Phe Glu Asp Tyr He Tyr Gly Val Thr Tyr He Asn Asn Arg Val 

4100 4105 4110 

Phe Lys He His Lys Phe Gly His Ser Pro Leu Val Asn Leu Thr Gly 

4115 4120 4125 

Gly Leu Ser His Ala Ser Asp Val Val Leu Tyr His Gin His Lys Gin 

4130 4135 4140 

Pro Glu Val Thr Asn Pro Cys Asp Arg Lys Lys Cys Glu Trp Leu Cys 
4145 4150 4155 4160 

Leu Leu Ser Pro Ser Gly Pro Val Cys Thr Cys Pro Asn Gly Lys Arg 

4165 4170 4175 

Leu Asp Asn Gly Thr Cys Val Pro Val Pro Ser Pro Thr Pro Pro Pro 

4180 4185 4190 

Asp Ala Pro Arg Pro Gly Thr Cys Asn Leu Gin Cys Phe Asn Gly Gly 

4195 4200 4205 

Ser Cys Phe Leu Asn Ala Arg Arg Gin Pro Lys Cys Arg Cys Gin Pro 

4210 4215 4220 

Arg Tyr Thr Gly Asp Lys Cys Glu Leu Asp Gin Cys Trp Glu His Cys 
4225 4230 4235 4240 

Arg Asn Gly Gly Thr Cys Ala Ala Ser Pro Ser Gly Met Pro Thr Cys 

4245 4250 4255 

Arg Cys Pro Thr Gly Phe Thr Gly Pro Lys Cys Thr Gin Gin Val Cys 

4260 4265 4270 

Ala Gly Tyr Cys Ala Asn Asn Ser Thr Cys Thr Val Asn Gin Gly Asn 

4275 4280 4285 

Gin Pro Gin Cys Arg Cys Leu Pro Gly Phe Leu Gly Asp Arg Cys Gin 

4290 4295 4300 

Tyr Arg Gin Cys Ser Gly Tyr Cys Glu Asn Phe Gly Thr Cys Gin Met 
4305 4310 4315 4320 
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Ala Ala Asp Gly Ser Axg Gin Cys Arg Cys Thr Ala Tyr Phe Glu Gly 

4325 4330 4335 

Ser Arg Cys Glu Val Asn Lys Cys Ser Arg Cys Leu Glu Gly Ala Cys 

4340 4345 4350 

Val Val Asn Lys Gin Ser Gly Asp Val Thr Cys Asn Cys Thr Asp Gly 

4355 4360 4365 

Arg Val Ala Pro Ser Cys Leu Thr Cys Val Gly His Cys Ser Asn Gly 

4370 4375 4380 

Gly Ser Cys Thr Met Asn Ser Lys Met Met Pro Glu Cys Gin Cys Pro 
4385 4390 4395 4400 

Pro His Met Thr Gly Pro Arg Cys Glu Glu His Val Phe Ser Gin Gin 

4405 4410 4415 

Gin Pro Gly His lie Ala Ser lie Leu lie Pro Leu Leu Leu Leu Leu 

4420 4425 4430 

Leu Leu Val Leu Val Ala Gly Val Val Phe Trp Tyr Lys Arg Arg Val 

4435 4440 4445 

Gin Gly Ala Lys Gly Phe Gin His Gin Arg Met Thr Asn Gly Ala Met 

4450 4455 4460 

Asn Val Glu lie Gly Asn Pro Thr Tyr Lys Met Tyr Glu Gly Gly Glu 
4465 4470 4475 . 4480 

Pro Asp Asp Val Gly Gly Leu Leu Asp Ala Asp Phe Ala Leu Asp Pro 

4485 4490 4495 

Asp Lys Pro Thr Asn Phe Thr Asn Pro Val Tyr Ala Thr Leu Tyr Met 

4500 4505 4510 

Gly Gly His Gly Ser Arg His Ser Leu Ala Ser Thr Asp Glu Lys Arg 

4515 4520 4525 

Glu Leu Leu Gly Arg Gly Pro Glu Asp Glu lie Gly Asp Pro Leu Ala 
4530 4535 4540 4544 



<210> 1754 

<211> 393 

<212> PRT 

<213> Homo sapiens 



<400> 1754 



Met 


Glu 


Leu 


Val 


Ala 


Gly 


Cys 


Tyr 


Glu 


Gin 


Val 


Leu 


Phe 


Gly 


Phe 


Ala 


1 








5 










10 










15 




Val 


His 


Pro 


Glu 
20 


Pro 


Glu 


Ala 


Cys 


Gly 
25 


Asp 


His 


Glu 


Gin 


Trp 
30 


Thr 


Leu 


Val 


Ala 


Asp 
35 


Phe 


Thr 


His 


His 


Ala 
40 


His 


Thr 


Ala 


Ser 


Leu 
45 


Ser 


Ala 


Val 


Ala 


Val 
50 


Asn 


Ser 


Arg 


Phe 


Val 

55 


Val 


Thr 


Gly 


Ser 


Lys 
60 


Asp 


Glu 


Thr 


He 


His 


He 


Tyr 


Asp 


Met 


Lys 


Lys 


Lys 


He 


Glu 


His 


Gly 


Ala 


Leu 


Val 


His 


65 










70 










75 










80 


His 


Ser 


Gly 


Thr 


He 
85 


Thr 


Cys 


Leu 


Lys 


Phe 
90 


Tyr 


Gly 


Asn 


Arg 


His 
95 


Leu 


He 


Ser 


Gly 


Ala 
100 


Glu 


Asp 


Gly 


Leu 


He 
105 


Cys 


He 


Trp 


Asp 


Ala 
110 


Lys 


Lys 


Trp 


Glu 


Cys 
115 


Leu 


Lys 


Ser 


He 


Lys 
120 


Ala 


His 


Lys 


Gly 


Gin 
125 


Val 


Thr 


Phe 


Leu 


Ser 
130 


He 


His 


Pro 


Ser 


Gly 
135 


Lys 


Leu 


Ala 


Leu 


Ser 

140 


Val 


Gly 


Thr 


Asp 


Lys 


Thr 


Leu 


Arg 


Thr 


Trp 


Asn 


Leu 


Val 


Glu 


Gly 


Arg 


Ser 


Ala 


Phe 


He 


145 










150 










155 










160 


Lys 


i\sn 


lie 


Lys 


Gin 
165 


Asn 


Ala 


His 


He 


Val 
170 


Glu 


Trp 


Ser 


Pro 


Arg 
175 


Gly 


Glu 


Gin 


Tyr 


Val 
180 


Val 


He 


He 


Gin 


Asn 
185 


Lys 


He 


Asp 


He 


Tyr 
190 


Gin 


Leu 
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Asp 


Thr 


Ala 


Ser 


He 


Ser 


Gly Thr He 






195 








200 

M V W 


Ser 


Val 


Lys 


Phe 


Leu 


Ser 


Glu Ser Val 




210 










215 


Glu 


Val 


He 


Arg 


Phe 


Phe 


Asp CVS Asp 


225 










230 




Phe 


Lvs 


Ala 


His 


Glu 


Asn 


ArcT Val Lvs 










245 






Pro 


Glu 


His 


His 


Val 


He 


Val Ser Ala 








260 






265 

W ^ 


Met 


Trp 


Lvs 


Leu 


Lvs 


Gin 


ASD Lvs Lvs 






275 








280 

4U \# W 


Glu 


lie 


Asn 


Thr 


Asn 


Ala 


Arcr Leu Thr 




290 










295 


Lys 


Val 


Ala 


Asp 


Met 


Lys 


Glu Ser Leu 


305 










310 




Pro 


Val 


Ser 


Lvs 


Glu 


Gin 


Ser Lvs He 










325 






Thr 


Val 


His 


Lvs 


Glu 


Glu 


Lvs Arcr Ser 
















Gly 


Leu 


Thr 


Gly 


Asp 


Ser 


Lys Lys Ala 






355 








360 


Ser 


Thr 


Lys 


Lys 


Arg 


Lys 


Met- Val Glu 




370 










375 


Lys 


Lys 


Lys 


He 


Lys 


Pro 


Met Gin * 


385 










390 


392 



<210> 1755 

<211> 267 

<212> PRT 

<213> Homo sapiens 





<400> : 


L755 










Met 


Glu 


Met 


Lys 


Lys 


Lys 


He 


Asn Leu 


1 








5 








Glu 


Glu 


Val 


Thr 


Glu 


Leu 


Val 


Leu Asp 








20 








25 


Glu 


He 


Glu 


Gly 


Leu 


Asn 


Asp 


Thr Phe 






35 










40 


Met 


Ala 


Asn 


Val 


Glu 


Leu 


Ser 


Ser Leu 




50 










55 




Lys 


Leu 


Arg 


Lys 


Leu 


Glu 


Leu 


Ser Asp 


65 










70 






Glu 


Val 


Leu 


Ala 


Glu 


Lys 


Cys 


Pro Asn 










85 








Gly 


Asn 


Lys 


He 


Lys 


Asp 


Leu 


Ser Thr 








100 








105 


Lys 


Asn 


Leu 


Lys 


Ser 


Leu 


Asp Leu Phe 






115 










120 


Glu 


Asp 


Tyr 


Arg 


Glu 


Ser 


He 


Phe Glu 




130 










135 




Leu 


Asp 


Gly 


Phe 


Asp 


Gin 


Glu Asp Asn 


145 










150 






Glu 


Asp 


Asp 


Glu 


Asp 


Gly 


Asp Glu Asp 










165 








Glu 


Ala 


Gly 


Pro 


Pro 


Glu 


Gly Tyr Glu 








180 








185 


Asp 


Glu 


Asp 


Glu 


Asp 


Glu 


Asp Glu Asp 






195 










200 


Glu 


Gly 


Glu 


Glu 


Glu 


Val 


Gly Leu Ser 




210 










215 





PCT/USOl/04098 



Thr Asn Glu 


Lvs 


Arcr 


He 


Ser 




205 








Leu Ala Val 


Ala 


Gly 


Asp 


Glu 


220 










Ser Leu Val 


Cvs 


Leu 


Cys 


Glu 


235 








240 


Asp Met Phe 


Ser 


Phe 


Glu 


He 


250 






255 




Ser Ser Asp 


Gly 


Phe 


He 


Lys 






270 






Val Pro Pro 


Ser 


Leu 


Leu Cys 




285 








Cys Leu Gly 


Val 


Trp 


Leu Asp 


300 










-Pro Pro Ala 


Ala 


Glu 


Pro 


Ser 


315 








320 


Gly Lys Lys 


Glu 


Pro 


Gly Asp 


330 






335 




Lys Pro Asn 


Thr 


Lys 


Lys 


Arg 






350 






Thr Lys Glu 


Ser 


Gly 


Leu 


He 




365 








Met Leu Glu 


Lys 


Lys 


Arg 


Lys 


380 

w o w 










Glu Leu Arcr 






Ser 


Pro 


10 






15 




Asn Cvs Leu 


Cvs 


Val 


Asn Gly 












Lvs Glu Leu 


Glu 

\J -J^ %A 


Phe 


Leu 


Ser 




45 










f <I> w 


Ser 


Leu 


Asn 


60 










Asn Tie He 




Glv 


Gly Leu 


75 








80 


Leu Thr Tvr 


Leu 


Asn 


Leu 


Ser 


90 






95 




Val Glu Ala 


Leu 


Gin 


Asn 


Leu 






110 






Asn Cvs Glu 


He 


Thr 


Asn 


Leu 




125 








Leu Leu Gin 


Gin 


He 


Thr 


Tyr 


140 










Glu Ala Pro 


AsD 


Ser 


Glu 


Glu 


155 








160 


Asn Glu Glu 


Glu 


Glu 


Glu 


Asn 


170 






175 




Glu Glu Glu 


Glu 


Glu 


Glu 


Glu 






190 






Glu Ala Gly 


Ser 


Glu 


Leu Gly 




205 








Tyr Leu Met 


Lys 


Glu 


Glu 


He 



220 



3612 



wo 01/57190 

Gin Asp Glu Glu Asp Asp Asp Asp Tyr 
225 230 
Glu Glu Glu Glu Glu Gly Gly Leu Arg 

245 

Ala Glu Asp Asp Gly Glu Glu Glu Asp 

260 265 



PCT/USOl/04098 

Val Glu Glu Gly Glu Glu Glu 
235 240 
Gly Glu Lys Arg Lys Arg Asp 
250 255 
Asp * 
266 



<210> 1756 

<211> 238 

<212> PRT 

<213> Homo sapiens 



<400> 1756 
Met Ala Leu Glu 
1 

Trp Lys Arg Glu 

20 

Thr Glu Ala Trp 
35 

Gly Gly Val Asp 
50 

Ala Ser Leu Val 
65 

Asp Gly Asn Gly 

lieu Gly Val Leu 

100 

Leu Gin Val Asp 

115 

Arg Leu Leu Gin 
130 

Gly Thr Val Leu 
145 

Pro Leu Tyr lie 

Arg Leu Thr Cys 

180 

Gin Ala Asp lie 
195 

Pro Gly Pro Pro 
210 

Cys Pro Lys Gly 

225 



Ala Ala Gly Gly 
5 

Gin Ala Arg Leu 

Gin Arg Asp Pro 

40 

Val Ser Phe Val 
55 

Val Leu Ser Phe 
70 

Val Leu His His 
85 

Thr Asp Leu Pro 

Gly Leu Glu Asn 

12 0 

Thr Arg Gly Asp 
135 

Gly Met Ala Leu 
150 

Ser Val Gly His 
165 

Cys Cys Cys Arg 

Cys Ser Arg Glu 

200 

Thr Pro Arg Ser 
215 

Asp Ser Gly Glu 
230 



Pro 


Pro 


Glu 


Glu 




10 






Lys 


Ala 


His 


Val 


25 








TV T _ 

Ala 


Phe 


Ser Gly 


Lys 


Gly Asp Ser 








60 


Pro 


Glu 


Leu 


Glu 






75 




Arg 


Gly 


Phe 


Gly 




90 






Cys 


Val 


Gly Val 


105 








Asn 


Ala 


Leu 


His 


Ser 


Phe 


Pro 


Leu 








140 


Arg 


Ser 


His 


Asp 






155 




Arg 


Met 


Ser 


Leu 




170 






Phe 


Arg 


He 


Pro 


185 








His 


lie 


Arg 


Lys 


Pro 


Lys 


Ala 


Gin 








220 


Ser 


Ser 


Ala 


Leu 






235 





Thr Leu Ser Leu 
15 

Val Asp Arg Asp 
30 

Leu Gin Arg Val 
45 

Val Arg Ala Cys 

Val Leu Leu Val 

80 

Val Ala Cys His 
95 

Ala Lys Lys Leu 

110 

Lys Glu Lys He 
125 

Leu Gly Asp Ser 

Arg Ser Thr Arg 

160 

Glu Ala Ala Val 
175 

Glu Pro Val Arg 
190 

Ser Leu Gly Leu 
205 

Arg Pro Val Ala 

Cys * 
237 



<210> 1757 
<211> 283 
' <212> PRT 

<213> Homo sapiens 



<400> 1757 

Met Ala Leu Glu Ala Ala Gly Gly 

1 5 
Trp Lys Arg Glu Gin Ala Arg Leu 

20 

Thr Glu Ala Trp Gin Arg Asp Pro 
35 40 
Gly Gly Val Asp Val Ser Phe Val 
50 55 



Pro Pro Glu Glu Thr Leu Ser Leu 

10 15 
Lys Ala His Val Val Asp Arg Asp 

25 30 
Ala Phe Ser Gly Leu Gin Arg Val 

45 

Lys Gly Asp Ser Val Arg Ala Cys 

60 
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Ala Ser 


Leu 


Val Val Leu 


Ser 


Phe 


65 




70 






Glu Ser 


Ara 


Met Val Ser 


Leu 


Thr 






85 






Ala Phe 


Arg 


Glu Val Pro 


Phe 


Leu 






100 






Glu Lys 


Glu 


Pro Gly Leu 


Met 


Pro 




115 






120 


Gly Val 


Leu 


His His Arg 


Gly Phe 


130 






135 




Leu Thr 


Asp 


Leu Pro Cys 


Val Gly 


145 




150 






Asp Gly 


Leu 


Glu Asn Asn 


Ala 


Leu 






165 






Gin Thr 


Arcr 


Gly Asp Ser 


Phe 


Pro 






180 






Leu Glv 


Met 


Ala Leu Arg 


Ser His 




195 






200 


lie Ser 


Val 


Glv His Arcr 


Met 


Ser 


210 

W 






215 




Cvs Cvs 


Cvs 


Cvs Arcr Phe 


Arg 


lie 












lie Cys 


Ser 


Arg Glu His 


lie Arg 






245 






Pro Thr 


Pro 


Arg Ser Pro 


Lys 


Ala 






260 






Gly Asp 


Ser 


Gly Glu Ser 


Ser 


Ala 




275 






280 



Pro 


Glu Leu Glu 


Val 


Val Tvr Glu 




75 




80 


Ala 


Pro Tyr Val 


Ser 


Gly Phe Leu 




90 




95 


Leu 


Glu Leu Val 


Gin 


Gin Leu Arcr 


105 






110 


Gin 


Val Leu Leu 


Val 


Asp Gly Asn 






125 




Gly 


Val Ala Cys 


His 


Leu Gly Val 




140 






Val 


Ala Lys Lys 


Leu 


Leu Gin Val 




155 




160 

■J* w \s 


His 


Lys Glu Lys 


lie 


Aror Leu Leu 




170 




175 


Leu 


Leu Gly Asp Ser 


Glv Thr Val 


185 






190 

^ w 


Asp 


Arg Ser Thr Arg 


Pro Leu Tvr 






205 




Leu 


Glu Ala Ala 


Val 


Arcr Leu Thr 




220 






Pro 


Glu Pro Val 


Arg 


Gin Ala A^sn 

X^JbGL f%Ok# 




235 




240 


Lys 


Ser Leu Gly Leu 


Pro Gly Pro 




250 




255 


Gin 


Arg Pro Val 


Ala 


Cys Pro Lys 


265 






270 


Leu 


Cys * 







282 



<210> 1758 

<211> 1029 

<212> PRT 

<213> Homo sapiens 



<400> 1758 



Met Asn 


Leu 


Phe 


1 








He 


Glu 


Glu 


Ala 








20 


Ser 


Ser 


Pro 


He 






35 




Val 


Ser 


Arg 


Ala 




50 






Asp 


Ser 


Ser 


Val 


65 








Ser 


Tyr 


Phe 


Lys 


Asp 


Ser 


Glu 


Asp 








100 


Lys 


Thr 


Phe 


Asn 






115 




Asp 


Glu 


Glu 


Ser 




130 






He 


Ser 


Glu 


Leu 


145 








Lys 


Leu 


Gin 


Thr 


Leu 


Leu 


Lys 


Leu 








ISO 


Ala 


Ala 


Leu 


Leu 






195 





Asn Leu Asp Arg 
5 

Pro Glu Ala Thr 

Ser Leu Ser Ala 

40 

Asn Thr Pro Asp 
55 

Pro Glu Thr Pro 
70 

Asn Gin Arg Gly 
85 

Val Val Ser Pro 

Lys Asp Thr Val 

120 

Gin Gly Leu Pro 
135 

Glu Asp Leu Ser 
150 

Leu Lys Glu Leu 
165 

He Glu Ser Thr 

Met Phe Gly Asp 

200 



Phe 


Gly Phe Glu 




10 




Pro 


Gin 


Pro Ser 


25 






Glu 


Glu 


Glu Asn 


Ser 


Asp 


He Thr 






60 


Asp 


Asn 


Glu Arg 






75 


He 


Gin 


Tyr He 




90 




Asn 


Cys 


Ser Asn 


105 






He 


He 


Val Ser 


Thr 


Met Ala Arg 






140 


Glu 


Leu Glu Asp 






155 


Phe 


Pro 


Gin Arg 




170 




Ser 


Thr 


Met Asp 


185 






Ala 


Gly Gly Gly 



Lys Arg Asn Lys 
15 

Gin Pro Gly Pro 
30 

Ala Glu Gly Glu 
45 

Glu Lys Thr Glu 

Lys Ala Ser He 

80 

Asp Leu Ser Ser 
95 

Thr Val Gin Glu 
110 

Glu Pro Ser Glu 
125 

Arg Asn Asp Asp 

Leu Lys Asp Ala 

160 

Ser Asp Asn Asp 
175 

Gly Ala He Ala 
190 

Pro Arg Lys Arg 
205 
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Lys 


Leu 


Ser 


Ser 


Ser 


Ser 


Glu 


Pro 


Tyr 


Glu 


Glu 


Asp 


Glu 


Phe Asn 


Asp 




210 










215 










220 








Asp 


Gin 


Ser 


lie 


Lys 


Lys 


Thr 


Arcr 


Leu 


Asp 


His 


Gly 


Glu 


Glu Ser 


Asn 


225 










230 










235 








240 


Glu 


Ser 


Ala 


Glu 


Ser 


Ser 


Ser 


Asn 


Trp 


Glu 


Lvs 


Gin 


Glu 


Ser He 


Val 










245 










250 








255 




Leu 


Lys 


Leu 


Gin 


Lys 


Glu 


Phe 


Pro 


Asn 


Phe 


Asp 


Lys 


Gin 


Glu Leu 


Arg 








260 










265 










270 




Glu 


Val 


Leu 


Lys 


Glu 


His 


Glu 


Trp 


Met 


Tyr 


Thr 


Glu 


Ala 


Leu Glu 


Ser 






275 










280 










285 






Leu 


Lys 


Val 


Phe 


Ala 


Glu 


Asp 


Gin 


Asp 


Met 


Gin 


Tyr 


Ala 


Ser Gin 


Ser 




290 










295 










300 








Glu 


Val 


Pro 


Asn 


Gly 


Lys 


Glu 


Val 


Ser 


Ser 


Arg 


Ser 


Gin 


Asn Tyr 


Pro 


305 










310 










315 








320 


Lys 


Asn 


Ala 


Thr 


Lys 


Thr 


Lys 


Leu 


Lys 


Gin 


Lys 


Phe 


Ser 


Met Lys 


Ala 










325 










330 








335 




Gin 


Asn 


Gly 


Phe 


Asn 


Lys 


Lvs 


Lys 


Lys 


Lvs 


Asn 


Val 


Phe 


Asn Pro 


Lys 








340 










345 










350 




Arg 


Val 


Val 


Glu 


Asp 


Ser 


Glu 


Tvr 


Asp 


Ser 


Glv 


Ser 


Asp 


Val Gly 


Ser 






355 










360 










365 

w w w 






Ser 


Leu 


Asp 


Glu 


Asp 


Tvr 


Ser 


Ser 

Mti 


Glv 


Glu 


Glu 

^■f M» Im4» 


Val 


Met 


Glu Asp 


Glv 




370 










375 










380 

www 








Tvr 


Lys 


Glv 


Lvs 


He 


Leu 


His 


Phe 


Leu 


Gin 


ASD 


Ala 


Ser 


He Glv 


Glu 


385 










390 










395 
•7 ^ 








400 


Leu 


Thx 


Leu 


Xle 


Pro 


Gin 


Cvs 


Ser 


Gin 


Lvs 


Lvs 


Ala 


Gin 


Lvs He 


Thr 










405 

w W 










^ ^ w 








415 
^ ^ ^ 




Glu 


Leu 


Arcr 


Pro 


Phe 


Asn 


Ser 




Glii 

Wk 


Ala 


Leu 


Phe 


Thr 


Lvs Met 


Ser 








420 

4Ci W 










425 










430 




Lys 


Thr 


Asn 


Glv 


Leu 


Ser 


Glu 


AsD 


Leu 


He 


Tro 


His 


Cva 


Lvs Thr 


Leu 






435 
^ >j ^ 










440 

^ ^ w 










445 






lie 


Gin 


Glu 


Arcr 


ASD 


Val 


Val 


He 


Arcr 


Leu 


Met 


Asn 


Lvs 

mam J iaP 


Cvs Glu 


ASD 




450 

W 










455 










460 

w 








lie 


Ser 


Asn 


Lvs 


Leu 


Thr 


Lvs 


Gin 


Val 


Thr 


Met 


Leu 


Thr 


Glv Asn 


Glv 


465 

V ^ 










470 










47 S 








480 


Glv 


Glv 


Trt> 


Asn 


He 

m»m 


Glu 

^4 


Gin 


Pro 


Ser 


He 


Leu 

J-J \A 


Asn 


Gin 


Ser Leu 


Ser 










485 

\,# ■mJ 










490 








495 

^ ^ 




Leu 


Lys 


Pro 


Tvr 


Gin 


Lvs 


Val 


Gly 


Leu 


Asn 

• 


Tro 


Leu 


Ala 


Leu Val 

X^ XA V XA 


His 








500 










505 










510 

^ w 




Lys 


His 


Gly 


Leu 


Asn 


Gly 


He 


Leu 


Ala 


Asp 


Glu 


Met 


Gly 


Leu Gly 


Lys 






515 

W 










520 










525 

•M* «£■ 






Thr 


lie 


Gin 


Ala 


He 


Ala 


Phe 


Leu 


Ala 


Tvr 


Leu 


Tvr 


Gin 


Glu Glv 


Asn 




530 










535 










540 








Asn 


Gly 


Pro 


His 


Leu 


He 


Val 


Val 


Pro 


Ala 


Ser 


Thr 


He 


Asp Asn 


Trp 


545 










550 










555 

^ ^ ^ 








560 

mJ W W 


Leu 


Arc? 


Glu 


Val 


Asn 


Leu 


Trp 


Cvs 


Pro 


Thr 


Leu 


Lvs 


Val 


Leu Cys 


Tyr 

* J; ^ 










565 










570 








575 




Tyr 


Gly 


Ser 


Gin 


Glu 


Glu 


Ara 


Lvs 


Gin 


He 


Ara 


Phe 


Asn 


He His 


Ser 








580 










585 










590 




Arc? 


Tvr 


Glu 


Asp 


Tvr 
*■ I ^ 


Asn 


Val 


He 


Val 


Thr 


Thr 


Tvr 


Asn 


Cvs Ala 


He 






595 

^ 










600 










605 






Ser 


Ser 


Ser 


Asp 


ASD 


Arcr 


Ser 


Leu 


Phe 


Arcr 


Arcr 


Leu 


Lvs 


Leu Asn 


Tvr 
i jf i 




610 










615 










620 








Ala 


lie 


Phe 


Asp 


Glu 


Glv 


His 


Met 


Leu 


Lys 


Asn 


Met 


Glv 


Ser He 


Arcr 


625 










630 










635 








640 


TVX 


Gin 


His 


Leu 


Met 


Thr 


He 


Asn 


Ala 


Asn 


Asn 


Arcr 


Leu 


Leu Leu 


Thr 










645 










650 








655 




Glv 


Thr 


Pro 


Val 


Gin 


Asn 


Asn 


Leu 


Leu 


Glu 


Leu 


Met 


Ser 


Leu Leu 


Asn 








a fin 
o o u 










003 










D / U 




Phe 


Val 


Met 


Pro 


His 


Met 


Phe 


Ser 


Ser 


Ser 


Thr 


Ser 


Glu 


He Arg 


Arg 
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Thr 
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Ser 


Ala 
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Glu 


Gin 


Ser 


He Tyr 
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Ala 
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He 


He 
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Arg 


Val 


Lvs 


Glu 


Glu 


Val 


Leu Lvs 

Ant w u y 0 
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Arg 
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Glu 


Leu 


Cvs 


Ala 


Met 


Ser Glu 








740 










Gly 


Leu 


Phe 


Asn 


Arg 


Leu 


Lvs 


Lvs Ser 
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Lys 


Asn 


Thr 


Glu 


Met 


Cvs 


Asn 


Val Met 




770 
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Ash 


His 


Pro 


Leu 


Leu 


His 


Arg 


Gin Tyr 


785 










790 






Glu 


Met 


Ser 


Gin 


Leu 


Met 


Leu 


Lys Glu 










805 

W W 








Pro 


Asp 


Leu 


He 


Phe 


Glu 


Asp 


Met Glu 
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W W 








825 

O A W 


His 


Val 


Leu 


Cvs 


Lvs 


Gin 


Tvr 


Ara His 
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Met 


Asp 


Leu 


He 


Leu 


Asp 


Ser 
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Ser 


Glu 
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Met 


Met 
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w 


Leu Glu 
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Tvr 
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Thr 


Lvs 
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Glv 
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T.oii Gl V 
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Val 
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He 
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Glu 
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X X 
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Gly 
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Gin 
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Leu 
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Leu 
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Arg 


Asn Ser Arg 


1 








5 
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Gly 


Ala 


Arg 


He 


Pro Arg Gly 
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25 


Gly 
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Ser 


Thr 


Gly 


Glu 
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Pro 


Gin 
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Cys 


Gly 


Trp 
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Asp 
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Asp 


Glu 
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Met 
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65 










70 




Asp 


Thr 


Leu 


Glu 


Gly 


Phe 


Glu Tyr Ala 










85 






Arg 


His 


He 


Lys 


Thr 
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Pro 
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Lvs 


Gin 


Glu 


Gin 


Leu 
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Asn 




Val 
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Glu 


















Gin 




At'ct 
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Met 


Ala 
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TVT* 
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Ala 


Glu 
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Glu 
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Phe 


Glu 


Leu 










o o u 






Tl o 
xxcs 




Aon 


f xxcs 


m n 

wXXX 


Leu Asp 


















Ax 


V ctx 


XJC u 


V3X y 


Cys 


He 






fi AO 
OO U 










A try 
r\x, ^ 


V Ax 


V ctx 


JJCU 


XrXXC? 


Ser 


Gin 




Q*? C 










880 


VaX 


iJBU 


XlSU 


Liys 


JTlXS 


His 


Gin 


fi on 
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Glu 


Ser 
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Asp 
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He 
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Thr Ijys Tyr Val 
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Asn Tyr He Glu 
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* 
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U 
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Lvs 


As 13 


Ser 


Ser 




Glv 


Glu 


Thr 


Glu 
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nxy imtyss ocx 
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Lvs 
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595 
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Ast) 


Pro 


Ser 


Pro 
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He 

«^ 
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Aso 
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He 
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o o u 
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CA A 


Glv 


Ala 


Met 


Ala 
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X jrx 
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Thr 
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t'XC L> wXjr nsijjj wXjr uxu 
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Sear 


Ala 
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AST> 
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Ala 


Phe 


OCX 
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T.vs 
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con 










foe 
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700 


Ser 


Ala 


Asp 


Ser 


Val 


Ala 


Phe 
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Val 


Leu 


Thr 


His Ser Thr Arg Asn 


705 
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Pro 


Asp 
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Glu 
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Ala 


Gin 


Leu 


Gin 


Glu 


Thr 


Met 
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Pro 
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Tvr 

J. jr i. 


Glu 


Ser 


Thr 


Glu 


Val 








620 












0CX 


X w 


Arg Asp 


Gl 11 

V3X u 


2Skl a 

AXd 


JjtSLl 






0 «J 












Pro 

^ 


Aao 


Ser 


al a 
Axa 


oer 


Gin 


Ala 


Ala 




0 3 u 














lyr 


A ■yrr 

/ixg 




Axa 


Lys 


Xiys 


T Are 
Xiyo 


XiCU 












0 / u 






OC5X 


Val 


Ala 


Pne 


Pro 


Val 

V CIX 




XlIX 










00b 










His 


X ux 


n -- - 

Asp 


Pro 


Gl 11 


A on 
Aop 


A cn 
AS 11 








inn 










Gin 


Tie 


Ala 


GxU 


Ala 


Tl^» 


a fin 


T.A1 1 
UCU 






/ X3 










TO ft 


T > Ai 1 


Vjxn 


oX u 


Thr 


Met 


TV 

Arg 


cys 


vax 




"7 '7 A 










/ J b 




Axg 


Xiys 




Leu 


Ala 


oer 


xxe 


Axa 


•7/1 C 










T c rt 
/bU 






lyr 


X xe 


al a 

AX A 


Tyr 


Leu 


XllX 


Arg 


v-yS 










765 








al a 


fiXo 


Xjcu 


Glu 


Arg 


T.Aii 

Xjeix 


T . Ai 1 


f^l Tl 

oxn 








780 










Zil a 


TV cn 
noil 


Axy 


Tyr 


Phe 


XllX 


T'Vi V 


vaX 






*7 Q C 










Q A A 


ijys 


oXu 


Xiys 


Lys 


He 


Arg 


(jXU 


irne 




0 X U 










oXb 




AXa 


AXcl 


ASp 


Asp 


Lys 


X ilx 


Ala 

Axa 


oxn 


Q 0 tr 










0 o r\ 






iyr 


f2l -w- 

Cjxy 


a1 3 
Axa 


Met 


Ala 


oxn 


TV y ^ 
il.Sp 


vax 










845 








oxn 


T.Ai 1 
XjcU 


V3XI1 


Asp Ala 


oxn 


Xieu 


Axa 








860 










xxe 


Jrne 


Xiys 


Leu 


Ala 


rrne 


Tyr 


Jrro 






Q "7 R 










Q an 


TV 


V7X11 


V etx 


Leu 


His 


Gl 11 

oxu 


XIX S 


Tl a 

xxe 




Q Q n 

0 ^7 U 










Q Q C 
0 7b 




AX a. 


A 0 71 

ASH 


HXS 


Arg Ala 


Xieu 


i9xn 


Tl A 

xxe 


-7 LID 










^xu 






XrX U 


irp 


C'xO 


Ser 


Ala 


Gl Tt 


oer 


oXU 










925 








X IIX 


r X \J 


a yrr 

Arg 


Asp Lys 


vax 


dl n 


uys 








940 










Met 


Asn 




Leu 


Ser 




Ala 


A eyi 
nail 






955 










960 


Asp 


Phe 


Val 


Pro 


Val 


Leu 


Val 


Phe 




970 










975 




Cys 


Leu 


Leu 


Ser 


Thr 


Val 


Gin 


Tyr 


985 










990 






Leu 


Ser 


Gly 


Glu 


Glu 


Ser 


Tyr 


Trp 



1005 



Glu Phe lie Lys Thr lie Asp Asp 

1020 
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<210> 1763 

<211> 686 

<212> PRT 

<213> Homo sapiens 



<400> 1763 



Met 


Glu 


Thr 


Leu 


Glu 


Ser 


Glu 


Leu 


Thr 


Cys 


Pro 


He 


Cys Leu 


Glu 


TiOii 

XJCSU 


1 








5 










10 












Phe 


Glu 


Asp 


Pro 


Leu 


Leu 


Leu 


Pro 


Cys 
25 


Ala 


His 


Ser 


Leu Cys 
30 


Phe 




Cys Ala 


His 




He 


Leu 


Val 


Ser Ser Cys 


Ser 


Ser Gly Glu 


Q A V 


-L j.e 
















40 










45 






Glu 


Pro 


He 


Thr 


Ala 


Phe 


Gin 


Cys 


Pro 


Thr 


Cys Arg Tyr Val 


He 


Ser 




SO 










55 










60 








Leu 


Asn 


His 


Arg 


Gly Leu 


Asp Gly Leu Lys 


Arg Asn Val Thr 


Leu 


Gin 


65 










70 










75 








80 


Asn 


He 


He 


Asp 


Arg 


Phe 


Gin Lys Ala Ser 


Val 


Ser Gly Pro 


Asn 


Ser 










85 










90 








95 




Pro 


Ser 




oer 


Arg Arg 


Glu Arg Thr Tyr 


Arg 


Pro 


Thr Thr 


Ala 


Met 








lUU 










105 








110 






Ser 


Ser 


11 

V7XU 


Arg 


He 


Ala 


Cys 


Gin 


Phe 


Cys 


Glu Gin Asp Pro 


Pro 


Arg 






TIC 










120 










125 






Asp Ala 


Val 


Lys 


Thr 


Cys 


He 


Thr 


Cys 


Glu 


Val 


Ser 


Tyr Cys 


Asp 


Arg 




130 










135 










140 








Cys 


Leu 


Arg 


Ala 


Thr 


His 


Pro 


Asn 


Lys 


Lys 


Pro 


Phe 


Thr Ser 


His 


Arg 


145 










150 










155 








160 


Leu 


Val 


Glu 


Pro 


Val 
165 


Pro 


Asp 


Thr 


His 


Leu 
170 


Arg 


Gly 


He Thr 


Cys 
175 


Leu 


Asp 


His 


LI 


loO 


Glu 


Lys 


Val 


Asn 


Met 
185 


Tyr 


Cys 


Val 


Ser Asp 
190 


Asp 


Gin 


Leu 


He 


v^ys 

IOC 


Ala 


Leu 


Cys 


Lys 


Leu 
200 


Val 


Gly 


Arg 


His 


Arg Asp 
205 


His 


Gin 


Val 


Ala 


Ser 


Leu 


Asn Asp 


Arg 


Phe 


Glu 


Lys 


Leu 


Lys 


Gin Thr 


Leu 


Glu 




210 










215 










220 








Met 


Asn 


Leu 


Thr 


Asn 


Leu 


Val 


Lys Arg Asn 


Ser 


Glu 


Leu Glu 


Asn 


Gin 


225 










230 










235 








240 


Met 


Ala 






He 
245 


Gin 


He 


Cys 


Gin 


Gin 
250 


Val 


Glu 


Val Asn 


inr 

^ c c 

255 


TV 1 f* 

Ala 


Met 


His 




O C 

z o u 


Lys 


Leu 


Met 


Glu 


Glu 
265 


Cys 


Asp 


Glu 


Leu Val 
270 


V7lU 


lie 


He 


Gin 


m n 

^ / 9 


g 


Lys 


Gin 


Met 


He 
280 


Ala 


Val 


Lys 


He 


Lys Glu 

285 


xnr 


Lys 


Val 


Met 




XJC5U 


Arg Lys 


Leu 


Ala 


Gin 


Gin 


Val 


Ala 


Asn Cys 


TV ^w^p 

Arg 


^in 




290 










295 










300 








Cys 


Leu 


Glu 


Arg 


Ser 


Thr 


Val 


Leu 


He 


Asn 


Gin 


Ala 


Glu His 


lie 


lieu 


305 










310 










315 








"3 O A 


Lys 


Glu 






Gin 
325 


Ala 


Arg 


Phe 


Leu 


Gin 
330 


Ser 


Ala 


Lys Asn 


lie 
335 


Aia 


Glu 


Arg 


Val 


Ala 
340 


Met 


Ala 


Thr 


Ala 


Ser 
345 


Ser 


Gin 


Val 


Leu He 
350 


Pro 


Asp 


He 


Asn 


Phe 


Asn 


Asp Ala 


Phe 


Glu 


Asn 


Phe 


Ala Xieu Asp Phe 


Ser 


Arg 






355 










360 










365 






Glu Lys 


Lys 


Leu 


Leu 


Glu 


Gly Leu Asp Tyr 


Leu 


Thr 


Ala Pro 


Asn 


Pro 




370 










375 










380 








Pro 


Ser 


He 


Arg 


Glu 


Glu 


Leu Cys 


Thr 


Ala 


Ser His Asp Thr 


He 


Thr 


385 










390 










395 . 








400 


Val 


His 


Trp 


He 


Ser Asp 


Asp Glu Phe 


Ser 


He 


Ser 


Ser Tyr 


Glu 


Leu 










405 










410 








415 




Gin Tyr 


Thr 


He 


Phe 


Thr 


Gly Gin Ala Asn 


Phe 


He 


Ser Leu 


Tyr 


Asn 








420 










425 








430 






Ser 


Val 


Asp 


Ser 


Trp Met 


He 


Val 


Pro 


Asn 


He 


Lys 


Gin Asn 


His 


Tyr 



435 440 445 
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Thr 


Val 


His 


Gly 


Leu 


Gin 


Ser Glv Thr 




450 










455 

7 mj ^ 


Ala 


lie 


Asn 


Gin 


Ala 


Gly 


Ser Arcr Asn 


465 










470 




Thr 


Asn 


Ser 


Gin 


Pro 


Phe 


Lvs Leu AsD 










485 






Leu 


Lys 


lie 


Ser 


Asn 


Asp 


Glv Leu Gin 








500 






505 


Leu 


Lys 


Lys 


Ser 


His 


Thr 


Pro Glu Arcr 






515 








520 


Gly 


Ala 


Ala 


Gly 


Asn 


He 


Phe He Asd 




530 










535 


Val 


Val 


Met 


Glv 


Ser 


Ser 


Thr Tro Tvr 


545 










550 

•i# «i/ w 




Seir 


Ala 


Pro 


Lvs 


Asn 


Glu 


Tm Xle Glv 










565 






Phe 


Ser 

^tJ *4» 


ArQ 








Aqti Phe Va1 








580 

^ W w 






3 O 9 


Met 


Leu 


Val 


ASD 


Val 


Pro 


Pro His Leu 






^ J J 








V W V/ 


ASD 


Tvr 


ASD 


Asn 


Asn 


Met 


Leu Ser Phe 




610 










^1 5 

O JL 9 


His 


Leu 


His 


Thy 


Phe 




Val Thr Phe 

VCLX AXX^ JT^XXB 


625 










630 




Phe 


Thr 


He 


Trp 


Asn 


Lys 


Ser Leu Met 










645 






Pro 


Asp 


Phe 


He 


Asp 


Tyr 


Pro Glu Airg 








660 






O O 3 


Gin 


Glu 


Ser 


Pro 


lyr 


V CtX 


v^xy r'lSu 






675 








D O U 




<210> 1764 










<211> j 


339 










<212> PRT 










<213> Homo 


sapiens 






<400> 1764 








Met 


Thr 


Gly 


Ala 


Glu 


He 


Gill PT*ft Ser* 


1 
J. 








5 






XjVS 


Ala 


Gly 


Glu 


Glu 


Val 


He Ala Glv 
/^.Ld 








20 








Pro 


Leu 


Val 


Val 


Arg 


Pro 


Lvs Val Arc 






35 








4 0 


Arcr 


Pro 


Lys 


Thr 


Glu 


Thr 


Lvs Ser Val 




50 










55 


Glu 


Ala 


Gin 


Ala 


Met 


Ser 


Glv Ala Ara 


65 










70 




Met 


Gly 


Gly 


Ala 


Arg 


Pro 


Lvs Thr Glu 










85 






Arcr 


Pro 


Lys 


Thr 


Asp 


Ala 


Ara Ala Val 








100 






105 


ASD 


Ala 


Lys 


Ala 


He 


Pro 


Glv Ala Arcr 






115 








X A \J 


Tro 


Ala 


Gin 


Ser 


Glu 


Phe 


Glv Tlir* Glu 




130 










lie 


Val 


Ser 


Gin 


Thr 


Asn 


Ala 


Val Ala Trp 


145 










150 




Gly 


Ser 


Val 


Thr 


Lys 


Ser 


Lys Gly Leu 










165 






Asn 


Val 


Asp 


Ala 


Glu 


Thr 


Phe Pro Gly 








180 






185 
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Arcr Tvr He Phe 


He 


Val 


T.VQ 


^ w U 








Ser Glu Pro Thr 


Arcr 


Leu 


Lvs 

XJ jr a9 


475 






4.fln 


Pro Lvs Met Thr 


His 


xiy& 


Lvs 

xj y o 


4 90 

^ u 




4 Q Q 

fx j7 3 




Met Glu Lvs Asd 


Glu 


Ser 


Ser 




510 






Phe Ser Glv Thr 


Glv 


C?vs 

^ y o 


Tvr 
xyx 


525 








Ser Glv Cvs His 


Tvr 


Tm 

xxp 


Glu 

V7X» ^X 


540 








Ala He Glv He 


Ala 


Tvr 
xyx 


Lvs 

XJ jr O 


555 






5f;n 

sou 


Lvs Asn Ala CeT* 


SeT* 


X x^ 


Val 
vdx 


570 








Val ZVT"cr Wt q Acn 
vo.^ xixs ABXx 




Xiy o 


Gl u 

V3X LL 




5Qn 






TiVR liVCT Tieii Gl vf 

XIJ^O AX^ XJtSU VSXjr 


vdx 


XICU 


XlCSU 










TvT? Asn Piro Al a 


Asn 


fieT* 
ocsx 


T*eii 










XXC IJCSVL JcrXU volX 




irxO 


i.Ilx 


635 






640 


He Leu Ser Gly 


Leu 


Pro 


Ala 


650 




655 




Gin Glu Cys Asn 


Cys 


Arg 


Pro 




670 






Lys Thr Cys His 


* 







685 



Ala Gin Ala Lys 


Pro 


Glu 


Lys 


10 




15 




Pro Glu Arg Glu 


Asn 


Asp 


Val 




30 






Thr Gin Ala Thr 


Thr 


Gly 


Ala 


45 








Pro Ala Ala Arg 


Pro 


Lys 


Thr 


60 








Pro Lys Thr Glu 


Val 


Gin 


Val 


75 






80 


Ala Gin Gly He 


Thr 


Gly 


Ala 


90 




95 




Gly Gly Ala Arg 


Ser 


Lys 


Thr 




110 






Pro Lys Asp Glu 


Ala 


Gin 


Ala 


125 








Ala Val Ser Gin 


Ala 


Glu 


Gly 


140 








Pro Leu Ala Thr 


Ala 


Glu 


Ser 


155 






160 


Ser Met Asp Arg 


Glu 


Leu 


Val 


170 




175 




Thr Gin Gly Gin 


Lys 


Gly 


He 



190 
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Gin 


Pro 


Trp 


Phe 


Gly Pro 


Gly 


Glu 


Glu 






195 










200 




Tyr 

•* 


Ser 


Arg 


Pro 


Arg Ala 


Arg 


Glu 


Glu 




210 










215 






Trp 


Ser 


Ala 


Asp 


Glu 


Thr 


Ser 


Thr 


Ala 


225 










230 








Glu 


Thr 


Ser 


Val 


Arg 


Ser 


Trp 

fir 


Pro 


Arq 










245 










Arg 


His 


Arg 


Ala 


Lys 


His 


Gin 


Thr 


Asn 








260 










265 


Lys 


Gin 


Glu 


Ala 


Tyr Val 


Asp 


Ser 


Trp 






275 










280 




Ser 


Asn 


Pro 


Phe 


Ser 


Phe 


Trp 


Val 


Gly 




290 










295 






Arg 


Pro 


Arg 


Val 


Arg Glu 


Glu 


Ala 


Asn 


305 










310 








Asn 


Arg 


Glu 


Asp 


Cys 


Phe 


Glu 


Ser 


Glu 










325 










Gin 


Ser 


Trp 


Val 


Leu 


Pro 


Gly 


Glu 


Glu 








340 










345 


ArcT 


Asp 


Lvs 


Glu 


Asp 


Pro 


Asn 


Thr 


Ala 






355 










360 
^ \j \j 




Asp 


Val 


ASD 


Ser 


Asp Arg 


Val 


Lvs 


Gin 




370 










375 






Val 


lie 

«M> 


He 


Gly 


Ser Trp 


Phe 


Tro 


Ala 


385 










390 








Gly 


Gly 


Ala 


Ser 


Ala 


He 


Cvs 


Glu 


Ser 










405 










Ala 


He 


Glv 


Glv 


Ser 


Ala 


Tvr 


Tro 


Ala 








420 

~ o 










42 5 


Ala 


Val 


Ala 




Glu 


Glu 


Ala 


JJjr O 


Pro 






435 

^ mj 










440 

*X *X w 




Phe 


Glv 


Ser 


Trt) 


Phe 


Trp 


ASD 


Arcr 


Asi> 




450 










455 






Pro 


Cva 


Pro 


Val 


Tyr 


Lys 


Val 






465 










470 








Glu 


Leu 


Asn 


Ala 


Ser 


Ser 


Arcr 


Pro 


Gin 










485 










Glu 


Phe 


Lvs 


Pro 


Gly Leu 


Phe 


His 


Glv 








500 










505 

\J mj 


Pro 


Phe 


Glv 


He 


Pro 


Glu 


Glu 


Ala 


Ser 






515 










520 
•J £t \j 




liVS 


Asn 


Leu 


Glu 


Leu 


Ser 


Pro 


Glu 

Vp# 1^ \A 


Glv 




530 










535 






Gin 


Pro 




Gin 


Pro 


Ser 


Pro 


Glu 


Phe 


545 










550 








Tvr 


Arcx 


Ser 


Val 


Arg 


Glu 


He 


Arcr 


Glu 

Mm W» 










565 










Ala 


Glu 


Ser 


Glu 


Ser 


Tirp 


Ser 


Cvs 


Ser 








580 










585 


lie 


Glv 


Ser 


Glu 


Glu 


Phe 


Glu 


Glu 


Phe 






595 










600 

V w V 




Arcr 


Asp 


Pro 


Phe 


He 


His 


Glu 

w% 


He 


Ser 




610 










615 






Ser 


Ala 


Ser 


Gin 


Phe 


Thr 


Ara 


ASD 


Phe 


625 










630 








Ser 


Leu 


He 


Glu 


Thr 


Leu 


Leu 


Asn 


Tvr 










645 










Ser 


Phe 


Leu 


Glu 


Asn 


Met 


He 


His 


Met 








660 










665 


Asn 


Met 


He 


Glu 


Thr 


Phe 


He 


Cys 


Gin 






675 










680 




His 


Ser 


Val 


Asp 


Ser 


Leu 


Glu 


Gin 


Leu 




690 










695 
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Thr 


Asn 


Met 


Glv 


Ser 


Trr> f^vs 








205 






Ala 


Ser 


Asn 


Glu 


Ser 

>NI# 


Glv Phe 






220 








Ser 


Ser 


Phe 


Tm 


Thr 


Glv Glu 




235 








940 


Glu 


Glu 


Ser 


Asn 


Thr 


Arcr Ser 


250 










255 


Pro 


Arg 


Ser 


Arcr 


Pro 


Arcr Ser 










270 




Ser 


Gly 


Ser 


Glu 


ASD 


Glu Ala 








285 






Glu 


Asn 


Thr 


T^n 


Asn 


Leu Phe 






300 

V/ W 








He 


Arcf 


Ser 


Lvs 


Leu 


Arcr Thr 




315 








790 

J A V 


Ser 


Glu 


AST3 


Glu 


Phe 


Tvr TiVfi 


330 

mJ W \J 










i7 J 9 


Ala 


Asn 


Ser 

W W JL 


Arcr 


Phe 


x^uL y xx J.O 














Leu 


Lvs 


Leu 

kX 


Arcr 


Ala 


(31 n TiVa 

wXll XijrO 








J Q 3 






Glu 


Pro 


Aro" 


Phe 

f^4XC 


Glu 

w X U 


Glu m n 






O O v/ 








m 11 

V7X LI 


ijys 












O ^ Z> 








A no 
* u u 


Glu 

ViJ J- VA 


Pro 


Glv 


Thr 

X XXX. 


Glu 

w<l> LX 


Gill Glv 


41 n 

4 X u 










AT C 


Glu 

V7 J> w 


Glu 


y ^> 


S^r 

Am 


Spr 

C J- 


T.f^ii fll "If 

xjcix wxy 










A 1 n 

ft J u 




VJ J. u 






ai 11 




AT a Tl *a 








44 ^ 

rr ^ J 






Glu 


Ala 


Cvs 


Php 

f xxc 




XJCStX AOXl 






4^n 


















Ala Gl 11 




4 7 5 








A Q n 
4 O U 


TVir 












4 QO 
*± ^ \j 










4 Q 
27 D 


Val 


Glv 


Phe 


Arcr 


Ser 


THr* Ser 

X X&X 










51 O 
O X V 




Glu 


Met 


Lieu 

W IpL 


Glu 

V7«X \A 


Ala 


XJ Jf O AT i w 








5*? 5 






Glu 


Glu 

%J ^Jb 


Gin 


Glu 


Ser 


lieu T.eii 

XJ^ Ui JUCU 






540 

? ^ w 








Thr 


Phe 


Gin 


Tvr 




Pro Ser 




555 
^ .J J 








5^0 
3 Q U 


His 


Leu 


Aro* 


Ala 


Arcr 


Gill Ser 

V7X IX li^ W Xi 


570 










575 


Cvs 


He 


Gin 


Cvfi 


Glu 


lieu IjVQ 

XJC U jr O 










5Qn 

3 7 U 




Leu 


Leu 




Met 


Asn 


TiVei Tie 

xj y o XX c 








£05 

D V -Z? 






Lvs 


He 


Ala 


Met 


Glv 


Mef" Aro 






620 








He 


Arcr 






Glv 


Val Val 

V CLX VOX 




W w i9 








^4n 


Pro 


Ser 


Ser 


Arg 


Val 


Arg Thr 


650 










655 


Ala 


Pro 


Pro 


Tyr 


Pro 


Asn Leu 










670 




Val 


Cys 


Glu 


Glu 


Thr 


Leu Ala 








685 






Thr 


Gly 


He 

•7 Art 


Arg 


Met 


Leu Arg 



700 
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His Leu Thr Met Thr He Asp Tyr His Thr Leu He Ala Asn Tyr Met 
705 710 715 720 

Ser Gly Phe Leu Ser Leu Leu Thr Thr Ala Asn Ala Arg Thr Lys Phe 

725 730 735 

His Val Leu Lys Met Leu Leu Asn Leu Ser Glu Asn Pro Ala Val Ala 

740 745 750 

Lys Lys Leu Phe Ser Ala Lys Ala Leu Ser He Phe Val* Gly Leu Phe 

755 760 765 

Asn He Glu Glu Thr Asn Asp Asn He Gin He Val He Lys Met Phe 

770 775 780 

Gin Asn He Ser Asn He He Lys Ser Gly Lys Met Ser Leu He Asp 
785 790 795 800 

Asp Asp Phe Ser Leu Glu Pro Leu He Ser Ala Phe Arg Glu Phe Glu 

805 810 815 

Glu Leu Ala Lys Gin Leu Gin Ala Gin He Asp Asn Gin Asn Asp Pro 

820 825 830 

Glu Val Gly Gin Gin Ser * 
835 838 



<210> 1765 

<211> 1022 

<212> PRT 

<213> Homo sapiens 



<400> : 


1765 
















Met Asp Leu 


Leu 


Ser 


Gly 


Thr 


Tyr He Phe 


Ala 


Val 


Leu Leu Ala Cys 


1 




5 






10 






15 


Val Val Phe 


His 


Ser 


Gly 


Ala 


Gin Glu Lys 


Asn 


Tyr 


Thr He Arg Glu 




20 








25 






30 


Glu Met Pro 


Glu 


Asn 


Val 


Leu 


He Gly Asp Leu Leu Lys Asp Leu Asn 


35 










40 
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Pro 


Lys 


Lys 


He 


Lys Gly 

255 


Leu 


Ser 


Glu 


Leu 


Thr 


Ser 


Asn Val 


265 










270 




Tyr 


Val 


Phe 


Val 


Ser 
285 


Thr 


Gin T^g 


Leu 


Trp 


Arg 


He 
300 


Leu 


Thr 


He Asp 


Leu 


Asn 


Gly 
315 


Val 


Asp 


Lys 


He Leu 
320 


Asn 


Gly 
330 


Ser 


Gin 


Val 


Val 


Thr Phe 
335 


Phe 


Asp 


Glu 


Gly 


Trp 


His 


Gin He 


345 










350 




Val 


Thr 


Leu 


Tyr 


He 
365 


Asp 


Asp Gin 


Pro 


Val 


Leu 


Gly 
380 


He 


Leu 


He Asn 


Ser 


Gly 


Lys 
395 


Glu 


Glu 


Thr 


Val Gin 
400 


Tyr 


Cys 
410 


Asp 


Pro 


Glu 


Gin 


Asn Asn 
415 


Gly 


Phe 


Cys 


Leu 


Asn 


Gly 


Pro Ser 


425 










430 




Cys 


He 


Cys 


Pro 


Pro 
445 


Gly 


Lys Pro 


Pro 


Gly 


V 

Leu 


Pro 
460 


Gly 


Asn 


Pro Gly 


Gly 


Lys 


Pro 
475 


Val 


Ser 


Thr 


Glu Ser 
480 


He 


Thr 
490 


Gly 


Tyr 


Gin 


Gly 


He Ala 
495 


Pro 


Gly 


He 


Gin 


Gly 


Ala 


Arg Gly 


505 










510 




Gly 


Arg 


Asp 


Gly 


Asp 
525 


Lys 

* 


Gly Asp 


Leu 


His 


Gly 


Met 
540 


Pro 


Gly 


Ser Lys 


Lys 


Gly 


Ser 
555 


Pro 


Gly 


Phe 


Tyr Gly 
560 


Thr 


Lys 
570 


Tyr 


Ser 


Tyr 
573 
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<210> 1773 
<211> 1269 
<212> PRT 

<213> Homo sapiens 



<400> 1773 
Met Ser Ala Pro 
1 

Pro Pro Lys Phe 

20 

Gly Pro Gly Ala 
35 

Asn Gin Met Gin 
50 

lie Ala Pro Ser 
65 

Leu Pro Leu Asp 

Val Pro Thr Gin 

100 

Ala Gin Gin Leu 
115 

Ser Thr Leu Gly 
130 

His Thr Ser Ala 
145 

Ser Pro Ala Met 

Pro Ser Thr Cys 

180 

Tyr Pro Ser Val 
195 

Gin Met Phe Thr 
210 

Asn Ser Phe Ser 
225 

Pro Pro Leu Pro 

Tyr Ser Thr Leu 

260 

Asn Leu lie Arg 

275 

Pro Thr He Thr 

290 

Val Gin Pro Pro 
305 

Ser Ser Gly Ser 

Val Glu Pro Val 

340 

Lys Gly Val Gin 
355 

Pro Thr Pro Leu 
370 

Asp Glu Glu Ala 
385 

Pro Met Pro Asn 

Met Leu Ser Ser 

420 



AJ.a 


Gly Ser 


Ser 










GXy 


Gly Ser 


Ala 


Gly 


Pro 


Ala 


Pro 








40 


Val 


Pro 


Ser 


Gly 






55 




Gly 


His 


Tyr 


Ser 




70 






Thr 


Gin 


Cys 


Gly 


85 








Asn 


Val 


Thr 


Pro 


Tyr 


Ser Arg 


Gly 








120 


Ser 


Phe 


Gin 


Gly 






135 




Ser 


Gin 


Pro 


Tyr 




150 






Tyr 


Ser 


Ala 


Ser 


165 








Gly 


His 


Tyr 


Ala 


Ser 


Tyr 


Pro 


Ser 








200 


Ser 


Gin 


Asn 


Ala 






215 




Gly 


Gin 


Asn 


Thr 




230 






Ser 


Gin 


Gin 


His 


245 








Tnr 


Trp 


Ser 


Ser 


Asn 


His 


Thr 


Gly 








280 


Val 


Ala Asp 


Ser 






295 




Lys 


Ser 


Ser 


Pro 




310 






Ser 


Ser 


Thr 


Arg 


325 








Thr 


Ser 


Val 


Thr 


Tyr 


Gly Glu 


Tyr 








360 


Ser 


Ser 


Thr 


Ser 






375 




Gly 


Val 


Asp 


Ser 




390 






Ser 


Tyr Asp 


Ala 


405 








Ser 


Ala 


Ser 


Ser 



His Pro Ala Ala 
10 

Val Ser Gly Ala 
25 

His Gin Gin Asn 

Tyr Gly Leu His 

60 

Gin Gly Pro Gly 
75 

Asp Tyr Tyr Ser 
90 

Asn Thr Val Asn 
105 

Pro Pro Ala Pro 
Ala Ala Ser Ser 

140 

Ser Ser Phe Val 
155 

.Ser Ser Val Ala 

, 170 
Met Ser Thr Val 
185 

Leu Pro Ala Gly 

Pro Thr Val Arg 

220 

Ala He Ser His 
235 

His Gin Gin Gin 
250 

Pro Gly Leu Pro 
265 

Ser Leu Ala Val 

Leu Ser Cys Pro 

300 

Val Val Ser Thr 
315 

Thr Pro Pro Thr 
330 

Gin Pro Ser Glu 
345 

Val Asn Asn Gin 

Asp Asp Glu Glu 

380 

Ser Ser Thr Thr 
395 

Leu Glu Gly Gly 
410 

Pro Ala Pro Asp 
425 



Ser Ala Arg He 
15 

Ala Ala Pro Ala 
30 

Gly Pro Ala Gin 
45 

His Gin Asn Tyr 

Lys Met Thr Ser 

80 

Ala Leu Tyr Thr 
95 

Gin Gin Pro Gly 

110 . 
His He Val Gly 
125 

Ala Ser His Leu 

Asn His Tyr Asn 

160 

Ser Gin Gly Phe 

175 

Ser Asn Ala Ala 
190 

Asp Thr Tyr Gly 

205 

Pro Val Lys Asp 

Pro Ser Pro Leu 

240 

Ser Leu Ser Gly 

255 

Ser Thr Gin Asp 
270 

Ala Asn Asn Asn 
285 

Val Met Gin Asn 

Val Leu Ser Gly 

320 

Ala Asn His Pro 
335 

Leu Leu Gin Gin 
350 

Ala Ser Ser Ala 
365 

Glu Glu Glu Glu 

Ser Ser Ala Ser 

400 

Ser Tyr Pro Asp 
415 

Pro Ala Pro Glu 
430 
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irxo 


i^xd 


G A w 

oer 


Ala 


Pro 


al a 

Aia 


Fro 


Ala 


Ser 


2Vl A 

Axa 


Pro 


Ala 


^^^^^^ 

Fro 


Val 






AIR 
4 J 3 










44 0 










445 








Vcl^ 


xrXU 


m n 


IrxO 


G A V 

oer 


Lys Met 


al A 

Aia 


iiys 


Pro 


Leu 


Bl a 
Axa 


Met 


Ala 


Tl A 

xxe 


Gin 




43 U 










9 3 




















Ills 


It lie 


G A^ 

OCX 


JjcU 


1 

va.x 


Tl A 

X xc 


TV ■v'rT 

Arg 


Met 


Leu 


Gin 


His 


nxS 


Leu 


Phe 


Leu 


Glu 












470 










475 










jt n f\ 

480 


j.yr 


OCX 


JrxO 


G AW 

oer 


Asn 


<rX W 


Val 

V OiX 


lyr 


oer 


Gly Phe 


r*l Tl 
lain 


Gin Tyr 


Pro 


Gin 




















490 










X O E 

435 








IT X 


V7X jf 


Val 

VAX 


f\aix 


Rl n 


T.A11 

XicU 


G A>~ 

oer 


Ser 


Ser 


Tl A 

XXC5 


Gly Gly 


T . Al 1 

iJCU 


oer 








3UU 










CAE 

505 










510 








m n 


G AV* 

Ocx 


Caw 
Ocx 


Fro 


Gin 


Pro 


^3l ^1 
l9lU 


G 

oer 


Leu Arg 


Fro 


Val 


Asn 


lieu 


inr 
















CO A 










525 








m n 

VJXIl 


V3XU 


TV 

«xg 


TV en 
ASH 


Tl A 

XXe 


Leu 


Pro 


Ma^ 


inr 


Pro 


Val 


xrp 


Ala 


Pro 


vax 


Pro 














535 










C>1 A 

540 










AO 11 


T.AIl 

XtCU 


TV en 


Ala 


^V 

ASp 


Leu 


Lys 


iiys 


Leu 


Asn Cys 


G V* 

oer 


Pro Asp 


oer 


Pne 












550 










555 










560 


TV "v*/^ 




TVir* 
X IIL. 


IjcU 


xnr 


Asn 


He 


Fro 


urXn 


Thr 


Gin 


Al 9 

Axa 


Leu 


Leu 


Asn 


Lys 










E f E 

565 










570 










t T r 

575 






xiy S 


T.^&i 1 
XICU 


Fro 


lieu 


Gly Leu 


lieu 


Leu 


His 


Pro 


Fne 


Arg Asp 


Leu 


Tnr 








C O A 

580 










585 










590 










fro - 


"ITa 1 

VaJ. 


Tl A 

ixe 


Thr 


Ser 


Asn 


Thr 


He 


Val 


Arg 


Cys 


Arg 


Ser 


Cys 






c o c 
595 










600 










605 








^ ^^^^ 

Arg 


1 nr 


Tyr 


XxS 


Asn 


Pro 


Phe 


Val 


Ser 


Phe 


He 


Asp 


Gin Arg 


Arg 


Trp 




610 










615 










620 










Lys 


Lys 


Asn 


Leu 


Cys 


Tyr Arg 


Val 


Asn 


Asp 


Val 


Pro 


Glu 


Glu 


Phe 


Met 


625 










630 










635 










640 




Asn 


Pro 


Leu 


Thr 


Arg 


Ser 


Tyr Gly 


Glu 


Pro 


His 


Lys 


Arg 


Pro 


Glu 










645 










650 










655 




VclX 




Asn 


oer 




Val 


Glu 


Phe 


He 


Ala 


Ser 


Ser 


Asp 


Tyr 


Met 


Leu 








660 










665 










670 






Arg 


^^^^ 

Fro 


Pro 


Gin 


Pro 


Ala 


Val 


Tyr 


Leu 


Phe 


Val 


Leu 


Asp 


Val 


Ser 


His 






675 










680 










685 










Ax a. 


"IT'S 1 


GlU 


TV T 

Ala 


Gly Tyr 


Leu 


Thr 


He 


Leu 


Cys 


Gin 


Ser 


Leu 


Leu 




a r\ 

690 










695 










700 












Asn 


Leu 


Asp 


Lys 


Leu 


Pro 


Gly Asp 


Ser Arg 


Thr 


Arg 


He 


Gly 


Phe 


70b 










710 










715 










720 




1^ V\ V* 

inr 


Fne 


Asp 


Ser 


Thr 


lie 


His 


Phe 


Tyr Asn 


Leu 


Gin 


Glu 


Gly 


Leu 










^ ^ 

725 










730 










735 








Fro 


Gin 


Neu 


Leu 


He 


Val 


Ser 


Asp 


He 


Asp 


Asp 


Val 


Phe 


Xieu 








#-f r\ 

740 










745 










750 








inr 


Fro 


TV J- . Ml. 

ASp 


Ser 


Leu 


Leu 


Val 


Asn 


Leu 


Tyr 


Glu 


Ser 


Lys 


Glu 


Leu 






ICC 

755 










760 










765 










jjys 


ASp 


jjeu 


Leu 


Asn 


Ala 


Leu 


Pro 


Asn 


Met 


pne 


Thr 


Asn 


Thr 


Arg 




•7 T 

770 










775 










M A 

780 












inr 


tin e 

nxS 


ser 


AX a. 


Leu 


Gly 


Pro 


Ala 


Leu 


Gin 


Axa 


Ala 


Phe 


T m m 

Lys 


Leu 


"7 o c 

too 










790 










795 










800 




oer 


Fro 


xnr 


oxy 


Gly Arg 


Val 


Ser 


Val 


Phe 


Gxn 


Thr 


Gin 


Leu 


Pro 










805 










810 










815 




o ^^^^ 
OCX 




u±y 


TV 1 


Qxy 


Leu 


Leu 


Gin 


Ser 


Arg Glu 


Asp 


Pro 


Asn 


Gxn 


Arg 








O f\ 










825 










830 






Q AT* 

OCX 


G A^ 

OCX 


inx 


xiys 


Val 

vax 


Val 


Gin 


His 


Leu 


Gly Pro 


&1 a 

Axa 


Thr Asp 


Fne 


ryr 






o ^ c 
835 










840 










845 








Xiy B 


xiys 


T.Al 1 


&1 s 
AXa 


lieu 


Asp 


Cys 


Ser Gly 


Gin 


Gin 


inr 


Ala 


Val 


ASp 


Leu 




OCA 










855 










O ^ f\ 

860 










'DHa 


XiCU. 


JucU 


oer 


oer 


Gin Tyr 


Ser Asp 


Leu 


Ala 


C 

oer 


Leu 


Ala 


vjys 


wet 


Of c 










870 










875 










880 


OCX 


jjys 


Tyr 


oer 


TV n 

AXa 


Gly Cys 


He 


Tyr 


Tyr Tyr 


Fro 


Ser 


Phe 


ills 


Tyr 










885 










890 










895 




Thr 


His 


Asn 


Pro 


Ser 


Gin 


Ala 


Glu Lys 


Leu 


Gin 


Lys 


T^p 


Leu 


Lys 


Arg 








900 










905 










910 






Tyr 


Leu 


Thr 


Arg 


Lys 


He Gly 


Phe 


Glu 


Ala 


Val 


Met 


Arg 


He 


Arg 


Cys 






915 










920 










925 








Thr 


Lys 


Gly 


Leu 


Ser 


Met 


His 


Thr 


Phe 


His 


Gly 


Asn 


Phe 


Phe 


Val 


Arg 



930 935 940 



3641 



wo 01/57190 



PCT/USO 1/04098 



Ser 


Thr 






T . A1 1 

XjcU. 


Ser Leu 


Ala 


AS 11 


He 


Asn Pro Asp 


AXei 


\3±y iriie 


945 










950 








955 




960 


Ala 


Val 




T A1 1 




He Glu 


Glu 


O A V* 

OCX 


Leu Thr Asp Thr 


O V* 

s>er 


x^eu vax 


















970 






A T C 

975 


Cys 


Phe 


m ri 


XXU. 




Leu Leu Tyr 


J.UX 


Ser 


Ser Lys Gly 


r*i It 
^J.U 


Arg Arg 






















Q O A 




lie Arg 


VaX 


His 


Thr 


Leu Cys 


Leu 


±rXU 


Val 


Val Ser Ser 


jjeu 


TV 1 ^ TV 

Axa Asp 












1000 






1005 






Val 


Tyr 




Gly 


Val 


Asp Val 


Gin 


Ala 


Ala 


He Cys Leu 


Leu 


Ala Asn 


1010 








1015 








1020 






Met 


Ala 


Val 


Asp 


Arg 


Ser Val 


Ser 


Ser 


Ser 


Leu Ser Asp 


Ala 


Arg Asp 


1025 








1030 






1035 




1040 


Ala 


Leu 


Val 


Asn 


Ala 


Val Val 


Asp 


Ser 


Leu 


Ser Ala Tyr 


Gly 


Ser Thr 








1045 






1050 




1055 


Val 


Ser 


Asn 


Leu 


61n 


His Ser 


Ala 


Leu 


Met 


Ala Pro Ser 


Ser 


Leu Lys 






1060 






1065 




1070 




Leu 


Phe 


Pro 


Leu Tyr 


Val Leu 


Ala 


Leu 


Leu 


Lys Gin Lys Ala Phe Arg 



1075 1080 1085 



Thr Gly Thr Ser Thr Arg Leu Asp Asp Arg Val Tyr Ala Met Cys Gin 

1090 1095 1100 

He Lys Ser Gin Pro Leu Val His Leu Met Lys Met He His Pro Asn 
1105 1110 1115 1120 

Leu Tyr Arg He Asp Arg Leu Thr Asp Glu Gly Ala Val His Val Asn 

1125 1130 1135 

Asp Arg He Val Pro Gin Pro Pro Leu Gin Lys Leu Ser Ala Glu Lys 

1140 1145 1150 

Leu Thr Arg Glu Gly Ala Phe Leu Met Asp Cys Gly Ser Val Phe Tyr 

1155 1160 1165 

He Trp Val Gly Lys Gly Cys Asp Asn Asn Phe He Glu Asp Val Leu 

1170 1175 1180 

Gly Tyr Thr Asn Phe Ala Ser He Pro Gin Lys Met Thr His Leu Pro 
1185 1190 1195 1200 

Glu Leu Asp Thr Leu Ser Ser Glu Arg Ala Arg Ser Phe He Thr Trp 

1205 1210 1215 

Leu Arg Asp Ser Arg Pro Leu Ser Pro He Leu His He Val Lys Asp 

1220 1225 1230 

Glu Ser Pro Ala Lys Ala Glu Phe Phe Gin His Leu He Glu Asp Arg 

1235 1240 1245 

Thr Glu Ala Ala Phe Ser Tyr Tyr Glu Phe Leu Leu His Val Gin Gin 

1250 1255 1260 

Gin He Cys Lys * 
1265 1268 



<210> 1774 

<211> 441 

<212> PRT 

<213> Homo sapiens 





<400> 1774 










Met 


Glu 


Thr Gly Gin 


Arg 


Thr 


His 


Ala Ser Gly Thr Tyr Ser Phe Leu 


1 




5 








10 15 


Asp 


Arg 


Thr Gin His 


Ser 


Asp 


He 


Lys Ala Asp Cys Asn Thr Cys Val 






20 








25 30 


Glu 


He 


Glu Asp Arg 


Lys 


Val 


Ser Arg Gin Gin Met Asn Cys Glu Arg 






35 






40 


45 


Glu 


Gin 


Leu Arg Gly 


Asn 


Gin 


Glu 


Ala Ala Ala Ala Pro Asp Thr Met 




50 






55 




60 


Ala 


Gin 


Pro Tyr Ala 


Ser 


Ala 


Gin 


Phe Ala Pro Pro Gin Asn Gly He 


65 






70 






75 80 


Pro 


Ala 


Glu Tyr Thr 


Ala 


Pro 


His 


Pro His Pro Ala Pro Glu Tyr Thr 



85 90 95 



3642 



wo 01/57190 







inr 


xnr 


vai 


Pro 


Glu 


HXS 


Txir 

105 


Gin 


Thr 


His 

TIC 


Ser 


Glu 


Gin 


Ser 


Pro 

120 


Ala 


Ser 


Gly 

JL J U 


Thr 


Ala 


Thr 


Gin 


Thr 
XJb 


Asp 


Asp 


Pro 


Gin 


Thr 


Gin 


Pro 


Ser 


Glu 


Asn 


Thr 












150 








Arg 


Leu 


His 


Val 


Ser 

los 


Asn 


He 


Pro 


Phe 








ion 




fit n 


irXlS 


oxy 


Xiys 

IOC 

185 


Phe 


Asn 


Glu 


Arg 


Gly 


Ser 


Lys 


Gly 

o rt A 
200 


Phe 


Ser 


Ala 

OTA 

210 


Asp 


Ala 


Asp 


Arg 


Ala 

215 


Arg 


Glu 


Glu 


Gly 


Arg 


Lys 


He 


Glu 


Val 


Asn 


Asn 


o c 
225 










«^ -\ 
230 








Asn 


Lys 


Lys 


Thr 


Val 
245 


Asn 


Pro 


Tyr 


Thr 




va± 


Gly 


Axa 

260 


val 


Tyr 


oer 


i'ro 


GxU 

^ ^ 

265 


Leu 


Cys 


Gin 
275 


Ala 


Asn 


Gin 


Glu 


Gly 
280 


Ser 


Ser 


Leu 

^ n f\ 
290 


Val 


Tyr 


Thr 


Ser 


Ala 
295 


Met 


Pro 


Thr 


Ala 


Ala 


Ala 


Ala 


Tyr 


Arg 


Gly 


Ala 


305 










310 








Thr 


Val 


Tyr 


Asn 


Thr 
325 


Phe 


Arg 


Ala 


Ala 


Ala 


Tyr 


Gly 


Gly 
340 


Val 


Val 


Tyr 


Gin 


Asp 
345 


Tyr 


Gly 


Gly 

^ ^ ^ 

355 


Tyr 


Ala 


Ala 


Tyr 


Arg 
360 


Tyr 


Ala 


Ala 

T 
370 


Ala 


Tyr 


Ser 


Asp 


Ser 

r-J 

375 


Tyr 


Gly 


Tyr 


His 


His 


Ala 


Leu 


Ala 


Pro 


Ala 


Pro 


385 










390 








Asn 


Ala 


Phe 


Ala 


Pro 
405 


Leu 


Thr 


Asp 


Ala 


Asp 


val 


Gly 


Leu 
420 


Val 


Leu 


Ser 


Ser 


Leu 
425 


Gly 


Tyr 


Asn 
435 


Arg 


Phe 


Ala 


Pro 


Tyr 
440 


* 



PCT/USOl/04098 



Leu 


Asn 


Leu 


Tyr 


Pro 


Pro 


Ala 










110 






Asp 


Tnr 


Ser 


Ala 


Gin 


Thr 


Val 








125 








Ala 


Ala 


Pro 


Tnr 


Asp Gly Gin 






140 










Glu 


Asn 


Lys 


Ser 


Gin 


Pro 


Lys 




155 










xou 


Arg 


nil* 

Pne 


Arg 


Asp 


Pro Asp 


Leu 


170 










175 




He 


Leu 


Asp 


Val 


Glu 


He 


He 










190 






Gly 


Pne 


Val 


Tnr 


Phe 


Glu 


Asn 








J% ma^ 

205 








Lys 


Leu 


His 


Gly 


Thr 


Val 


Val 






220 










Ala 


Thr 


Ala 


Arg 


Val 


Met 


Thr 




235 










240 


Asn 


Gly 


Trp 


Lys 


Leu 


Asn 


Pro 


250 










255 




Phe 


Tyr 


Ala 


Gly 


Thr 


Val 


Leu 










270 






Ser 


Met 


Tyr 


Ser 


Ala 


Pro 


Ser 








285 








Gly 


Phe 


Pro 


Tyr 


Pro 


Ala 


Ala 






300 










His 


Leu 


Arg 


Gly 


Arg Gly 


Arg 




315 










A A A 

320 


Ala 


Pro 


Pro 


Pro 


Pro 


He 


Pro 


330 










335 




Gly 


Phe 


Tyr 


Gly 


Ala 


Asp 


He 










350 






Ala 


Gin 


Pro 


Thr 


Pro 


Ala 


Thr 








365 








Arg 


Val 


Tyr 


Ala 


Ala 


Asp 


Pro 






380 










Thr 


Tyr 


Gly 


Val 


Gly 


Ala 


Met 




395 










400 


Lys 


Thr 


Arg 


Ser 


His 


Ala 


Asp 


410 










415 




Gin 


Ala 


Ser 


He 


Tyr 


Arg 


Gly 



430 



<210> 1775 

<211> 747 

<212> PRT 

<213> Homo sapiens 



<400> 1775 



Met 


Thr 


He 


Pro 


Gly 


Leu 


Asp 


Trp 


Gly 


Met 


Glu 


Glu 


Val 


Met 


Gin 


Lys 


1 








5 










10 










15 




Asp 


Gin Lys 


Lys 


Val 


Pro 


Gin 


Lys 


Lys 


Val 


Pro 


Tyr 


Ala 


Lys 


Pro 


He 








20 










25 










30 






Pro 


Ala 


Gin 
35 


Phe 


Gin 


Gin 


Ala 


Trp 
40 


Met 


Gin 


Asn 


Lys 


Val 
45 


Pro 


He 


Pro 


Ala 


Pro 
50 


Asn 


Glu 


Val 


Leu 


Asn 
55 


Asp 


Arg 


Lys 


Glu 


Asp 
60 


He 


Lys 


Leu 


Glu 


Glu 


Lys 


Lys 


Lys 


Thr 


Gin 


Ala 


Glu 


He 


Glu 


Gin 


Glu 


Met 


Ala 


Thr 


Leu 
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Gin 


Tvr 


Thr 




Ala 


Gin 


Ajy o 


Gin 








100 

^ \J \J 


Pro 


Leu 


Leu 


Gly 






115 




lie 


Pro 


Gin 


Glv 




130 






Asn 


Met 


Ala 


Gin 


V mJ 








Pro 


Glv 


Pro 


Gin 


Glv 


Glv 


Glv 

«rxy 


Glv 








X o W 


Pro 


Pro 


Gin 


Gly 






195 






Gin 


nx\j 


His 

nx o 












Qlv 

wX y 


f X w 


Gin 










Glv 




^ 


Glv 
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vjxy 


■Tlx S 








o n 

^ O U 


Gin 


Gly 


Pro 


Pro 






275 








CZ^ n 
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wX jr 
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xrX \J 
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Gl -n 
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"3 4 n 
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Pro 






355 






\3X y 


It X V 


ir X w 




J / u 
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Jrx O 


irxO 
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Vaxy 
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A en 








4 O O 
^ U 
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Phe 


Gin 


Gin 






435 




*r >t> w 






Gin 














Gl V 
vjxy 


Gl n 










Glv 


Gin 


Qlv 
\3xy 


Pro 


Glv 


Met 


«xy 


Ala 








Ron 


Leu 


Lys 


Thr 


Leu 






515 






Arg 


CI V 
wxy 


Arg 




530 






Gly 


Arg 


Lys 


Gly 


545 








Gly 


Gly 


Arg 


Lys 


Gly 


His 


Glu 


His 



580 



Pv*i*\ 


Gl 1-1 


licU 


j-ieu 


o o 








VAX 


Gl 11 

\3X U 


Gl n 


Tie 
xxc 


PT*rt 
r X w 


G l Tl 


rxU 


JtrXivS 








ion 


Phe 


Gin 


Gin 


Pro 






135 






Gl V 
oxy 


PY"rt 


Pr'rt 
r'xu 




X3U 






Gl V 
vjxy 


Gl n 




Gl V 










Piro 
IrX w 


Gin 


Gl V 
V7xy 


PH^ 




irxO 


Arg 


pro 










Pro 


Gly 


Pro 


His 






215 




Gl V 
wxy 


fie V 
OCX 


OCX 


Gl v 
vjxy 










irxO 


Gl n 

l3Xll 


Gl -vr 


XlXS 


o >l c 








ijeu 


Vaxy 


pro 


VsrXn 


vaiy 


pro 


Arg 


GXy 








280 


Gly 


Pro 


Gly 


Ser 






295 




nec 


Gly 


Leu 


Asn 




310 






Asn 


v^xn 


Caxy 


pro 


^ c 








Gi.U 


Met 


Arg 


Gly 




o±U 


lYieu 


Arg 










Pro 


Gin 


Gly 


Ser 






375 




vjxy 


oer 


oxn 


ber 




"5 o rt 

3 90 






^^^^^^ 

pro 


vvxn 


tixy 


cixy 


405 








Fro 


Axa 


Arg 


VaXy 


r*! n 
laXlJ. 


jjys 


Jlilx 


pro 










Glu 


Gly 


Gin 


Ser 






455 




m n 
urxn 


Gl V 


al a 


nl n 




4 /U 






Gl V 


xrx 


Asn 


jjys 


A Q C 








va-L 


jjeu 


pro 


pro 


Va 1 


Gl n 


Axg 


Arg 








eon 


ASp 


jjeu 


Arg 


oxy 






535 




Leu 


Leu 


Pro 


Thr 




550 






Pro 


Asp 


Ser 


Trp 


565 








Phe 


Arg 


Asp 


Thr 



Gl 11 

wXU 


Gl n 


XlcU 


T .vf a 
XjyB 










Gin 


Pro 


X V 


Pim 

£^X V 


1 0*^ 








£^X W 


Glv 

wx y 


Gl n 

wXXX 


Glv 


His 

nx9 


X w 


ocsx 


Gin 








1 AO 
X4U 


Gly 


Pro 


Gin 


Gly 






155 




Pro 


Gin 


Glv 
v»xy 


Pro 




1 70 

X / V 






Met 


Glv 
wx y 


xrx w 


Gin 

nSXXX 


1 ft R 

XO 3 








Gl n 






xixa 


Glv 
wxy 


f X u 




Glv 
uxy 








oori 


Pro 


Gin 


Gly 


His 






235 




Tl «a 
xxc 


Gl \r 


PxO 


V7X1X 




o c n 






Gl V 
V3X y 


irx (J 


irx u) 


Gl vr 
V9xy 


o c c 










vixn 


r«l 

ufXy 


pro 


vaxn 




xxe 


CjXn 








•5 rt rt 

300 


Pro 


Arg 


Gly 


Met 






315 




Axa 


pro 


<^i It 
v^xn 


r*l 

v»xy 




"5 n 

33 0 






PxO 


xlxS 


pro 


pro 


A C 








Gl 

vjxy 


Pro 


VaXn 


r<i 11 

(aXU 


Ma 4* 

rieu 


Leu 


Gxy 


^^^^ 

pro 








380 


Gin 


Gin 


Gly 


Pro 






395 






fii 1-1 


varXy 


pro 




A 1 n 
410 






P>"i^ 


XlXS 


irx O 


OCX 










xieu 


jueu 


Ol tr 

vsxy 


ASp 


XJUX 


Gl v 


pro 


pro 








4b 0 


Gly 


Arg 


He 


Pro 






475 




Val 


OCX 


Gl 11 

wX i* 


Gl 11 

wX U 










Glti 

\9X U 


Gl 11 

WXU 


Gl V 
v»xy 












Tie 

X xc 


XJBtX 




XlCSU 


Arg 


Gl \r 

oxy 


Arg 


Gl \r 

oxy 








540 


Pro 


Asp 


Glu 


Phe 






555 




Asp 


Gly 


Asn 


Arg 




570 






Pro 


Arg 


Pro 


Asp 



585 



He Glu Arg Leu 
95 

Ser Ser Gly Thr 
110 

Pro Met Ser Gin 

125 

Gin Met Pro Met 

Gin Phe Arg Pro 

160 

Pro Leu His Gin 
175 

Gly Pro Gin Gly 
190 

Gly Pro Gin Gly 
205 

Pro Gin Gly Pro 

Met Gly Pro Gin 

240 

Gly Pro Pro Gly 
255 

Thr Gin Gly Met 
270 

Pro His Pro His 
285 

Gly Pro Val Ser 

Gin Gly Pro Pro 

320 

Met He Met Gly 
335 

Gly Gly Leu Leu 
350 

He Arg Gly Met 
365 

Pro Gin Glu Leu 

Pro Gin Gly Ser 

400 

Pro Gly Pro Gin 

415 

Gin Gly Pro He 
430 

Gly Pro Arg Ala 
445 

Pro Leu He Pro 

Pro Leu Asn Pro 

480 

Glu Pro Arg Arg 
495 

Val Phe Leu Val 
510 

Met Arg Glu Ala 
525 

Thr Pro Arg Gly 

Pro Arg Phe Glu 

560 

Glu Pro Gly Pro 
575 

His Pro Pro His 
590 
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Asp Gly His Ser Pro Ala Ser Arg Glu Arg Ser Ser Ser Leu Gin Gly 

595 600 605 

Met Asp Met Ala Ser Leu Pro Pro Arg Lys Arg Pro Trp His Asp Gly 

610 615 620 

Pro Gly Thr Ser Glu His Arg Glu Met Glu Ala Pro Gly Gly Pro Ser 
625 630 635 640 

Glu Asp Arg Gly Gly Lys Gly Arg Gly Gly Pro Gly Pro Ala Gin Arg 

645 650 655 

Val Pro Lys Ser Gly Arg Ser Ser Ser Leu Asp Gly Glu His His Asp 

660 665 670 

Gly Tyr His Arg Asp Glu Pro Phe Gly Gly Pro Pro Gly Ser Gly Thr 

675 680 685 

Pro Ser Arg Gly Gly Arg Ser Gly Ser Asn Trp Gly Arg Gly Ser Asn 

690 695 700 

Met Asn Ser Gly Pro Pro Arg Arg Gly Ala Phe Leu Gly Gly Gly Arg 
705 710 715 720 

Gly Pro Val Lys Pro Arg Thr Glu Phe Pro Glu Gly Val Phe Gly Gin 

725 730 735 

lie Val Arg Thr Phe Gly Gly Leu His Pro * 

740 745 746 



<210> 1776 
<211> 254 
<212> PRT 

<213> Homo sapiens 



<400> 1776 
Met Ala Ala Ala 
1 

Pro Glu Ala Glu 

20 

Leu Ser ,Gly Leu 
35 

Arg Gly Arg Phe 
50 

Lys Gly Tyr Arg 
65 

Thr Val Gin Glu 

Ser Ala Pro Val 

100 

Met Glu Glu lie 
115 

Thr Met Glu Thr 
130 

Thr lie Gly Gin 
145 

Gly Asp Leu Thr 

Leu Asn lie Val 

180 

Pro Glu Asp Lys 
195 

Ser Thr His Pro 
210 

Tyr Ser Thr Ser 
225 

Glu Val Arg Leu 



Arg Ala Thr 

5 

Ala Leu Ala 

Glu Leu Val 

Gin Gly Arg 
55 

His Pro Ala 
70 

Ala Arg Ala 

85 

Val Phe Phe 

Glu Gly Ser 

Glu Lys Thr 
135 

Val Leu Ala 

150 
Thr Ser Asn 
165 

Leu He Asp 

Gly Val Asp 

Asn Thr Glu 
215 

Ser Lys Lys 

230 
Arg Gly Arg 
245 



Thr Pro 

Ala Ala 
25 

Lys Gin 

40 
Ala Ala 

Leu Glu 

Leu Leu 

Val Asp 

105 
Val Thr 
120 

Pro Gin 

Arg Met 

Met Leu 

Phe Gly 
185 
Leu Tyr 
200 

Thr Val 
Ala Arg 

Lys Arg 



Ala Asp Gly 
10 

Arg Glu Arg 

Gly Ala Glu 

Val He Lys 
60 

Ala Arg Leu 

75 

Arg Cys Arg 
90 

Tyr Ala Ser 

Val Arg Asp 

Gly Leu Ser 
140 

His Asp Glu 

155 
Leu Lys Pro 
170 

Leu Ser Phe 

Val Leu Glu 

Phe Glu Ala 
220 

Pro Val Leu 

235 
Ser Met Val 
250 



Glu Glu Pro Ala 
15 

Ser Ser Arg Phe 
30 

Ala Arg Val Phe 
45 

His Arg Phe Pro 

Gly Arg Arg Arg 

80 

Arg Ala Gly He 
95 

Asn Cys Leu Tyr 
110 

Tyr He Gin Ser 
125 

Asn Leu Ala Lys 

Asp Leu He His 

160 

Pro Leu Glu Gin 
175 

He Ser Ala Leu 
190 

Lys Ala Phe Leu 
205 

Phe Leu Lys Ser 

Lys Lys Leu Asp 

240 

Gly * 
253 



« 
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<210> 1777 

<211> 394 

<212> PRT 

<213> Homo sapiens 



<400> 1777 









T.A11 




TV tST> 

ASH 




lieu 


1 








5 












1 IXJL 


xnr 


Xjeu 


C A V* 

ber 


liys 


oer 








20 










Tnr 


Leu 


Leu 


GlU 


Lys 


Ser 


Gin 


Phe 






35 










40 




Leu 


vai 


vai 


Thr 


Asp 


Leu 


Lys 




50 










55 




Arg 


Ser 


Tyr 


Cys 


Ser 


Ala 


Lys 


Ala 


65 










70 


• 




Val 


Leu 


Gly 


Tyr 


Val 


Thr 


Pro 


Trp 










85 








Lys 


Val 


Phe 


Gly 


Ser 


Lys 


Phe 


Thr 








100 










Leu 


Lys 


Arg 


Arg 


Gly 


Arg 


Glu 


Met 






115 










120 


Val 


Asp 


Gin 


Gly 


Trp 


Met 


Arg 


Ala 




130 










135 




His 


lie 


Val 


Pro 


Arg 


Leu 


Leu 


Phe 


145 










150 






Arg 


Asn 


Val 


Leu 


Tyr 


Ser 


Glu 


Asp 










165 








Val 


Val 


Gin 


Val 


Ala 


Lys 


Asn 


Gin 








180 










Val 


Trp 


Asn 


Gin 


V 

Leu 


Leu 


Ser 


Gin 






195 










200 


Leu 


Thr 


His 


Leu 


Ala 


Glu 


Ala 


Leu 




210 










215 




Leu 


Val 


He 


Pro 


Pro 


Ala 


He 


Thr 


225 










230 






Phe 


Thr 


His 


Lys 


Glu 


Phe 


Glu 


Gin 










245 








Ser 


Leu 


Hit A 

Mec 


Thr 


Tyr 


Asp 


Tyr 


Ser 








260 










Ala 


Pro 


Leu 


Ser 


Trp 


Val 


Arg 


Ala 






275 










280 


Ser 


Lys 


Trp 


Arg 


Ser 


Lys 


He 


Leu 




290 










295 




Asp 


Tyr 


Ala 


Thr 


Ser 


Lys 


Asp 


Ala 


305 










310 






Tyr 


He 


Gin 


Thr 


Leu 


Lys 


Asp 


His 










325 








Gin 


Ala 


Ser 


Glu 


His 


Phe 


Phe 


Glu 








340 










His 


Val 


Val 


Phe 


Tyr 


'Pro 


Thr 


Leu 






355 










360 


Leu 


Ala 


Arg 


Glu 


Leu Gly 


Val 


Gly 




370 










375 




Gly 


Leu 


Asp 


Tyr 


Phe 


Tyr 


Asp 


Leu 


385 










390 







<210> 1778 
<211> 413 
<212> PRT 



Trp 


lieu 


Axa 


lieu 


Ala 


Cys 


4^ w« 

oer 


pro 




10 










15 




ASp 


Aia 


iiys 


Lys 


Ala 


Ala 


O ^m. mj» 

ser 


Lys 


25 










30 






^3 w> 

ser 


Asp 


Lys 


irro 


Val 


Gin 


ASp 


Arg 










45 








Ala 


Glu 


Ser 


Val 


Val 


Leu 


Glu 


His 








60 










Arg 


Asp 


Arg 


His 


Phe 


Ala 


Gly 


Asp 






75 










80 


Asn 


Ser 


His 


Gly 


Tyr 


Tyr 


Val 


Thr 




90 










95 




Gin 


He 


Ser 


Pro 


Val 


Trp 


Leu 


Gin 


105 










110 






Phe 


Glu 


Val 


Thr 


Gly Leu 


His 


Asp 










125 








Val 


Arg 


Lys 


His 


Ala 


Lys 


Gly 


Leu 








140 










Glu 


Asp 


Trp 


Thr 


Tyr Asp 


Asp 


Phe 






155 










160 


Glu 


He 


Glu 


Glu 


Leu 


Ser 


Lys 


Thr 




170 










175 




His 


Phe 


Asp 


Gly 


Phe 


Val 


Val 


Glu 


185 










190 






Lys 


Arg 


Val 


Gly 


Leu 


He 


His 


Met 










205 








His 


Gin 


Ala 


Arg 


Leu 


Leu 


Ala 


Leu 








220 










Pro 


Gly 


Thr 


Asp 


Gin 


Leu 


Gly 


Met 






235 










240 


Leu 


Ala 


Pro 


Val 


Leu Asp 


Gly 


Phe 




250 










255 




Thr 


Ala 


His 


Gin 


Pro Gly 


Pro 


Asn 


265 










270 






Cys 


Val 


Gin 


Val 


Leu Asp 


Pro 


Lys 










285 








Leu 


Gly 


Leu 


Asn 


Phe 


Tyr 


Gly 


Met 








300 










Arg 


Glu 


Pro 


Val 


Val 


Gly 


Ala 


Arg 






315 










320 


Arg 


Pro 


Arg 


Met 


Val 


Trp 


Asp 


Ser 




330 










335 




Tyr 


Lys 


Lys 


Ser 


Arg 


Ser 


Gly 


Arg 


345 










350 






Lys 


Ser 


Leu 


Gin 


Val. 


Arg 


Leu 


Glu 










365 








Val 


Ser 


He 


Trp 


Glu 


Leu 


Gly 


Gin 



380 



Leu * 
393 
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<400> 1778 

Met Gly Ser Thr Lys His Trp Gly Glu Trp Leu Leu Asn Leu Lys Val 

15 10 15 

Ala Pro Ala Gly Val Phe Gly Val Ala Phe Leu Ala Arg Val Ala Leu 

20 25 30 

Val Phe Tyr Gly Val Phe Gin Asp Arg Thr Leu His Val Arg Tyr Thr 

35 40 45 

Asp lie Asp Tyr Gin Val Phe Thr Asp Ala Ala Arg Phe Val Thr Glu 

50 55 60 

Gly Arg Ser Pro Tyr Leu Arg Ala Thr Tyr Arg Tyr Thr Pro Leu Leu 
65 70 75 80 

Gly Trp Leu Leu Thr Pro Asn lie Tyr Leu Ser Glu Leu Phe Gly Lys 

85 90 95 

Phe Leu Phe lie Ser Cys Asp Leu Leu Thr Ala Phe Leu Leu Tyr Arg 

100 105 110 

Leu Leu Leu Leu Lys Gly Leu Gly Arg Arg Gin Ala Cys Gly Tyr Cys 

115 120 125 

Val Phe Trp Leu Leu Asn Pro Leu Pro Met Ala Val Ser Ser Arg Gly 

130 135 140 

Asn Ala Asp Ser lie Val Ala Ser Leu Val Leu Met Val Leu Tyr Leu 
145 150 155 160 

lie Lys Lys Arg Leu Val Ala Cys Ala Ala Val Phe Tyr Gly Phe Ala 

165 170 175 

Val His Met Lys He Tyr Pro Glu Thr Tyr He Leu Pro He Thr Leu 

180 185 190 

His Leu Leu Pro Asp Arg Asp Asn Asp Lys Ser Leu Arg Gin Phe Arg 

195 200 205 

Thr Arg Leu Cys Asn Arg Thr Ala Leu Met Phe Val Ala Val Ala Gly 

210 215 220 

Leu Thr Phe Phe Ala Leu Ser Phe Gly Phe Tyr Tyr Glu Tyr Gly Trp 
225 230 235 240 

Glu Phe Leu Glu His Thr Tyr Phe Tyr His Leu Thr Arg Arg Asp He 

245 250 255 

Arg His Asn Phe Ser Pro Tyr Phe Tyr Met Leu Tyr Leu Thr Ala Glu 

260 265 270 

Ser Lys Trp Ser Phe Ser Leu Gly He Ala Ala Phe Leu Pro Gin Leu 

275 280 285 

He Leu Leu Ser Ala Val Ser Phe Ala Tyr Tyr Arg Asp Leu Val Phe 

290 295 300 

Cys Cys Phe Leu His Thr Ser He Phe Val Thr Phe Asn Lys Val Cys 
305 310 315 320 

Thr Ser Gin Tyr Phe Leu Trp Tyr Leu Cys Leu Leu Pro Leu Val Met 

325 330 335 

Pro Leu Val Arg Met Pro Trp Lys Arg Ala Val Val Leu Leu Met Leu 

340 345 , 350 

Trp Phe He Gly Gin Ala Met Trp Leu Ala Pro Ala Tyr Val Leu Glu 
355 360 365 

Phe Gin Gly Lys Asn Thr Phe Leu Phe He Trp Leu Ala Gly Leu Phe 

370 375 380 

Phe Leu Leu He Asn Cys Ser He Leu He Gin He He Ser His Tyr 
385 390 395 400 

Lys Glu Glu Pro Leu Thr Glu Arg He Lys Tyr Asp * 

405 410 412 



<210> 1779 
<211> 869 
<212> PRT 

<213> Homo sapiens 
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<400> 1779 



Men 


Arg 


Gly 


Ala 


Ala 


Ser 


^v T ^ 

Ala 


Ser 


Val 


Arg 


Glu 


Pro 


Thr 


Pro 


Leu 


Pro 


1 
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10 










15 




Giy 


TV III 

Arg 


Gly 


Ala 


Pro 


Arg 


Thr 


Lys 


Pro 


Arg 


TV T _ 

Ala 


Gly 


Arg 


Gly 


Pro 


Thr 








20 










25 










30 






va.± 


Gly 


Tnr 


Pro 


Ala 


Thr 


Leu 


Ala 


Leu 


Pro 


Ala 


Arg 


Gly 


TV , - - 

Arg 


Pro 


Arg 






35 










40 










45 








Ser 


Arg 


Asn 


Gly Leu 


Ala 


Ser 


Lys 


Gly 


Gin 


Arg 


Gly 


Ala 


Ala 


Pro 


Thr 




50 










55 










60 










Gly 


Pro 


Gly 


His Arg 


Ala 


Leu 


Pro 


Ser 


Arg 


Asp 


Tnr 


Ala 


Leu 


Pro 


Gin 


65 










70 










75 










80 


6xu 


Arg 


Asn 


Lys 


Lys 


Leu 


Glu 


Ala 


Val 


Gly 


Thr 


Gly 


lie 


Glu 


Pro 


Lys 










85 










90 










95 




Ala 


Met 


Ser 


Gin Gly 


Leu 


Val 


Thr 


Phe 


Gly 


Asp 


Val 


TV T — 

Ala 


Val 


Asp 


Phe 








100 










105 










110 






Ser 


Gin 


Glu 


Glu 


Trp 


Glu 


Trp 


Leu 


Asn 


Pro 


lie 


Gin 


Arg 


Asn 


Leu 


Tyr 






115 










120 










125 








Arg 


Lys 


Val 


Met 


Leu 


Glu 


Asn 


Tyr 


Arg 


Asn 


Leu 


Ala 


Ser 


Leu 


Gly 


Leu 




130 










135 










140 










Cys 


Val 


Ser 


Lys 


Pro 


Asp 


— _ lift 

Val 


lie 


Ser 


Ser 


Leu 


Glu 


Gin 


Gly 


Lys 


Glu 


145 










150 










155 










160 


Pro 


Trp 


Thr 


Val 


Lys 


Arg 


Lys 


Met 


Thr 


Arg 


Ala 


Trp 


Cys 


Pro 


Asp 


Leu 










165 










170 










175 




Lys 


Ala 


Val 


Trp 


Lys 


lie 


Lys 


Glu 


Leu 


Pro 


Leu 


Lys 


Lys 


Asp 


Phe 


Cys 








180 










185 










190 






Glu 


Gly 


Lys 


Leu 


Ser 


Gin 


Ala 


Val 


lie 


Thr 


Glu 


Arg 


Leu 


Thr 


Ser 


Tyr 






195 










200 










205 








Asn 


Leu 


Glu 


Tyr 


Ser 


Leu 


Leu 


Gly 


Glu 


His 


Trp 


Asp 


Tyr 


Asp 


Ala 


Leu 




210 










215 










220 










Phe 


Glu 


Thr 


Gin 


Pro 


Gly 


Leu 


Val 


Thr 


lie 


Lys 


Asn 


Leu 


Ala 


Val 


Asp 


225 










230 










235 










240 


Phe 


Arg 


Gin 


Gin 


Leu 


His 


Pro 


Ala 


Gin 


Lys 


Asn 


Phe 


Cys 


Lys 


Asn 


Gly 










245 










250 










255 




lie 


Trp 


Glu 


Asn 


Asn 


Ser 


Asp 


Leu 


Gly 


Ser 


Ala 


Gly 


His 


Cys 


Val 


Ala 








260 










265 










270 






Lys 


Pro 


Asp 


Leu 


Val 


Ser 


Leu 


Leu 


Glu 


Gin 


Glu 


Lys 


Glu 


Pro 


Trp 


Met 






275 










280 










285 








Val 


Lys 


Arg 


Glu 


Leu 


Thr 


Gly 


Ser 


Leu 


Phe 


Ser 


Gly 


Gin 


Arg 


Ser 


Val 




290 










295 










300 










His 


Glu 


Thr 


Gin 


Glu 


Leu 


Phe 


Pro 


Lys 


Gin 


Asp 


Ser 


Tyr 


Ala 


Glu 


M 

Gly 


305 










310 










315 










320 


Val 


Thr 


Asp 


Arg 


Thr 


Ser 


Asn 


Thr 


Lys 


Leu 


Asp 


Cys 


Ser 


Ser 


Phe 


Arg 










325 










330 










335 




Glu 


Asn 


Trp 


Asp 


Ser 


Asp 


Tyr 


Val 


Phe 


Gly 


Arg 


Lys 


Leu 


Ala 


Val 


Gly 








340 










345 










350 






Gin 


Glu 


Thr 


Gin 


Phe 


Arg 


Gin 


Glu 


Pro 


lie 


Thr 


Hxs 


Asn 


Lys 


Thr 


Leu 






355 










360 










365 








Ser 


Lys 


Glu 


Arg 


Glu 


Arg 


Thr 


Tyr 


Asn 


Lys 


Ser 


Gly 


Arg 


Trp 


Ser 


Tyr 




370 










375 










380 










Leu 


Asp 


Asp 


Ser 


Glu 


Glu 


Lys 


Val 


His 


Asn 


Arg 


Asp 


Ser 


lie 


Lys 


Asn 


385 










390 










395 










400 


Phe 


Gin 


Lys 


Ser 


Ser 


Val 


Val 


lie 


Lys 


Gin 


Thr 


Gly 


lie 


Tyr 


Ala 


Gly 










405 










410 










415 




Lys 


Lys 


Leu 


Phe 


Lys 


Cys 


TVsn 


Glu 


Cys 


Lys 


Lys 


Thr 


Phe 


Thr 


Gin 


Ser 








420 










425 










430 






Ser 


Ser 


Leu 


Thr 


Val 


His 


Gin 


Arg 


lie 


His 


Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 






435 










440 










445 








Lys 


Cys 
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Gin 


Arg 


Cys 


His 
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Lys 


Pro 


Tyr 


Glu 
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570 










575 








IlXS 


uxn 


Arg 


Val 


His 


oer 
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Fro 
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cys 
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OXU 
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Arg 


xxe 
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cys 
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riXS 
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Lys 
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HXS 
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j.yr 


vaXU 


vjys 
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VtXU 
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AX a 


Pne 
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GXn 


Tnr 


Thr 


Hxs 
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^ 
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685 








±xe 




XT -4 a 

nXS 


Gxn 


Arg 


Val 
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Thr 


Gly 


GXu 


Lys 


Pro 


Tyr 


Lys 


Cys 


Met 




f f\ r\ 

690 










695 










700 












t-ys 


bxy 


Lys 


Axa 


Phe 


Gly 


Asp 


Asn 


Ser 


Ser 


Cys 


Thr 


Gin 


Hxs 


Gin 


^ r\ f— 

705 










710 
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TV t^^^ 

Ajrg 


Leu 


liXS 


Thr 


Gxy 


Gin 


Arg 
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Tyr 


GXu 


Cys 


IXe 


Glu 


Cys 


Gly 
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Lys 
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730 










735 
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Thr 


Lys 


Ser 


Ser 


Leu 
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TT ^ 

Hxs 
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Arg 


Ser 
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Thr 
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750 








VaXU 


Lys 
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Pro 


Tyr 


Glu 


Cys 


ser 
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Cys 


Gly 


Lys 


Ala 


Pne 


Ser 
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c r 
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760 
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Gxn 


Ser 


Leu 


Ser 


Val 
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Arg 


lie 
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Ser 
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Lys 


Lys 


Pro 




T 

770 
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Lys 


Thr 
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Lys 
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Thr 
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Tyr 
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Tyr 


Lys 
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Lys 
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Arg 


Lys 


Val 


Phe 


Arg 


Gin 


Thr 


Ala 


His 
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Gin 
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830 
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Thr 
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Ser 


Ser 


Thr 


Cys 


Pro 


Ser 


Leu 


Pro 


Ser 


Thr 
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840 
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Pro 
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Phe 


Pro 


Lys 
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Trp 


Asn 
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Ser 
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Val 
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Val 
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30 
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Lys 
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40 
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45 


Glu 


Ser 


Phe 
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irp 
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IvXU 
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Thr 


Ala 


TVT n 
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Leu 


TV n 
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dO 
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ASH 


lie 


Pne 
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80 
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Lys 
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Asn 
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Gin GIU 
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85 










30 








95 
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TV 1 

Ala 


Giy 


cys 


Met 


Val 


Asn iiys 
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105 
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TV 




ijeu 


GIU 


Lys 


Asn 
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Ala 


Ala 


Asn Thr 


Leu 
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115 
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xiu. 
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lieu 
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Glu Lys 
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GIU 
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130 










135 
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Txxr 
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Ser 


Giy 


Gly Met 


Leu Val 


Gin 
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145 










150 










155 
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Asp 
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Gin 


Ser 


1* 

Glu 
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Thr Pro Phe Asp 
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Tnr Met 
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Tyr 
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Gin 
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Lys 
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Val 
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Ala 


lie 


His 
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Gly Trp 
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Gin 
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Met 
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Ala Arg 




210 










215 










220 
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Arg 


Asp 


Arg 
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Glu 
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Gin Gly Ala Asp 


Thr 


Met Leu 


225 
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Trp 
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Ser 
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Gly 
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Leu 


Thr 
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Asp 


Thr 


Pro 


Thr Gly 










245 








Tiir 


Pile 


Pne 


Ala 


Arg 


Leu 


Lys 


Arg He 








260 








265 
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Lys 


Tyr 
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Gin 
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Leu 


Trp 


Ser 
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Lys 
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He 
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He 
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He 
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Leu 
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Asn 


Ala 
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Tyr 
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Ser 


Cys 








205 








Tyr 


Ser 
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He 






220 










Glu Asp 
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Val 
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Glu 




235 
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Cys 
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Lys 
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Ser 


Gin 
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Met 


Val 
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He 
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Val 
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Leu Arg 
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Lys 
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Thr 
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Asp 


Glu 
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He 


Glu 
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Ser 
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Val 


Lys 


Pro 


Ala 

420 


Pro 


Lys 


Glu 


Asp 


Leu 
425 


Asp 


Leu 


He 


Asp 


Leu 
430 


Ser 


Ser 


Asp 


Ser 


Thr 
435 


Ser 


Gly 


Pro 


Glu 
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440 
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Ser 


He 


Leu 


Ser 
445 


Thr 


Ser 


Asp 


Ser 


Asp 
450 


Ser 


Leu 


Val 


Phe 


Glu 
455 


Pro 


Leu 


Pro 


Pro 


Leu 
460 


Arg 


He 


Val 


Glu 


Ser 


Asp 


Glu 


Glu 


Glu 


Glu 


Thr 


Met 


Asn 


Gin 


Gly 


Asp 


Asp 
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Pro 


Ser 


465 










470 










475 










480 
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Lys 


Asn 


Ala 


Ala 
485 


Ser 


Ser 


Pro 


Ser 


He 
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Pro 


Ser 
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Pro 


Ser 
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Val 


Leu 


Ser 


Leu 


Ser 
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Pro 
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Val 
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Gin 
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Ser 
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Glu 
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Pro 
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Glu 


Glu 


Leu 
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Cys 
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545 










550 










555 










560 


Leu 


Thr 


Leu 


Lys 


Gin 
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Lys 


Arg 


Asp 


Leu 


Leu 
570 


Gin 


Lys 


Ser 


Phe 
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Leu 


Pro 


Glu 


Met 


Ser 
580 


Leu 


Asp 


Asp 


His 


Pro 
585 
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Pro 


Gly 


Thr 


Glu 
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Glu 


Lys 


Pro 


Gly 
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Leu 


Met 


Pro 
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Thr 
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Val 


Leu 
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Lys 
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Asn 
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Thr 


Glu 


Ser 
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Lys 


Pro 
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Thr 
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Ala 
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Thr 


Glu 


Gin 


Asn 
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Glu 


Arg 


Lys 


Val 
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Ala 
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Ser 
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Phe 


Lys 
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He 


Gin 


He 


Val 
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Arg 
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Arg 
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He 
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Val 
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Thr 
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Asp 
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Ser 


Ser 


705 










710 










715 
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Ser 


Ser 
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Ser 
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Thr 
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Tyr 
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Met 


Lys 
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Leu 
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Thr 
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Met 
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Lys 
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755 
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He 
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He 
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Lys 
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Cys 


Asn 
775 
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Thr 


Cys 


Leu 
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Gly 
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Leu 


Arg 
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Arg 
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Ala 


Thr 


Lys 
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Ser 


Leu 


Leu 


785 
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Ser 


He 
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Val 
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Met 
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Thr 
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Thr 


Val 
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825 
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830 
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Thr 


Leu 
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He 
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He 
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Leu 
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He 


Met 


Gin 


Ser 


Val 


Gly 


Arg 


Leu 


Ala 


Ser 


Ser 


Thr 


Thr 


865 










870 










875 










880 


Phe 


Ser 


Asn 


Gin 


Ala 
885 


Glu 


Ser 


Met 


Met 


Val 
890 


Pro 


Gly 


Asn 


Ala 


Ala 
895 


Gly 


Val 


Ala 


Lys 


Gin 
900 


Phe 


Leu 


Arg 


Cys 


He 
905 


Phe 


His 


Gin 


Leu 


Ala 
910 


Pro 


Asn 


Gly 


lie 

• 


Phe 
915 


Pro 


Gin 


Leu 


Phe 


Gin 
920 


Ser 


Thr 


He 


Lys 


Asp 
925 


Gly 


Thr 


Phe 
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Leu Arg Thr Leu Ala Ser Ser Leu Met Asp Phe Asn Glu Leu Ser Ser 

930 935 940 

He Ala Ala Leu Ser Gin Leu Leu Glu Gly Leu Asn Asn Lys Lys Asn 
945 950 955 960 

Leu Pro Ala Gly Gly Ala Met He Arg Cys Leu Glu Asn He Ala Thr 

965 970 975 

Phe Met Glu Ala Leu Pro Met Asp Ser Pro Ser Ser Leu Trp Thr Thr 

980 985 990 

He Ser Asn Gin Phe Gin Thr Phe Phe Ala Lys Leu Pro Cys Val Leu 

995 1000 1005 

Pro Leu Lys Cys Ser Leu Asp Ser Ser Leu Arg He Met He Cys Leu 

1010 1015 1020 

Leu Lys He Pro Ser Thr Asn Ala Thr Arg Ser Leu Leu Glu Pro Phe 
1025 1030 1035 1040 

Ser Lys Leu Leu Ser Phe Val He Gin Asn Ala Val Phe Thr Leu Ala 

1045 1050 1055 

Tyr Leu Val Glu Leu Cys Gly Leu Cys Tyr Arg Ala Phe Thr Lys Glu 

1060 1065 1070 

Arg Asp Lys Phe Tyr Leu Ser Arg Ser Val Val Leu Glu Leu Leu Gin 

1075 1080 1085 

Ala Leu Lys Leu Lys Ser Pro Leu Pro Asp Thr Asn Leu Leu Leu Leu 

1090 1095 1100 

Val Gin Phe He Cys Ala Asp Ala Gly Thr Lys Leu Ala Glu Ser Thr 
1105 1110 1115 1120 

He Leu Ser Lys Gin Met He Ala Ser Val Pro Gly Cys Gly Thr Ala 

1125 1130 1135 

Ala Met Glu Cys Val Arg Gin Tyr He Asn Glu Val Leu Asp Phe Met 

1140 1145 1150 

Ala Asp Met His Thr Leu Thr Lys Leu Lys Ser His Met Lys Thr Cys 

11S5 1160 1165 

Ser Gin Pro Leu His Glu Asp Thr Phe Gly Gly His Leu Lys Val Gly 

1170 1175 1180 

Leu Ala Gin He Ala Ala Met Asp He Ser Arg Gly Asn His Arg Asp 
1185 1190 1195 1200 

Asn Lys Ala Val He Arg Tyr Leu Pro Trp Leu Tyr His Pro Pro Ser 

1205 1210 1215 

Ala Met Gin Gin Gly Pro Lys Glu Phe He Glu Cys Val Ser His He 

1220 1225 1230 

Arg Leu Leu Ser Trp Leu Leu Leu Gly Ser Leu Thr His Asn Ala Val 

1235 1240 1245 

Cys Pro Asn Ala Ser Ser Pro Cys Leu Pro He Pro Leu Asp Ala Gly 

1250 1255 1260 

Ser His Val Ala Asp His Leu He Val He Leu He Gly Phe Pro Glu 
1265 1270 1275 1280 

Gin Ser Lys Thr Ser Val Leu His Met Cys Ser Leu Phe His Ala Phe 

1285 1290 1295 

He Phe Ala Gin Leu Trp Thr Val Tyr Cys Glu Gin Ser Ala Val Ala 

1300 1305 1310 

Thr Asn Leu Gin Asn Gin Asn Glu Phe Ser Phe Thr Ala He Leu Thr 

1315 1320 1325 

Ala Leu Glu Phe Trp Ser Arg Val Thr Pro Ser He Leu Gin Leu Met 

1330 1335 1340 

Ala His Asn Lys Val Met Val Glu Met Val Cys Leu His Val He Ser 
1345 1350 1355 1360 

Leu Met Glu Ala Leu Gin Glu Cys Asn Ser Thr He Phe Val Lys Leu 

1365 1370 1375 

He Pro Met Trp Leu Pro Met He Gin Ser Asn He Lys His Leu Ser 

1380 1385 1390 

Ala Gly Leu Gin Leu Arg Leu Gin Ala He Gin Asn His Val Asn His 

1395 1400 1405 

His Ser Leu Arg Thr Leu Pro Gly Ser Gly Gin Ser Ser Ala Gly Leu 

1410 1415 1420 

Ala Ala Leu Arg Lys Trp Leu Gin Cys Thr Gin Phe Lys Met Ala Gin 
1425 1430 143& 1440 
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Val Glu lie Gin Ser Ser Glu Ala Ala Ser Gin Phe Tyr Pro Leu * 

1445 1450 1455 



<210> 1783 

<211> 426 

<;212> PRT 

<213> Homo sapiens 



<400> 1783 



Met 


Ala 


Thr 


Ala 


Glu 


Val 


Leu 


Asn 


1 








5 








Lys 


Thr 


Lys 


Glu 


Val 


Tyr 


Glu 


Leu 








20 










Leu 


Gin 


Ser 


Lys 


Asp 


Gin 


He 


Thr 






35 










40 


His 


Leu 


Glu 


Gly 


Lys 


Ala 


Ala 


He 




50 










55 




Phe 


Gin 


Leu 


Leu 


Gin 


Glu 


Ala 


Gly 


65 










70 






Cys 


Gly 


Glu 


Thr 


Ala 


Phe 


He 


Ala 










85 








Glu 


Trp 


Val 


Cys 


Arg 


Arg 


He 


Ala 








100 










Pro 


Gly 


Val 


Lys 


Glu 


Gly 


Tyr 


Lys 






115 










120 


Phe 


Phe 


Lys 


Asp 


Asp 


Ala 


Asn 


Asn 




130 










135 




Leu 


He 


Ala 


Ala 


Lys 


Phe 


Cys 


Phe 


145 










150 






Glu 


Val 


Asp 


lie 


Met 


Ser 


His 


Ala 










165 








Glu 


Lys 


Ser 


Trp 


Leu 


Pro 


Gin 


Asn 








180 










Glu 


Phe 


Gly 


Val 


Asp 


Val 


Thr 


Thr 






195 










200 


lie 


Asp 


Asn 


Asp 


Ser 


Trp 


Arg 


Leu 




210 










215 




Gin 


Lys 


Asp 


Lys 


Gin 


Ser 


Tyr 


Arg 


225 










230 






Gly 


Leu 


Gin 


Met 


Val 


Lys 


Lys 


Asn 










245 








Glu 


Leu 


Leu 


Leu 


Lys 


Ser 


Glu 


Ser 








260 










Gly 


Ser 


Thr 


Ser 


Asp 


Leu 


Gly 


His 






275 










280 


Gly 


Asn 


Phe 


Gly 


He 


Pro 


Cys 


Glu 




290 










295 




Gly 


Pro 


Asp 


Glu 


Thr 


Leu 


Arg 


He 


305 










310 






lie 


Pro 


Thr 


Val 


Phe 


Val 


Ala 


Val 










325 








Pro 


Val 


Met 


Ser 


Gly 


Asn 


Thr 


Ala 








340 










Leu 


Thr 


Pro 


Asp 


Trp 


Gly 


Val 


Gin 






355 










360 


Pro 


Ser 


Gly 


Leu 


Gly 


Cys 


Ser 


Thr 




370 










375 




Gin 


Phe 


Ala 


Ala 


Gin 


He 


Phe 


Gly 


385 










390 






Lys 


Leu 


Arg 


Ala 


Ser 


He 


Leu 


Asn 



405 



He 


Gly 
10 


Lys 


Lys 


Leu 


Tyr 


Glu 
15 


Gly 


Leu 


Asp 


Ser 


Pro 


Gly 


Lys 


Val 


Leu 


25 








■ 


30 






Ala 


Gly 


Asn 


Ala 


Ala 
45 


Arg 


Lys 


Asn 


Ser 


Asn 


Lys 


He 
60 


Thr 


Ser 


Cys 


He 


He 


Lys 


Thr 
75 


Ala 


Phe 


Thr 


Arg 


Lys 
80 


Pro 


Gin 
90 


Cys 


Glu 


Met 


He 


Pro 
95 


He 


Thr 


Gly 


Ser 


Phe 


Leu 


Lys 


Arg 


Asn 


105 










110 






Phe 


Tyr 


Pro 


Pro 


Lys 
125 


Val 


Glu 


Leu 


Asp 


Pro 


Gin 


Trp 
140 


Ser 


Glu 


Glu 


Gin 


Ala 


Gly 


Leu 
155 


Leu 


He 


Gly 


Gin 


Thr 
160 


Thr 


Gin 
170 


Ala 


He 


Phe 


Glu 


He 
175 


Leu 


Cys 


Thr 


Leu 


Val 


Asp 


Met 


Lys 


He 


185 










190 






Lys 


Glu 


He 


Val 


Leu 
205 


Ala 


Asp 


Val 


Trp 


Pro 


Ser 


Gly 
220 


Asp 


Arg 


Ser 


Gin 


Asp 


Leu 


Lys 
235 


Glu 


Val 


Thr 


Pro 


Glu 
240 


Phe 


Glu 
250 


Trp 


Val 


Ala 


Glu 


Arg 
255 


Val 


Gin 


Cys 


Arg 


Val 


Val 


Val 


Leu 


Met 


265 










270 






Cys 


Glu 


Lys 


He 


Lys 
285 


Lys 


Ala 


Cys 


Leu 


Arg 


Val 


Thr 
300 


Ser 


Ala 


His 


Lys 


Lys 


Ala 


Glu 
315 


Tyr 


Glu 


Gly 


Asp 


Gly 
320 


Ala 


Gly 
330 


Arg 


Ser 


Asn 


Gly 


Leu 
335 


Gly 


Tyr 


Pro 


Val 


He 


Ser 


Cys 


Pro 


Pro 


345 










350 






Asp 


Val 


Trp 


Ser 


Ser 
365 


Leu 


Arg 


Leu 


Val 


Leu 


Ser 


Pro 
380 


Glu 


Gly 


Ser 


Ala 


Leu 


Ser 


Asn 
395 


His 


Leu 


Val 


Trp 


Ser 
400 


Thr 


Trp 
410 


He 


Ser 


Leu 


Lys 


Gin 
415 


Ala 
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Asp Lys Lys He Arg Glu Cys Asn Leu * 

420 425 



<210> 1784 

<211> 367 

<212> PRT 

<213> Homo sapiens 



<400> 1784 



Met 


Pro 


Met 


He 


Ser 


Val 


Leu Gly 


1 








5 






Gly 


Pro 


Gly 


Gly 


Arg 


Trp 


Thr Cys 








20 








Asp 


Pro 


Ala 


Trp 


Ala 


Val 


Glu Trp 






35 








40 


Leu 


Ser 


Ser 


Leu 


Gly 


Ser 


Ala Arg 




50 










55 


Ser 


Arg 


Pro 


Ser 


Ser 


Val 


Asp Ser 


65 










70 




Gly 


Asp 


Thr 


Val 


Ala 


Met 


Leu Pro 










85 






Gin 


Glu 


He 


Ala 


jAhla 


Leu 


Ala Arg 








100 




■ 




Val 


Val 


Lys 


Asp 


His 


Val 


Thr Lys 






115 








120 


Val 


Ala 


His 


Leu 


He 


Glu 


Trp Lys 




130 










135 


Pro 


Ala 


Ala 


Leu 


Glu 


Ser 


Ala Phe 


145 










150 




Gly 


Glu 


Gin 


Glu 


Ala 


Arg 


Phe Ala 










165 






He 


Ala 


Glu 


Ala 


Lys 


Leu 


Arg Ala 








180 








Ser 


Thr 


Asp 


Asp 


Ser 


Tyr 


Asp Glu 






195 








200 


Asp 


Met 


Ala 


Gly 


Gin 


Leu 


Pro Leu 




210 










215 


Thr 


Gly 


His 


Arg 


Phe 


Ser 


Arg Pro 


225 










230 




Glu 


Ser 


Asp 


Cys 


Ser 


Gin 


Thr Val 










245 






Leu 


Cys 


Ser 


Leu 


Glu 


Asp 


Gly Leu 








260 








Ser 


Gin 


Leu 


Leu 


Gly 


Asp 


Glu Leu 






275 








280 


Arg 


Glu 


Ser 


Ala 


Phe 


Arg 


Ser Leu 




290 










295 


Leu 


Tyr 


Asn 


Ser 


Pro 


Leu 


Thr Glu 


305 










310 




Glu 


Pro 


Ala 


Pro 


Cys 


Lys 


Asp Cys 










325 






Gly 


Ser 


Trp 


Glu 


Arg 


Gin 


Arg Gin 








340 








Val 


Val 


Ser 


Leu 


Asp 


Glu 


Asp Glu 






355 








360 



Lys 


Met 


Phe 


Leu Trp Gin 


Arg 


Glu 




10 








15 




Gin 


Thr 


Ser 


Arg Arg Val 


Ser 


Ser 


25 








30 






He 


— ^ 

Glu 


Leu 


Pro Arg Gly 


Leu 


Ser 










45 






Thr 


Leu 


Arg 


Gly Trp Ser 


Arg 


Ser 








60 








Gin 


Asp 


Leu 


Pro 


Glu Val 


Asn 


Val 






75 








80 


Lys 


Ser 


Arg 


Arg 


Ala Leu 


Thr 


He 




90 








95 




Ser 


Ser 


Leu 


His 


Gly He 


Ser 


Gin 


105 








110 






Pro 


Thr 


Ala 


Met 


Ala Gin 


Gly 


Arg 










125 






Gly 


Trp 


Ser 


Lys 


Pro Ser 


Asp 


Ser 








140 








Ser 


Ser 


Tyr 


Ser 


Asp Leu 


Ser 


Glu 






155 








160 


Ala 


Gly 


Val 


Ala 


Glu Gin 


Phe 


Ala 




170 








175 




Trp 


Ser 


Ser 


Val 


Asp Gly 


Glu 


Asp 


185 








190 






Asp 


Phe 


Ala 


Gly Gly Met 


Asp 


Thr 










205 






Gly 


Pro 


His 


Leu Gin Asp 


Leu 


Phe 








220 








Val 


Arg 


Gin 


Gly Ser Val 


Glu 


Pro 






235 








240 


Ser 


Pro 


Asp 


Thr 


Leu Cys 


Ser 


Ser 




250 








255 




Leu 


Gly 


Ser 


Pro Ala Arg 


Leu 


Ala 


265 








270 






Leu 


Leu 


Ala 


Lys 


Leu Pro 


Pro 


Ser 










285 






Gly 


Pro 


Leu 


Glu 


Ala Gin 


Asp 


Ser 








300 








Ser 


Cys 


Leu 


Ser 


Pro Ala 


Glu 


Glu 






315 








320 


Gin 


Pro 


Leu 


Cys 


Pro Pro 


Leu 


Thr 




330 








335 




Ala 


Ser 


Asp 


Leu 


Ala Ser 


Ser 


Gly 


345 








350 






Ala 


Glu 


Pro 


Glu 


Glu Gin 







365 366 
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<2X3> Homo sapiens 



<400> 1785 





Q AY* 






oxy 


T Arc 












Gly Gly 


v^yo xyj. 


Val 

V dab 


1 








c 
3 










xu 








X3 




VarXy 


l»JLy 


xrp 




Axa 


fll \r 


TV vn 

Arg 


JnJLCL 


X1X0 


wxy 


X yx 


Gly Val 




Glv 
V7 xy 








2U 




























AJ.OI 




\jxy 


nl It 

l9XU 


i. yju 


OCX. 


V3xy 


v*y» 


Tim 


Ala 


His 


Glv Php 


Glu 






j5 




















45 






Q A V 


Juts LL 


oxy 


VAX 






v»xy 




V3xy 


Gl V 
<axy 


XIXO 


Ser 


Tyr 


Gin Glv 

W.JLXX wjuy 


His 














c c 
bo 










60 








iirp 


Gin 


Ol VI 

Gxn 


Giy 


jjys 


Arg 


ol 14 

GIU 


Ol 


ijeu 


v^xy 


vax 


Glu Arg 


XiyS OCX 


TV 

Axy 


65 










70 










•7 C 








an 




Tnr 


Tyr 


Arg 


Gly 


GIU 


Trp 


Leu 


\aXy 


Gly 


lieu 


Lys 


Gly 


Arg oer 


\3xy 










85 










O A 

90 














Trp 


GIU 


ser 


vai 


^9 

ser 


Giy 


Lieu 


Arg 


Tyr 


Aia 


Gly Leu 


1 rp j-iy s 


riSp 








100 










105 










n 1 A 

110 




Giy 


Pile 


Gin 


Asp 


Gly 


Tyr 


Gly 


^^^^ 

mr 


tllU 


mr 


Tyr 


Ser Asp 


oxy vaxy 


inr 






115 










120 










125 






Tyr 


Gin 


Gly 


Gin 


-i_r i-T-i 

Trp 


Gin 


Ala 


Gly 


Lys 


TV ^^^^ 

Arg 


nlS 


Gly Tyr 


vaxy vax 


TV ^^^^ 

Arg 




130 










135 










140 








Gin 


Ser 


Val 


Pro 


Tyr 


His 


Gin 


TV 1 — 

Ala 


TV 1 -V 

Ala 


Leu 


Leu 


Arg 


Ser 


Pro Arg 


TV ^* 

Arg 


145 










150 










155 








160 


Thr 


Ser 


▼ — - - 

Leu 


Asp 


Ser 


Gly 


His 


Ser 


Asp 


Pro 


Pro 


Thr 


Pro 


Pro Pro 


Pro 










165 










170 








175 




Leu 


Pro 


Leu 


Pro 


Gly 


Asp 


Glu 


Gly 


Gly 


Ser 


Pro 


Ala 


Ser 


Gly Ser 


Arg 








180 










185 










190 




Gly 


Gly 


Phe 


Val 


Leu 


Ala 


Gly 


Pro 


Gly 


Asp 


TV T „ 

Ala 


Asp 


Gly 


Ala Ser 


Ser 






195 










200 










205 






Arg 


Lys 


Arg 


Thr 


Pro 


Ala 


TV 1 _ 

Ala 


Gly 


Gly 


pne 


Pne 


Arg 


Arg 


ber lieu 


Leu 




210 










215 










220 








Leu 


Ser 


Gly 


Leu 


Arg 


Ala 


Gly 


Gly 


Arg 


Arg 


ser 


Ser 


Leu 


Giy oer 


Lys 


225 










230 










235 








240 


Arg 


Gly 


Ser 


Leu 


Arg 


Ser 


Glu 


val 


Ser 


Ser 


GIU 


Val 


Gly 


ber inr 


oiy 










245 










250 








255 




Pro 


Pro 


Gly 


Ser 


Glu 


TV T ^ 

Ala 


Ser 


Gly 


Pro 


Pro 


Ala 


Ala 


Ala 


^^^^^^ 1^)^^*^^ 

pro ir'ro 


Aia 








260 










265 










^ ^ 

270 




Leu 


lie 


T a a 

Glu 


Gly 


Ser 


Ala 


Thr 


Glu 


vai 




TV 1 

Aia 


Gly Glu 


irp Arg 


TV 1 =a 

AX a 






275 










280 










285 






Asp 


Arg 


Arg 


Ser 


Gly 


Phe 


Gly 


Val 


Ser 


Gin 


Arg 


Ser 


Asn 


Gly Leu 


Arg 




290 










295 










300 








Tyr 


Glu 


Gly 


Glu 


Trp 


Leu 


Gly 


Asn 


Arg 


Arg 


His 


Gly Tyr 


Gly Arg 


Thr 


305 










310 










315 








320 


Thr 


Arg 


Pro 


Asp 


Gly 


Ser 


Arg 


Glu 


Glu 


Gly 


Lys 


Tyr 


Lys 


Arg Asn 


Arg 










325 










330 








^ f— 

335 




Leu 


Val 


His 


Gly 


Gly 


Arg 


val 


Arg 


Ser 


Leu 


Leu 


Pro 


Leu 


Ai a Lieu 


Arg 








340 










345 










*5 C 

350 




Arg 


Gly 


Lys 


vai 


Lys 


GIU 


Lys 


vai 


Asp 


Arg 


ifuia 


Val 


Glu 


uxy AX a 


Arg 






355 










360 










365 






Arg 


Ala 


Val 


Ser 


Ala 


Ala 


Arg 


Gin 


Arg 


Gin 


GIU 


He 


Ala 


TV 1 a TV 1 a 

Aia Aia 


Arg 




370 










375 










380 








Ala 


Ala 


Asp 


Ala 


Leu 


Leu 


Lys 


Ala 


Val 


Ala 


TV 1 •« 

Ala 


Ser 


Ser 


T 7''3 1 TV 1 s 

vai Axa 


uXU 


385 










390 










395 








400 


Lys 


Ala 


Val 


Glu 


Ala 


Ala 


Arg 


Met 


Ala 


Lys 


Leu 


lie 


Ala 


Gin Asp 


Leu 










405 










410 








415 




Gin 


Pro 


Met 


Leu 


Glu 


Ala 


Pro 


Gly 


Arg 


Arg 


Pro 


Arg Gin 


Asp Ser 


Glu 








420 










425 










430 




Gly 


Ser 


Asp 


Thr 


Glu 


Pro 


Leu 


Asp 


Glu 


Asp 


Ser 


Pro Gly 


Val Tyr 


Glu 






435 










440 










445 






Asn 


Gly 


Leu 


Thr 


Pro 


Ser 


Glu 


Gly 


Ser 


Pro 


Glu 


Leu 


Pro 


Ser Ser 


Pro 




450 










455 










460 








Ala 


Ser 


Ser 


Arg 


Gin 


Pro 


Trp 


Arg 


Pro 


Pro 


Ala 


Cys 


Arg 


Ser Pro 


Leu 


465 










470 










475 








480 



3656 



wo 01/57190 



PCT/USOl/04098 



Pro Pro Gly Gly 

Glu Glu Trp Gly 

500 

Glu Ala Glu Asp 
515 

Ser Pro Leu Leu 
530 

Glu Glu Gly Glu 
545 

Gly Thr Glu Pro 

Ser Arg Gly Pro 

580 

Ala Ala Thr Glu 
595 

Val Gly Ala Val 
610 

Gin Leu Leu Thr 
625 628 



Asp Gin Gly Pro 
485 

Gly Ala Gly Ala 

Glu Ala Gly Met 

520 

Gly Gly Cys Ser 
535 

Asp Glu Glu Pro 
550 

Glu Pro lie Ala 
565 

Asp Ala Gly Cys 

Arg Pro Ala Gin 

600 

Ala Leu Leu Asp 
615 



Phe Ser Ser Pro 
490 

Gin Ala Glu Glu 
505 

Gin Gly Pro Gly 

Asp Ser Ser Gly 

540 

Leu Pro Pro Leu 
555 

Met Leu Val Leu 
570 

Leu Thr Glu Glu 
585 

Pro Gly Ala Ala 

Leu Ser Leu Ala 

620 



Lys 


Ala 


Trp 


Pro 






495 


• 


Leu 


Ala 


Gly 


Tyr 




510 






Pro 


Arg 


Asp 


Gly 


525 








Ser 


Leu 


Arg 


Glu 


Arg 


Ala 


Pro 


Ala 








560 


Arg 


Gly 


Ser 


Ser 






575 




Leu 


Gly 


Glu 


Pro 




590 






Asn 


Pro 


Leu 


Val 


605 








Phe 


Leu 


Phe 


Ser 



<210> 1786 
<211> 1119 
<212> PRT 

<213> Homo sapiens 



<400> 1786 



Met. 


Ser 


Thr 


Ala 


Ala 


Phe 


His 


He 


Ser 


Ser Leu Leu 


Glu 


Lys 


Met 


Thr 


1 








5 










10 






15 




Ser 


Ser 


Asp 


Lys 


Asp 


Phe Arg Phe 


Met 


Ala Thr Ser 


Asp 


Leu 


Met 


Ser 








20 










25 






30 






Glu 


Leu 


Gin 


Lys 


Asp 


Ser 


He 


Gin 


Leu Asp Glu Asp 


Ser 


Glu 


Arg 


Lys 






35 










40 






45 








Val 


Val 


Lys 


Met 


Leu 


Leu Arg 


Leu 


Leu Glu Asp Lys 


Asn 


Gly 


Glu 


Val 




50 










55 






60 










Gin 


Asn 


Leu 


Ala 


Val 


Lys 


Trp Leu 


Gly Val Pro Leu 


Gly 


Ala 


Phe 


His 


65 










70 








75 








80 


Ala 


Ser 


Leu 


Leu 


His 
85 


Cys 


Leu 


Leu 


Pro 


Gin Leu Ser 
90 


Ser 


Pro 


Arg 
95 


Leu 


Ala 


Val 


Arg 


Lys 


Arg 


Ala 


Val 


Gly 


Ala Leu Gly His 


Leu 


Ala 


Ala 


Ala 








100 










105 






110 






Cys 


Ser 


Thr 


Asp 


Leu 


Phe 


Val 


Glu 


Leu Ala Asp His 


Leu 


Leu 


Asp 


Arg 






115 










120 






125 








Leu 


Pro 
130 


Gly 


Pro 


Arg 


Val 


Pro 
135 


Thr 


Ser 


Pro Thr Ala 
140 


He 


Arg 


Thr 


Leu 


He 


Gin 


Cys 


Leu 


Gly 


Ser 


Val 


Gly 


Arg Gin Ala Gly 


His 


Arg 


Leu 


Gly 


145 










150 








155 








160 


Ala 


His 


Leu 


Asp 


Arg 


Leu 


Val 


Pro 


Leu Val Glu Asp 


Phe 


Cys 


Asn 


Leu 










165 










170 






175 




Asp 


Asp 


Asp 


Glu 
180 


Leu 


Arg 


Glu 


Ser 


Cys 
185 


Leu Gin Ala 


Phe 


Glu 
190 


Ala 


Phe 


Leu 


Arg 


Lys 
195 


Cys 


Pro 


Lys 


Glu 


Met 
200 


Gly 


Pro His Val 


Pro 

205 


Asn 


Val 


Thr 


Ser 


Leu 
210 


Cys 


Leu 


Gin 


Tyr 


He 
215 


Lys 


His 


Asp Pro Asn 
220 


Tyr 


Asn 


Tyr 


Asp 


Ser 


Asp 


Glu 


Asp 


Glu 


Glu 


Gin 


Met 


Glu 


Thr Glu Asp 


Ser 


Glu 


Phe 


Ser 


225 










230 








235 








240 


Glu 


Gin 


Glu 


Ser 


Glu 


Asp Glu Tyr 


Ser 


Asp Asp Asp 


Asp 


Met 


Ser 


Trp 










245 










250 






255 




Lys 


Val 


Arg 


Arg 
260 


Ala 


Ala 


Ala 


Lys 


Cys 
265 


He Ala Ala 


Leu 


He 
270 


Ser 


Ser 
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Arg Pro Asp Leu 
275 

He Arg Arg Phe 
290 

Thr Ala Tyr He 
305 

Leu Glu Ala Met 

Leu Arg Gly Gin 

340 

Lys Asp Arg Ser 
355 

Glu Leu Ala Gly 

370 

Leu Val Ser Gly 
385 

Thr He Arg Met 

Glu Pro Ala Glu 

420 

Val Met Ala Cys 
435 

Leu Val Val Leu 
450 

Pro Arg Met Leu 
465 

Thr Leu Ala Arg 

Arg' Ala He Ser 

500 

Leu Gly Asp Asp 
515 

Arg Asn Glu He 

530 

Ala Val Ser Pro 
545 

Leu His He Leu 

Leu Ala Thr Leu 

580 

Ser Leu Pro Pro 
595 

Leu Val Asn Glu 
610 

Leu Ala Thr Val 
625 

Gly Pro Val Leu 

Pro Ala Gly Val 

660 

Gly Thr Arg Pro 
675 

Thr Ala Pro Val 
690 

Lys Gin Val Phe 
705 

Ala Cys Pro Gin 

Ala Ar^ Ser Pro 

740 

Ser Leu Ala Glu 
755 

Leu Lys Ala Val 
770 



Leu Pro Asp Phe 

280 

Lys Glu Arg Glu 
295 

Val Leu Leu Arg 
310 

Glu Glu Pro Thr 
325 

Val Pro Leu Val 

Val Arg Ala Arg 

360 

Val Leu Pro Gly 
375 

He He Phe Ser 
390 

Asp Ala Leu Ala 
405 

Ala Phe His Pro 

Val Ala Asp Ser 

440 

Gin Glu Leu Val 
455 

Asp Pro Glu Pro 
470 

Leu Arg Ala Thr 
485 

Cys .Met Gly His 

Leu Glu Pro Thr 

520 

Thr Arg Leu Pro 
535 

Leu Gin Leu Asp 
550 

Ala Ser Phe Leu 
565 

Ala Ala Leu Asp 

Ser Ala Val Gin 

600 

Ser Asp Met His 
615 

Thr Gin Ala Gin 
630 

Ser Glu Leu Leu 
645 

Leu Ala Ala Ala 

Pro Cys Val Asp 

680 

Tyr Glu Gin Ala 
695 

His Ser Leu Ala 
710 

Glu Ala Ala Ser 
725 

His Ser Ser Thr 

Val Gly Gin Val 

760 

Leu Leu Glu Ala 
775 



His 


Cys 


Thr 


Leu 


Glu 


Asn 


Val 


Lys 








300 


Gin 


Thr 


Arg 


Pro 






315 




Gin 


Thr 


Gly 


Ser 




330 






Val 


Lys 


Ala 


Leu 


345 








Gin 


Gly 


Cys 


Phe 


Ser 


Leu 


Ala 


Glu 








380 


Leu 


Ala 


Asp 


Arg 






395 




Phe 


Leu 


Gin 


Gly 




410 






His 


Leu 


Pro 


He 


425 








Phe 


Tyr 


Lys 


He 


Arg 


Ala 


Leu 


Trp 








460 




Val 


VJJ. Jf 


Gill 






475 




Asp 


Leu 


Asp 


Gin 


• 


490 






Leu 


Val 


Gly 


His 


505 








Leu 


Leu 


Leu 


Leu 


Ala 


He 


Lys 


Ala 








540 


L6ti 


Gin 


■k J. \J 


Tie 






555 




Arg 


Lys 


Asn 


Gin 




570 






Ala 


Leu 


Ala 


Gin 


585 








Ala 


Val 


Leu 


Ala 


Val 


Ala 


Gin 


Leu 








620 


Pro 


Ala 


Ser 


Leu 






635 




Arg 


Leu 


Leu 


Ars 




650 






Glu 


Gly 


Phe 


Leu 


665 








Tyr 


Ala 


Lys 


Leu 


Val 


Asp 


Gly 


Gly 








700 


Arg 


Cys 


Val 


Ala 






715 




Thr 


Ala 


Ser 


Arg 




730 






Gly 


Val 


Lys 


Val 



745 

Ala Gly Pro Gly 

Leu Gly Ser Pro 
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Ala Pro Val Leu 
285 

Ala T^p Val Phe 

Pro Lys Gly Trp 

320 

Asn Leu His Met 
335 

Gin Arg Gin Leu 

350 

Ser Leu Leu Thr 
365 

His Met Pro Val 

Ser Ser Ser Ser 

400 

Leu Leu Gly Thr 
415 

Leu Leu Pro Pro 
430 

Ala Ala Glu Ala 
445 

Pro Leu His Arg 

Met Ser Ala Val 

480 

Glu Val Lys Glu 
495 

Leu Gly Asp Arg 
510 

Leu Asp Arg Leu 
525 

Leu Thr Leu Val 

Leu Ala Glu Ala 

560 

Arg Ala Leu Arg 
575 

Ser Gin Gly Leu 
590 

Glu Leu Pro Ala 
605 

Ala Val Asp Phe 

Val Glu Val Ser 

640 

Ser Pro Leu Leu 
655 

Gin Ala Leu Val 
670 

He Ser Leu Leu 
685 

Pro Gly Leu His 

Ala Leu Ser Ala 

720 

Leu Val Cys Asp 
735 

Leu Ala Phe Leu 
750 

Pro Gin Arg Glu 
765 

Ser Glu Asp Val 
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Arg Ala 


Ala 


7U.a 


Ser 


Tyr 


Ala 


Leu 


Gly 


Arg 


Val 


Gly 


Ala 


Gly 


Ser 


Leu 


785 








790 










795 










800 


Pro Asp 


Pne 


Leu 


Pro 


Pne 


Leu 


Leu 


mm 

Glu 


Gin 


He 


aa 

Glu 


Ala 


Glu 


Pro 


Arg 








805 










810 










815 




Arg Gin 


Tyr 


Leu 


Leu 


Leu 


His 


Ser 


Leu 


Arg 


Glu 


Ala 


Leu 


Gly 


Ala 


Ala 


■ 




820 










825 










A ^ 

830 






Gin Pro 


Asp 


Ser 


Leu 


Lys 


Pro 


Tyr 


Ala 


Glu 


Asp 


lie 


Trp 


Ala 


T Ma a 

Leu 


Leu 




835 










840 










845 








Pne Gin 


Arg 


Cys 


Glu 


Gly 


Ala 


Glu 


Glu 


Gly 


Thr 


Arg 


Gly 


Val 


Val 


Ala 


f% ^ f\ 

850 










M p e* 

855 










860 










Glu Cys 


lie 


Giy 


Lys 


Leu 


Val 


Leu 


Val 


% Mas 

Asn 


Pro 


Ser 


Pne 


T Aa a 

Leu 


T Aa a 

Leu 


Pro 


865 








870 










H Ml 

875 










n f% f\ 

880 


Arg Leu 


Arg 


Lys 


Gin 


Leu 


Ala 


Ala 


Gly 


Arg 


Pro 


His 


Thr 


Arg 


Ser 


Thr 








885 










890 










895 




Val lie 


Thr 


Ala 


Val 


Lys 


Pne 


Leu 


lie 


Ser 


Asp 


Gin 


Pro 


His 


Pro 


He 






900 










905 










910 






Asp Pro 


Leu 


Leu 


Lys 


Ser 


Pne 


He 


TV T — 

Ala 


Val 


His 


M .A 

Asn 


T a a» 

Lys 


Pro 


Ser 


T Aa a 

Leu 




915 










920 










925 








Val Arg 


Asp 


Leu 


Leu 


Asp 


Asp 


He 


X ^ 

Leu 


Pro 


Leu 


Leu 


Tyr 


Gin 


Glu 


Thr 


930 










935 










940 










Lys lie 


Arg 


Arg 


Asp 


X ^ m. m 

Leu 


He 


Arg 


Glu 


Val 


Glu 


Met 


Gly 


Pro 


Phe 


Lys 


945 








950 










955 










960 


His Thr 


Val 


Asp 


Asp 


Gly 


Leu 


Asp 


Val 


Arg 


Lys 


Ala 


Ala 


Phe 


Glu 


Cys 








965 










970 










975 




Met Tyr 


Ser 


Leu 


Leu 


Glu 


Ser 


Cys 


Leu 


Gly 


Gin 


Leu 


Asp 


He 


Cys 


Glu 






980 










985 










990 






Phe Leu 


Asn 


His 


Val 


Glu 


Asp 


Gly 


Leu 


Lys 


Asp 


His 


Tyr 


Asp 


He 


Arg 




995 








1000 








1005 








Met Leu 


Thr 


Phe 


He 


Met 


Val 


Ala 


Arg 


Leu 


Ala 


Thr 


Leu 


Cys 


Pro 


Ala 


1010 








1015 








1020 










Pro Val 


Leu 


Gin 


Arg 


Val 


Asp Arg 


Leu 


He 


Glu 


Pro 


Leu 


Arg 


Ala 


Thr 


L025 








L030 








1035 








1040 


Cys Thr 


Ala 


Lys 


Val 


Lys 


Ala Gly 


Ser 


Val 


Lys 


Gin 


Glu 


Phe 


Glu 


Lys 






1045 








1050 








1055 




Gin Asp 


Glu 


Leu 


Lys Arg 


Ser 


Ala 


Met 


Arg Ala Val Ala 


Ala 


Leu 


Leu 




1060 








1065 








1070 






Thr lie 


Pro 


Glu 


Val Gly Lys 


Ser 


Pro 


He 


Met 


Ala 


Asp 


Phe 


Ser 


Ser 


1075 








1080 








1085 








Gin lie Arg 


Ser 


Asn 


Pro 


Glu 


Leu 


Ala 


Ala 


Leu 


Phe 


Glu 


Ser 


He 


Gin 


1090 








1095 








1100 










Lys Asp 


Ser 


Thr 


Ser Ala 


Pro 


Ser 


Thr 


Asp 


Ser 


Met 


Glu 


Leu 


Ser 





1105 1110 1115 1119 



<210> 1787 

<211> 1144 

<212> PRT 

<213> Homo sapiens 



<400> 1787 
Met Ser Thr Ala 
1 

Ser Ser Asp Lys 

20 

Glu Leu Gin Lys 

35 

Val Val Lys Met 
50 

Gin Asn Leu Ala 
65 

Ala Ser Leu Leu 



Ala Phe His He 
5 

Asp Phe Arg Phe 

Asp Ser He Gin 

40 

Leu Leu Arg Leu 

55 

Val Lys Trp Leu 
70 

His Cys Leu Leu 
85 



Ser Ser Leu Leu 
10 

Met Ala Thr Ser 
25 

Leu Asp Glu Asp 

Leu Glu Asp Lys 

60 

Gly Val Pro Leu 
75 

Pro Gin Leu Ser 
90 



Glu Lys Met Thr 
15 

Asp Leu Met Ser 
30 

Ser Glu Arg Lys 
45 

Asn Gly Glu Val 

Gly Ala Phe His 

80 

Ser Pro Arg Leu 
95 
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TV 1 ^ 


vai 


Arg 


Lys 


Arg 


Aia 


vai 


Giy 


Ala 


Leu Gly 


nlS 


Lteu 


Aia 


Aia 


A 1 a 

Ala 








100 










105 










110 






Cys 


ser 


Thr Asp 


Leu 


pne 


vai 


Glu 


Leu 


Ala Asp 


XT A — 

Ills 


Leu 


Leu 


Asp 


Arg 






115 










120 










125 










Fro 


Gly Pro 


Arg 


vai 


Pro 


Thr 


Ser 


Fro 


W% ilW* 

rnr 


Ala 

Ala 


lie 


Arg 


rnr 


Leu 




130 










135 










140 












uin 


Cys 


Leu 


v»±y 


oer 


vai 


v»iy 


Arg 


Gin 


Ala 


Gly 


Ills 


Arg 


Leu 


uiy 


145 










150 










135 










160 




JUS 


Leu Asp 


TV ^^^^ 

Arg 


lieu 


vai 


^^^^^^ 

Irro 


jjeu 


vai 


QIU 


ASp 


irlie 


cys 


TV 

Asn 


JjcU 










165 










170 










175 






ASp 


Asp Glu 


lieu 


Arg 


Glu 


ser 


cys 


Leu 


Gin 


Ala 


Fne 


Glu 


Ala 

Ala 


File 








180 










IOC 

185 










190 








TV 

Arg 


Lys 


Cys 


irro 


lays 


\3lU 


neu 


oiy 


Pro 


His 


vai 


Irro 


TV 

Asn 


vai 


inr 






195 










200 










205 










LaeU 


Cys 


Leu 


vsin 


Tyr 


lie 


Lys 


aXS 


Asp 


Pro 


TV 

Asn 


Tyr 


Asn 


Tyr 


Asp 




210 










215 










0\ f\ 

220 










SeiT 


Asp 


Glu 


Asp 


Glu 


Glu 


Gin 


Met 


Glu 


Thr 


Glu 


TV 

Asp 


ft 

ser 


Glu 


Pne 


Ser 


^ ^ ^ 

225 










230 










235 










240 


GJ.U 


Gin 


Glu 


Ser 


Glu 


Asp 


Glu 


Tyr 


Ser 


Asp Asp 


Asp 


Asp 


Met 


Ser 


Trp 










245 










250 










^ ^ ^ 

255 




Lys 


Val 


Arg 


Arg 


Ala 


Ala 


Ala 


Lys 


Cys 


He 


Ala 


Ala 


Leu 


He 


Ser 


Ser 








260 










265 










270 






Arg 


Pro 


Asp 


Leu 


Leu 


Pro 


Asp 


Phe 


His 


Cys 


Thr 


Leu 


Ala 


Pro 


Val 


Leu 






275 










280 










285 








lie 


Arg 


Arg 


Phe 


Lys 


Glu 


Arg 


Glu 


Glu 


Asn 


Val 


Lys 


Ala 


Asp 


Val 


Phe 




290 










295 










300 












Ala 


Tyr 


He 


Val 


Leu 


Leu 


Arg 


Gin 


Thr 


Arg 


Pro 


Pro 


Lys 


Gly 


Trp 


305 










310 










315 










320 


Leu 


Glu 


Ala 


Met 


Glu 


Glu 


Pro 


Thr 


Gin 


Thr Gly 


Ser 


Asn 


Leu 


His 


Met 










325 










330 










335 




Leu 


Arg 


Gly 


Gin 


Val 


Pro 


Leu 


Val 


Val 


Lys 


Ala 


Leu 


Gin 


Arg 


Gin 


Leu 








340 










345 










350 






Lys 


Asp 


Arg 


Ser 


Val 


Arg 


Ala 


Arg 


Gin 


Gly Cys 


Phe 


Ser 


Leu 


Leu 


Thr 






355 










360 










365 








Glu 


Leu 


Ala 


Gly 


Val 


Leu 


Pro 


Gly 


Ser 


Leu 


Ala 


Glu 


His 


Met 


Pro 


Val 




370 










375 










380 










Leu 


Val 


Ser 


Gly 


He 


He 


Pne 


Ser 


Leu 


Ala 


Asp 


Arg 


Ser 


Ser 


Ser 


Ser 


385 










390 










395 










400 


Thr 


lie 


Arg 


Met 


Asp 


Ala 


Leu 


Ala 


Phe 


Leu 


Gin 


Gly 


Leu 


^ 

Leu 


Gly 


Thr 










405 










410 










415 




Glu 


Pro 


Ala 


Glu 


Ala 


Pne 


His 


Pro 


His 


Leu 


Pro 


He 


Leu 


Leu 


Pro 


Pro 








420 










425 










430 






Val 


Met 


Ala 


Cys 


Val 


Ala 


Asp 


Ser 


Phe 


Tyr 


Lys 


He 


7\ 1 M 

Ala 


Ala 


Glu 


Ala 






435 










440 










445 








Leu 


Val 


Val 


Leu 


Gin 


Glu 


Leu 


Val 


Arg 


Ala 


Leu 


Trp 


Pro 


Leu 


His 


Arg 




450 










455 










460 










Pro 


Arg 


Met 


Leu 


Asp 


Pro 


Glu 


Pro 


Tyr 


Val 


Gly 


Glu 


Met 


Ser 


A 1 M 

Ala 


Val 


465 










470 










475 










480 


Tnr 


Leu 


Ala 


Arg 


Leu 


Arg 


/u.a 


Thr 


Asp 


Leu- Asp 


Gin 


Glu 


Val 


Lys 


Glu 










485 










490 










495 




Arg 


Ala 


He 


Ser 


Cys 


Met 


Gly 


His 


Leu 


Val 


Gly 


His 


Leu 


Gly 


Asp 


Arg 








500 










505 










510 






Leu 


Gly 


Asp 


Asp 


Leu 


Glu 


Pro 


Thr 


Leu 


Leu 


Leu 


Leu 


Leu 


A ■ 1 

Asp 


% - - - 

Arg 


Leu 






515 










520 










525 








Arg 


Asn 


Glu 


He 


Thr 


Arg 


Leu 


Pro 


Ala 


He 


Lys 


A 1 IP. 

Ala 


Leu 


Thr 


Leu 


Val 




530 










535 










540 










Ala 


Val 


Ser 


Pro 


Leu 


Gin 


Leu 


Asp 


Leu 


Gin 


Pro 


He 


Leu 


Ala 


Glu 


Ala 


545 










550 










555 










560 


Leu 


His 


He 


Leu 


Ala 


Ser 


Phe 


Leu 


Arg 


Lys 


Asn 


Gin 


Arg 


Ala 


Leu 


Arg 










565 










570 










575 




Leu 


Ala 


Thr 


Leu 


Ala 


Ala 


Leu 


Asp 


Ala 


Leu 


Ala 


Gin 


Ser 


Gin 


Gly 


Leu 








580 










585 










590 






Ser 


Leu 


Pro 


Pro 


Ser 


Ala 


Val 


Gin 


Ala 


Val 


Leu 


Ala 


Glu 


Leu 


Pro 


Ala 






595 










600 










605 
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VaX 


A on 




oer 


TV ^^M^ 

ASp 


Met 


HXS 


val 


Ala 

AX a 


(axn 


lieu 


Ala 

Axa 


vax Asp 


Pne 




CIO 
O X w 










615 










C O A 










Ala 




VAX 




fil r» 


Ala 
AX a 


vvxn 


xrX^O 


a1 a 

Axa 


C A^ 


T.Al 1 


Va 1 

vax 


r'l H iral 

V3XU vax 


^^^^ 

oer 












0.3U 










O J 3 








640 




JtJl W 


VClX 


xieu 


oer 


IsXU 


lieu 


ijeu 


w ^^^^ 

Arg 


T Al 1 

Xieu 


T AH 

Xieu 


Arg 


G A V 

oer 


irro lieu 


Xieu 




















CCA 








C c c 




XrX. U 




oxy 


Val 

vax 


T.Al 1 


Zkl a 

Axa 


AX a 


Axa 


/^i 11 

olU 


trxy 


if US. 


lieu 


vaxn 


TV 1 T • 

AX a lieu 


17-1 1 

vax 








ooU 










f f c 










t A 

o70 








TV v/T 

iurg 


r'xo 


Irro 


cys 


vax 


TV 

ASp 


Tyr 


Al a 

Axa 


Xiys 


T .^&i 1 

lieu 


Tl A 

xxe 


oer Lieu 


lieu 






£ "7 c 










QOO 










fee 
d85 






XXU: 




JrJ. O 


Tfa 1 

vax 


Tyr 


f2l n 
urXU 


vjxn 


Axa 


vax 


ASp 


oxy 


oxy 


Irro 


Gxy Lieu 


HXS 














c o c 
d95 










•7 A A 










fil n 


\Ta 1 

vax 


irlie 


nxB 


oer 


Xieu 


Axa 


TV *y*^»r 

Arg 


res 

uys 


X7a 1 

vax 


Axa 


Al a 

AX a 


lieu oer 


A 1 <3 

Axa 


•7 n c 










/ xu 










7XD 








720 




uy s 


xrro 


uxn 


UXU 


AX a 


AX a 


ser 


mr 


Al a 

Axa 


C .^K. 

ser 


Arg 


Leu 


vax cys 


Asp 










725 










730 








735 








ocr 


irro 


HXS 


O A V* 

oer 


oer 


inr 


/2l 

vixy 


Tf a 1 

vax 


Lys 


tfa 1 

vax 


ijeu 


AX a Fne 


ijeu 








740 










745 










750 






lieu 


TV n fa 

Aia 


LrlU 


vax 


\jXy 


Gxn 


vax 


AX a 


CiXy 


Pro 


Gxy 


Pro 


Gxn Arg 


Glu 






^7 C 1? 

755 










760 










765 








jjys 


Ala 


vai 


Leu 


Leu 


(jXU 


AXa 


Leu 


GXy 


Ser 


Pro 


Ser 


Glu Asp 


Val 




•7 *7 rt 

770 










^ ^ 

lis 










^ rt 

780 








Arg 




5V 1 -» 

Aia 


TV 1 

Ala 


ser 


Lyiu 


AX a 


Leu 


GXy 


Arg 


Vax 


GXy 


AXa 


Gly Ser 


Leu 


785 










790 










w f\ f 

795 








800 


^^^^^^ 


ASp 


fne 


T AVI 

Leu 


Pro 


pne 


Leu 


Leu 


GXU 


GXn 


xxe 


GXU 


TV T 

AXa 


Glu Pro 


Arg 










805 










810 








815 




Arg 


Gin 


Tyr 


Leu 


Leu 


Leu 


HXS 


Ser 


Leu 


Arg 


Glu 


Ala 


Leu 


Gly Ala 


Ala 








820 










825 










830 






Pro 


Asp 


Ser 


Leu 


Lys 


Pro 


Tyr 


AX a 


GXU 


Asp 


lie 


Trp 


Ala Leu 


Leu 






835 










840 










845 






Fne 


Gin 


Arg 


Cys 


GxU 


Gly 


Ala 


Glu 


Glu 


Gly 


Thr 


Arg 


Gly 


Val Val 


Ala 




o r* 

850 










855 










860 








Glu 


Cys 


lie 


Gly 


Lys 


Leu 


Val 


Leu 


Val 


* — 

Asn 


Pro 


Ser 


Phe 


Leu Leu 


Pro 


865 










n 

870 










n 

875 








880 


Arg 


Leu 


Arg 


Lys 


Gin 


Leu 


Ala 


Ala 


Gly 


Arg 


Pro 


TT >i M 

Hxs 


Thr 


Arg Ser 


Thr 










o rt r 

885 










890 








f\ ^ 

895 






lie 


inr 


Axa 


vax 


Lys 


ir'ne 


Leu 


lie 


ber 


Asp 


Gxn 


Pro 


His Pro 


xXe 








900 










r 

905 










910 






irro 


lieu 


Leu 


iiys 


oer 


Fne 


lie 


VaXy 


GXU 


Pne 


Mec 


GXU 


Ser Leu 


GXn 






915 










920 










925 










TV 

ASp 


lieu 




vax 


Arg 


Arg 


Axa 


Thr 


Leu 


Ala 


Pne 


Pne Asn 


Ser 




rt T /\ 

930 










935 










940 








TV 1 


vax 


TT J — 

xilS 


Asn 


Lys 


Pro 


Ser 


Leu 


Vax 


Arg 


Asp 


Leu 


Leu 


Asp Asp 


He 


945 










f? 
950 










955 








960 




Pro 


Leu 


Leu 


Tyr 


GXn 


Glu 


Thr 


Lys 


lie 


Arg 


Arg 


Asp 


Leu He 


Arg 










965 










970 








975 




Glu 


Val 


^lU 


Mec 


Gxy 


Pro 


Phe 


Lys 


nXS 


Thr 


Val 


Asp 


Asp 


Gly Leu 


Asp 








n o n 
980 










n fs p 

985 










990 




Val 


Arg 


Liys 


Axa 


Ala 


Phe 


Glu 


Cys 


nec 


Tyr 


Ser 


Leu 


Leu 


Glu Ser 


Cys 






995 








1000 








1005 






Leu 


Gly 


vin 


Leu 


Asp 


He 


Cys 


Glu 


Phe 


Leu 


Asn 


His 


Val 


Glu Asp 


Gly 


1010 








- 1015 








1020 








Leu 


Lys 


Asp 


His 


Tyr 


Asp 


lie 


Arg 


Met 


Leu 


Thr 


Phe 


He 


Met Val 


Ala 


.025 








1030 








1035 






1040 


Arg Leu 


Ala 


Thr 


Leu Cys 


Pro 


Ala 


Pro 


Val 


Leu 


Gin 


Arg 


Val Asp Arg 








1045 








1050 








1055 




Leu 


He 


Glu 


Pro Leu Arg Ala Thr 


Cys 


Thr 


Ala 


Lys 


Val 


Lys Ala Gly 



1060 1065 1070 



Ser Val Lys Gin Glu Phe Glu Lys Gin Asp Glu Leu Lys Arg Ser Ala 

1075 1080 1085 

Met Arg Ala Val Ala Ala Leu Leu Thr He Pro Glu Val Gly Lys Ser 

1090 1095 1100 

Pro He Met Ala Asp Phe Ser Ser Gin He Arg Ser Asn Pro Glu Leu 
1105 . 1110 1115 1120 
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Ala Ala Leu Phe Glu Ser lie Gin Lys Asp Ser Thr Ser Ala Pro Ser 

1125 1130 1135 

Thr Asp Ser Met Glu Leu Ser * 

1140 1143 



<210> 1788 

<211> 393 

<212> PRT 

<213> Homo sapiens 



<400> 1788 
Met lie Thr Leu 
1 

Leu Lys Cys Thr 

20 

Asp lie Ser Asn 
35 

Ser Trp Arg Gly 
50 

Leu Asn Phe Ser 

65 ■ 

Pro Ser Arg Gly 

Arg Pro Glu Pro 

100 

Pro Ser Lys Arg 
115 

Arg Trp Gin Pro 
130 

lie Lys His Arg 
145 

Gin Ser Pro Pro 

Ser Ala Ser Ser 

180 

Phe Phe Ser Leu 
195 

Ser Pro Gin Ser 

" 210 
Cys Pro Pro Gin 
225 

Ala Ser Arg Phe 

Glu Leu Pro Trp 

260 

Ser Gin Pro Cys 
275 

His Glu Glu Asp 
290 

Met Asn Gin Lys 
305 

Arg Glu Gly Ser 

Pro Pro Leu Ser 

340 

Leu Ser Glu Ser 
355 

Gin Ala Leu Ser 
370 

Asp Leu Asn Leu 
385 



lie 


Thr 


Glu 


Gin 


5 








Arcr 


Phe 


Ser 


lie 


Cys 


Gly 


Asn 


Ser 








40 


Leu 


Pro 


His 


Cys 






55 




Tyr 


His 


Pro 


Ser 




70 






Asn 


Ser 


Pro 


Lys 


85 








Pro 


ASD 


Pro 


Glu 


His 


Cys 


Arg 


Ser 








120 


Val 


Trp 


Arg 


Pro 






135 




Gly 


Ser 


Gly Gly 




150 






Lys 


Arg 


Val 


Ser 


165 








Gin 


Cvs 


Ala 


Pro 


Ala 


Leu 


Ala 


Gin 








200 


Gly 


Ser 


Trp Glu 






215 




Arg 


Arg 


Phe 


Ser 




230 






Leu 


Pro 


Ser 


Ala 


245 








Arg 


Pro 


Arg Gly 


Asp 


Leu 


Asp Ala 








280 


Pro 


Arg 


Arg Leu 






295 




Pro 


Tyr 


Ser Gly 




310 






Ser 


lie 


Ser 


Pro 


325 








Ala 


Ser 


Cys 


Ser 


Glu 


Glu 


Glu 


Glu 








360 


Lys 


Arg 


Thr 


Leu 






375 




lie 


Glu 


Glu 


Asn 




390 




392 



Leu Gin Lys Gin 
10 

Ser Leu Pro Leu 
25 

Phe Gin Leu Val 

Ser Cys Ala Glu 

60 

Gly Leu Ser Leu 
75 

Glu Gin Pro Phe 
90 

Lys Leu Pro Val 
105 

Leu Ser Val Pro 

Ala Pro Ser Lys 

140 

Gly Gly Gly Pro 
155 

Ser Leu Arg Phe 
170 

Ala His Arg Pro 
185 

Asp Ser Ser Arg 

Ser Asp Ala Glu 

220 

Leu Ser Pro Ser 
235 

Arg Ser Ser Pro 
250 

Leu Arg Asn Leu 
265 

Arg Lys Thr Gly 

Arg Pro Ser Leu 

300 

Gly Leu Cys Leu 
315 

Pro Trp Phe Met 
330 

Pro Thr Gly Gly 
345 

Glu Gly Ala Val 

Cys Gin Arg Asp 

380 



Thr 


Leu 


Asp 


Glu 






15 




Pro Asp 


His 


Ala 




30 






Ser 


Glu 


Gly 


Ala 


45 








Phe 


Gin 


Aso 


Ser 


His 


Leu 


Arg 


Pro 








80 


Ser 


Gin 


Val 


Leu 






95 




Pro 


Pro 


Ala 


Pro 




110 






Val 


Asp 


Leu 


Ser 


125 








Leu 


Trp 


Thr 


Pro 


Gin 


Val 


Pro 


His 








160 


Leu 


Gin 


Ala 


Pro 






175 




Tyr 


Ser 


Pro 


Pro 




190 






Pro 


Cys 


Ala 


Ala 


205 








Ser 


Leu 


Ser 


Pro 


Leu Gly 


Pro 


Gin 








240 


Ala 


Ser 


Ser 


Pro 






255 




Pro 


Arg 


Ser 


Arg 




270 






Val 


Lys 


Arg 


Arg 


285 








Asp 


Phe 


Asp 


Lys 


Gin 


Glu 


Thr 


Ala 








320 


Ala 


Cys 


Ser 


Pro 






335 




Ser 


Ser 


Gin 


Val 




350 






Arg Trp 


Gly 


Arg 


365 








Phe Gly 


Asp 


Leu 
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<210> 1789 
<211> 543 
<212> PRT 

<213> Homo sapiens 



<400> 1789 



Met 


Glu 


Pro 


Asp 


Ser 


Val He Glu 


Asp Lys 


Thr He 


Glu 


Leu 


Met 


Cys 


1 








5 




10 








15 




Ser 


Val 


Pro 


Arg 


Ser 


Leu Trp Leu 


Gly Cys 


Ala Asn 


Leu 


Val 


Glu 


Ser 








20 




- 


25 






30 






Met 


Cys 


Ala 


Leu 


Ser 


Cys Leu Gin 


Ser Met 


Pro Ser 


Val 


Arg 


Cys 


Leu 






35 






40 






45 








Gin 


He 


Ser 


Asn 


Gly 


Thr Ser Ser 


Val He 


Val Ser 


Arg 


Lys 


Arg 


Pro 




50 








55 




60 










Ser 


Glu 


Gly 


Asn 


Tyr 


Gin Lys Glu 


Lys Asp 


Leu Cys 


He 


Lys 


Tyr 


Phe 


65 










70 




75 








80 


Asp 


Gin 


Trp 


Ser 


Glu 


Ser Asp Gin 


Val Glu 


Phe Val 


Glu 


His 


Leu 


He 










85 




90 








95 




Ser 


Arg 


Met 


Cys 


His 


Tyr Gin His 


Gly His 


He Asn 


Ser 


Tyr 


Leu 


Lys 








100 






105 






110 






Pro 


Met 


Leu 


Gin 


Arg 


Asp Phe He 


Thr Ala 


Leu Pro 


Glu 


Gin 


Gly 


Leu 






115 






120 






125 








Asp 


His 


He 


Ala 


Glu 


Asn He Leu 


Ser Tyr 


Leu Asp 


Ala Arg 


Ser 


Leu 




130 








135 




140 










Cys 


Ala 


Ala 


Glu 


Leu 


Val Cys Lys 


Glu Trp 


Gin Arg 


Val 


He 


Ser 


Glu 


145 










150 




155 








160 


Gly 


Met 


Leu 


Trp 


Lys 


Lys Leu He 


Glu Arg Met Val 


Arg 


Thr 


Asp 


Pro 










165 




170 








175 




Leu 


Trp 


Lys 


Gly 


Leu 


Ser Glu Arg 


Arg Gly Trp Asp 


Gin 


Tyr 


Leu 


Phe 








180 






185 






190 






Lys 


Asn 


Arg 


Pro 


Thr 


Asp Gly Pro 


Pro Asn 


Ser Phe 


Tyr Arg 


Ser 


Leu 






195 






200 






205 








Tyr 


Pro 


Lys 


He 


He 


Gin Asp He 


Glu Thr 


He Glu 


Ser 


Asn 


Trp 


Arg 




210 








215 




220 










Cys 


Gly 


Arg 


His 


Asn 


Leu Gin Arg 


He Gin 


Cys Arg 


Ser 


Glu 


Asn 


Ser 


225 










230 




235 








240 


Lys 


Gly 


Val 


Tyr 


Cys 


Leu Gin Tyr 


Asp Asp Glu Lys 


He 


He 


Ser 


Gly 










245 




250 








255 




Leu 


Arg 


Asp 


Asn 


Ser 


He Lys He 


Trp Asp 


Lys Thr 


Ser 


Leu 


Glu 


Cys 








260 






265 






.270 






Leu 


Lys 


Val 


Leu 


Thr 


Gly His Thr 


Gly Ser Val Leu 


Cys 


Leu 


Gin 


Tyr 






275 






280 






285 








Asp 


Glu 


Arg 


Val 


He 


Val Thr Gly 


Ser Ser 


Asp Ser 


Thr 


Val 


Arg 


Val 




290 








295 




300 










Trp 


Asp 


Val 


Asn 


Thr 


Gly Glu Val 


Leu Asn 


Thr Leu 


He 


His 


His 


Asn 


305 










310 




315 








320 


Glu 


Ala 


Val 


Leu 


His 


Leu Arg Phe 


Ser Asn Gly Leu 


Met 


Val 


Thr 


Cys 










325 




330 








335 




Ser 


Lys 


Asp 


Arg 


Ser 


He Ala Val 


Trp Asp Met Ala 


Ser 


Ala 


Thr 


Asp 








340 






345 






350 






He 


Thr 


Leu 


Arg 


Arg 


Val Leu Val 


Gly His Arg Ala 


Ala 


Val 


Asn 


Val 






355 






360 






365 








Val 


Asp 


Phe 


Asp 


Asp 


Lys Tyr He 


Val Ser 


Ala Ser 


Gly Asp 


Arg 


Thr 




370 








375 




380 










He 


Lys 


Val 


Trp 


Ser 


Thr Ser Thr 


Cys Glu 


Phe Val 


Arg 


Thr 


Leu 


Asn 


385 










390 




395 








400 


Gly 


His 


Lys 


Arg 


Gly 


He Ala Cys 


Leu Gin 


Tyr Arg 


Asp Arg 


Leu 


Val 










405 




410 








415 




Val 


Ser 


Gly 


Ser 


Ser 


Asp Asn Thr 


He Arg 


Leu Trp 


Asp 


He 


Glu 


Cys 








420 






425 






430 







3663 



wo 01/57190 



PCT/USOl/04098 



Gly 


Ala 


Cys 


Leu 


Arg 


Val 


Leu 


Glu Gly 


His 


Glu 


Glu Leu Val 


Arg Cys 






435 










440 






445 




lie 


Arg 


Phe 


Asp 


Asn 


Lys 


Arg 


He Val 


Ser 


Gly 


Ala Tyr Asp 


Gly Lys 




450 










455 








460 




lie 


Lys. 


Val 


Trp 


Asp 


Leu 


Gin 


Ala Ala 


Leu Asp 


Pro Arg Ala 


Pro Ala 


465 










470 








475 




480 


Ser 


Thr 


Leu 


Cys 


Leu 


Arg 


Thr 


Leu Val 


Glu 


His 


Ser Gly Arg 


Val Phe 










485 








490 






495 


Arg 


Leu 


Gin 


Phe 


Asp 


Glu 


Phe 


Gin. He 


He 


Ser 


Ser Ser His 


Asp Asp 








500 








505 






510 




Thr 


He 


Leu 


He 


Trp 


Asp 


Phe 


Leu Asn 


Val 


Pro 


Pro Ser Ala 


Gin Asn 






515 










520 






525 




Glu 


Thr 


Arg 


Ser 


Pro 


Ser 


Arg 


Thr Tyr 


Thr 


Tyr 


He Ser Arg 





530 535 540 542 



<210> 1790 
<211> 944 
<212> PRT 

<213> Homo sapiens 



<400> 1790 



Met 


Asp 


Gly 


Ser 


Thr 


Glu 


Arg 


Leu 


Glu 


Ala Arg 


Arg 


Pro 


Ala 


Gly Arg 


1 








5 










10 








15 


Leu 


Pro 


Trp 


Ser 


Ser 


Arg 


Gin 


Glu 


Met 


Thr Arg 


Arg 


Pro 


Ser 


Leu Met 








20 










25 








30 




Ala 


Gly 


Arg 


Gin 


His 


Gly 


Trp 


Ser 


Ala 


Gin Gin 


Ser 


Ala 


Thr 


Val Ala 






35 










40 








45 






Asn 


Pro 


Val 


Pro 


Gly 


Ala 


Asn 


Pro 


Asp 


Leu Leu 


Pro 


His 


Phe 


Leu Val 




50 










55 








60 








Glu 


Pro 


Glu 


Asp 


Val 


Tyr 


He 


Val 


Lys 


Asn Lys 


Pro 


Val 


Leu 


Leu Val 


65 










70 








75 








80 


Cys 


Lys 


Ala 


Val 


Pro 


Ala 


Thr 


Gin 


He 


Phe Phe 


Lys 


Cys 


Asn 


Gly Glu 










85 










90 








95 


Trp 


Val 


Arg 


Gin 


Val 


Asp 


His 


Val 


He 


Glu Arg 


Ser Thr Asp 


Gly Ser 








.100 










105 








110 




Ser 


Gly 


Leu 


Pro 


Thr 


Met 


Glu 


Val 


Arg 


He Asn 


Val 


Ser Arg 


Gin Gin 






115 










120 








125 






Val 


Glu 


Lys 


Val 


Phe 


Gly 


Leu 


Glu 


Glu 


Tyr Trp 


Cys 


Gin 


Cys 


Val Ala 




130 










135 








140 








Trp 


Ser 


Ser 


Ser 


Gly 


Thr 


Thr 


Lys 


Ser 


Gin Lys 


Ala 


Tyr 


He 


Arg He 


145 










150 








155 








160 


Ala 


Tyr 


Leu 


Arg 


Lys 


Asn 


Phe 


Glu 


Gin 


Glu Pro 


Leu 


Ala 


Lys 


Glu Val 










165 










170 








175 


Ser 


Leu 


Glu 


Gin 


Gly 


He 


Val 


Leu 


Pro 


Cys Arg 


Pro 


Pro 


Glu 


Gly He 








180 










185 








190 




Pro 


Pro 


Ala 


Glu 


Val 


Glu 


Trp 


Leu Arg 


Asn Glu 


Asp 


Leu 


Val 


Asp Pro 






195 










200 








205 






Ser 


Leu 


Asp 


Pro 


Asn 


Val 


Tyr 


He 


Thr 


Arg Glu 


His 


Ser 


Leu 


Val Val 




210 










215 








220 








Arg 


Gin 


Ala 


Aarg 


Leu 


Ala 


Asp 


Thr 


Ala 


Asn Tyr 


Thr Cys Val 


Ala Lys 


225 










230 








235 








240 


Asn 


He 


Val 


Ala 


Arg 


Arg 


Arg 


Ser 


Ala 


Ser Ala 


Ala 


Val 


He 


Val Tyr 










245 










250 








255 


Gly 


Gly 


Pro 


Arg 


Asp 


Ser 


Leu 


Val 


Thr 


Gly Arg 


Gly Thr Ala 


Val Pro 








260 










265 








270 




Leu 


Gly 


Ser 


Asp 


Met 


Trp 


Leu 


Ser 


Phe 


Ser Val 


Arg 


Pro 


Val 


Asn Gly 






275 










280 








285 






Gly 


Trp 


Ser 


Thr 


Trp 


Thr 


Glu 


Trp 


Ser 


Val Cys 


Ser 


Ala 


Ser 


Cys Gly 




290 










295 








300 








Arg 


Gly 


Trp 


Gin 


Lys 


Arg 


Ser 


Arg 


Ser 


Cys Thr 


Asn 


Pro 


Ala 


Pro Leu 


305 










310 








315 








320 
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Asn Gly Gly Ala Phe Cys 

325 

Ala Thr Leu Cys Pro Val 

340 

Ser Ala Cys Gly Leu Asp 
355 

Asp Pro Ala Pro Arg Asn 
370 

Asp Thr Arg Asn Cys Thr 
385 390 
Fro Ala Pro Thr Lys Ala 

405 

Glu Asp Val Ala Leu Tyr 

420 

Val Leu Leu Leu Leu Val 
435 

Gly Leu Asp Ser Asp Val 
450 

Gin Pro Val Ser lie Lys 
465 470 
Thr lie Gin Pro Asp Leu 

485 

Leu Cys Pro Arg Gin Asp 

500 

Gly His Leu Leu Ser Pro 
515 

Ser Ser Pro Thr Ser Glu 
530 

Gin Asn Tyr Phe Arg Ser 
545 550 
Gly Thr Phe Asn Phe Leu 

565 

lie Ser Leu Leu lie Pro 

580 

Glu He Tyr Leu Thr Leu 

, 595 

Pro Gly Val Leu Leu Thr 
610 

Gly Glu Pro Ser Pro Asp 
625 630 
Cys Glu Gly Ser Trp Glu 

645 

Ser His Leu Tyr Tyr. Cys 

660 

Thr Glu Gin Leu Gly Arg 
675 

Ala Ala Ala Lys Arg Leu 
690 

Thr Ser Leu Glu Tyr Asn 
705 710 
Asp Ala Leu Lys Glu Val 

725 

Leu He Gin Glu Pro Arg 

740 

Leu Arg Leu Ser He His 
755 

Leu Leu Val Ser Tyr Gin 
770 

Thr Gin Arg Tyr Leu His 
785 790 
Ser Thr Ser Asp Leu Ala 

805 

Asp Gly Gin Ser Phe Ser 

820 



VaJLU 


vvxy 


Gin 


Asn 


V dX 


m n 








330 






ASp 


laXy 


Ser 


Trp 










345 








L.ys 


mr 


His' Trp 


Arg 


0 A V* 

oer 




ten 










vjj.y 


t»xy 




m 11 


ijyB 


fil n 


o to 










.Sou 




ASp 




v.ys 


VAX 


XlXo 
















T. A1 1 

Xicu 






al a 
AX a 


&1 a 

Axa 














VOlX 




ijeu 


xxe 


al a 


Val 
VdX 






425 








Jbeu 


xxe 


Leu 


Val 


Tyr 


tjys 




A A f\ 










Axa 


TV 

A3y 


Ser 


Ser 


Tl A 

xxe 


Lieu 


VI c c 

455 










460 




OCX 


Lys 


Ala 




TV « 










475 




ser 


Thr 


Thr 


Thr 


Thr 


Thr 








490 






Gly 


i'ro 


Ser 


Pro 


Lys 


Pne 


• 




505 








Leu 




Gly Gly 


Arg 


His 




520 










AJ.a 


GXU 


Glu 


Phe 


Val 


Ser 


^ ^ ^ 

535 










540 


Leu 


Pro 


Arg Gly 


Thr 


Ser 










555 




Gly 


GXy 


Arg 


Leu 


Met 


He 








570 






Pro 


Asp 


Ala 


He 


Pro 


Arg 






585 








rllS 


Lys 


Pro 


Glu 


Asp 


Val 




^ f\ r\ 

600 










Arg 


Pro 


Val 


He 


Leu 


Ala 


615 










620 


Ser 


Trp 


Ser 


Leu 


Arg 


Leu 










635 




Asp 


Vax 


Leu 


His 


Leu 


Gly 








650 






i3±n 


Xieu 


Glu 


Ala 


<ber 


Axa 






665 








pne 


TV 1 -» 

AX a 


Leu 


Val 


Gly 


Glu 




^ o r\ 










Liys 


Lieu 


Leu 


Leu 


jrne 


TV 1 

Aia 


f A C 

695 










700 


xxe 


Arg 


Val 


Tyr 


Cys 


Leu 










715 




vax 


vixn 


Leu 


Glu 


Lys 


Gin 








730 






vax 


jueu 


His 


Phe 


Lys 


Asp 






745 








TV ar\ 


VaX 


Pro 


Ser 


oer 


Ljeu 














Glu 


He 


Pro 


Phe 


Tyr 


His 


775 










780 


Cys 


Thr 


Phe 


Thr 


Leu 


Glu 










795 




Cys 


Lys 


Leu Trp 


Val 


Trp 








810 






He 


Asn 


Phe 


Asn 


He 


Thr 



825 
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Lys 


Thr 


Ala 


Cys 






335 




JL xp 


0 A 

OCX 


Xiys 


Tip 




'SCO 






ATy 


nl 11 
oXU 


cys 


G A v* 

oer 










ni V 


XXlx 


& 0 
AjSp 


lieu 




0<3X 


X j^X 


xux 








A f\f\ 


Ala 


Ser 


Gly 


Pro 






415 




Axa 


vax 


uys 


Lieu 




^ 0 n 






Arg 


ijyB 


xiys 


VaXu 


>l >l c 

445 








inr 


V* 

oer 


VaXy 


irne 


Pro 


HXS 


Leu 


T ^« * 

Leu 








480 


Tyr 


Gin 


Gly 


Ser 






495 




GXn 


Leu 


Thr 


Asn 




510 






Thr 


Leu 


His 


His 


525 








TV ^^^v 

Arg 


Lieu 


0 

oer 


inr 


Asn 


Mec 


inr 


iyr 








^ A 

560 


Pro 


Asn 


Thr 


Gly 






575 




Gly 


Lys 


ixe 


Tyr 




590 






Ser 


Cys 


Gly 


Pro 


^ A 

605 








jneu 


ASp 


nlS 


uys 


Lys 


Lys 


Gin 


Ser 








640 


Glu 


Glu 


Ala 


Pro 






655 




Cys 


Tyr 


Val 


Pne 




670 






AX a 


Lieu 


oer 


vai 


f 0 c 
685 








fro 


vax 


Ala 


cys 


xixS 


ASp 


inr 


xllS 








f ^ n 

720 


Leu 


Gly 


Gly 


Gin 






735 




oer 


iyr 


nlS 


TV ^^w% 

Asn 




1 A 

750 






Trp 


Lys 


Ser 


Lys 


755 








Tl A 

xxe 


Trp 


Asn 


uriy 


Arg 


Val 


Ser 


Pro 








800 


Gin 


Val 


Glu 


Gly 






815 




Lys 


Asp 


Thr 


Arg 




830 
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Phe Ala 61u Leu Leu 
835 

Val Gly Pro Ser Ala 

850 ■ 

lie Ser Ser Leu Asp 
865 

Leu Ala Gin Lys Leu 

885 

Lys Pro Ser Pro Thr 

900 

Phe Pro Asn Gly Asn 
915 

Gly Gin Pro Asp Ala 
930 



Ala Leu Glu Ser Glu Ala 
840 

Phe Lys lie Pro Phe Leu 
855 

Pro Pro Cys Arg Arg Gly 
870 875 
His Leu Asp Ser His Leu 

890 

Ala Met lie Leu Asn Leu 

905 

Leu Ser Gin Leu Ala Ala 
920 

Gly Leu Phe Thr Val Ser 
935 



Gly Val Pro Ala Leu 
845 

lie Arg Gin Lys lie 
860 

Ala Asp Trp Arg Thr 

880 

Ser Phe Phe Ala Ser 

895 

Trp Glu Ala Arg His 
910 

Ala Val Ala Gly Leu 
925 

Glu Ala Glu Cys * 
940 943 



<210> 1791 

<211> 1004 

<212> PRT 

<213> Homo sapiens 



<400> 1791 
Met Arg Lys Phe 
1 

Ser Ser Ser Ala 

20 

Arg Glu Pro Glu 
35 

Cys Lys Thr Val 
50 

Phe Asp Pro Val 
65 

Leu Arg Leu Phe 

Ser Gly Ala Ala 

100 

Leu Val Ser Ala 
115 

Gin Lys Arg Pro 
130 

Val Thr Phe Cys 
145 

Thr Glu Arg Gly 

Ser Gly Tyr Val 

180 

Ser His Pro Gly 
195 

Gly Lys Leu Leu 
210 

Leu Lys Tyr Lys 
225 

His Ser Val Ala 

Ser Asp Gly Thr 

260 

Val Gin Thr lie 
275 

Pro Glu Pro Cys 
290 

Ser Gly Glu Pro 
305 



Asn lie Arg Lys 
5 

Ser Gin Gin Gin 

He Gin Glu Thr 

40 

Arg His Gly Phe 
55 

Gin Lys He Leu 
70 

Gly Arg Pro Gly 
85 

Val He Gin Leu 

Leu Ala Asp Asp 

120 

Ala He Leu His 
135 

His Leu Pro Phe 
150 

Asn He His He 
165 

He Met Trp Asn 

Pro Val Val His 

200 

He Gly Phe Glu 
215 

Lys Ala Asp Tyr 

230 

Trp His His Glu 
245 

Leu Thr He Trp 

Thr Pro His Gly 

280 

Lys Pro He Leu 
295 

Phe He He Leu 
310 



Val Leu Asp Gly 
10 

Gin Gin Gin His 

25 

Leu Gin Ser Glu 

Pro Tyr Gin Pro 

60 

Ala Val Gly Thr 
75 

Val Glu Cys Tyr 
90 

Gin Phe Leu He 
105 

Thr Leu His Leu 



Ser Leu Lys 


Phe 




140 


Gin Ser Lys 


Trp 


155 




Val Asn Val 


Glu 


170 




Lys Ala He 


Glu 


185 




He Ser Asp 


Asn 


Ser Gly Thr 


Val 




220 


Arg Tyr Thr 


Tyr 


235 




Gly Lys Gin 


Phe 


250 




Asn Val Arg 


Ser 


265 




Lys Gin Leu 


Arg 


Lys Val Glu 


Phe 




300 


Ser Gly Gly 


Leu 


315 





Leu 


Thr Ala Gly 




15 


Pro 


Pro Gly Asn 




30 


His 


Phe Gin Leu 


45 




Ser 


Ala Leu Ala 


Gin 


Thr Gly Ala 




80 


Cys 


Gin His Asp 




95 


Asn 


Glu Gly Ala 




110 


Trp 


Asn Leu Arg 


125 




Cys 


Arg Glu Arg 


Leu 


Tyr Val Gly 




160 


Ser 


Phe Thr Leu 




175 


Leu 


Ser Ser Lys 




190 


Pro 


Met Asp Glu 


205 




Val 


Leu Trp Asp 


Asp 


Glu Ala He 




240 


He 


Cys Ser His 




255 


Pro 


Ala Lys Pro 




270 


Asp 


Gly Lys Lys 


285 




Lys 


Thr Thr Arg 


Ser 


Tyr Asp Thr 




320 
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Veld. 


fit -rr 


Arg 


Arg 


ir ro 


vjys 


Lieu 


Tnr 


vax 


Met 


HIS 


Gly Lys 


Ser 


Thr 


Ala 










o o e 
325 










330 










335 




va.x 


Leu 


GJ.U 


Net 


Asp 


Tyr 


Ser 


XXe 


vax 


IV J-. n-L. 

Asp 


Pne 


Leu 


Thr 


Leu 


Cys 


Glu 








^ A n 










A IT 

345 










350 








irro 


Tyr 


xrro 


TV AVI 

Asn 


IV 

Asp 


Fne 


oxn 


ijXU 


Fro 


ryr 


Ala 


Val 


Val 


Val 


Leu 






? c c 










360 










365 








UCLL 




jjys 


Asp 




vai 


XicU 


xxe 


TV 

ASp 


Xieu 


Axa 


Gin Asn Gly 


Tyr 


Pro 




•5 T rt 

370 










"3 T C 

375 










380 












irne 




Asn 


irro 


Tyr 


Jrro 


ijeu 


C! 

oer 


xie 


Ills 


Glu 


Ser 


Pro 


Val 


Thr 


385 










inn 

390 










ft cr 

395 










400 


s 


t-ys 




Tyr 


iriie 


nia 


ASp 


L.ys 


jrro 


vax 


TV 

ASp 


Leu 


He 


Pro 


Axa 


Leu 










405 










410 










4X5 




Tyr 


ser 


vax 


my 


Axa 


Arg 


Gxn 


Lys 


Arg 


Gin 


GXy 


Tyr 


Ser Lys 


Lys 


Glu 








420 










425 










430 






Trp 


Fro 


xxe 


Asn 


Qxy 


trxy 


Asn 


Trp 


Gxy 


Xieu 


GXy 


Ala 


Gin 


Ser 


Tyr 


Pro 






ji ^ p 
435 










440 










445 










xie 




lie 


Thr 


Gly 


His 


TV T -» 

Ala 


Asp 


Gly 


Ser 


Val 


Lys 


Phe 


Trp 


Asp 




450 










455 










460 










Axa 


Ser 


Ala 


He 


Thr 


Leu 


Gin 


Val 


Leu 


Tyr 


Lys 


Leu Lys 


Thr 


Ser 


Lys 


465 










470" 










475 










480 


Val 


Pne 


Glu 


Lys 


Ser 


Arg 


Asn 


Lys 


Asp 


Asp 


Arg 


Pro 


Asn 


Thr 


Asp 


He 










485 










490 










495 




Val 


Asp 


Glu 


Asp 


Pro 


Tyr 


Ala 


lie 


GXn 


He 


He 


Ser 


Trp 


Cys 


Pro 


Glu 








500 










505 










510 






Ser 


Arg 


Met 


Leu 


Cys 


Xie 


Ala 


Gly 


Val 


Ser 


Ala 


His 


Val 


He 


He 


Tyr 






515 










520 










525 








Arg 


Phe 


Ser 


Lys 


Gin 


Glu 


Val 


He 


Thr 


Glu 


Val 


He 


Pro 


Met 


Leu 


Glu 




530 










535 










54 0 










Val 


Arg 


T 

Leu 


Leu 


Tyr 


Glu 


XXe 


Asn 


Asp 


Val 


Glu 


Thr 


Pro 


Glu 


Gly 


Glu 


545 










550 










555 










560 


Gin 


Pro 


Pro 


Pro 


Leu 


Pro 


Thr 


Pro 


Val 


Gly 


Gly 


Ser 


Asn 


Pro 


Gin 


Pro 










565 










570 










575 




He 


Pro 


Pro 


Gin 


Ser 


His 


Pro 


Ser 


Thr 


Ser 


Ser 


Ser 


Ser 


Ser 


Asp 


Gly 








580 










585 










590 






Leu 


Arg 


Asp 


Asn 


Val 


Pro 


Cys 


Leu 


Asn 


Val 


Val 


Cys 


Lys 


Glu 


His 


Gly 






595 










600 










605 








Asn 


His 


Pne 


xie 


Leu 


Thr 


Arg 


Ser 


Lys 


Lys 


Leu 


Asn 


Lys 


Leu 


Glu 


Asn 




610 










615 










620 










Gin 


Gin 


T — - - 

Leu 


Pne 


Leu 


T 

Lys 


lie 


Cys 


Lys 


Arg 


Arg 


Leu 


Pro 


Ser 


Glu 


He 


625 










630 










635 










640 


Tnr 


V _ _ _ 

Leu 


Leu 


^ - - - 

Arg 


Glu 


Pro 


Asn 


Leu 


Leu 


Gly 


Phe 


Tyr Gin Gly 


Pro 


Thr 










645 










650 










655 




Asn 


Leu 


Arg 


Glu 


Glu 


Lys 


Ser 


Leu 


Gin 


Trp 


Ala 


Gin 


Ala 


Phe 


Gin 


Val 








660 










665 










670 






Lys 


Glu 


Glu 


Lys 


Tyr 


Ala 


Thr 


Pro 


ak T _^ 

Ala 


His 


Phe 


Ser 


His 


Leu 


He 


Pro 






675 










680 










685 








Pro 


Lys 


Arg 


Glu 


Trp 


Glu 


Glu 


Val 


Lys 


Glu 


Pro 


Val 


Glu 


Phe 


Glu 


He 




690 










695 










700 










xie 


Asn 


Leu 


Lys 


Leu 


Pne 


Glu 


XXe 


Tyr 


IXe 


Ser 


Thr 


Pro 


Lys 


Asn 


Glu 


705 










710 










715 










720 


He 


Leu 


Lys 


Tyr 


Lys 


Ser 


Asn 


Lys 


Tyr 


Val 


Gin 


Asp lieu His 


Glu 


Glu 










725 










730 










735 




Gin 


His 


Lys 


Thr 


Leu 


Gin 


Ser 


Glu 


Asn 


He 


Leu 


Tyr Asp 


He 


He 


Met 








740 










745 










750 






Met 


Lys 


^ 

Asp 


Met 


Val 


Thr 


Phe 


Cys 


His 


Leu 


Pro 


Phe 


Gin 


Ser 


Lys 


Trp 






n V 

755 










760 










765 








Leu 


Tyr 


Val 


Gly 


Thr 


Glu 


Arg 


Gly 


Asn 


He 


His 


He 


Val 


Asn 


Val 


Glu 




770 










775 










780 










Ser 


Phe 


Thr 


Leu 


Ser 


Gly 


Tyr 


Val 


He 


Met 


Trp 


Asn Lys Ala 


He 


Glu 


785 










790 










795 










800 


Leu 


Ser 


Ser 


Lys 


Ser 


His 


Pro 


Gly 


Pro 


Val 


Val 


His 


He 


Ser 


Asp 


Asn 










805 










810 










815 




Pro 


Met 


Asp 


Glu 


Gly 


Lys 


Leu 


Leu 


He 


Gly 


Phe 


Glu Ser Gly 


Thr 


Val 








820 










825 










830 
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va.x 


j-ieu 


i rp 


Asp 


Leu 


Lys 


Ser 


Lys 


Lys 






o c 










840 




TV CST^ 


m n 

ox u 


nXCL 




XIX 5 


oer 


VclX 


Ala 

Axa 


Trp 




Qcn 










o c c 
855 






xxe 


uys 




ms 


c ^^^^ 

oer 


TV a 

ASp 


v»xy 


inr 


lieu 


o c c 










870 








Jr J-O 




T.xro 


irro 


vax 


vjXil 


inr 


T1 A 

xxe 


inr 










o o c 

885 










ASp 


vjxy 


jjys 


i»ys 


irro 


^lU 


Fro 


cys 


Lys 








900 










A A C? 

905 


liyS 


laT 


inr 


Arg 


C! ^^^^ 

ber 


Gly 


V7IU 


Pro 


pne 






7l5 










920 




be J. 


Tyr 


ASp 


ixir 


vai 


oxy 


Arg 


Arg 


Fro 




930 










n c 

935 






uys 


Ser 


xnr 


Ala 


Val 


Leu 


Glu 


Met 


Asp 


945 










950 








Thr 


Leu 


Cys 


Glu 


Thr 


Pro 


Tyr 


Pro 


Asn 










965 










Val 


Val 


Val 


Leu 


Leu 


Glu 


Lys 


Asp 


Leu 








980 










985 


Asn 


Gly 


Tyr 


Pro 


He 


Phe 


Glu 


He 


Pro 






995 








1000 






<210> ; 


1792 














<2ii> ; 


1750 














<212> PRT 














<213> Homo 
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<400> : 


1792 












Met 


His 


Leu 


Lys 


His 


Leu 


Arg 


Thr 


Leu 


1 








5 










Ala 


Lys 


Val 


Thr 


Cys 


Met 


Ala 


Trp 


Ser 








20 










25 


Val 


Cys 


Thr 


Val 


Asp 


Arg 


Val 


Val 


Leu 






35 










40 




Arg 


Arg 


Asp 


Lys 


Phe 


Ser 


Thr 


Lys 


Pro 




50 










55 






Lys 


Ser 


Tyr 


Met 


Val 


Lys 


Gly Met 


Ala 


65 










70 








lie 


Ala 


lie 


Gly 


Gin 


Thr 


Asp Asn 


He 










85 


• 








GlU 


Asp 


Trp 


Gly 


Asp 


Lys 


Lys Val 


He 








100 










105 




Ala 


Val 


Thr 


Cys 


Leu 


Gin Trp 


Pro 






115 










120 




laiy 


Leu 


Ala 


Glu 


Gly 


Lys 


Val 


Arg 


Leu 




130 










135 






Seir 


Ser 


Thr 


He 


Tyr 


Gly 


Thr 


Glu 


Ser 


145 










150 








ASH 


Cys 


Ser 


Gly 


Lys 


Gly 


He 


Leu 


Ser 










165 










Val 


Arg 


Tyr 


Phe 


Phe 


Asp 


Asp Glu 


Gly 








180 










185 


Leu 


Val 


Asn 


His 


Pro 


Cys 


Pro 


Pro 


Tyr 






195 










200 




Ser 


lie 


Val 


Ala 


Ala 


Gly 


Cys 


Asp 


Arg 




210 










215 






61u 


Gly 


His 


Met 


Leu 


Gin 


Thr 


Phe 


Asp 


225 










230 








Arg 


Glu 


Phe 


Thr 


Thr 


Ala 


Val 


Ser 


Ser 



245 
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Axa 


Asp 


Ty^ 


Arg Tyr Tnr 


Tyr 








845 




nlS 


HIS 


Glu 


Gly Lys Gin 


Phe 






860 






xnr 


lie 


Trp 


Asn Val Arg 


Ser 




0 c 

875 






880 


Fro 


nlS 


Giy 


Lys Gin Leu 


Lys 


0 n f\ 

890 






895 




Fro 


lie 


Leu 


Lys Val Glu 


Phe 








910 




lie 


Tl A 

lie 


Leu 


Ser Gly Gly 


Leu 








925 




cys 


Leu 


Thr 


Val Met His 


Gly 






940 






Tyr 


Ser 


He 


Val Asp Phe 


Leu 




955 






960 


Asp 


Phe 


Gin 


Glu Pro Tyr 


Ala 


970 






975 




Val 


Leu 


He 


Asp Leu Ala 


Gin 








990 




Thr 


Leu 








1003 








Leu 


Ser 


Pro 


Gin Asp Gly 


Ala 


10 






15 




Gin 


Asn 


Asn 


Ala Lys Phe 


Ala 








30 




Leu 


Tyr 


Asp 


Glu His Gly 


Glu 








45 




Ala Asp 


Met 


Lys Tyr Gly 


Arg 






60 






Phe 


Ser 


Pro 


Asp Ser Thr 


Lys 




75 






80 


He 


Tyr 


Val 


Tyr Lys He 


Gly 


90 






95 




Cys 


Asn 


Lys 


Phe He Gin 


Thr 








110 




Ala 


Glu 


Tyr 


He He Val 


Phe 








125 




Ala 


Asn 


Thr 


Lys Thr Asn 


Lys 






140 






Tyr Val 


Val 


Ser Leu Thr 


Thr 




155 




• 


160 


Gly His 


Ala 


Asp Gly Thr 


He 


170 






175 




Ser Gly 


Glu 


Ser Gin Glu 


Lys 








190 




Ala 


Leu 


Ala 


Trp Ala Thr 


Asn 








205 




Lys 


He 


Val 


Ala Tyr Gly 


Lys 






220 






Tyr 


Ser 


Arg 


Asp Pro Gin 


Glu 




235 






240 


Pro 


Gly 


Gly 


Gin Ser Val 


Val 


250 






255 
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Ijeu 


Gly 


Ser 


Tyr 
260 


Asp 


Arg 


Leu 


Arg 


Val 
265 


Ser 


He 


Trp 

275 


Glu 


Glu 


Ala 


Lys 


Pro 
280 


Lys 


He 


Thr 
290 


Ala 


Leu 


Ala 


Trp 


Lys 
295 


Arg 


Asp 


Thr 


Leu 


Cys 


Gly 


Gly 


Val 


Glii 


Gin 


Phe 


305 










310 








He 


Tyr 


Lys 


Asn 


Lys 
325 


Phe 


Glu 


Leu 


Thr 


xie 


val 


Lys 


Asn 

340 


Leu 


Ser 


Ser 


Gly 


Thr 
345 


Tyr 


Gly 


Tyr 
355 


Glu 


Val 


Glu 


Glu 


Val 
360 


Lys 


Leu 


Val 
370 


Ala 


His 


Thr 


Ser 


Glu 

iM| M fft 

375 


Thr 


Leu 


Asn 


Arg 


Leu 


Ser 


Glu 


He 


Ala 


Trp 


Gin 


385 










390 








Tyr 


Phe 


Phe 


Glu 


Asn 
405 


Glu 


Asn 


Val 


Cys 

- 


Leu 


Thr 


Leu 


Val 
420 


Glu 


Tyr 


Gly 


Asn 


Asn 

425 


Thr 


Glu 


Phe 
435 


Met 


Asn 


Pro 


His 


Leu 
440 


He 


Cys 


Gin 
450 


Arg 


Gly 


Thr 


Glu 


Asp 
455 


Asn 


Lys 


He 


Lys 


Thr 


He 


Ala 


He 


Val 


Asp 


Leu 


465 










470 








Thr 


Val 


Ser 


His 


Glu 
485 


Ser 


Arg 


Val 


Asp 


Gly 


Hxs 


Lys 


Leu 
500 


Leu 


Phe 


Arg 


Asp 


Arg 
505 


Asp 


He 


Glu 
515 


Ser 


Cys 


Ser 


Lys 


Thr 
52 0 


Met 


Met 


Gin 
530 


Trp 


Val 


Pro 


Gly 


Ser 
535 


Asp 


Val 


Ser 


Leu 


Cys 


Val 


Trp 


Tyr 


Asn 


He 


Glu 


545 










550 








Phe 


Thr 


He 


Arg 


Gly 
565 


Asp 


Val 


He 


Gly 


Thr 


Glu 


Val 


Met 
580 


Val 


Met 


Glu 


Gly 


Val 
585 


Asp 


Glu 


Gly 
595 


Leu 


He 


Glu 


Phe 


Gly 
600 


Thr 


He 


Arg 
610 


Ala 


Thr 


Ala 


Phe 


Leu 
615 


Glu 


Thr 


Glu 


Ala 


Met 


Trp 


Lys 


Thr 


Leu 


Ser 


Lys 


^ ^ ^ 

625 










630 








Leu 


His 


He 


Ala 


Glu 
645 


Arg 


Cys 


Phe 


Ser 


Ala 


Arg 


Pne 


T 

Leu 
660 


Hxs 


Glu 


Thr 


Asn 


Glu 
665 


Glu 


Tyr 


Gly 

^ ^ ^ 

675 


Gly 


Glu 


Gly 


Thr 


Asp 
660 


Phe 


Ala 


Met 
690 


Leu 


Glu 


Lys 


Asn 


Tyr 
695 


Lys 


Leu 


Gin 


Asn 


Ala 


Val 


Glu 


Glu 


Ala 


Met 


Gly 


705 










710 








Trp 


Asp 


Glu 


Cys 


He 
725 


Ala 


Val 


Ala 


Glu 


Glu 


Lys 


Leu 


Arg 
740 


Arg 


Ser 


Tyr 


Tyr 


Gin 
745 


Glu 


Glu 


Arg 
755 


Ala 


Gly 


Glu 


Leu 


Gin 
760 


Glu 
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Pne 


Asn Trp 


He 


Pro 


tV _ii_i 1 

Arg 


Arg 








270 






lam 

Glu 


He Tnr 


Asn 


Leu 


Tyr 


Tnr 






285 








Gly 


Ser Arg 


Leu Cys 


Val 


Gly 




300 










Asp 


cys cys 


Leu Arg 


Arg 


ser 




315 








320 


Tyr 


vai Gly 


Pro 


Ser 


Gin 


val 


330 








335 




Arg 


vai val 


Leu Lys 


ser 


XllS 








350 






He 


Leu Gly 


Lys 


Glu 


Arg 


Tyr 






365 








Leu 


Leu Gly 


Asp Leu 


Asn 


Tnr 




380 










■mm 

Gly 


ser Gly 


Gly Asn 


Glu 


Lys 




395 








400 


Met 


lie Pne 


Asn 


Ala 


Gly 


Glu 


410 








415 




Asp 


Thr Leu 


Gly Ser 


Val 


Arg 








430 






Ser 


Val Arg 


He 


Asn 


Glu 


Arg 






445 








Lys 


Leu Ala 


Tyr 


Leu 


He 


Asp 




460 










He 


Gly Gly 


Tyr Asn 


He 


Gly 




475 








480 


Trp 


Leu Glu 


Leu 


Asn 


Glu 


Thr 


490 








495 




Lys 


Leu Arg 


Leu 


His 


Leu 


Tyr 








510 






He 


Leu Asn 


Phe 


Cys 


Ser 


Tyr 






525 








Leu 


Val Ala 


Gin 


Asn 


Arg 


Asn 




540 










Ala 


Pro Glu 


Arg Val 


Thr 


Met 




555 








560 


Leu 


Glu Arg 


Gly Gly 


Gly 


Lys 


570 








575 




Thr 


Thr Val 


Ala 


Tyr 


Thr 


Leu 








590 






Ala 


He Asp 


Asp 


Gly 


Asn 


Tyr 






605 








▼ — 

Leu 


Glu Met 


Thr 


Pro 


Glu 


Thr 




620 










Leu 


Ala Leu 


Glu 


Ala 


Arg 


Gin 




635 








640 


Ala 


Leu Gly 


Gin 


Val 


Ala 


Lys 


650 








655 




He 


Ala Asp 


Gin 


Val 


Ser 


Arg 








670 






Tyr 


Gin Val 


Arg 


Ala 


Arg 


Leu 






685 








Ala 


Glu Met 


He 


Phe 


Leu 


Glu 




700 










Met 


Tyr Gin 


Glu 


Leu 


His 


Arg 




715 








720 


Ala 


Lys Gly 


His 


Pro 


Ala 


Leu 


730 








735 




Trp 


Leu Met 


Asp 


Thr 


Gin 


Gin 








750 






Ser. 


Gin Gly 


Asp 


Gly 


Leu 


Ala 



765 
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Ala lie Ser Leu Tyr Leu Lys Ala Gly Leu Pro Ala Lys Ala Ala Arg 
770 775 780 

Leu Val Leu Thr Arg Glu Glu Leu Leu Ala Asn Thr Glu Leu Val Glu 
785 . 790 795 800 

His lie Thr Ala Ala Leu lie Lys Gly Glu Leu Tyr Glu Arg Ala Gly 

805 810 815 

Asp Leu Phe Glu Lys lie His Asn Pro Gin Lys Ala Leu Glu Cys Tyr 

820 825 830 

Arg Lys Gly Asn Ala Phe Met Lys Ala Val Glu Leu Ala Arg Leu Ala 

835 840 845 

Phe Pro Val Glu Val Val Lys Leu Glu Glu Ala Tzp Gly Asp His Leu 

850 855 860 

Val Gin Gin Lys Gin Leu Asp Ala Ala lie Asn His Tyr lie Glu Ala 
865 870 875 880 

Arg Cys Ser lie Lys Ala He Glu Ala Ala Leu Gly Ala Arg Gin Trp 

885 890 895 

Lys Lys Ala He Tyr He Leu Asp Leu Gin Asp Arg Asn Thr Ala Ser 

900 905 910 

Lys Tyr Tyr Pro Leu Val Ala Gin His Tyr Ala Ser Leu Gin Glu Tyr 

915 920 925 

Glu He Ala Glu Glu Leu Tyr Thr Lys Gly Asp Arg Thr Lys Asp Ala 

930 935 940 

He Asp Met Tyr Thr Gin Ala Gly Arg Trp Glu Gin Ala His Lys Leu 
945 950 955 960 

Ala Met Lys Cys Met Arg Pro Glu Asp Val Ser Val Leu Tyr He Thr 

965 970 975 

Gin Ala Gin Glu Met Glu Lys Gin Gly Lys Tyr Arg Glu Ala Glu Arg 

980 985 990 

Leu Tyr Val Thr Val Gin Glu Pro Asp Leu Ala He Thr Met Tyr Lys 

995 1000 1005 

Lys His Lys Leu Tyr Asp Asp Met He Arg Leu Val Gly Lys His His 

1010 1015 1020 

Pro Asp Leu Leu Ser Asp Thr His Leu His Leu Gly Lys Glu Leu Glu 
1025 1030 1035 1040 

Ala Glu Gly Arg Leu Gin Glu Ala Glu Tyr His Tyr Leu Glu Ala Gin 

1045 1050 1055 

Glu Trp Lys Ala Thr Val Asn Met Tyr Arg Ala Ser Gly Leu Trp Glu 

1060 1065 1070 

Glu Ala Tyr Arg Val Ala Arg Thr Gin Gly Gly Ala Asn Ala His Lys 

1075 1080 1085 

His Val Ala Tyr Leu Trp Ala Lys Ser Leu Gly Gly Glu Ala Ala Val 

1090 1095 1100 

Arg Leu Leu Asn Lys Leu Gly Leu Leu Glu Ala Ala Val Asp His Ala 
1105 1110 1115 1120 

Ala Asp Asn Cys Ser Phe Glu Phe Ala Phe Glu Leu Ser Arg Leu Ala 

1125 1130 1135 

Leu Lys His Lys Thr Pro Glu Val His Leu Lys Tyr Ala Met Phe Leu 

1140 1145 1150 

Glu Asp Glu Gly Lys Phe Glu Glu Ala Glu Ala Glu Phe He Arg Ala 

1155 1160 1165 

Gly Lys Pro Lys Glu Ala Val Leu Met Phe Val His Asn Gin Asp Trp 

1170 1175 1180 

Glu Ala Ala Gin Arg Val Ala Glu Ala His Asp Pro Asp Ser Val Ala 
1185 1190 1195 1200 

Glu Val Leu Val Gly Gin Ala Arg Gly 7U.a Leu Glu Glu Lys Asp Phe 

1205 1210 1215 

Gin Lys Ala Glu Gly Leu Leu Leu Arg Ala Gin Arg Pro Gly Leu Ala 

1220 1225 1230 

Leu Asn Tyr Tyr Lys Glu Ala Gly Leu Trp Ser Asp Ala Leu Arg He 

1235 1240 1245 

Cys Lys Asp Tyr Val Pro Ser Gin Leu Glu Ala Leu Gin Glu Glu Tyr 

1250 1255 1260 

Glu Arg Glu Ala Thr Lys Lys Gly Ala Arg Gly Val Glu Gly Phe Val 
1265 1270 1275 1280 
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Glu Gin Ala Arg His Trp Glu Gin Ala Gly Glu Tyr Ser Arg Ala Val 

1285 1290 1295 

Asp Cys Tyr Leu Lys Val Arg Asp Ser Gly Asn Ser Gly Leu Ala Glu 

1300 1305 1310 

Lys Cys Trp Met Lys Ala Ala Glu Leu Ser lie Lys Phe Leu Pro Pro 

1315 1320 1325 

Gin Arg Asn Met Glu Val Val Leu Ala Val Gly Pro Gin Leu lie Gly 

1330 1335 1340 

lie Gly Lys His Ser Ala Ala Ala Glu Leu Tyr Leu Asn Leu Asp Leu 
1345 1350 1355 1360 

Val Lys Glu Ala lie Asp Ala Phe lie Glu Gly Glu Glu Trp Asn Lys 

1365 1370 1375 

Ala Lys Arg Val Ala Lys Glu Leu Asp Pro Arg Tyr Glu Asp Tyr Val 

1380 1385 1390 

Asp Gin His Tyr Lys Glu Phe Leu Lys Asn Gin Gly Lys Val Asp Ser 

1395 1400 1405 

Leu Val Gly Val Asp Val lie Ala Ma Leu Asp Leu Tyr Val Glu Gin 
1410 1415 1420 

Gly Gin Trp Asp Lys Cys lie Glu Thr Ala Thr Lys Gin Asn Tyr Lys 
1425 1430 1435 1440 

lie Leu His Lys Tyr Val Ala Leu Tyr Ala Thr His Leu lie Arg Glu 

1445 1450 1455 

Gly Ser Ser Ala Gin Ala Leu Ala Leu Tyr Val Gin His Gly Ala Pro 

1460 1465 1470 

Ala Asn Pro Gin Asn Phe Asn lie Tyr Lys Arg lie Phe Thr Asp Met 

1475 1480 1485 

Val Ser Ser Pro Gly Thr Asn Cys Ala Glu Ala Tyr His Ser Trp Ala 

1490 1495 1500 

Asp Leu Arg Asp Val Leu Phe Asn Leu Cys Glu Asn Leu Val Lys Ser 
1505 1510 1515 1520 

Ser Glu Ala Asn Ser Pro Ala His Glu Glu Phe Lys Thr Met Leu Leu 

1525 1530 1535 

lie Ala His Tyr Tyr Ala Thr Arg Ser Ala Ala Gin Ser Val Lys Gin 

1540 1545 1550 

Leu Glu Thr Val Ala Ala Arg Leu Ser Val Ser Leu Leu Arg His Thr 

1555 1560 1565 

Gin Leu Leu Pro Val Asp Lys Ala Phe Tyr Glu Ala Gly lie Ala Ala 

1570 1575 1580 

Lys Ala Val Gly Trp Asp Asn Met Ala Phe lie Phe Leu Asn Arg Phe 
1585 1590 1595 1600 

Leu Asp Leu Thr Asp Ala lie Glu Glu Gly Thr Leu Asp Gly Leu Asp 

1605 1610 1615 

His Ser Asp Phe Gin Asp Thr Asp lie Pro Phe Glu Val Pro Leu Pro 

1620 1625 1630 

Ala Lys Gin His Val Pro Glu Ala Glu Arg Glu Glu Val Arg Asp Trp 

1635 1640 1645 

Val Leu Thr Val Ser Met Asp Gin Arg Leu Glu Gin Val Leu Pro Arg 

1650 1655 1660 

Asp Glu Arg Gly Ala Tyr Glu Ala Ser Leu Val Ala Ala Ser Thr Gly 
1665 1670 1675 1680 

Val Arg Ala Leu Pro Cys Leu He Thr Gly Tyr Pro He Leu Arg Asn 

1685 1690 1695 

Lys He Glu Phe Lys Arg Pro Gly Lys Ala Tlla Asn Lys Asp Asn Trp 

1700 1705 1710 

Asn Lys Phe Leu Met Ala He Lys Thr Ser His Ser Pro Val Cys Gin 

1715 1720 1725 

Asp Val Leu Lys Phe He Ser Gin Trp Cys Gly Gly Leu Pro Ser Thr 

1730 1735 1740 

Ser Phe Ser Phe Gin * 
1745 1749 
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<211> 765 
<212> PRT 

<213> Homo sapiens 



<400> 1793 



Met 


Asn 


Glu 


Ala 


Lys 


Val 


Lys 


Glu 


1 








5 








Gly Asp Glu Cys 


Gly 


Arg 


* — - - 

Leu 


Gin 








20 










Val 


Thr Gly Leu 


Gly 


Gly 


Glu 


His 






35 










40 


Leu Asp Ala Arg 


Arg 


Glu 


Ser 


Gly 




50 










55 




Ser 


Ala 


Ala 


Ser 


Leu 


Pro 


Trp 


Pro 


65 










70 






Ala Gly Asn 


Ser 


Ala 


Gin 


Gly 


Pro 










85 








Pro 


Ala 


Ser 


Asp 


Ser 


Pro 


Thr 


Pro 








100 










Thr 


Cys 


He 


Pro 


Leu 


His 


Ala 


Ser 






115 










120 


His 


Ser 


Phe 


He 


Thr 


Pro 


Pro 


Thr 




130 










135 




Lys 


Leu 


Lys 


Pro 


Pro 


Arg 


Thr 


Pro 


145 










150 






Gin 


Leu 


Leu 


Pro 


Ser 


Phe 


Pro 


Thr 










165 








Ser 


Gin 


Leu Gly 


Asn 


Arg 


He 


Asp 








180 










Leu Ser His Gly 


Ser 


Pro 


Gin 


Met 






195 










200 


Val 


Thr 


His 


Arg 


Phe 


Ser 


Thr 


Lys 




210 










215 




Val 


Cys 


Gin Lys 


Ser 


Met 


He 


Phe 


225 










230 






Leu 


Lys 


Cys 


His 


Asn 


Lys 


Cys 


Thr 










245 








Ser 


Phe 


Leu 


Pro 


Leu 


Thr 


Arg 


Leu 








260 










Asp 


He 


Asn 


Asn 


Pro 


Val 


Asp 


Arg 






275 










280 


Leu 


Pro 


Lys 


Ala 


Leu 


Thr 


Lys 


Lys 




290 










295 




Leu Asp 


Ser 


Ser 


Ser 


Asn 


Pro 


Ser 


305 










310 






Ser 


Pro 


Ala 


Pro 


Phe 


Pro 


Tnr 


Ser 










325 








Pro 


Pro 


Asn 


Pro 


Ser 


Pro 


Gly 


Gin 








340 










Ala Ala Tyr 


Phe 


He 


His 


His 


Arg 






355 










360 


Ser 


Ala 


Phe 


Ala 


His 


Ala 


Ala 


Pro 




370 










375 




Arg Leu Asp Asp 


Gin 


Pro 


Lys 


Ala 


385 










390 






Glu 


Ala 


Glu 


Glu 


Pro 


Glu 


Ala 


Gly 










405 








Asp 


Glu Val Asp 


Asp 


Leu 


Pro 


Ser 








420 










He 


Ser Arg Lys 


Ala 


Ser 


Gin 


Thr 






435 










440 


He 


Pro 


Phe 


Glu 


Gin 


Val 


Glu 


Leu 




450 










455 





inr Lieu 


Arg 


Arg 


^.ys 


\3±y 


Aia 


osr 


10 










15 




IryT AX a 


Xjeu 


inr 


ys 


ijeu 


Arg 


T ^rei 

Liys 


25 








30 






Lys uxu 


ASp 


aer 


oer 


Trp 


ber 


oer 








45 








Ser Gly 


Pro 


Ser 


Thr 


Asp 


Thr 


Leu 






60 










Pro Gly 


Ser 


Ser 


Gin 


Leu 


Gly 


91 _i J I 

Arg 




75 










80 


Arg Ser 


He 


Ser 


Val 


Ser 


Ala 


Leu 


90 










95 




Ser Phe 


Ser 


Glu 


Gly 


Leu 


Ser 


Asp 


105 








110 






Gly Arg 


Leu 


Thr 


Pro 


Arg 


Ala 


Leu 








125 








Thr Pro 


Gin 


Leu 


Arg 


Arg 


His 


Thr 






140 










Pro Pro 


Pro 


Ser 


Arg 


Lys 


Val 


Phe 




155 










160 


Leu Thr 


Arg 


Ser 


Lys 


Ser 


His 


Glu 


170 










175 




Asp Val 


Ser 


Ser 


Met 


Arg 


Phe 


Asp 


185 








190 






Val Arg 


Arg 


Asp 


He 


Gly 


Leu 


Ser 








205 








Ser Trp 


Leu 


Ser 


Gin 


Val 


Cys 


His 






220 










Gly Val 


Lys 


Cys 


Lys 


His 


Cys 


Arg 




235 










240 


Lys Glu 


Ala 


Pro 


Ala 


Cys 


Arg 


He 


250 










255 




Arg Arg 


Thr 


Glu 


Ser 


Val 


Pro 


Ser 


265 








270 






Ala Ala 


Glu 


Pro 


His 


Phe 


Gly 


Thr 








285 








Glu His 


Pro 


Pro 


Ala 


Met 


Asn 


His 






300 










Ser Thr 


Thr 


Ser 


Ser 


Thr 


Pro 


Ser 




315 










320 


Ser Asn 


Pro 


Ser 


Ser 


Ala 


Thr 


Tnr 


330 










335 




Arg Asp 


Ser 


^ - - - 

Arg 


Phe 


w -- - 

Asn 


Phe 


Pro 


345 








350 






Gin Gin 


Phe 


He 


Phe 


Pro 


Asp 


lie 








365 








Leu Pro 


Glu 


Ala 


Ala 


Asp 


Gly 


Thr 






380 










Asp Val 


Leu 


Glu 


Ala 


His 


Glu 


Ala 




395 










400 


Lys Ser 


Glu 


Ala 


Glu 


Asp 


Asp 


Glu 


410 










415 




Ser Arg 


Arg 


Pro 


Trp 


Arg 


Gly 


Pro 


425 * 








430 






Ser Val 


Tyr 


Leu 


Gin 


Glu 


Trp 


Asp 








445 








Gly Glu 


Pro 


He 


Gly 


Gin 


Gly 


Arg 



460 
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Trp Gly Arg Val His Arg Gly Arg Trp His Gly Glu Val Ala lie Arg 
465 470 475 480 



Leu Leu 


Glu 


Met 


Asp 


Gly His 


Asn 


Gin 


* - - - 

Asp 


His 


Leu 


Lys 


Leu 


Phe 


Lys 








485 










490 










495 




Lys Glu 


Val 


Met 


Asn 


Tyr Arg 


Gin 


Thr 


Arg 


His 


Glu 


Asn 


Val 


Val 


Leu 






500 










505 










510 






Pne Met 


Gly 
515 


Ala 


Cys 


Met 


Asn 


Pro 
520 


Pro 


HIS 


Leu 


Ala 


He 

525 


He 


Thr 


Ser 


Phe Cys 


Lys 


Gly 


Arg 


Thr 


Leu 


His 


Ser 


Phe 


Val 


Arg 


Asp 


Pro 


Lys 


Thr 


530 










535 










540 










Ser Leu 


Asp 


He 


IV ABB 

Asn 


Lys 


Thr 


Arg 


Gin 


He 


Ala 


Gin 


Glu 


He 


He Lys 


545 








550 










555 










560 


Gly Met 


Gly 


Tyr 


Leu 
565 


His 


Ala 


Lys 


Gly 


He 
570 


Val 


His 


Lys 


Asp 


Leu 
575 


Lys 


Ser Lys 


Asn 


Val 


Phe 


Tyr Asp 


Asn 


Gly 


Lys 


Val 


Val 


He 


Thr 


Asp 


Phe 






580 










585 










590 






Gly Leu 


Phe 
595 


Gly 


He 


Ser 


Gly 


Val 
600 


Val 


Arg 


Glu 


Gly 


Arg 
605 


Arg 


Glu 


Asn 


Gin Leu 


Lys 


Leu 


Ser 


His 


Asp 


Trp 


Leu 


Cys 


Tyr 


Leu 


Ala 


Pro 


Glu 


He 


610 










615 










620 










Val Arg 


Glu 


Met 


Thr 


Pro 


Gly 


Lys 


Asp 


Glu 


Asp 


Gin 


Leu 


Pro 


Phe 


Ser 


625 








630 










635 










640 


Lys Ala 


Ala 


Asp 


Val 

645 


Tyr 


Ala 


Phe 


Gly 


Thr 
650 


Val 


Trp 


Tyr 


Glu 


Leu 
655 


Gin 


Ala Arg 


Asp 


Trp 
660 


Pro 


Leu 


Lys 


Asn 


Gin 
665 


Ala 


Ala 


Glu 


Ala 


Ser 
670 


He 


Trp 


Gin He 


Gly 


Ser 


Gly 


Glu Gly 


Met 


Lys 


Arg 


val 


Leu 


Thr 


Ser 


Val 


Ser 




675 










680 










685 








Leu Gly 


Lys 


Glu 


val 


Ser 


Glu 


He 


Leu 


Ser 


Ala 


Cys 


Trp 


Ala 


Phe 


Asp 


690 










695 










700 










Leu Gin 


Glu 


Arg 


Pro 


Ser 


Phe 


Ser 


Leu 


Leu 


Met 


Asp 


Met 


Leu 


Glu 


Lys 


705 








710 










715 










720 


Leu Pro 


Lys 


Leu 


Asn 


Arg Arg 


Leu 


Ser 


His 


Pro 


Gly 


His 


Phe 


Trp 


Lys 








725 










730 










735 




Ser Ala 


Asp 


He 

740 


Asn 


Ser 


Ser 


Lys 


Val 
745 


Val 


Pro 


Arg 


Phe 


Glu 
750 


Arg 


Phe 


Gly Leu 


Gly 
755 


Val 


Leu 


Glu 


Ser 


Ser 
760 


Asn 


Pro 


Lys 


Met 
764 


* 









<210> 1794 

<211> 309 

<212> PRT 

<213> Homo sapiens 



<400> 1794 



Met Ala 


His 


Tyr 


He 


Thr 


Phe 


Leu 


Cys 


Met 


Val 


Leu 


Val 


Leu 


Leu 


Leu 


1 






5 










10 










15 




Gin Asn 


Ser 


Val 

20 


Leu 


Ala 


Glu 


Asp 


Gly 
25 


Glu 


Val 


Arg 


Ser 


Ser 
30 


Cys 


Arg 


Thr Ala 


Pro 
35 


Thr 


Asp 


Leu 


Val 


Phe 
40 


He 


Leu 


Asp 


Gly 


Ser 
45 


Tyr 


Ser 


Val 


Gly Pro 


Glu 


Asn 


Phe 


Glu 


He 


Val 


Lys 


Lys 


Trp 


Leu 


Val 


Asn 


He 


Thr 


50 










55 










60 










Lys Asn 


Phe 


Asp 


He 


Gly Pro 


Lys 


Phe 


He 


Gin 


Val 


Gly 


Val 


Val 


Gin 


65 








70 










75 










80 


Tyr Ser 


Asp 


Tyr 


Pro 
85 


Val 


Leu 


Glu 


He 


Pro 
90 


Leu 


Gly 


Ser 


Tyr 


Asp 
95 


Ser 


Gly Glu 


His 


Leu 


Thr 


Ala 


Ala 


Val 


Glu 


Ser 


He 


Leu 


Tyr 


Leu 


Gly Gly 






100 










105 










110 






Asn Thr 


Lys 
115 


Thr 


Gly 


Lys 


Ala 


He 
120 


Gin 


Phe 


Ala 


Leu 


Asp 
125 


Tyr 


Leu 


Phe 
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Ala 


Lys 


Ser 


Ser 


Arg Phe Leu Thr Lys 


lie 


Ala 


Val 


Val 


Leu 


Thr 


Asp 




130 






135 






140 












iiys 




6in. 


Asp Asp vai Iiys Asp 


Ala 


Ala 


Gin 


Ala 


Ala 


Arg 


Asp 


145 








150 




155 










160 




Lys 


lie 


Thr 


Leu Pne Ala lie Gly 


Val Gly 


Ser 


Glu 


Thr 


Glu 


Asp 










165 


170 










175 












Axa xxe Ai.a Asn iiys 


Pro 


Ser 


V* 

oer 


Thr Tyr 


vai 


Jrue 








180 


185 










190 






Tyr 


vax 




TV q 

ASp 


x^rr x±e Axa ±xe oer 


Lys 


lie 


Arg 


Glu 


Val 


nec 


Ltys 






195 




200 








205 








Gin 


Lys 


Leu 


Cys 


Glu Glu Ser val cys 


Pro 


Thr 


Arg 


He 


Pro 


Val 


Ala 




210 






215 






220 










Ala 


Arg 


TV an 

Asp 


GIU 


Arg Gly Pne Asp lie 


Leu 


Leu 


Gly 


Leu Asp 


Val 


Asn 


225 








230 




235 










240 


jjys 


Lys 


vai 


Lys 


Lys Arg lie Gin Leu 


Ser 


Pro 


Lys 


Lys 


lie 


Lys 


Giy 










245 


250 










^ 

255 




Tyx 


UlU 


vai 


Tiir 


Ser Lys vai Asp Leu 


Ser 


Glu 


Leu 


Thr 


Ser 


Asn 


val 








260 


265 










270 






Phe 


Pro 


Glu 


Gly 


Leu Pro Pro Ser Tyr 


Val 


Phe 


Val 


Ser 


Thr 


Gin 


Arg 






275 




280 








285 








Phe 


Lys 


Val 


Lys 


Lys lie Trp Asp Leu 


Trp Arg 


He 


Leu 


Thr 


lie 


Asp 




290 






295 






300 










Gly 


Cys 


His 


Lys 


* 
















305 






308 



















<210> 1795 

<211> 435 

<212> PRT 

<213> Homo sapiens 



<400> 1795 



Met 


Asp 


Phe 


Asn 


Gly 


Val Gin Phe Val 


Cys 


Arg 


Asn 


Leu 


Leu 


Lys 


Val 


1 








5 




10 










15 




Ser 


Met 


Phe 


Leu 


Asn 


Thr Leu Thr Pro 


Lys 


Phe 


Tyr 


Val 


Ala 


Leu 


Thr 








20 




25 










30 






Gly 


Thr 


Ser 


Ser 


Leu 


He Ser Gly Leu 


He 


Leu 


He 


Phe 


Glu 


Trp 


Trp 






35 






40 








45 








Tyr 


Phe 


Arg 


Lys 


Tyr 


Gly Thr Ser Phe 


He 


Glu 


Gin 


Val 


Ser 


Val 


Ser 




50 








55 






60 










His 


Leu 


Arg 


Pro 


Leu 


Leu Gly Gly Val 


Asp 


Asn 


Asn 


Ser 


Ser 


Asn 


Asn 


65 










70 




75 










80 


Ser 


Asn 


Ser 


Ser 


Asn 


Gly Asp Ser Asp 


Ser 


Asn 


Arg 


Gin 


Ser 


Val 


Ser 










85 




90 










95 




Glu 


Cys 


Lys 


Val 


Trp 


Arg Asn Pro Leu 


Asn 


Leu 


Phe 


Arg Gly 


Ala 


Glu 








100 




105 










110 






Tyr 


Asn 


Arg 


Tyr 


Thr 


Tirp Val Thr Gly 


Arg 


Glu 


Pro 


Leu 


Thr 


Tyr 


Tyr 






115 






120 








125 








Asp 


Met 


Asn 


Leu 


Ser 


Ala Gin Asp His 


Gin 


Thr 


Phe 


Phe 


Thr 


Cys 


Asp 




130 








135 






140 










Ser 


Asp 


His 


Leu 


Arg 


Pro Ala Asp Ala 


He 


Met 


Gin 


Lys Ala 


Trp 


Arg 


145 










150 




155 










160 


Glu 


Arg 


Asn 


Pro 


Gin 


Ala Arg He Ser 


Ala 


Ala 


His 


Glu 


Ala 


Leu 


Glu 










165 




170 










175 




He 


Asn 


Glu 


Thr 


Arg 


His Gin Cys Leu 


Gly Val 


His 


Gin 


Lys 


Lys 


Ala 








180 




185 










190 






Ser 


Asn 


Val 


Cys 


Gin 


Lys Thr Arg Glu 


Asp 


Gin 


Gly 


Ser 


Lys 


Ala 


Leu 






195 






200 








205 








Leu 


Glu 


Leu 


Gin 


Ala 


Tyr Ala Asp Val 


Gin 


Ala 


Val 


Leu 


Ala 


Lys 


Tyr 




210 








215 






220 










Asp 


Asp 


He 


Ser 


Leu 


Pro Lys Ser Ala 


Thr 


He 


Cys 


Tyr 


Thr 


Ala 


Ala 



225 230 235 240 
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lieu Leu Lys Ala Arg Ala Val Ser Asp Lys Phe Ser Pro Glu Ala Ala 

245 250 255 

Ser Arg Arg Gly Leu Ser Thr Ala Glu Met Asn Ala Val Glu Ala lie 

260 265 270 

His Arg Ala Val Glu Phe Asn Pro His Val Pro Lys Tyr Leu Leu Glu 

275 280 285 

Met Lys Ser Leu lie Leu Pro Pro Glu His lie Leu Lys Arg Gly Asp , 

290 295 300 

Ser Glu Ala lie Ala Tyr Ala Phe Phe His Leu Ala His Trp Lys Arg 
305 310 315 320 

Val Glu Gly Ala Leu Asn Leu Leu His Cys Thr Trp Glu Gly Thr Phe 

325 330 335 

Arg Met lie Pro Tyr Pro Leu Glu Lys Gly His Leu Phe Tyr Pro Tyr 

340 345 350 

Pro lie Cys Thr Glu Thr Ala Asp Arg Glu Leu Leu Pro Ser Phe His 

355 360 365 

Glu Val Ser Val Tyr Pro Lys Lys Glu Leu Pro Phe Phe lie Leu Phe 

370 375 380 

Thr Ala Gly Leu Cys Ser Phe Thr Ala Met Leu Ala Leu Leu Thr His 
385 390 395 400 

Gin Phe Pro Glu Leu Met Gly. Val Phe Ala Lys Ala Val Ser Val Cys 

405 410 415 

Leu Glu Gly Gly Leu Gly Glu Trp Met Gly Lys Ala Lys Gly lie Lys 

420 425 430 

Ala Ala * 
434 



<210> 1796 
<211> 244 
<212> PRT 

<213> Homo sapiens 



<400> 1796 



Met Ser 


Pro 


Tyr 


1 






Gly Glu 


He 


He 






20 


Gly Phe 


Gly 


Ala 




35 




Pro Leu 


Asn 


Gly 


50 






lie Leu 


Glu 


Ala 


65 






Pro Thr 


Asn 


Phe 


Ala Val 


Gin 


Asp 






100 


Gly Val 


He 


Ser 




115 




Ala Lys 


Leu 


Pro 


130 






Phe Asp 


Ala 


Met 


145 






Arg Gly 


Lys 


Leu 


Asp Tyr 


Val 


Asp 






180 


Ala Arg 


Asp 


Val 




195 




Lys Ala 


Gin 


Gly 


210 







Gin 


Leu 


Asn Ala 


5 






Gin 


His 


Tyr Asp 


Lys 


Leu 


Pro Pro 






40 


Asn 


Gin 


Glu Asn 






55 


Tyr 


His 


Arg Ser 




70 




Ala 


Pro 


Val Val 


85 






Gly 


Ser 


Gin Tyr 


Asp 


Met 


Ala Gin 






120 


Met 


Ser 


He He 






135 


Val 


Glu 


Leu Asp 




150 




Ala 


Glu 


Arg Asp 


165 






Arg 


Thr 


Gly Asn 


Leu 


Ala 


Glu He 






200 


He 


Arg 


Pro Arg 



215 



Tyr Ala Leu Ala 
10 

Ser Asp Lys Met 

25 

Asp Gly Arg Val 

Pro Ser Cys Cys 

60 

Leu Arg Thr Val 
75 

Thr His Val Ala 
90 

Ser Val Leu Leu 
105 

Thr Lys Glu Ala 

He Val Gly Val 

140 

Gly Asp Asp Val 
155 

He Val Gin Phe 
170 

His Val Leu Ser 
185 

Pro Asp Gin Leu 

Ser Pro Pro Ala 

220 



Leu 


Thr 


Ala Val 






15 


Phe 


Pro 


Ala Leu 




30 




Ser 


His 


Glu Phe 


45 






Gly 


He 


Asp Gly 


Gin 


Leu 


Tyr Gly 






80 


Arg 


Asn 


Ala Ala 






95 


He 


He 


Thr Asp 




110 




He 


Val 


Asn Ala 


125 






Gly 


Gin 


Ala Glu 


Arg 


He 


Ser Ser 






160 


Val 


Pro 


Phe Arg 






175 


Met 


Ala 


Arg Leu 




190 




Val 


Ser 


Tyr Met 


205 






Ala 


Pro 


Thr His 
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225 230 235 240 

Thr His He * 
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<210> 1797 

<211> 1093 

<212> PRT 

<213> Homo sapiens 



<400> 1797 



Met Met Asp 


Ser 


Pro 


Lys 


He 


Gly 


Asn 


Gly 


Leu 


Pro 


Val 


He 


Gly 


Pro 


1 




5 










10 










15 




Gly Thr Asp 


He 


Gly 


He 


Ser 


Ser 


Leu 


His 


Met 


Val 


Gly 


Tyr 


Leu 


Gly 




20 










25 










30 






Lys Asn Phe 


Asp 


Ser 


Ala 


Lys 


Val 


Pro 


Ser 


Asp 


Glu 


Tyr 


Cys 


Pro 


Ala 


35 










40 










45 








Cys Arg Glu 


Lys 


Gly Lys 


Leu 


Lys 


Ala 


Leu 


Lys 


Thr 


Tyr 


Arg 


He 


Ser 


50 








55 










60 










Phe Gin Glu 


Ser 


He 


Phe 


Leu 


Cys 


Glu 


Asp 


Leu 


Gin 


Cys 


He 


Tyr 


Pro 


65 






70 










75 










80 


Leu Gly Ser 


Lys 


Ser 


Leu 


Asn 


Asn 


Leu 


lie 


Ser 


Pro 


Asp 


Leu 


Glu 


Glu 






85 










90 










95 




Cys His Thr 


Pro 


His 


Lys 


Pro 


Gin 


Lys 


Arg 


Lys 


Ser 


Leu 


Glu 


Ser 


Ser 




100 










105 










110 






Tyr Lys Asp 


Ser 


Leu 


Leu 


Leu 


Ala 


Asn 


Ser 


Lys 


Lys 


Thr 


Arg 


Asn 


Tyr 


115 










120 










125 








He Ala He 


Asp 


Gly Gly 


Lys 


Val 


Leu 


Asn 


Ser 


Lys 


His 


Asn 


Gly 


Glu 


130 








135 










140 










Val Tyr Asp 


Glu 


Thr 


Ser 


Ser 


Asn 


Leu 


Pro 


Asp 


Ser 


Ser 


Gly 


Gin 


Gin 


145 






150 










155 


• 








160 


Asn Pro He 


Arg 


Thr 


Ala 


Asp 


Ser 


Leu 


Glu 


Arg 


Asn 


Glu 


He 


Leu 


Glu 






165 










170 










175 




Ala Asp Thr 


Val 


Asp 


Met 


Ala 


Thr 


Thr 


Lys 


Asp 


Pro 


Ala 


Thr 


Val 


Asp 




180 










185 










190 






Val Ser Gly Thr 


Gly Arg 


Pro 


Ser 


Pro 


Gin 


Asn 


Glu 


Gly 


Cys 


Thr 


Ser 


195 










200 










205 








Lys Leu Glu 


Met 


Pro 


Leu 


Glu 


Ser 


Lys 


Cys 


Thr 


Ser 


Phe 


Pro 


Gin 


Ala 


210 








215 










220 










Leu Cys Val 


Gin 


Trp 


Lys 


Asn 


Ala 


Tyr 


Ala 


Leu 


Cys 


Trp 


Leu 


T^p 


Cys 


225 






230 










235 










240 


He Leu Ser 


Ala 


Leu 


Val 


His 


Ser 


Glu 


Glu 


Leu 


Lys 


Asn 


Thr 


Val 


Thr 






245 










250 










255 




Gly Leu Cys 


Ser 


Lys 


Glu 


Glu 


Ser 


He 


Phe 


Trp 


Arg 


Leu 


Leu 


Thr 


Lys 




260 










265 










270 






Tyr Asn Gin 


Ala 


Asn 


Thr 


Leu 


Leu 


Tyr 


Thr 


Ser 


Gin 


Leu 


Ser 


Gly 


Val 


275 










280 










285 








Lys Asp Gly Asp 


Cys 


Lys 


Lys 


Leu 


Thr 


Ser 


Glu 


He 


Phe 


Ala 


Glu 


He 


290 








295 










300 










Glu Thr Cys 


Leu 


Asn 


Glu 


Val 


Arg 


Asp 


Glu 


He 


Phe 


He 


Ser 


Leu 


Gin 


305 






310 










315 










320 


Pro Gin Leu Arg 


Cys 


Thr 


Leu 


Gly 


Asp 


Met 


Glu 


Ser 


Pro 


Val 


Phe 


Ala 






325 










330 










335 




Phe Pro Leu 


Leu 


Leu Lys 


Leu 


Glu 


Thr 


His 


He 


Glu 


Lys 


Leu 


Phe 


Leu 




340 










345 










350 






Tyr Ser Phe 


Ser 


Trp 


Asp 


Phe 


Glu 


Cys 


Ser 


Gin 


Cys 


Gly 


His 


Gin 


Tyr 


355 










360 










365 








Gin Asn Arg 


His 


Met 


Lys 


Ser 


Leu 


Val 


Thr 


Phe 


Thr 


Asn 


Val 


He 


Pro 


370 








375 










380 










Glu Trp His 


Pro 


Leu 


Asn 


Ala 


Ala 


His 


Phe 


Gly 


Pro 


Cys 


Asn 


Asn 


Cys 


385 






390 










395 










400 
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Aszi Se3r jjys 


Ser 


Gin 
405 


He 


Arg 


Lys 


Met 


Val 
410 


Leu 


Glu 


Lys 


Val 


Ser 
415 


Pro 


xxe iriie Nee 


Lieu 

420 


Ills 


Pne 


Val 


Glu 


Gly 

425 


Leu 


Pro 


Gin 


TV Mara 

Asn 


Asp 
430 


Leu 


Gin 


His Tyr Ala 


Phe 


His 


Phe 


Glu 


Gly 


Cys 


Leu 


Tyr 


Gin 


He 


Thr 


Ser 


Val 


>l *s c 

435 










440 










445 








lie Gin' Tyr 


Arg 


Ala 


Asn 


Asn 


His 


Phe 


He 


Thr 


Trp 


He 


Leu 


Asp 


Ala 


A c n 
450 








455 










460 










Asp V3j.y oer 


Trp 


Leu 


Glu 


Cys 


Asp 


* 

Asp 


Leu 


Lys 


Gly 


Pro 


Cys 


Ser 


Glu 


4o5 






470 










475 










480 


iuTg^ axs Xjys 


Lys 


Pne 
485 


Glu 


Val 


Pro 


Ala 


Ser 
490 


Glu 


He 


His 


He 


Val 
495 


He 


Trp 61 U ATQf 


Lys 

A A 

500 


lie 


Ser 


Gin 


Val 


Thr 
505 


Asp 


Lys 


Glu 


Ala 


Ala 
510 


Cys 


Leu 


Pro Leu Lys 


Lys 


Thr 


Asn 


Asp 


Gin 


His 


Ala 


Leu 


Ser 


Asn 


Glu 


Lys 


Pro 


515 










520 










525 








Val Ser Leu 


Thr 


Ser 


Cys 


Ser 


Val 


Gly 


Asp 


Ala 


Ala 


Ser 


Ala 


Glu 


Thr 


530 








535 






- 




540 










Ala Ser Val 


Thr 


His 


Pro 


Lys 


Asp 


He 


Ser 


Val 


Ala 


Pro 


Arg 


Thr 


Leu 


545 






550 










555 










560 


Ser Gin Asp 


Thr 


Ala 
565 


Val 


Thr 


His 


Gly 


Asp 
570 


His 


Leu 


Leu 


Ser 


Gly 
575 


Pro 


Lys Gly Leu 


Val 
580 


Asp 


Asn 


He 


Leu 


Pro 
585 


Leu 


Thr 


Leu 


Glu 


Glu 
590 


Thr 


He 


Gin Lys Thr 


Ala 


Ser 


Val 


Ser 


Gin 


Leu 


Asn 


Ser 


Glu 


Ala 


Phe 


Leu 


Leu 


595 










600 










605 








Glu Asn Lys 


Pro 


Val 


Ala 


Glu 


Asn 


Thr 


Gly 


He 


Leu 


Lys 


Thr 


Asn 


Thr 


610 








615 










620 










Leu Leu Ser 


Gin 


Glu 


Ser 


Leu 


Met 


Ala 


Ser 


Ser 


Val 


Ser 


Ala 


Pro 


Cys 


625 






630 










635 










640 


Asn Glu Lys 


Leu 


lie 
645 


Gin 


Asp 


Gin 


Phe 


Val 
650 


Asp 


He 


Ser 


Phe 


Pro 

655 


Ser 


Gin Val Val 


Asn 
660 


Thr 


Asn 


Met 


Gin 


Ser 
665 


Val 


Gin 


Leu 


Asn 


Thr 
670 


Glu 


Asp 


Thr Val Asn 


Thr 


Lys 


Ser 


Val 


Asn 


Asn 


Thr 


Asp 


Ala 


Thr 


Gly 


Leu 


He 


675 










680 










685 








Gin Gly Val 


Lys 


Ser 


Val 


Glu 


He 


Glu 


Lys 


Asp 


Ala 


Gin 


Leu 


Lys 


Gin 


690 








695 










700 










Phe Leu Thr 


Pro 


Lys 


Thr 


Glu 


Gin 


Leu 


Lys 


Pro 


Glu 


Arg 


Val 


Thr 


Ser 


705 






710 










715 










720 


Gin Val Ser 


Asn 


Leu 
725 


Lys 


Lys 


Lys 


Glu 


Thr 
730 


Thr 


Ala 


Asp 


Ser 


Gin 
735 


Thr 


Thr Thr Ser 


Lys 


Ser 


Leu 


Gin 


Asn 


Gin 


Ser 


Leu 


Lys 


Glu 


Asn 


Gin 


Lys 




740 










745 




Leu 






750 






Lys Pro Phe 


Val 


Gly 


Ser 


Trp 


Val 


Lys 


Gly 


He 


Ser 


Arg 


Gly 


Ala 


755 










760 










765 








Ser Phe Met 


Pro 


Leu 


Cys 


Val 


Ser 


Ala 


His 


Asn 


Arg 


Asn 


Thr 


He 


Thr 


770 








775 










780 










Asp Leu Gin 


Pro 


Ser 


Val 


Lys 


Gly 


Val 


Asn 


Asn 


Phe 


Gly 


Gly 


Phe 


Lys 


785 






790 










795 










800 


Thr Lys Gly 


lie 


Asn 
805 


Gin 


Lys 


Ala 


Ser 


His 
810 


Val 


Ser 


Lys 


Lys 


Ala 
815 


Arg 


Lys Ser Ala 


Ser 
820 


Lys 


Pro 


Pro 


Pro 


He 
825 


Ser 


Lys 


Pro 


Pro 


Ala 
830 


Gly 


Pro 


Pro Ser Ser 


Asn 


Gly 


Thr 


Ala 


Ala 


His 


Pro 


His 


Ala 


His 


Ala 


Ala 


Ser 


835 










840 










845 








Glu Val Leu 


Glu 


Lys 


Ser 


Gly 


Ser 


Thr 


Ser 


Cys 


Gly 


Ala 


Gin 


Leu 


Asn 


850 








855 










860 










His Ser Ser 


Tyr 


Gly 


Asn 


Gly 


He 


Ser 


Ser 


Ala 


T^n 


His 


Glu 


Asp 


Leu 


865 






870 










875 










880 


Val Glu Gly 


Gin 


He 
885 


His 


Lys 


Leu 


Arg 


Leu 
890 


Lys 


Leu 


Arg 


Lys 


Lys 
895 


Leu 


Lys Ala Glu 


Lys 
900 


Lys 


Lys 


Leu 


Ala 


Ala 
905 


Leu 


Met 


Ser 


Ser 


Pro 
910 


Gin 


Ser 
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Arg 


Tnr 


Val 


Arg 


Ser 


Glu 


Asn Leu 


Glu 


Gin 


Val 


Pro Gin 


Asp 


Gly 


Ser 






915 








920 








925 








Pro 


Asn 


% - - - 


Cys 


Glu 


Ser 


He Glu 


Asp 


♦ — - - 

Leu 


Leu 


Asn Glu 


Leu 


Pro 


Tyr 




930 










935 








940 








Pro 


lie 


Asp 


He 


TV T _ 

Ala 


Asn 


Glu Ser 


Ala 


Cys 


Thr 


Thr Val 


Pro 


Gly 


Val 


945 










950 








955 








960 


Ser 


Leu 


Tyr 


Ser 


Ser 


Gin 


Thr His 


/Mi *f 

Glu 


Glu 


He 


Leu Ala 


Glu 


Leu 


Leu 










965 








970 








975 




Ser 


Pro 


Thr 


j?ro 


val 


Ser 


Thr Glu 


Leu 


Ser 


Glu 


Asn Gly 


Glu 


Gly 


Asp 








980 








985 








990 






Phe 


Arg 


Tyr 


Leu 


Gly 


Met 


Gly Asp 


Ser 


His 


He 


Pro Pro 


Pro 


Val 


Pro 






995 








1000 








1005 








Ser 


Glu 


Fne 


Asn 


Asp 


Val 


Ser Gin 


Asn 


Thr 


His 


Leu Arg 


Gin 


Asp 


His 


1010 








1015 






1020 








Asn Tyr 


Cys 


Ser 


Pro 


Thr 


Lys Lys 


Asn 


Pro 


Cys 


Glu Val 


Gin 


Pro 


Asp 


1025 








1030 






1035 






1040 


Ser 


Leu 


Thr 


Asn 


Asn 


Ala 


Cys Val 


Arg 


Thr 


Leu 


Asn Leu 


Glu 


Ser 


Pro 








1045 






1050 






1055 




Met 


Lys 


Thr 


Asp 


He 


Phe 


Asp Glu 


Phe 


Phe 


Ser 


Ser Ser 


Ala 


Leu 


Asn 






1060 






1065 






1070 






Ala 


Leu 


Ala 


Asn 


Asp 


Thr 


Leu Asp 


Leu 


Pro 


His 


Phe Asp 


Glu 


Tyr 


Leu 




1075 








1080 








1085 








Phe 


Glu 


Asn 


Tyr 


* 





















1090 1092 
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<212> PRT 

<213> Homo sapiens 



<400> 1798 



Met 


Asp 


Ala 


Lys 


Ser 


Leu 


Thr 


Ala 


Trp 


Ser 


Arg 


Thr 


Leu 


Val 


Thr 


Phe 


1 








5 










10 










15 




Lys 


Asp 


Val 


Phe 


Val 


Asp 


Phe 


Thr 


Arg 


Glu 


Glu 


Trp 


Lys 


Leu 


Leu 


Asp 








20 










25 










30 






Thr 


Ala 


Gin 


Gin 


He 


Val 


Tyr 


Arg 


Asn 


Val 


Met 


Leu 


Glu 


Asn 


Tyr 


Lys 






35 










40 










45 








Asn 


Leu 


Val 


Ser 


Leu 


Gly 


Tyr 


Gin 


Leu 


Thr 


Lys 


Pro 


Asp 


Val 


He 


Leu 




50 










55 










60 










Arg 


Leu 


Glu 


Lys 


Gly 


Glu 


Glu 


Pro 


Trp 


Leu 


Val 


Glu 


Arg 


Glu 


lie 


His 


65 










70 










75 










80 


Gin 


Glu 


Thr 


His 


Pro 


Asp 


Ser 


Glu 


Thr 


Ala 


Phe 


Glu 


He 


Lys 


Ser 


Ser 










85 










90 










95 




Val 


Ser 


Ser 


Arg 


Ser 


He 


Phe 


Lys 


Asp 


Lys 


Gin 


Ser 


Cys 


Asp 


He 


Lys 








100 










105 










110 






Met 


Glu 


Gly 


Met 


Ala 


Arg 


Asn 


Asp 


Leu 


Trp 


Tyr 


Leu 


Ser 


Leu 


Glu 


Glu 






115 










120 










125 








Val 


Trp 


Lys 


Cys 


Arg 


Asp 


Gin 


Leu 


Asp 


Lys 


Tyr 


Gin 


Glu 


Asn 


Pro 


Glu 




130 










135 










140 










Arg 


His 


Leu 


Arg 


Gin 


Val 


Ala 


Phe 


Thr 


Gin 


Lys 


Lys 


Val 


Leu 


Thr 


Gin 


145 










150 










155 










160 


Glu 


Arg 


Val 


Ser 


Glu 


Ser 


Gly 


Lys 


Tyr 


Gly 


Gly Asn 


Cys 


Leu 


Leu 


Pro 










165 










170 










175 




Ala 


Gin 


Leu 


Val 


Leu 


Arg 


Glu 


Tyr 


Phe 


His 


Lys 


Arg 


Asp 


Ser 


His 


Thr 








180 










185 










190 






Lys 


Ser 


Leu 


Lys 


His 


Asp 


Leu 


Val 


Leu 


Asn 


Gly His 


Gin 


Asp 


Ser 


Cys 






195 










200 










205 








Ala 


Ser 


Asn 


Ser 


Asn 


Glu 


Cys 


Gly 


Gin 


Thr 


Phe 


Cys 


Gin 


Asn 


lie 


His 




210 










215 










220 










Leu 


He 


Gin 


Phe 


Ala 


Arg 


Thr 


His 


Thr 


Gly 


Asp 


Lys 


Ser 


Tyr 


Lys 


Cys 


225 










230 










235 










240 
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Pro Asp 


Asn 


Asp 


Asn 


Ser 










245 




Lys 


Gly 


lie 


His 


Arg 


Glu 








260 






Phe 


Phe 


Ser 


Trp 


Arg 


Ser 






275 








Gly Glu 


Lys 


Pro 


Tyr 


Glu 




290 










Ser 


Ser 


His 


Leu 


He 


Gly 


305 










310 


Tyr 


Glu 


Cys 


Lys 


Glu 


Cys 










325 




Val 


Thr 


HXS 


Gin 


Arg 


Thr 








340 






Gin Cys 


Gly 


Lys 


Ser 


Phe 






355 








Arg 


Thr 


MW * 

His 


Thr 


Gly 


Glu 




370 










Ser 


Phe 


Arg 


Gin 


Ser 


Thr 


385 










390 


Arg 


Val 


Arg 


Pro 


Tyr 


Glu 










405 




Arg 


Ser 


His 


Leu 


Val 


Val 








420 






Phe 


Glu 


Cys 


Lys 


Asp 


Cys 






435 








Tyr 


Ser 


His 


Gin 


Arg 


Thr 




450 










Asp 


Cys 


Gly 


Lys 


Ser 


Phe 


465 










470 


Arg 


He 


His 


Thr 


Gly 


Glu 










485 




Ala 


Phe 


He 


Arg 


Lys 


Asn 








500 






Gly Glu 


Glu 


Thr 


Tyr 


Lys 






515 








Asn 


Ser 


Pro 


Phe 


He 


Val 




530 










Leu 


Thr 


Cys 


Asn 


Gin 


Cys 


545 










550 


lie Gly 


Tyr 


Gin 


Thr 


Asn 



565 
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<400> 1799 
Met Asp Ala Lys Ser Leu 

1 5 
Lys Asp Val Phe Val Asp 

20 

Thr Ala Gin Gin He Val 
35 

Asn Leu Val Ser Leu Gly 
50 

Arg Leu Glu Lys Gly Glu 
65 70 
Gin Glu Thr His Pro Asp 

85 



Leu 


Thr 


His 


Gly 


Ser 


Ser 








250 






Lys 


Pro 


Tyr 


Glu 


Cys 


Lys 






265 








Asn 


Leu 


Thr 


Arg 


His 


Gxn 




280 










Cys 


Lys 


Glu 


Cys 


Gly 


Lys 


295 










300 


His 


Gin 


Lys 


Thr 


His 


Thr 










315 




Gly 


Lys 


Ser 


Phe 


Ser 


Trp 








330 






His 


Thr 


Gly 


Asp 


Lys 


w 

Leu 






345 








Val 


His 


Ser 


Ser 


Arg 


Leu 




360 










Lys 


Pro 


Tyr 


Glu 


Cys 


Pro 


375 










380 


His 


Leu 


He 


^ — 

Leu 


His 


Gin 










395 




Cys 


Asn 


Glu 


Cys 


Gly 


Lys 








410 






His 


His 


Arg 


He 


His 


Thr 






425 








Gly 


Lys 


Cys 


Phe 


Ser 


Arg 




440 












Thr 


Gly 


Glu 


Lys 


Pro 


455 










460 


Ser 


Gin 


Ser 


Ser 


Ala 


Leu 










475 




Lys 


Pro 


Tyr 


Glu 


Cys 


Cys 








490 






Asp 


Leu 


He 


Lys 


His 


Gin 






505 








Cys 


Asn 


Gin 


Cys 


Gly 


He 




520 










His 


Gin 


He 


Ala 


His 


Thr 


535 










540 


Gly 


Thr 


Ala 


Leu 


Val 


Asn 










555 




His 


He 


Arg 


Glu 


Asn 


Ala 








570 






Thr 


Ala 


Trp 


Ser 


Arg 


Thr 








10 






Phe 


Thr 


Arg 


Glu 


Glu 


Trp 






25 








Tyr 


Arg 


Asn 


Val 


Met 


Leu 




40 










Tyr 


Gin 


Leu 


Thr 


Lys 


Pro 


55 










60 


Glu 


Pro 


Trp 


Leu 


Val 


Glu 










75 




Ser 


Glu 


Thr 


Ala 


Phe 


Glu 








90 
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Leu 


Gly 


He 


Ser 






255 




Glu 


Cys 


Gly 


Lys 




270 






Leu 


He 


His 


Thr 


285 








d Vt 

ber 


pne 


Ser 


Arg 


Gly 


Glu 


OT 

Glu 


Pro 








320 


Phe 


Ser 


His 


Leu 






335 




Tyr 


Thr 


Cys 


Asn 




350 






He 


Arg 


His 


Gin 


365 








Glu 


Cys 


Gly 


Lys 


Arg 


Thr 


His 


Val 








400 


Ser 


Tyr 


Ser 


Gin 






415 




Gly 


Leu 


Lys 


Pro 




430 






Ser 


Ser 


His 


Leu 


445 








Tyr 


Glu 


Cys 


His 


He 


Val 


His 


Gin 








480 


Gin 


Cys 


Gly 


Lys 






495 




Arg 


He 


His 


Val 




510 






•V* 1 

He 


Phe 


Ser 


Gin 


525 








Gl-y 


Glu 


Gin 


Phe 


Thr 


Ser 


Asn 


Leu 








560 


Tyr 








573 








Leu 


Val 


Thr 


Phe 






15 




Lys 


Leu 


Leu 


Asp 




30 






Glu 


Asn 


Tyr 


Lys 


45 


« 


1 




Asp 


Val 


He 


Leu 


Arg 


Glu 


He 


His 








80 


He 


Lys 


Ser 


Ser 



95 
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Val Ser Ser Arg Ser 

100 

Met Glu Gly Met Ala 
115 

Val Trp Lys Cys Arg 
130 

Arg His Leu Arg His 
145 

Cys Lys Qlu Cys Gly 

165 

His Gin Lys Thr His 

180 

Gly Lys Ser Phe Ser 
195 

His Thr Gly Asp Lys 
210 

Val His Ser Ser Arg 

225 

Lys Pro Tyr Glu Cys 

245 

His Leu lie Leu His 

260 

Cys Asn Glu Cys Gly 
275 

His His Arg lie His 
290 

Gly Lys Cys Phe Ser 
305 

His Thr Gly Glu Lys 

325 

Ser Glxi Ser Ser Ala 

340 

Lys Pro Tyr Glu Cys 

355 

Asp Leu lie Lys His 
370 

Cys Asn Gin Cys Gly 
385 

His Gin He Ala His 

405 

Gly Thr Ala Leu Val 

420 

His He Arg Glu Asn 
435 



He Phe Lys Asp Lys Gin 

105 

Arg Asn Asp Leu Trp Tyr 
120 

Asp Gin Leu Asp Lys Tyr 
135 

Gin Leu He His Thr Gly 
150 155 
Lys Ser Phe Ser Arg Ser 

170 

Thr Gly Glu Glu Pro Tyr 

185 

Trp Phe Ser His Leu Val 
200 

Leu Tyr Thr Cys Asn Gin 
215 

Leu He Arg His Gin Arg 
230 235 
Pro Glu Cys Gly Lys Ser 

250 

Gin Arg Thr His Val Arg 
. 265 

Lys Ser Tyr Ser Gin Arg 
280 

Thr Gly Leu Lys Pro Phe 
295 

Arg Ser Ser His Leu Tyr 
310 315 
Pro Tyr Glu Cys His Asp 

330 

Leu He Val His Gin Arg 

345 

Cys Gin Cys Gly Lys Ala 

360 

Gin Arg He His Val Gly 

375 

He He Phe Ser Gin Asn 
390 395 
Thr Gly Glu Gin Phe Leu 

410 

Asn Thr Ser Asn Leu He 

425 

Ala Tyr * 
439 



Ser Cys Asp He Lys 

110 

Leu Ser Leu Glu Glu 
125 

Gin Glu Asn Pro Glu 
140 

Glu Lys Pro Tyr Glu 

160 

Ser His Leu He Gly 

175 

Glu Cys Lys Glu Cys 
190 

Thr His Gin Arg Thr 
205 

Cys Gly Lys Ser Phe 
220 

Thr His Thr Gly Glu 

240 

Phe Arg Gin Ser Thr 

255 

Val Arg Pro Tyr Glu 
270 

Ser His Leu Val Val 
285 

Glu Cys Lys Asp Cys 
300 

Ser His Gin Arg Thr 

320 

Cys Gly Lys Ser Phe 

335 

He His Thr Gly Glu 
350 

Phe He Arg Lys Asn 
365 

Glu Glu Thr Tyr Lys 
380 

Ser Pro Phe He Val 

400 

Thr Cys Asn Gin Cys 

415 

Gly Tyr Gin Thr Asn 
430 



<210> 1800 
<211> 613 
<212> PRT 

<213> Homo sapiens 



<400> 1800 

Met Ser Arg Lys. He Ser Lys Glu Ser Lys Lys Val Asn He Ser Ser 

15 10 15 

Ser Leu Glu Ser Glu Asp He Ser Leu Glu Thr Thr Val Pro Thr Asp 

20 25 30 

Asp He Ser Ser Ser Glu Glu Arg Glu Gly Lys Val Arg He Thr Arg 

35 40 45 

Gin Leu He Glu Arg Lys Glu Leu Leu His Asn He Gin Leu Leu Lys 

50 55 60 

He Glu Leu Ser Gin Lys Thr Met Met He Asp Asn Leu Lys Val Asp 
65 70 75 80 



* 
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Tyr Leu 


Thr 


Lys 


He 


Glu 










85 




His 


Gin 


Lys 


Gin 


Leu 


Leu 








100 






Gin 


Gin 


Lys 


Asp 


Ala 


Ser 






115 








6lu 


Thr 


He 


Leu 


Leu 


Arg 




130 










Leu Arg 


Glu 


Lys 




Gly 


145 










150 


Leu 


Thr 


Glu 


Glu 


Gin 


Tyr 










165 




Leu 


Ser 


He 


Pro 


Glu 


Tyr 








180 






Pro 


Leu 


Arg 


Lys 


Glu 


He 






195 








Ala 


Glu 


Glu 


Leu 


Ser 


Thr 




210 










Thr 


Tyr 


Glu 


Glu 


Asp 


Arg 


225 










230 


Gin Arg 


Leu 


Ala 


Leu 


Glu 










245 




Gly Asp 


Tyr 


Arg 


Gin 


Glu 








260 






Ala 


Leu 


Glu 


Gin 


Glu 


Val 






275 








Glu 


Ala 


Ser 


His 


Met 


He 




290 










Glu 


Val 


Val 


Thr 


Leu 


Glu 


305 










310 


Glu 


Tyr 


Leu 


Asn 


Arg 


Gin 










325 




Glu 


Glu 


Asp 


Arg 


Leu 


Glu 








340 






Lys Ala 


Arg 


Glu 


Glu 


Met 






355 








Tyr 


Lys 


Thr 


Glu 


Tyr 


Glu 




370 










Arg Leu 


Lys 


Thr 


Asn 


Gin 


385 










390 


Glu 


Met 


Tyr 


Glu 


Arg 


Glu 










405 




Ala 


Val 


Ala 


Glu 


Lys 


Glu 








420 






Glu Lys 


His 


Asp 


Gin 


Leu 






435 








Thr 


Glu 


Ser 


Lys 


Val 


Thr 




450 










Phe 


Glu 


Ser 


Glu 


Arg 


Val 


465 










470 


Leu 


Thr 


Gin 


Cys 


Gin 


Leu 










485 




Val 


Leu 


Thr 


Lys 


Glu 


Phe 








500 






He 


Thr 


Glu 


Leu 


Gin 


Ala 






515 








He 


Tyr 


Glu 


Lys 


Leu 


Glu 




530 










Ala 


Glu 


He 


Glu 


Asn 


Glu 


545 










550 


Gly Tyr 


Gly 


Ala 


Asn 


Val 










565 




Ser 


Val 


His 


Leu 


Ala 


Arg 



580 



Glu 


Leu 


Glu 


Glu 


T _ m^ 

Lys 


Leu 








90 






Thr 


Leu 


Arg 


Xieu 


ASp 


Asn 






105 








Lys 


Tyr 


Gin 


Glu 


Leu 


wet 




120 










Gin Lys 


Gin 


Leu 


Glu 


Glu 


IOC 










140 


Asp 


Val 


Arg 


Arg 


ber 


Leu 










155 




He 


Lys 


Leu 


Lys 


Ala 


pne 








170 






Val 


Ser 


val 


^ LIU ■ 

Arg 


pne 


Tyr 






185 








Cys 


Glu 


Leu 


Gin 


Val 


Lys 




200 










Asn 


Lys 


Asn 


Gin 


Leu 


Lys 


215 










220 


Lys 


Asn 


Tyr 


Ser 


Glu 


Val 










235 




Leu 


Ala 


Asp 


Thr 


Lys 


Gin 








250 






Asn Tyr 


Asp 


Lys 


Val 


Lys 






265 








lie 


Glu 


Leu 


Arg 


Arg 


Lys 




280 










Gin 


Thr 


Lys 


Glu 


Arg 


Ser 


295 










300 


Gin 


Thr 


Val 


Thr 


Leu 


Leu 










315 




Asn 


Met 


Glu 


Leu 


Ser 


Val 








330 






Arg 


Leu 


Gin 


Ala 


Gin 


Leu 






345 








Tyr 


Glu 


Lys 


Tyr 


Val 


Ala 




360 










Asn 


Lys 


l4eu 


His 


Asp 


Glu 


375 










380 


Glu 


He 


Asp 


Gin 


Leu 


in - ■ 

Arg 










395 




Asn Arg 


Asn 


Leu 


Arg 


Glu 








410 






Arg Ala 


Val 


Met 


Ala 


Glu 






425 








Leu Asp 


Arg 


Tyr 


Arg 


Glu 




440 










Glu 


Phe 


Leu 


His 


Gin 


Ser 


455 










460 


Gin 


Leu 


Leu 


Gin 


Glu 


Glu 










475 




Glu 


Cys 


Glu 


Lys 


Tyr 


Gin 








490 






Tyr 


Ser 


Leu 


Gin 


Ala 


Ser 






505 








Gin 


Asn 


Ser 


Glu 


Hxs 


Gin 




520 










Lys 


Glu 


Leu 


Asp 


Glu 


He 


535 










540 


Asp 


Glu 


Ala 


Glu 


Arg 


Val 










555 




Pro 


Thr 


Thr 


Ala 


Lys 


Arg 








570 






Arg Val 


Leu 


Gin 


Leu 


Glu 



585 
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Asn 


Asp 


Ala 


Leu 






95 




.Gin 


Leu 


Ala 


Pne 




110 






Lys 


Gin 


Glu 


Met 


125 








Thr 


Asn 


Leu 


Gin 


Arg 


Asp 


Phe 


Glu 








160 


Pro 


Glu 


Asp 


Gin 






175 




Glu 


Leu 


Val 


Asn 




190 






Lys 


Asn 


He 


Leu 


205 








Gin 


Leu 


Thr 


Glu 


Gin 


He 


Arg 


Cys 








240 


Leu 


He 


Gin 


Gin 






255 




Ser 


Glu 


Arg 


Asp 




270 






Hxs 


Glu 


He 


Leu 


285 








Glu 


Leu 


Ser 


Lys 


Gin 


■ 

Lys 


Asp 


Lys 








320 


Arg 


Cys 


Ala 


His 






335 




Glu 


Glu 


Ser 


Lys 




350 






Ser 


Arg 


Asp 


His 


365 








Leu 


Glu 


Gin 


He 


Asn 


Ala 


Ser 


Arg 








400 


Ala 


Arg 


Asp 


Asn 






415 




Lys 


Asp 


Ala 


Leu 




430 






Leu 


Gin 


Leu 


Ser 


445 








Lys 


Leu 


Lys 


Ser 


Thr 


Ala 


Arg 


Asn 








480 


Lys 


Lys 


Leu 


Glu 






495 




Ser 


Glu 


Lys 


Arg 




510 






Ala 


Arg 


Leu 


Asp 


525 








He 


Met 


Gin 


Thr 


Leu 


Phe 


Ser 


Tyr 








560 


Arg 


Leu 


Lys 


Gin 






575 




Lys 


Gin 


Asn 


Ser 
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Leu lie Leu Lys Asp Leu Glu His Arg Lys Asp Gin Val Thr Gin Leu 

595 600 605 

Ser Pro Gly Ala * 
610 612 



<210> 1801 

<211> 754 

<212> PRT 

<213> Homo sapiens 



<400> 1801 



Met 


Lys 


Val lie 


Gly Phe 


Lys Pro Glu 


Glu He Gin Thr 


Val 


Tyr Lys 


1 






5 






10 




15 


lie 


Leu 


Ala Ala 


He 


Leu 


His Leu Gly 


Asn Leu Lys Phe 


Val 


Val Asp 






20 






25 




30 




Gly Asp 


Thr Pro 


Leu 


He 


Glu Asn Gly 


Lys Val Val Ser 


He 


He Ala 






35 






40 


45 






Glu 


Leu 


Leu Ser 


Thr Lys 


Thr Asp Met 


Val Glu Lys Ala 


Leu 


Leu Tyr 




50 








55 


60 






Arg 


Thr 


Gly Ala 


Thr Gly 


Arg Asp He 


He Asp Lys Gin 


His 


Thr Glu 


65 








70 




75 




80 


Gin 


Glu 


Ala Ser 


Tyr Gly 


Arg Asp Ala 


Phe Ala Lys Ala 


He Tyr Glu 








85 






90 




95 


Arg 


Leu 


Phe Cys 


Trp 


He 


Val Thr Arg 


He Asn Asp He 


He 


Glu Val 






100 






105 




110 




Lys 


Asn 


Tyr Asp 


Thr 


Thr 


He His Gly 


Lys Asxi Thr Val 


He Gly Val 






115 






120 


125 






Leu Asp 


He Tyr 


Gly Phe 


Glu He Phe 


Asp Asn Asn Ser 


Phe 


Glu Gin 




130 








135 


140 






Phe 


Cys 


He Asn 


Tyr 


Cys 


Asn Glu Lys 


Leu Gin Gin Leu 


Phe 


He Gin 


145 








150 




155 




160 


Leu 


Val 


Leu Lys 


Gin 


Glu 


Gin Glu Glu 


Tyr Gin Arg Glu 


Gly 


He Pro 








165 






170 




175 


Trp 


Lys 


His He 


Asp 


Tyr 


Phe Asn Asn 


Gin He He Val 


Asp 


Leu Val 






180 






185 




190 




Glu 


Gin 


Gin His 


Lys Gly 


He He Ala 


He Leu Asp Asp 


Ala 


Cys Met 






195 






200 


205 






Asn 


Val 


Gly Lys 


Val 


Thr 


Asp Glu Met 


Phe Leu Glu Ala 


Leu 


Asn Ser 




210 








215 


220 






Lys 


Leu 


Gly Lys 


His 


Ala 


His Phe Ser 


Ser Arg Lys Leu 


Cys 


Ala Ser 


225 








230 




235 




240 


Asp 


Lys 


lie Leu 


Glu 


Phe 


Asp Arg Asp 


Phe Arg He Arg 


His 


Tyr Ala 








245 






250 




255 


Gly Asp 


Val Val 


Tyr 


Ser 


Val He Gly 


Phe He Asp Lys 


Asn 


Lys Asp 






260 






265 




270 




Thr 


Leu 


Phe Gin 


Asp 


Phe 


Lys Arg Leu 


Met Tyr Asn Ser 


Ser 


Asn Pro 






275 






280 


285 






Val 


Leu 


Lys Asn 


Met 


Trp 


Pro Glu Gly 


Lys Leu Ser He 


Thr 


Glu Val 




290 








295 


300 






Thr 


Lys 


Arg Pro 


Leu 


Thr 


Ala Ala Thr 


Leu Phe Lys Asn 


Ser 


Met He 


305 








310 




315 




320 


Ala 


Leu 


Val Asp 


Asn 


Leu 


Ala Ser Lys 


Glu Pro Tyr Tyr 


Val 


Arg Cys 








325 






330 




335 


lie 


Lys 


Pro Asn 


Asp Lys 


Lys Ser Pro 


Gin He Phe Asp 


Asp Glu Arg 






340 






345 




350 




Cys 


Arg 


His Gin 


Val 


Glu 


Tyr Leu Gly 


Leu Leu Glu Asn 


Val Arg Val 






355 






360 


365 






Arg Arg 


Ala Gly 


Phe 


Ala 


Phe Arg Gin 


Thr Tyr Glu Lys 


Phe 


Leu His 




370 








375 


380 






Arg 


Tyr 


Lys Met 


He 


Ser 


Glu Phe Thr 


Trp Pro Asn His 


Asp 


Leu Pro 


385 








390 




395 




400 
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Ser Asp 


Lys 


Glu 


Ala 


Val 


Lys 


Lys 










405 








Asp Asp 


Val 


Ala 


Tyr 


Gly 


Lys 


Thr 








420 












Leu 


Phe 


Thr 


Leu 


Glu 


Glu 


Leu 






435 










440 


Vai 


Leu 


Phe 


Leu 


Gxn 


Lys 


va± 


Trp 














455 




Tyr 


Lys 


Arg Thr 


Lys 


AJ.a 


Ala 


Leu 


465 










470 






Tyr 


Lys 


Val 


Lys 


ser 


Tyr 


lie 


zilS 










485 








Val 


Lys 


Thr 


Met 


Arg 


Asp 


Tyr 


Gly 








500 










Pro 


Lys 


Val 


Leu 


Arg 


Arg 


Pne 


Glu 






515 










520 


Arg 


Trp 


Arg Ala 


Ser 


Gin 


T — - - 

Leu 


He 




530 










535 




Pro 


Gin 


Val 


Arg 


Ala 


Lys 


Val 


Ala 


545 










550 






Arg Ala 


Asp 


Leu 


Gly 


Leu 


Gin 


Arg 










565 








Ser 


Lys 


Pro 


Asp 


Thr 


Pro 


Gin 


Thr 








580 










Asn 


Glu 


Leu 


Lys 


Arg 


Lys 


Asp 


Lys 






595 










600 


His 


Val 


Arg 


Lys 


Val 


Asn 


Arg 


Phe 




610 










615 




Phe 


Val 


Thr 


Asp 


Arg 


His 


Leu 


Tyr 


625 










630 






Lys 


Val 


Met 


Lys 


Thr 


He 


Pro 


Leu 










645 








Ser 


Asn 


Gly Lys 


Asp 


Gin 


Leu 


Val 








660 










Asp 


Leu 


He 


Val 


Cys 


Leu 


Phe 


Ser 






675 










680 


lie 


Gly 


Glu 


Leu 


Val 


Gly 


Val 


Leu 




630 










695 




Arg 


His 


Leu 


Gin 


Val 


Asn 


Val 


Thr 


705 










710 






Gly Lys 


Lys 


Cys 


Thr 


Val 


Ser 


Val 










725 








Pro Asp 


Phe 


Thr 


Lys 


Asn 


Arg 


Ser 



740 



Asn * 
753 



Leu 


He 


Glu 


Arg 


cys 


Giy 


pne uin 




410 










415 


Lys 


He 


pne 


lie 


Arg 


inr 


Fro Arg 


425 










430 




Arg 


Ala 


Gin 


Mec 


Leu 


lie 


TV _;i.r. T n A 

Arg lie 










A. A C 

445 






Arg 


Gly 


Tnr 


lieu 


Aia 


Arg 


nec Arg 








460 








Thr 


He 


He 


Arg 


Tyr 


Tyr 


Arg Arg 






475 








480 


Glu 


Val 


Ala 


Arg 


Arg 


pne 


Ills V3iy 




490 










495 


Lys 


His 


Vai 


Lys 


Trp 


Pro 


ser Pro 


505 










510 




Glu 


Ala 


Leu 


Gin 


Thr 


XT A 

lie 


pne Asn 










525 






Lys 


Ser 


He 


Pro 


Ala 


Ser 


Asp Leu 








540 








Ala 


Val 


Glu 


Met 


▼ — - - 

Leu 


Lys 


Gly Gin 






555 








560 


Ala 


Trp 


Glu 


Gly 


Asn 


Tyr 


Leu Ala 




570 










575 


Ser 


Gly 


Thr 


Phe 


Val 


Pro 


Val Ala 


585 










590 




Tyr 


Met 


Asn 


Val 


Leu 


Phe 


Ser • Cys 










605 






Ser 


Lys 


Val 


Glu 


Asp 


Arg 


Ala He 








620 








Lys 


Met 


Asp 


Pro 


Thr 


Lys 


Gin Tyr 






635 








640 


Tyr 


Asn 


Leu 


Thr 


Gly 


Leu 


Ser Val 




650 










655 


Val 


Phe 


His 


Thr 


Lys 


Asp 


Asn Lys 


665 










670 




Lys 


Gin 


Pro 


Thr 


His 


Glu 


Ser Arg 










685 






Val 


Asn 


His 


Phe 


Lys 


Ser 


Glu Lys 








700 








Asn 


Pro 


Val 


Gin 


Cys 


Ser 


Leu His 






715 








720 


Glu 


Thr 


Arg 


Leu 


Asn 


Gin 


Pro Gin 




730 










735 


Gly 


Phe 


He 


Leu 


Ser 


Val 


Pro Gly 


745 










750 





<210> 1802 

<211> 2167 

<212> PRT 

<213> Homo sapiens 



<400> 1802 
Met Gin He Glu 
1 

Ala He Leu Trp 

20 

Glu Leu Gly Glu 
35 

Ala Pro Asn He 
50 



Gin Leu Glu Arg 
5 

Ser Leu Ser Gly 

Tyr He Arg Arg 

40 

Pro He He Asp 
55 



Tyr He Gin Arg 
10 

Asp Ser Arg Leu 
25 

He Thr Thr Val 

Tyr Glu Val Ser 

60 



Tyr Leu Val Tyr 
15 

Lys Met Arg Ala 
30 

Pro Leu Pro Thr 
45 

He Ser Gly Glu 
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Trp 


Ser 


Pro 


Trp 


Gin 


Ala 


Lys 


Val 


Pro 


Gin 


lie 


Glu 


Val 


Glu 


Thr 


Hxs 


65 










70 










75 










80 


Lys 


Val 


Ala 


Ala 


Pro 


Asp 


Val 


Val 


Val 


Pro 


Thr 


Leu 


Asp 


Thr 


Val 


Arg 










85 










90 










95 




HXS 


Glu 


Ala 


Leu 


V - - - 

Leu 


Tyr 


Thr 


Trp 


Leu 


Ala 


Glu 


Hxs 


Lys 


Pro 


Leu 


Val 








100 










105 










XIO 






Leu 


Cys 


Gxy 


Pro 


Pro 


Gly 


Ser 


Gly 


Lys 


Thr 


Met 


Thr 


Leu 


Pne 


Ser 


Ala 






115 










120 










125 










Arg 


Ala 


Leu 


Pro 


Asp 


Met 


Glu 


Val 


vax 


Gxy 


Leu 


Asn 


Pne 


Ser 


Ser 




130 










135 










X40 










Ala 


Thr 


Thr 


Pro 


Glu 


Leu 


Leu 


Leu 


Lys 


Thr 


Til- _ 

Pne 


Asp 


Hxs 


Tyr 


Cys 


Glu 


145 










150 










155 










160 


Tyr 


Arg 


Arg 


Thr 


Pro 


Asn 


Gly 


Val 


Val 


Leu 


Ala 


Pro 


Val 


Gin 


Leu 


Gly 










165 










170 










175 




Lys 


Trp 


Leu 


Val 


Leu 


Phe 


Cys 


Asp 


Glu 


lie 


Asn 


Leu 


Pro 


Asp 


Met 


Asp 








180 










185 










190 






Lys 


Tyr 


Gly 


Thr 


Gin 


Arg 


Val 


lie 


Ser 


Phe 


lie 


Arg 


Gin 


Met 


Val 


Glu 






195 










200 










205 








His 


Gly 


Gly 


Phe 


Tyr 


Arg 


Thr 


Ser 


Asp 


Gin 


Thr 


Trp 


Val 


Lys 


Leu 


Glu 




210 










215 










220 










Arg 


lie 


Gin 


Phe 


Val 


Gly 


Ala 


Cys 


Asn 


Pro 


Pro 


Thr 


Asp 


Pro Gly 


Arg 


225 










230 










235 










240 


Lys 


Pro 


Leu 


Ser 


Hxs 


Arg 


Phe 


Leu 


Arg 


His 


Val 


Pro 


Val 


Val 


Tyr 


Val 










245 










250 










255 




Asp 


Tyr 


Pro 


Gly 


Pro 


Ala 


Ser 


Leu 


Thr 


Gin 


lie 


Tyr 


Gly 


Thr 


Phe 


Asn 








260 










265 










270 






Arg 


Ala 


Met 


Leu 


Arg 


Leu 


lie 


Pro 


Ser 


Leu 


Arg 


Thr 


Tyr 


Ala 


Glu 


Pro 






275 










280 










285 








Leu 


Thr 


Ala 


Ala 


Met 


Val 


Glu 


Phe 


Tyr 


Thr 


Met 


Ser 


Gin 


Glu Arg 


Phe 




290 










295 










300 










Thr 


Gin 


Asp 


Thr 


Gin 


Pro 


Hxs 


Tyr 


lie 


Tyr 


Ser 


Pro 


Arg 


Glu 


Met 


Thr 


305 










310 










315 










320 


Arg 


Trp 


Val 


Arg 


Gly 


lie 


Phe 


Glu 


Ala 


Leu 


Arg 


Pro 


Leu 


Glu 


Thr 


Leu 










325 










330 










335 




Pro 


Val 


Glu 


Gly 


Leu 


lie 


Arg 


lie 


Trp 


Ala 


Hxs 


Glu 


Ala 


Leu Arg 


Leu 








340 










345 










350 






Phe 


Gin 


Asp 


Arg 


Leu 


Val 


Glu 


Asp 


Glu 


Glu 


Arg 


Arg 


Trp 


Thr Asp 


Glu 






355 










360 










365 








Asn 


lie 


Asp 


Thr 


Val 


Ala 


Leu 


Lys 


Hxs 


Phe 


Pro 


Asn 


He 


Asp Arg 


Glu 




370 










375 










380 










Lys 


Ala 


Met 


Ser 


Arg 


Pro 


lie 


Leu 


Tyr 


Ser 


Asn 


Trp 


Leu 


Ser' 


Lys 


Asp 


385 










390 










395 










400 


Tyr 


lie 


Pro 


Val 


Asp 


Gin 


Glu 


Glu 


Leu 


Arg 


TVsp 


Tyr 


Val 


Lys 


Ala 


Arg 










405 










4X0 


• 








415 




Leu 


Lys 


Val 


Phe 


Tyr 


Glu 


Glu 


Glu 


Leu 


Asp 


Val 


Pro 


Leu 


Val 


Leu 


Phe 








420 










425 










430 






Asn 


Glu 


Val 


Leu 


* — 

Asp 


His 


Val 


Leu 


Arg 


lie 


Asp 


Arg 


He 


Phe 


Arg 


Gin 






435 










440 










445 








Pro 


Gin 


Gly 


His 


Leu 


Leu 


Leu 


lie 


Gly 


Val 


Ser 


Gly 


Ala 


Gly 


Lys 


Thr 




450 










455 










460 










Thr 


Leu 


Ser 


Arg 


Phe 


Val 


Ala 


Trp 


Met 


Asn 


Gly 


Leu 


Ser 


Val 


Tyr 


Gin 


465 










470 










475 










480 


lie 


Lys 


Val 


Hxs 


Arg 


Lys 


Tyr 


Thr 


Gly 


Glu 


Asp 


Phe 


Asp 


Glu 


Asp 


Leu 










485 










490 










495 




Arg 


Thr 


Val 


Leu 


Arg 


Arg 


Ser 


Gly 


Cys 


Lys 


Asn 


Glu 


Lys 


He 


Ala 


Phe 








500 










505 










510 






lie 


Met 


Asp 


Glu 


Ser 


Asn 


Val 


Leu 


Asp 


Ser 


Gly 


Phe 


Leu 


Glu 


Arg 


Met 






5X5 










520 










525 








Asn 


Thr 


Leu 


Leu 


Ala 


Asn 


Gly 


Glu 


Val 


Pro 


Gly 


Leu 


Phe 


Glu 


Gly 


Asp 




530 










535 










540 










Glu 


Tyr 


Ala 


Thr 


Leu 


Met 


Thr 


Gin 


Cys 


Lys 


Glu 


Gly 


Ala 


Gin 


Lys 


Glu 


545 










550 










555 










560 


Gly 


Leu 


Met 


Leu 


Asp 


Ser 


His 


Glu 


Glu 


Leu 


Tyr 


Lys 


Trp 


Phe 


Thr 


Ser 










565 










570 










575 
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vax 


lie 


Arg 


•Asn Leu 


His 


Val 


val 


Pne 


Mnr 




Asn 


Fro 


0 -jj^ 

ber 


ser 








580 








p r 

585 










c n f\ 






urXu 




Leu Lys 


Asp Arg 


TV T _ 

Ala 


Ala 


Thr 


Ser 


Fro 


Aia 


lieu 


Fne 


Asn 


Arg 






595 








^ t\ t\ 
600 










f A C 








Cys 


va± 


Leu 


Asn 


Trp Pne 


Gly 


Asp 


Trp 


Ser 


anr 


ValU 


Ala 


Leu 


Tyr 


Gin 




blU 








615 










bzU 














Lys 


Glu 


irne 1 nr 


ser 


Lys 


neu 


Asp 


li6U 


\3lU 


i«ys 


Fro 


TV 

Asn 


Tyr 


^ o c 








630 










635 










640 






Pro .Asp 


Tyx nen 


Pro 


val 


vai 


Tyr 


ASp 


T .^rs 

iiys 


lieu 


^^^^^^ 

Fro 


uin 


Fro 










645 








650 










e c 

655 




Piro 




His 


Arg 


GXU A±a 


lie 


Val 


Asn 


Ser 


uys 


vai 


Fne 


vai 


nlS 


Gin 








^ ^ f\ 

660 








665 










c •1 f\ 

570 








Lieu 


His 


Gin 


Aj.a Asn 


Ala 


Arg 


Leu 


Ala 


iiys 


Arg 


ijiy 


laiy 


TV 

Arg 


inr 






^ ^ ^ 

675 








680 










foe 


* 






Met 


7i *1 s 


lie 


Thr 


Pro Axg 


HIS 


Tyr 


Leu 


Asp 


Fne 


lie 


TV 

Asn 


nis 


Tyr 


Aia 




^ f\ r\ 

690 








695 










700 










Asn 


Leu 


Phe 


Hxs 


(jXu ijys 


Arg 


ber 


(alU 


Leu 


V7lU 


ulU 


V7in 


uiin 


p'leu 


nlS 


f*^ ^ 

705 








710 










715 










720 


Leu 


Asn 


Val 


Gly 


Leu Arg 


Lys 


He 


Lys 


Glu 


Thr 


Val 


Asp 


Gin 


Val 


Glu 










725 








730 










735 




Glu 


Leu 


Arg 


Arg 


iVsp Leu 


Arg 


He 


Lys 


Ser 


Gin 


Glu 


Leu 


Glu 


Val 


Lys 








740 








745 










V A 

750 






Asn 


Ala 


Ala 


Ala 


Asn Asp 


Lys 


Leu 


Lys 


Lys 


Met 


Val 


Lys 


Asp 


Gin 


Gin 






755 








760 










765 








Glu 


Ala 


Glu 


Lys 


Lys Lys 


Val 


Met 


Ser 


Gin 


Glu 


He 


Gin 


Glu 


Gin 


Leu 




770 








775 










780 










His 


Lys 


Gin 


Gin 


Glu Val 


He 


Ala 


Asp 


Lys 


Gin 


Met 


Ser 


Val 


Lys 


Glu 


785 








790 










795 










800 


Asp 


Leu 


Asp 


Lys 


Val Glu 


Pro 


Ala 


val 


He 


Glu 


Ala 


Gin 


Asn 


Ala 


val 










805 








810 










815 




Lys 


Ser 


He 


Lys 


Lys Gin 


His 


Leu 


Val 


Glu 


Val 


Arg 


Ser 


Met 


Ala 


Asn 








820 








825 










830 






Pro 


Pro 


Ala 


Ala 


Val Lys 


Leu 


Ala 


Leu 


Glu 


Ser 


He 


Cys 


Leu 


Leu 


Leu 






835 








840 










845 








Gly 


Glu 


Ser 


Thr 


Thr Asp 


Trp 


Lys 


Gin 


He 


Arg 


Ser 


He 


He 


Met 


Arg 




850 








855 










860 










Glu 


Asn 


Phe 


He 


Pro Tnr 


lie 


Val 


Asn 


Pne 


Ser 


Ala 


Glu 


Glu 


lie 


Ser 


865 








870 










875 










880 


Asp 


Ala 


lie 


Arg 


Glu Lys 


Met 


Lys 


Lys 


Asn 


Tyr 


Kit A k 

Met 


Ser 


Asn 


Pro 


Ser 










885 








890 










895 




Tyr 


Asn 


Tyr 


Glu 


He Val 


Asn 


^ - - - 

Arg 


Ala 


Ser 


Leu 


Ala 


Cys 


Gly 


Pro 


Met 








900 








905 










910 






Val 


Lys 


Trp 


Ala 


He Ala 


Gin 


Leu 


Asn 


Tyr 


Ala 




Asp 


Met 


Leu 


Lys 


Arg 






915 








920 










925 








Val 


Glu 


Pro 


Leu 


Arg Asn 


Glu 


IP — - _ 

Leu 


Gin 


Lys 


Leu 


Glu 


Asp 


«k 

Asp 


Ala 


Lys 




93.0 








935 










940 










* - 

Asp 


* - - 

Asn 


Gin 


Gin 


Lys Ala 


^ 

Asn 


Glu 


Val 


Glu 


Gin 


Met 


He 


Arg 


Asp 


Leu 


945 








950 










955 










960 


Glu 


Ala 


Ser 


He 


Ala Arg 


Tyr 


Lys 


Glu 


Glu 


Tyr 


Ala 


Val 


Leu 


He 


Ser 










965 








970 










A P 

975 




Glu 


Ala 


Gin 


Ala 


He Lys 


Ala 


Asp 


Leu 


Ala 


Ala 


Val 


Glu 


Ala 


Lys 


vai 








980 








985 










990 






Asn 


Arg 


Ser 


Thr 


Ala Leu 


Leu 


Lys 


Ser 


Leu 


Ser 


Ala 


Glu 


Arg 


Glu 


Arg 






995 






1000 








1005 








Trp 


Glu 


Lys 


Thr 


Ser Glu 


Thr 


Phe 


Lys 


Asn 


Gin 


Met 


Ser 


Thr 


He 


Ala 


1010 






1015 








1020 










Gly Asp 


Cys 


Leu 


Leu Ser 


Ala 


Ala 


Phe 


He 


Ala Tyr Ala 


Gly 


Tyr 


Phe 


L025 








1030 








1035 








1040 


Asp Gin 


Gin 


Met 


Arg Gin 


Asn 


Leu 


Phe 


Thr Thr Trp 


Ser 


His 


His 


Leu 








1045 






1050 








1055 




Gin 


Gin 


Ala 


Asn 


He Gin 


Phe Arg 


Thr Asp He Ala Arg 


Thr Glu Tyr 






1060 






1065 








1070 






Leu 


Ser 


Asn Ala Asp Glu Arg Leu Arg Trp Gin Ala Ser 


Ser 


Leu 


Pro 



1075 1080 1085 
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Ala Asp Asp Leu Cys Thr Glu Asn Ala lie Met Leu Lys Arg Phe Asn 

1090 1095 1100 

Arg Tyr Pro Leu He He Asp Pro Ser Gly Gin Ala Thr Glu Phe He 
1105 1110 1115 1120 

Met Asn Glu Tyr Lys Asp Arg Lys He Thr Arg Thr Ser Phe Leu Asp 

1125 1130 1135 

Asp Ala Phe Arg Lys Asn Leu Glu Ser Ala Leu Arg Phe Gly Asn Pro 

1140 1145 1150 

Leu Leu Val Gin Asp Val Glu Ser Tyr Asp Pro Val Leu Asn Pro Val 

1155 1160 1165 

Leu Asn Arg Glu Val Arg Arg Thr Gly Gly Arg Val Leu He Thr Leu 

1170 1175 1180 

Gly Asp Gin Asp He Asp Leu Ser Pro Ser Phe Val He Phe Leu Ser 
1185 1190 1195 1200 

Thr Arg Asp Pro Thr Val Glu Phe Pro Pro Asp Leu Cys Ser Arg Val 

1205 1210 1215 

Thr Phe Val Asn Phe Thr Val Thr Arg Ser Ser Leu Gin Ser Gin Cys 

1220 1225 1230 

Leu Asn Glu Val Leu Lys Ala Glu Arg Pro Asp Val Asp Glu Lys Arg 

1235 1240 1245 

Ser Asp Leu Leu Lys Leu Gin Gly Glu Phe Gin Leu Arg Leu Arg Gin 

1250 1255 1260 

Leu Glu Lys Ser Leu Leu Gin Ala Leu Asn Glu Val Lys Gly Arg He 
1265 1270 1275 1280 

Leu Asp Asp Asp Thr He He Thr Thr Leu Glu Asn Leu Lys Arg Glu 

1285 1290 1295 

Ala Ala Glu Val Thr Arg Lys Val Glu Glu Thr Asp He Val Met Gin 

1300 1305 1310 

Glu Val Glu Thr Val Ser Gin Gin Tyr Leu Pro Leu Ser Thr Ala Cys 

1315 1320 1325 

Ser Ser He Tyr Phe Thr Met Glu Ser Leu Lys Gin He His Phe Leu 

1330 1335 1340 

Tyr Gin Tyr Ser Leu Gin Phe Phe Leu Asp He Tyr His Asn Val Leu 
1345 1350 1355 1360 

Tyr Glu Asn Pro Asn Leu Lys Gly Val Thr Asp His Thr Gin Arg Leu 

1365 1370 1375 

Ser He He Thr Lys Asp Leu Phe Gin Val Ala Phe Asn Arg Val Ala 

1380 1385 1390 

Arg Gly Met Leu His Gin Asp His He Thr Phe Ala Met Leu Leu Ala 

1395 1400 1405 

Arg He Lys Leu Lys Gly Thr Val Gly Glu Pro Thr Tyr Asp Ala Glu 

1410 1415 1420 

Phe Gin His Phe Leu Arg Gly Asn Glu He Val Leu Ser Ala Gly Ser 
1425 1430 1435 1440 

Thr Pro Arg He Gin Gly Leu Thr Val Glu Gin Ala Glu Ala Val Val 

1445 1450 1455 

Arg Leu Ser Cys Leu Pro Ala Phe Lys Asp Leu He Ala Lys Val Gin 

1460 1465 1470 

Ala Asp Glu Gin Phe Gly He Trp Leu Asp Ser Ser Ser Pro Glu Gin 

1475 1480 1485 

Thr Val Pro Tyr Leu Trp Ser Glu Glu Thr Pro Ala Thr Pro He Gly 

1490 1495 1500 

Gin Ala He His Arg Leu Leu Leu He Gin Ala Phe Arg Pro Asp Arg 
1505 1510 1515 1520 

Leu Leu Ala Met Ala His Met Phe Val Ser Thr Asn Leu Gly Glu Ser 

1525 1530 1535 

Phe Met Ser He Met Glu Gin Pro Leu Asp Leu Thr His He Val Gly 

1540 1545 1550 

Thr Glu Val Lys Pro Asn Thr Pro Val Leu Met Cys Ser Val Pro Gly 

1555 1560 1565 

Tyr Asp Ala Ser Gly His Val Glu Asp Leu Ala Ala Glu Gin Asn Thr 

1570 1575 1580 

Gin He Thr Ser He Ala He Gly Ser Ala Glu Gly Phe Asn Gin Ala 
1585 1590 1595 1600 
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. Asp Lys Ala He Asn Thr Ala Val Lys Ser Gly Arg Trp Val Met Leu 

1605 1610 1615 

Lys Asn Val His Leu Ala Pro Gly Trp Leu Met Gin Leu Glu Lys Lys 

1620 1625 1630 

Leu His Ser Leu Gin Pro His Ala Cys Phe Arg Leu Phe Leu Thr Met 

1635 1640 1645 

Glu He Asn Pro Lys Val Pro Val Asn Leu Leu Arg Ala Gly Arg He 

1650 1655 1660 

Phe Val Phe Glu Pro Pro Pro Gly Val Lys Ala Asn Met Leu Arg Thr 
1665 1670 1675 1680 

Phe Ser Ser He Pro Val Ser Arg He Cys Lys Ser Pro Asn Glu Arg 

1685 1690 1695 

Ala Arg Leu Tyr Phe Leu Leu Ala Trp Phe His Ala He He Gin Glu 

1700 1705 1710 

Arg Leu Arg Tyr Ala Pro Leu Gly Trp Ser Lys Lys Tyr Glu Phe Gly 

1715 1720 1725 

Glu Ser Asp Leu Arg Ser Ala Cys Asp Thr Val Asp Thr Trp Leu Asp 

1730 1735 1740 

Asp Thr Ala Lys Gly Arg Gin Asn He Ser Pro Asp Lys He Pro Trp 
1745 1750 1755 1760 

Ser Ala Leu Lys Thr Leu Met Ala Gin Ser He Tyr Gly Gly Arg Val 

1765 1770 1775 

Asp Asn Glu Phe Asp Gin Arg Leu Leu Asn Thr Phe Leu Glu Arg Leu 

1780 1785 1790 

Phe Thr Thr Arg Ser Phe Asp Ser Glu Phe Lys Leu Ala Cys Lys Val 

1795 1800 1805 

Asp Gly His Lys Asp He Gin Met Pro Asp Gly He Arg Arg Glu Glu 

1810 1815 1820 

Phe Val Gin Trp Val Glu Leu Leu Pro Asp Thr Gin Thr Pro Ser Trp 
1825 1830 1835 1840 

Leu Gly Leu Pro Asn Asn Ala Glu Arg Val Leu Leu Thr Thr Gin Gly 

1845 1850 1855 

Val Asp Met He Ser Lys Met Leu Lys Met Gin Met Leu Glu Asp Glu 

1860 1865 1870 

Asp Asp Leu Ala Tyr Ala Glu Thr Glu Lys Lys Thr Arg Thr Asp Ser 

1875 1880 1885 

Thr Ser Asp Gly Arg Pro Ala Trp Met Arg Thr Leu His Thr Thr Ala 

1890 1895 . 1900 

Ser Asn Trp Leu His Leu He Pro Gin Thr Leu Ser His Leu Lys Arg 
1905 1910 1915 1920 

Thr Val Glu Asn He Lys Asp Pro Leu Phe Arg Phe Phe Glu Arg Glu 

1925 1930 1935 

Val Lys Met Gly Ala Lys Leu Leu Gin Asp Val Arg Gin Asp Leu Ala 

1940 1945 1950 

Asp Val Val Gin Val Cys Glu Gly Lys Lys Lys Gin Thr Asn Tyr Leu 

1955 1960 1965 

Arg Thr Leu He Asn Glu Leu Val Lys Gly He Leu Pro Arg Ser Trp 

1970 1975 1980 

Ser His Tyr Thr Val Pro Ala Gly Met Thr Val He Gin Trp Val Ser 
1985 1990 1995 2000 

Asp Phe Ser Glu Arg He Lys Gin Leu Gin Asn He Ser Leu Ala Ala 

2005 2010 2015 

Ala Ser Gly Gly Ala Lys Glu Leu Lys Asn He His Val Cys Leu Gly 

2020 2025 2030 

Gly Leu Phe Val Pro Glu Pila Tyr -He Thr Ala Thr Arg Gin Tyr Val 

2035 2040 2045 

Ala Gin Ala Asn Ser Trp Ser Leu Glu Glu Leu Cys Leu Glu Val Asn 

2050 2055 2060 

Val Thr Thr Ser Gin Gly Ala Thr Leu Asp Ala Cys Ser Phe Gly Val 
2065 2070 2075 2080 

Thr Gly Leu Lys Leu Gin Gly Ala Thr Cys Asn Asn Asn Lys Leu Ser 

2085 2090 2095 

Leu Ser Asn Ala He Ser Thr Ala Leu Pro Leu Thr Gin Leu Arg Trp . 
2100 2105 2110 
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Val Lys Gin Thr Asn Thr Glu Lys 
2115 2120 
Val Tyr Leu Asn Phe Thr Arg Ala 

2130 2135 
Glu lie Ala Thr Lys Glu Asp Pro 
2145 2150 
Ala Val Leu Cys Thr Glu * 

21652166 



Lys Ala Ser Val Val Thr Leu Pro 

2125 

Asp Leu lie Phe Thr Val Asp Phe 

2140 

Arg Ser Phe Tyr Glu Arg Gly Val 
2155 2160 



<210> 1803 
<211> 774 
<212> PRT 

<213> Homo sapiens 



<400> 1803 
Met Gin Val Ser 
1 

Gin Asp Pro lie 

20 

Ser Asp Gly Phe 
35 

lie Ala Arg Thr 
50 

His Glu He He 
65 

Glu Ala Val Cys 

Val He Leu Ala 

100 

Ser Val Leu Pro 

115 

Asn Ser Ser He 
130 

Gly Glu Val Arg 
145 

Thr Ala Leu Asp 

His Val He Gin 

180 

His Lys Gly Glu 
195 

Asp Lys Asn Arg 
210 

Lys Gly Lys Glu 
225 

Asp Ser He Gin 

Gly Lys He Arg 

260 

Asp Asn Asn Lys 
275 

Ser Gin Thr Glu 
290 

Ser He Asp Val 
305 

Leu Gin Asn Arg 

He Glu Ala Pro 

340 

Glu Asn Ser Pro 
355 



Ser 


Ala 


Glu 


Val 


5 








Gin 


Val 


Leu 


Leu 


Trp 


Trp 


Ala 


Cys 








40 


Pro 


Glu 


Ser 


Ala 






55 










Ills 




70 






Arg 


Ser 


He 


Arg 


85 








Val 


Val 


Ser 


Arg 


Leu 


Leu 


His 


Ala 








120 


He 


Ala 


Cys 


Tyr 






135 






Gin 


Phe 






150 






His 


Cys 


His 


Glu 


165 








Tyr 


Val 


Asn 


Pro 


Leu 


Leu 


Gly 


Lys 








200 


Ala 


Asp 


Leu 


Leu 






215 




Trp 


Gin 


Gly 


Val 




230 






Gin 


His 


Val 


Lys 


245 








His 


Phe 


Val 


Ser 


Gin 


He 


His 


Lys 








280 


Pro 


His 


Ser 


Phe 






295 




Lys 


Ser 


He 


Ser 




310 






Arg 


Tyr 


Pro 


Ser 


325 








He 


Thr 


Lys 


Val 


Val 


Thr 


Val 


Ala 



360 







wJL jr 


■ITS. \J 




10 






He 


Phe 


Ala 


Lys 


25 








Asp 


Arg 


Ala 


Gly 


Leu 


Glu 


Cys 


Phe 








60 


Arg 


Gin 


Thr 


Gin 






75 




Ala 










90 






Val 


Ser 


Asp 


Asp 


105 








Gly 


Phe 


Asn 


Arg 


Asn 


Glu 


Leu 


He 








140 


Leu 


Arg 


Ala 


Cys 






155 




Ala 


He 


Glu 


He 




170 






Ala 


Phe 


Glu 


Arg 


185 








Glu 


Leu 


Ala 


Asp 


Asp 


Thr 


He 


Asn 








220 


Tyr 


Tyr 


Ala 


Arg 






235 




He 


Thr 


Pro 


Val 




250 






Leu 


Lys 


Lys 


Leu 


265 








He 


His 


Arg 


Asp 


Arg 


Tyr 


Lys 


Asn 








300 


Ser 


Arg 


Gly 


Ser 






315 




Net 


Ala 


Arg 


He 




330 






He 


Asn 


He 


He 


345 








Glu 


Ala 


Leu 


Asp 



Met 


Arg 


Leu 


Thr 






15 




Gill 

V3 J. Ul 






Gl n 




30 






Tyr 


Arg 


Cys 


Asn 


45 








Leu 


Asp 


Lys 


His 


• 

Asn 


Phe 


Asp 


Ala 








80 


Ser 


Glu 


His 


Thr 






95 






Gill 


Gill 






110 






Arg 


Phe 


Met 


Glu 


125 








Gin 


He 


Glu 


His 


Asn 


Ser 


Val 


Phe 








160 


Thr 


Ser 


Asp 


Asp 






175 




Met 


Met 


Gly 


Tyr 




190 






Leu 


Pro 


Lys 


Ser 


205 








Thr 


Cys 


He 


Lys 


Arg 


Lys 


Ser 


Gly 








240 


He 


Gly 


Gin 


Gly 






255 




Cys 


Cys 


Thr 


Thr 




270 






Ser 


Gly 


Asp 


Asn 


285 








Arg 


Arg 


Lys 


Glu 


Asp 


Ala 


Pro 


Ser 








320 


His 


Ser 


Met 


Thr 






335 




Asn 


Ala 


Ala 


Gin 




350 






Arg 


Val 


Leu 


Glu 



365 
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IXjLl 


X.IXJL 


Glu 


Leu 


iyr 


Ga V* 
OCX 




J / u 










375 














A IIX 


Ser 


Asp 


T.A11 


VAX 


J O 3 










390 










TV >"/Tr 




XlSU 


OCX 


Gly Asn 


uX u 


iyr 










Arte; 

4 V O 










Qln 


Self 


His 




His 


Leu 


Ala 


Met 






















XT J- Va/ 




Tie 


Cat* 

OCX 


\3XXE 


Leu 


Leu 


TV QT^ 


















44 U 








Gill 


XltSU 


fli 11 
wX U 


Ala 


He 


XIIX 


nxo 




?E 3 V 










455 








TiOii 

JJCSU 


±jyo 


Veix 


IrXLC 


Ser 


Arg 




vjxy 


AC c; 










470 














IXiX 




Arg Ala 


irp 


Flic 




























Ala 


Tyr 


His 


TV QTl 


OCX 


















cn c 

bUb 


jnxs 


riJLct 




aXcI 


Fntss 


Phe 


Leu 


^ly 


Lys 




















ASp 




T . Ai 1 


ASp 


r!i 11 


Val 


Ala 


AX a 


ojeu 














535 






VCtJL 


ASp 




±r X vJ 


^xy 


Arg 


Thr 


AO 11 


C A >* 


C A C 










550 










Leu. 


TV 1 n 


VHJ. 


Leu 


Tyr Asn 


ASp 


rrr 

xnr 










c c tr 
Ob b 










rpt-t 


Ala 


J-ieU 


TV 1 -i 


File 


Gin 


Leu 


mr 


vax 








e o /> 
580 










c o c 

58 5 


Jrlie 


■ jjys 


A O Tl 


Tl o 
Xxc 


TV 

iiSP 


Arg Asn 


£1X5 


Tyr 






C Q C 










c r\ r\ 






ASp 






Lieu 


Ala 


Thr 


r*l 11 
vjXU 


ivieu 














615 








T ^TCS 

LiyS 




vax 


TV 

ASH 


Ser 


He 


TV 

ASH 


Lys 












630 










f* v« 


Asp 


L.ys 


r^l 1 1 


Cys 


Asn 


Fro 


Ala 










b4 b 












Tl A 


T . Ai 1 


Tl a 

xxe 


Xiys 


Arg 


Met 


rieu 


T 1 ^ 

xxe 








c c r\ 
O b U 










f f c 

bob 






AXy 


FxO 


T Ai 1 

ijeu 


Asp 


Leu 


v^ys 


Tl cx 

xxe 






C7 C 
O /O 










C n r\ 

boU 






oXu 


lyr 


Fue 


TV 1 a 

Axa 


Gin 


Thr 


TV 

ASp 


/^i 1 1 

(jxU 




con 










695 








VelJ. 






VcLX 


Phe 


Asp 


TV y/~T 
Aig 


TV 

AS XI 


"7 n c 










710 










Tl A 

±±e 


OCX 


File 


Tl A 

xxe 


Asp Tyr 


Fne 


Tl A 
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320 


Pro 


Arg 


Gin 


Lys 


Gin 
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<210> 1808 
<211> 401 
<212> PRT 

<213> Homo sapiens 



<400> 1808 
Met Phe Leu Pro Gly Pro Gin Pro 

1 5 
Leu Trp Ala Phe Arg Thr His Ser 

20 

His Thr Arg Val His Lys Thr Lys 
35 40 



Ser Ala Val Leu Pro Gly Arg Trp 

10 15 
Gin Val Ser Ser Arg Arg Leu Pro 

25 30 
Leu Glu Phe His Glu Ala He Leu 

45 
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r\ r\ 

200 








1 A r? 

205 








Vj7-L LL iJC^U 


XT lie 


C ^ 
OCX 


G A v> 

oSx 


JrxO 


rlxS 


Leu 


Gin Met. 


Leu 


Leu 


TV 

Asn 


Pro 


Glu 


Cys 


^ ± U 


















220 












irp 


IrxO 


ijeu 






r*! 1-1 
VaXn 


Pro Leu 


Leu 


Asn 


Lys 


Gin 


Ser 


Asp 


O O C 
^ ^ ^ 








O T O 

2 J u 
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al 
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Lys Met 


Asn 


Glu 


Leu 


Met 


Glu 


Lys 
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<210> 1809 

<211> 250 

<212> PRT 

<213> Homo sapiens 



<400> 1809 
Met Leu Leu Lys Val Gin Tyr lie 

1 5 
Ser Ser Phe Val Leu Asn Pro Leu 

20 

Lys Ala Phe Ser Gly Met Val Phe 
35 40 
Glu Pro Ala Asp Thr Asp Gly Gin 
50 55 



Ser Cys Trp Ala Val Met Ser Phe 

10 15 
Arg Leu Ser Tyr Asn Leu Val Cys 

25 30 
Pro Pro Pro Val Phe Val Val Thr 

45 

Leu Tyr Leu Cys Phe Ser Phe Asp 

60 
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155 








160 


ill Tl 


Gl Tl 


Gin Lys 


lie 


Leu 


Gin Gin 




1 T A 
X / U 










175 


xieu 


Xiys 


Thr 


lie 


Lys 


Gin Leu Tyr 


185 










190 




Glu 


Leu 


Glu Lys Asn 


His 


Asp Asn 










205 






Phe 


Lys 


Lys 


Glu 


Met 


Ala 


Met Leu 








220 








Gin 


Gin 


Gin 


Glu 


He 


Ala 


Ser Val 






235 








240 



Phe * 
249 



<210> 1810 
<211> 116 
<212> PRT 

<213> Homo sapiens 



<400> 1810 
Met Trp Val Asn 
1 

Thr Glu Arg Ala 

20 

Ala Gly Asp Gly 
35 

Thr Leu Asp Val 
50 

He Leu Tyr Gin 
65 

Trp Val Val Pro 

Lys He Ser Cys 

100 

Pro His Leu * 
115 



Pro 


Glu 


Glu Val 


5 
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Pro 
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Gly 
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Gly Gly 
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Val 
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Asp Ser 
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70 




Gly 


Lys 


Lys Ser 
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Arg 


His 
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Leu Leu Ala Asn 
10 

He Leu Gin Arg 
25 

Gly Leu Ala Gly 

Ser Ala Arg Val 

60 

Leu Gly Leu Leu 
75 

Leu Asn Thr Gly 
90 

Ser Leu Lys Met 
105 



Ala Leu Trp He 
15 

Arg Lys Gly His 
30 

Leu Leu Val Gly 
45 

Ala Pro Tyr Arg 

Asp His Arg Leu 

80 

Asn Gly Leu Ser 
95 

Arg Met He Ser 
110 



<210> 1811 

<211> 644 

<212> PRT 

<213> Homo sapiens 



<400> 1811 

Met Val Asp Ala Gly Gly Val Glu Asn He Thr Gin Leu Pro Gin Glu 

15 10 15 

Leu Pro Gin Met Met Ala Ala Ala Ala Asp Gly Leu Gly Ser He Ala 

20 25 30 
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Ala Leu Val Asn Gin Asp Arg Glu Asn Asn lie Glu Lys Arg Ser Gin 

545 550 555 560 

Gly Leu Lys Ser Glu Lys Glu Ala Leu Leu lie Gly lie lie Ser Thr 

565 570 575 

Phe Leu His Val His Pro Fhe Gly Ala Asn lie Glu Tyr Leu Trp Ser 

580 585 590 

Tyr Met Gin Gin Leu Asp Ser Lys lie Ser Ala Asn Glu He Glu Met 

595 600 605 

Leu Leu Met Arg Leu Pro Arg Met Phe Lys Gin Glu Phe Thr Gly Val 

610 615 620 

Gly Ala Thr Leu Glu Lys Arg Trp Lys Leu Cys Ala Phe Glu Gly He 
625 630 635 640 

Lys Thr Thr * 

643 



<210> 1812 
<21I> 855 
<212> PRT 

<213> Homo sapiens 



<400> 1812 



Met 


Pro 


Gly 


Gly 


Gly Pro 


Gin Gly 


1 








5 




Gly 


Val 


Ser 


His 


Arg Ala 


Gly Ser 








20 






Cys 


Phe 


Arg 


Arg 


Arg Arg 


Leu Ala 






35 






40 


Ser 


Thr 


Gly 


Pro 


Gly lie 


Gly Phe 




50 








55 


Phe 


Arg 


Phe 


Pro 


Gly Gly 


Val Ser 


65 








70 




Ser 


Arg 


Ala 


Arg 


Gin Cys 


Gly Leu 










85 




Ser 


Pro 


Val 


Ser 


Lys Ser 


Ala Ala 








100 






Gly 


Thr 


Ser 


Ala 


His Phe 


Gly He 






115 






120 


Pro 


Asp 


Arg 


Leu 


Ser Trp 


Pro Cys 




130 








135 


Gin 


Glu 


Phe 


Ala 


Ala Met 


Asp Ser 


145 








150 




Glu 


Ala 


Ala 


Cys 


Ser Asp 


Gly Ala 










165 




Leu 


Pro 


Ser 


Ala 


Glu Leu 


Ser Ser 








180 






Pro 


Glu 


Val 


Pro 


Pro Thr 


Pro Pro 






195 






200 


Ser 


Phe 


Ser 


Phe 


He Arg 


Leu Ser 




210 








215 


Glu 


Ala 


Glu 


Gly 


Cys Pro 


Pro Ser 


225 








230 




Ser 


Pro 


Gin 


Glu 


Met Gly 


Ala Lys 










245 




Glu 


Asp 


Pro 


Arg 


Cys Leu 


Ser Gin 








260 






Val 


Ser 


Ala 


Asp 


Leu Ala 


Gin Ala 






275 






280 


Arg 


Asp 


Met 


His 


Ser Leu 


Pro Asp 




290 








295 


Leu 


Asp 


Pro 


Ser 


Leu Ala 


Gly Cys 



305 310 



Ala Pro Ala 


Ala 


Ala 


Gly 


Gly 


Gly 


10 








15 




Arg Asp Cys 


Leu 


Pro 


Pro 


Ala 


Ala 


25 






30 






Arg Arg Pro 


Gly 


Tyr 


Met 


Arg 


Ser 






45 








Leu Ser Pro 


Ala 


Val 


Gly 


Thr 


Leu 




60 










Gly Glu Glu 


Ser 


His 


His 


Ser 


Glu 


75 










80 


Asp Ser Arg 


Gly 


Leu 


Leu 


Val 


Arg 


90 








95 




Ala Pro Thr 


Val 


Thr 


Ser 


Val 


Arg 


105 






110 






Gin Leu Arg 


Gly 


Gly 


Thr 


Arg 


Leu 






125 








Gly Pro Gly 


Ser 


Ala 


Gly 


Trp 


Gin 




140 










Ser Glu Thr 


Leu 


Asp 


Ala 


Ser 


Trp 


155 










160 


Arg Arg Val 


Arg 


Ala 


Ala 


Gly 


Ser 


170 








175 




Asn Ser Cys 


Ser 


Pro 


Gly 


Cys 


Gly 


185 






190 






Gly Ser His 


Ser 


Ala 


Phe 


Thr 


Ser 






205 








Leu Gly Ser 


Ala 


Gly 


Glu 


Arg 


Gly 




220 










Arg Glu Ala 


Glu 


Ser 


His 


Cys 


Gin 


235 










240 


Ala Ala Ser 


Leu 


Asp 


Gly 


Pro 


His 


250 








255 




Pro Phe Ser 


Leu 


Leu 


Ala 


Thr 


Arg 


265 






270 






Ala Arg Asn 


Ser 


Ser 


Arg 


Pro 


Glu 






285 








Met Asp Pro 


Gly 


Ser 


Ser 


Ser 


Ser 




300 










Gly Gly Asp 


Gly 


Ser 


Ser 


Gly 


Ser 


315 










320 



3697 



wo 01/57190 PCT/USOl/04098 



Gly 


Asp 


Ala 


His 


Ser 

"5 O K 
J Z D 


Trp 


Asp 


Thr 


Leu 


Leu 


Arg Lys 


Trp 


Glu 


Pro 
335 


Val 








J 4 U 




T At 1 

Lieu 


Arg 


Asn 


Aiy 

1A (C 
^4D 


TV 

Aty 




VaJLU 


vax 

<i>5U 


lie 


oer 


Leu 


Arg 


Leu 


Lys 


Leu 


Gin 


Lys 


Leu 


Gin 


Glu 


Asp Ala 


Val 

JO 3 


Glu 


Asn 


Asp 


Asp 


Tyr 


Asp 


Lys 


Ala 


Glu 


Thr 


Leu 


Gin 


Gin 


Arg Leu 

•SOU 


Glu 


Asp 


Leu 


Glu 


Gin 


Glu 


Lys 


He 


Ser 


Leu 


His 


Phe 


Gin 


Leu 


Pro Ser 


Arg 


Gin 


Pro 


Ala 






























4UU 


Leu 


Ser 


Ser 


Phe 


Leu 

*±\jO 


Gly 


His 


Leu 


Ala 


Ala 

AT fi 
.4XU 


Gin Val 


Gin 


Ala 


Ala 

415 


Leu 












m n 




aLo, 


AO R 


k»xy 


TV CTN TV oys 


xiir 


XllB 

A^n 
4 JU 


xnr 


irro 


Leu 


Arg 


Met 


Glu 


Pro 


Arg 


Leu 


Leu 

A A n 

44U 


Glu 


Pro 


Thr Ala 


Gin 

44 5 


Asp 


Ser 


Leu 


His 


Val 


Ser 


He 


Thr 


Arg 


Arg 

il c c 


Asp 


Trp 


Leu 


Leu Gin 

460 


Glu 


Lys 


Gin 


Gin 


Leu 


Gin 


Lys 


Glu 


He 


Glu 


Ala 


Leu 


Gin 


Ala 


Arg Met 


Phe 


Val 


Leu 


Glu 


A C C 










/I A 

470 










A 

475 








j| 0 A 

480 


Ala 


Lys 


Asp 


Gin 


Gin 

A Q C 

4 o 5 


Leu 


Arg 


Arg 


Glu 


He 

>l Q A 


Glu Glu 


Gin 


Glu 


Gin 

4 95 


Gin 


T All 




ixp 


Lixn 

C A A 

5 uu 


^3 j.y 


cys 


ASp 


j-ieu 


xnr 

c A rr 

505 


irro 


Lieu val 


vjiy 


vsin 

CIA 

510 


Leu 


^-v 

ber 


Leu 


Gly 


Gin 

515 


Leu 


Gin 


Glu 


Val 


Ser 

A 

520 


Lys 


Ala 


Leu Gin 


Asp 

TAP 

525 


Thr 


Leu 


Ala 


Ser 


Ala 


Gly 


Gin 


He 


Pro 


Phe 

c o c 
535 


His 


Ala 


Glu 


Pro Pro 

540 


Glu 


Thr 


He 


Arg 


Ser 


Leu 


Gin 


Glu 


Arg 


He 


Lys 


Ser 


Leu 


Asn 


Leu Ser 


Leu 


Lys 


Glu 


He 


545 










C r A 

550 










r r r 

555 








560 


Thr 


Thr 


Lys 


Val 


Cys 

5o5 


Met 


Ser 


Glu 


Lys 


Phe 

570 


Cys Ser 


Thr 


Leu 


Arg 
575 


Lys 


i-iyS 


Va± 


TV 


TV 

O A 

5 oU 




o±U 


inr 


ojun 


ijeu 

C O IT 

585 


Irro 


Aia Xjeu 


Leu 


vjIU 

C A A 

590 


TV 1 

Ala 


Lys 


Met 


His 


Ala 

r n c 

595 


He 


Ser 


Gly 


Asn 


His 

^ A A 

500 


Phe 


Trp 


Thr Ala 


Lys 

r— 

605 


Asp 


Leu 


Thr 


Glu 


Glu 

CIA 


He 


Arg 


Ser 


Leu 


Thr 

fie 
o 15 


Ser 


Glu 


Arg 


Glu Gly 

^ A A 

620 


Leu 


Glu 


Gly 


Leu 


Leu 


Ser 


Lys 


Leu 


Leu 


Val 


Leu 


Ser 


Ser 


Arg 


Asn Val 


Lys 


Lys 


Leu 


Gly 












^ "S A 

630 










635 








640 


Ser 


Val 


Lys 


Glu 


Asp 

o45 


Tyr 


Asn 


Arg 


Leu 


Arg 

^ C A 

650 


Arg Glu 


Val 


Glu 


His 

c c 

655 


Gin 


Pill 

oXU 


xnr 


/ii.a 


Tyr 

ddU 


oXU 


xnr 


oer 


vax 


ijys 

c c c 

oo5 


mu 


Asn xnr 


Mec 


Lys 

^ '7 A 

670 


Tyr 


Met 


Glu 


Thr 


Leu 

o to 


Lys 


Asn 


Lys 


Leu 


Cys 

/r o A 
O o U 


Ser 


Cys 


Lys Cys 


Pro 

^ a c 

oa5 


Leu 


Leu 


Gly 


Lys 


Val 

C O A 


Trp 


Glu 


Ala 


Asp 


Leu 

O 75 


Glu 


Ala 


Cys 


Arg Leu 

•7 A A 

700 


Leu 


He 


Gin 


Cys 


Leu 


Gin 


Leu 


Gin 


Glu 


Ala 


Arg 


Gly 


Ser 


Leu 


Ser Val 


Glu 


Asp 


Glu 


Arg 


/\JD 










/ ±0 










715 








•7 A A 


Gin 


Met 


Asp 


Asp 


Leu 


Glu 


Gly 


Ala 


Ala 


Pro 

/30 


Pro He 


Pro 


Pro 


Arg 

735 


Leu 


fliS 




uXU 


ASp 

•7 A n 


jjys 


IV y 

Arg 


LtyS 


inr 


irro 

*7 A C 

/45 


Xjeu 


Xjys vai 


Lieu 


r*1 n 
17LU 

/ 5U 


r*'\ 11 


Trp 


Lys 


Thr 


His 

*? c c 


Leu 


He 


Pro 


Ser 


Leu 

nezn 
/oO 


His 


Cys 


Ala Gly 


Gly 

"7 C 


Glu 


Gin 


Lys 


Glu 


Glu 
770 


Ser 


Tyr 


He 


Leu 


Ser 
775 


Ala 


Glu 


Leu 


Gly Glu 
780 


Lys 


Cys 


Glu 


Asp 


He 


Gly 


Lys 


Lys 


Leu 


Leu 


Tyr 


Leu 


Glu 


Asp 


Gin Leu 


His 


Thr 


Ala 


He 


785 










790 










795 








800 


His 


Ser 


His 


Asp 


Glu 
805 


Asp 


Leu 


He 


Gin 


Ser 
810 


Leu Arg 


Arg 


Glu 


Leu 
815 


Gin 


Met 


Val 


Lys 


Glu 
820 


Thr 


Leu 


Gin 


Ala 


Met 
825 


He 


Leu Gin 


Leu 


Gin 
830 


Pro 


Ala 



3698 



wo 01/57190 



PCT/lJSOl/04098 



Lya Glu Ala Gly Glu Arg Glu Ala Ala Ala Ser Cys Met Thr Ala Gly 

835 840 845 

Val His Glu Ala Gin Ala * 
850 854 



<210> 1813 

<211> 318 

<212> PRT 

<213> Homo sapiens 



<400> 1813 



Met 


Tyr 


Asn 


Met 


ft* J 

Met 


Glu 


Thr 


Glu Leu 


Lys 


Pro 


Pro 


Gly 


Pro 


Gin 


Gin 


1 








5 








10 










15 




Thr 


Ser 


— ^ 

Gly 


Gly 


Gly 


Gly 


Gly 


Asn Ser 


Thr 


Ala 


Ala 


Ala 


Ala 


Gly 


Gly 








20 








25 










30 






Asn 


Gin 


Lys 


Asn 


Ser 


Pro 


Asp 


Arg Val 


Lys 


Arg 


Pro 


Met 


Asn 


Ala 


Phe 






35 










40 








45 








Met 


Val 


Trp 


Ser 


Arg 


Gly 


Gin 


Arg Arg 


Lys 


Met 


Ala 


Gin 


Glu 


Asn 


Pro 




50 






• 




55 








60 










Lys 


Met 


His 


Asn 


Ser 


Glu 


lie 


Ser Lys 


Arg 


Leu 


Gly 


Ala 


Glu 


Trp 


Lys 


65 










70 








75 










80 


Leu 


Leu 


Ser 


Glu 


Thr 


Glu 


Lys 


Arg Pro 


Phe 


He 


Asp 


Glu 


Ala 


Lys 


Arg 










85 








90 










95 




Leu Arg 


Ala 


Leu 


His 


Met 


Lys 


Glu His 


Pro 


Asp 


Tyr 


Lys 


Tyr 


Arg 


Pro 








100 








105 










110 






Arg Arg 


Lys 


Thr 


Lys 


Thr 


Leu 


Met Lys 


Lys 


Asp 


Lys 


Tyr 


Thr 


Leu 


Pro 






115 










120 








125 








Gly Gly 


Leu 


Leu 


Ala 


Pro 


Gly 


Gly Asn 


Ser 


Met 


Ala 


Ser 


Gly 


Val 


Gly 




130 










135 








140 










Val 


Gly 


Ala 


Gly 


Leu 


Gly 


Ala 


Gly Val 


Asn 


Gin 


Arg 


Met 


Asp 


Ser 


Tyr 


145 










150 








155 










160 


Ala 


His 


Met 


Asn 


Gly 


Trp 


Ser 


Asn Gly 


Ser 


Tyr 


Ser 


Met 


Met 


Gin 


Asp 










165 








170 










175 




Gin 


Leu 


Gly 


Tyr 


Pro 


Gin 


His 


Pro Gly 


Leu 


Asn 


Ala 


His 


Gly 


Ala 


Ala 








180 








185 










190 






Gin 


.Met 


Gin 


Pro 


Met 


His 


Arg 


Tyr Asp 


Val 


Ser 


Ala 


Leu 


Gin 


Tyr 


Asn 






195 










200 








205 








Ser 


Met 


Thr 


Ser 


Ser 


Gin 


Thr 


Tyr Met 


Asn 


Gly 


Ser 


Pro 


Thr 


Tyr 


Ser 




210 










215 








220 










Met 


Ser 


Tyr 


Ser 


Gin 


Gin 


Gly 


Thr Pro 


Gly 


Met 


Ala 


Leu 


Gly 


Ser 


Met 


225 










230 








235 










240 


Gly 


Ser 


Val 


Val 


Lys 


Ser 


Glu 


Ala Ser 


Ser 


Ser 


Pro 


Pro 


Val 


Val 


Thr 










245 








250 










255 




Ser 


Ser 


Ser 


His 


Ser 


Arg 


Ala 


Pro Cys 


Gin 


Ala 


Gly 


Asp 


Leu 


Arg 


Asp 








260 








265 










270 






Met 


lie 


Ser 


Met 


Tyr 


Leu 


Pro 


Gly Ala 


Glu 


Val 


Pro 


Glu 


Pro 


Ala 


Ala 






275 










280 








285 








Pro 


Ser 


Arg 


Leu 


His 


Met 


Ser 


Gin His 


Tyr 


Gin 


Ser 


Gly 


Pro 


Val 


Pro 




290 










295 








300 










Gly 


Thr 


Ala 


lie 


Asn 


Gly 


Thr 


Leu Pro 


Leu 


Ser 


His 


Met 


* ■ 






305 










310 








315 




317 









<210> 1814 

<211> 920 

<212> PRT 

<213> Homo sapiens 



<400> 1814 



3699 



wo 01/57190 





Gin 


TV 

Arg 


Mai- 


irp 


al a 
Axa 


VJXLL 


2Vl a 
nXA 


1 
X 






c 
D 












XlCSwL 


oil A 


IrxO 


vjxy 


G A V" 

OCX 


TV w ■< i 

Axg 


■ALy 






z u 
















VSIX U 


Va 1 

V CLX 


Gl V 


V cix 


Jtrx^j 
















*t U 






XXIX 


Gl Tl 


T.aii 


ASp 


Jcrxo 


Aon 














bb 






Gin Glu 


Tie 


Glv 


Glu 

V3X U 


Glu 


Tiaii 

XldU 


Tie 












/ u 










Xlj^O 


vox 


Gl n 


ucsu 


IXXo 


XIX 0 


Gl V 

wX jr 








Ob 










Ti^ii GH w 




Glu 

wX U 


Aqti 


Glu 


C AT* 
OCX 


Ala 


Tj©U 






lUU 










1 nc^ 
X us 


VAX 




Val 
vdx 


u y 0 


Ala 


Glv 




JLJ w U 




lie 
lib 










1 on 




VoiX JT-LvJ 


nXd 




Gl n 


Gl V 
\JX jr 


Qav 

DvSX 


TV 


XiCU 


•1 O A 










l^b 






/^*t l^i V* 

cys iiix 


Tyr 


Arg 


&1 a 


pne 


xnr 


inx 


XIlX 


14 5 








IbO 








irlie JjyS 


TV ^^^Y 

Arg 


lyX 


vjiy 


Arg 


Lrys 


ASp 


al a 








lob 












lie 


Leu 


pro 


Tyr 


oer 


ASp 


VjrlU 






180 










IOC 

lo 5 


Leu Lys 


Asn 


Ala 


lie 


Ser 


Ser 


Tl A 

lie 


Leu 




195 










r\ f\ 
200 






Asp 


pne 


uys 


Gin 


pro 


pro 


ASp 


210 










215 






Veil Ala. 


Tyr 


Val 


Gin 


Leu 


Asn 


Mec 


^^^^ 

pro 


^ ^ ^ 

225 








1 

230 








Ala His 


Leu 


Leu 


Leu 


Ala 


Gin 


Leu 


GIU 








245 










Glu Pro 


Glu 


Gly 


Glu 


Glu 


TV — — 

Asp 


Trp 


Ala 






260 










f- 

265 


Lys Pro 


Tnr 


Pro 


Glu 


Leu 


^1 ii 
Glu 


Leu 


Ala 




275 










0 0 rv 

2o0 




ser Pro 


vai 


Pro 


Ala 


Pro 


Ala 


pro 


GIU 


rt 

290 










295 






Ala. Pro 


Gly 


ser 


GIU 


Leu 


GIU 


vai 


Ala 

Ala 


305 








310 








Gin Gin 


Ala 


Pro 


GIU 


pro 


Ala 

Ala 


T7a 1 

vai 


^1 
Giy 








^ o c 
325 










Ala. Leu 


GIU 


Leu 


GIU 


pro 


Aia 


pro 


/^i It 

olU 






J4U 










"2 /I C 

34b 


inr jueu 


olU 


ijeu 


^^1 11 
urXU 


xrro 


&1 a 


Iri 0 


Al a 

Axa 




'3 C C 










"5 C n 

3 b U 




qCx irp 




G A V* 

oer 


irxO 


vax 


V eix 


al a 

AXO 


Gl n 
wXU 


»7 

370 










•a "7 c 

375 






pro xiis 


Leu 


Leu 


vai 


pne 


pro 


pro 


TV n 

ASp 


^ o c 
















T All K/Ia^' 

lieU met 


TV as v\ 


1\1 a 
Ala 


^3,1 11 

vslU 


T . Al 1 




xjy s 


xjjjr B 




















lie 


Trp 


oer 


Gin 


Arg 


ASp 


xiys 






*i 










4^ b 


Fro 1 nr 


Tl A 

lie 


TV 

Arg 


a 1 a 

Axa 




Val 

vax 


XUx 


Gl n 




yi "a c 














Val lie 


inr 


inr 


uys 


lieu 


*^l V 

vaxy 


TV en 

ASH 


Arg 


450 










455 






Ala Arg 


Val 


Val 


Glu 


His 


Trp 


lie 


Glu 


465 








470 








Leu Lys 


Asn 


Phe 


Ser 


Ser 


Leu 


Tyr 


Ala 








485 










hsn Ser 


lie 


His 


Arg 


Leu 


Lys 


Lys 


Thr 






500 










505 



PCT/USOl/04098 



Ala Gl \r 

nXd ValXj^ 


f X VJ 


Ala 


Gl V 
\3x y 


Gl V 
\3X jr 


Al a 










X3 






Ser 

fc^^ 111 


Val 


XX^ 


Asn 


Ala 














Sear Cvs 


Pro 


Val 


Val 


Leu 

w w 


His 














Pro AjTcr 


Pro 


Glu 


Ser 


Ser 


Thr 














Glv Val 

v3XJ^ VdX 


Tie 


xyx 


«JC JL 


Tie 


OCJL 


/ S 










RO 
0 \i 


Gl V Ann 

V7X jr noAX 


XJjr 0 


Glv 


Qln 


ArcT 
Axrg 


Ttti 

xirp 


3 u 












asaa xieu 


X^X 


Glu 

wX U 


TllT* 




XJ jr 0 








110 

XXV/ 






Gl 11 T.ve 
VJXU XJjrC? 


XJsSU 


Val 

V CIX 


Glu 

V(X IX 


His 
nxs 


XJw vX 






X^9 










Val 


TKr 

X 111 


He 

Jtm W 


Phe 


Leu 




X4 u 










Gl n Gl Tl 


Val 




Asn 




Tj*au 

XJCU 


Ibb 










1 en 

XD u 


T.Aii TV*^ 
XlBlX XXIX 


Al a 
aXA 


OCX 


OCX 


Arg 


xyr 


1 / U 








X / 0 




ASp vjrXy 


Gl V 


It X C 


Gl n 


A CT^ 


Gl n 

V3XXX 








1 on 
ly U 






Giy inr 


xrp 


lieu 






Tyr 






0 A C 

^ Ub 








pne pro 


\jys 


lieu 


Lys 


oXIx 






0 0 










Giy ber 


TV 1^ 

ASp 


i>eu 


GIU 


Arg 


TV v^/^T" 

Arg 


235 










0 /I n 
^4 U 


nis ber 


GIU 


pro 


Tl A 




Al a 

AX a 


0 c n 








0 c c 
Zbb 




Leu ber 


pro 


\r-»l 

vai 


pro 


Ala 

Aia 


lieu 








o "7 n 






Leu xnr 


pro 


TV T 

AX a 


TV 

Arg 


Al a 

Aia 


pro 






0 Q C 

^ 0 b 








D^y^ /^l If 

irrO GXU 


xrx 0 


Ala 

Axa 


irxO 


xnx 


JrxO 




"a n n 
3 U U 










pro Aia 


pro 


Al a 

Aia 


irro 


\3XU 


T 1 

XJCU. 


315 










"a 0 n 
3^ U 


T All ^ll 11 

ijeu \a±u 


G Al^ 

OCX 


Ala 

Axa 


irx 0 


Al a 


JTXO 


r\ 

3 30 








^ "a c 
33 b 




1 W TV ^9VN 

Gin Asp 


pro 


Al a 

Aia 


irro 


Gay* 

ber 


ni « 

lain 








1 c: n 
J bu 






D^/^ Val 

irro vax 


irxO 


G A>" 

OCX 


T .Al 1 


Gl Tl 


Di^<^ 






"2 c 

3 0 b 








AcTi f2l vr 
AbXX V3Xj^ 


T>aii 

XJC vL 


OCX 


Glu 

\9X u 


Gl u 

\3X U 


xjjr 0 




fl n 
3 0 U 










T.AI1 Val 

X4c\x vax 


Al a 
AXA 


Gl f 1 
V7X vX 


Gl Tl 
V3XXX 


DVia 
IrxXc 


XxXX 


39b 










Ann 


Va 1 Va 1 
vdX vcsix 


JTX %J 


X y X 


xxxs 


f*vei 

jr £3 


XJCU 


A 1 n 
41U 








Al 

4X3 




T.va fil V 
XjjrS wXjjf 


xtjr 0 


Glu 


XXX 0 


XJCU 


Ala 
^%xc& 








A^n 






irne Asn 


C A^ 

sex 


Val 

vax 


Al a 

Axa 


A an 
ABXX 


^-ys 






A A C 
44b 








Cot* TVit" 
OC5X XXIX 


xj y 9 


A1 a 

AXd 


irx >-/ 




A ycT 




460 










Val Ala 


Arg 


Glu 


Cys 


Arg 


He 


475 










480 


He Leu 


Ser 


Ala 


Leu 


Gin 


Ser 


490 








495 




Trp Glu 


Asp 


Val 


Ser 


Arg 


Asp 



510 



3700 



wo 01/57190 



PCT/USOl/04098 









T1 fa 
XXC 


f xxc 


Gin 


Lys 


T .A1 1 






3 XO 
















OCX 


XICIX 


OCX 


Arg 


Glu 


T>ai 1 














535 




Phe 


Ala 


Thf* 


JUCU 


Glu 

WX WL 


Met 


Asn 


JrX W 












550 










vjxy 


Tie* 
xxc 


Tl ^ 
xxc 


Gin Gly 


XXXx 










so 3 








^ * * * 






Val 


Met 


Leu Asp 


TVit* 

X XXX 








sou 














Tie 
xxc 




Phe 

f^XXC 


Glu Lys 


AXy 
















ouu 


Gin 


Tie 




Ti^it 


ucu 


Gin 


Ser 


A1 a 
nXd 




D XU 










615 






Glu 


Gin 


JTXXC 


Glv 
wx jr 


Ala 


Trp 


JErXlC 












630 






T*Hy* 


Glu 


OCX 




Ann 


Leu 


Ser 












Ore 3 










OCX 






XJCU 


Arg 


Thr 


xiy 0 








£r c n 
bo U 










lirp 


G A V* 
OCX 


i%sp 


9V ^^^^ 

Axg 




Ala 


Pro 


0 A 

oer 






O /D 










con 
DoU 






OCX 




OCX 


Cys Asp 






con 










695 








/iSp 


± J.C 


AX a 


Asp 


Ala 


Leu 


n c 










710 






OCA 


O V* 
OCX 


TV 

Asp 


VclX 


OXU 


Glu 


He 


Asn 










•7 0 C 
/ZD 










oxy 


VjrXn 




iiys 


Lys 


Phe 


Trp 




















1 XlX 


OCX 


vjxy 


Tl ca 
XXC 


Ser 


Ser 








/ D3 










c n 




o 

OCX 


lllx 


IXlx 


irxO 


Val 


Ala 


iixa 




•7 *? A 

/ /u 










775 




OCX 


vjtx y 


XicU 


wys 


2V c!n 
noxX 


Ser 


Ser 


OCX 


^7 Q C 










790 








Vjxy 


nSp 


w»ys 


wys 


He 


He 


Arg 










one 








7\ ei y\ 


lYlcU 


iyr 


jjys 


oex 


He 


Leu 


va± 


















VAX 


xxc 


-MX y 


xiy o 


AX CI 


Met Asp 


xjy D 






O "3 C 










0 /I A 


/^l 11 

oXU 




iyr 




T Ai 1 


Leu 


Gin 


xxe 




Q c n 










855 




XXCS 


IrXU 






AXd 


Asn 


Val 


XT lie 


^ 

865 










870 






Tyr 


Asp 


Phe 


Val 


Leu 


Lys 


Lys 


Arg 










885 








Lys 


His 


Gly 


Ala 


Ser 


Ser 


Thr 


Leu 








900 










Lys 


He 


Ala 


Lys 


Gly 


He 


Phe 


* 






915 








919 





<210> 1815 
<211> 1304 
<212> PRT 

<213> Homo sapiens 



<400> 1815 
Met Gly Asp Pro Ala Pro Ala Arg 
1 5 



OCX 


f3l 11 


He 


Phe 


Ser 




Glu 

\JX u 


Ann 










525 

^* 








t»eu 

XIC w 


He 


Lvs 


Glu 


Gly 


Thr 


Ser 


Lvs 

xiyo 








540 










ijys 


Axy 


Ala 


Gin 


IjVS 


Axy 


XT X u 


xjy 9 






^ ^ ■J 










0 0 u 


VaI 


*r X 


Tvr 

xy X 


Leu 

«J v» 


Glv 


Thr 


Phe 


Leu 




0 f V 










575 




Ala 


Met 

I xc ^ 


Lvs 


AST> 


Tvr 


Leu 

^^^^ Wfc 


Tvr 

xy X 


Glv 
\3xy 












590 






Aver 


xjy 0 


Glu 

>2X 


Phe 


Glu 


Val 

V GIX 


He 

xxc 


Ala 

f^Xd 










605 








w If 0 


Astl 


Asn 


Tvr 

4. yx 


Ser 


He 


Ala 


Pro 








WAV 










Axy 


AT a 


Val 

V dX 


Glu 

V7X IX 


Axg 


JbICU 


OCX 


Glu 
^x vx 






0 <J 9 










0 ^ V 


Glu 

wX u 


Leu 


Glu 


Pro 


Pro 


Ser 


Glu 


Ser 




0 31/ 










D 0 9 




Xiy^o 


A csn 


xxxx 


AT a 
nXd 


Tl ^ 
xxc 


Val 
vdx 


xiye> 


Arg 


ooo 










0 / u 






iiir 


^21 11 

uXUL 


XtCU 


Q A V 
OCX 


i.xlx 


OCX 


Gl V 
v7xy 


OCX 










D 09 








i-icu 


Arg 


L.ys 


vjxy 


irx 0 


iyr 


T^AI 1 

XjcU 


OCX 








T A A 










G A V* 

oer 


vax 


IlXS 


oer 


Til a 

Axa 


vaxy 


C A V* 
OCX 


C A V* 

oer 






/ XD 










TO A 


xxc 


OCX 


IT xxc 


V dX 


XT X Wf 


Glu 


0 CX 


xrx u 




"7 '2 A 










•7 1 C 




(jXU 


C! 

OCX 


Al a 
AXd 


G A 

oer 


vsxn 


C A V* 

ocx 


G 

OCX 


jfro 


•7/1 C 










T C A 






OcX 


OCX 


OCX 


XxXX 


OCX 


G<av* 
OCX 


OCX 


OCX 










/ 0 3 








Xxxx 


TV T*/v 

Axg 


XXXX 


xlXS 


xrys 


TV yvT 

Axy 


Got* 

OCX 


Va 1 
V dX 








"7 Q A 










TV 1 a 

Axa 


T At 1 

Lieu 




T Al 1 

Xieu 


Tyr 


TV 01^ 

Asn 


nl 1-1 
VsXXl 


oXIl 
















R AA 


V dx 


OCX 


XJC u 


A QT^ 


Val 
V dx 


Aqt) 


A c?n 


Gl V 
\jxy 




QT A 
0 XU 










0 X3 




1 IlX 


OCX 


oXxx 


7V OTA 
ASp 


■LfjfS 


Al ia 
nXd 


JrX U 


Ala 
AXd 


a 0 c 










a A 






JCIXO 


A CT1 

nOxx 


T>oi 1 
XICU 


wXlX 


Gl 11 

wXU 


Gl 11 

wX IX 


Glu 
\srx Lx 


Pvr^ 
XrXU 










Q A C 








T>A11 
UCLL 


OCX 


A an 


ASp 


Axg 


TiV<3 

uy 0 


XJC iX 


Xjy 0 








860 










Tyr 


Ala 


Met 


Asn 


Ser 


Thr 


Ala 


Asn 






875 










880 


Thr 


Phe 


Thr 


Lys 


Gly 


Val 


Lys 


Val 




890 










895 




Pro 


Arg 


Met 


Lys 


Gin 


Lys 


Gly 


Leu 


905 










910 







Ser Leu Asp Asp He Asp Leu Ser 
10 15 



3701 



wo 01/57190 



CM 




^ y <~T 

Arg 


ASp 
0 ft 


jrro 


A±a 


(aXy 


xxe 


Din A 

2 b 


Asn 


Gly 


Thr 


Tyr 


Gly 


Gin 


Val 


Tyr 
A n 

4U 


Lys 


Gin 


Leu 


Ala 


Ala 


He 


Lys 


Val 

D3 


Met 


Asp 


Glu 


He 


Lys 


Gin 


Glu 


He 


Asn 


Met 


Leu 


o ^ 










■ nr\ 
1 u 








Asn 


He 


Ala 


Thr 


Tyr 

03 


Tyr 


Gly 


Ala 


Phe 








Gin 
1 nft 






iJtSU 




xub 


Val 


Thr 


Asp 

lie; 


Leu 


Val 


Lys 


Asn 


Thr 

X^U 


Lys 


Cys 


He 

± J u 


Ala 


Tyr 


He 


Cys 


Arg 


Glu 


lie 


His 


Ala 


His 


Lys 


Val 


He 


His 


Arg 


Asp 




















Leu 


Thr 


Glu 


Asn 


Ala 

1D3 


Glu 


Val 


Lys 


Leu 




licU 


Asp 


Arg 

loU 


xnr 


vaj. 


viiy 


Arg 


Arg 
lob 


Tyr 


Trp 


Met 

toe 
195 


Ala 


Pro 


Glu 


Val 


He 

0 rt rt 
200 


Ala 


Thr 


Tyr 

210 


Asp 


Tyr 


Arg 


Ser 


Asp 
215 


He 


Trp 


Glu 


Met 


Ala 


Glu 


Gly 


Ala 


Pro 


Pro 


Leu 


^ »-v 

225 










1 rt 
230 








Ala 


Leu 


Phe 


Leu 


He 

245 


Pro 


Arg 


Asn 


Pro 


ijys 


irp 


C A "K* 

oer 


jjys 

0 ^ rt 
260 


Liys 


xrne 


Tie* 

xxe 


ASp 


Din A 

rt ^ c 

265 


Thr 


Tyr 


Leu 

0 1 c 
275 


Ser 


Arg 


Pro 


Pro 


Thr 
0 rt 

2 80 


Glu 


He 


Arg 

O Q A 


Asp 


Gin 


Pro 


Thr 


Glu 
295 


Arg 


Gin 


His 


He 


T^p 


Arg 


Ser 


Arg 


Lys 


Lys 


Arg 


one 










•3 T rt 

310 








Tyr 


Glu 


Tyr 


Ser 


Gly 

0 e 
32 5 


Ser 


Glu 


Glu 


Glu 


vj±y 


uXU 


j^ro 


ber 

340 


ser 


lie 


Men 


TV am 

Asn 


vax 

^ A C 

34b 


Arg 


Glu 


Phe 

c c 

355 


Leu 


Arg 


Leu 


Gin 


Gin 

C f\ 

360 


Glu 


Leu 


Lys 

•5 "7 n 


Gin 


Gin 


Gin 


Gin 


Leu 

T T C 


Gin 


Gin 


Ala 


His 


He 


Lys 


His 


Leu 


Leu 


His 


Gin 


^ o c 










^ OA 








Gin 


Lys 


Glu 


Glu 


Arg 

403 


Arg 


Arg 


Val 


Glu 




\3±TL 


Arg 


jjys 

yi *i rt 


jjeu 


oxn 


urXU 


sjys 


urXU 

>i 0 c 
42b 


Met 


Gin 


Ala 

A C 


Leu 


Arg 


Arg 


Glu 


Glu 

AAA 

44U 


Glu 


Gin 


Glu 


Tyr 


Lys 


Arg 


Lys 


Gin 

>t c c 


Leu 


Glu 


Leu 


Gin 


Arg 


Gin 


Leu 


Gin 


Gin 


Glu 


His 


465 










470 








Gin 


Gin 


Gin 


Gin 


Gin 
485 


Gin 


Gin 


Leu 


Gin 


Leu 


Pro 


Gly 


Asp 
500 


Arg 


Lys 


Pro 


Leu 


Tyr 
505 


Pro 


Ala 


Asp 
515 


Lys 


Pro 


Ala 


Trp 


Ala 
520 


Arg 



PCT/USOl/04098 



Cll 11 




V exjm 


Gill 


Va 1 A/a 1 m 
VetX VaX VJXy 










T A 
^0 


\axy 


2Vi^rt 

Arg 




Val 


xiys 1 iir \7xy 








A C 
4b 




veix 


XaXJL 






11 r2l It /^l n 
wXU V3XU oXU 






C A 

0 U 






TAJ'S! 




xyx 




JCtXS JOIXS Axg 




to 






0 A 
oO 


xxe 


Xijro 


T .ve 


ocr 


ir^sj irro, wXy 


Q A 

90 








yb 


13XU 


'DVia 
irXie 


L-ys 


laxy 


Axa oxy oer 










T T A 

110 


\3rXy 




Al a 


T«A11 


Xiys V9XU iisp 








IOC 

X^b 




lieu 


Arg 


wiy 


lieu 


Aia xiis lieu 






1 yi A 
140 






xxe 


Xiys 


r!l V 


*3l n 

oxn 


Ken \7a 1 T aii 

Asn vax Xicu 




ICC 

155 






■I ^ rt 

160 


val 


ASp 


pne 


Gly 


val ser Aia 


n ^ rt 

170 








175 


Ti, 

Asn 


^* 

inr 


irne 


lie 


vjiy inr pro 










n rt rt 

190 


cys 


Asp 


vslU 


TV 

AS 11 


Fro Asp Aia 








^ r~ 

205 




ber 


Leu 


vjiy 


lie 


inr Ala lie 






220 






Cys 




Asp 


Met 


His 


Pro Met Arg 




235 






240 


Pro 


Pro 


Arg 


Leu 


Lys Ser Lys 


250 








255 


He 


Asp 


Thr 


Cys 


Leu lie Lys 










270 


Gin 


Leu 


lieu 


Lys 


Pile Pro Pxie 






• 


285 




Val 


Arg 


lie 


Gin 


Leu Lys Asp 






0 rt rt 

300 






*1 V B 

Gly 


Glu 


Lys 


Glu 


Glu Txir Glu 




315 






^ ^ 

320 


Asp 


Asp 


C? v« 

ser 


xllS 


Gly 6IU V9IU 


^ ^ ^ 

330 








^ ^ ^ 

335 


Pro 


Csiy 


C7IU 


oer 


1 nr lieu Arg 










350 


Asn 


Lys 


■ber 


Asn 


ser 6iu Ala 








T rr 

36 5 




viin 


^3in 


oin 


Arg 


^V ^^^^^^ 4% 

Asp pro (7IU 






^ n rt 

380 






Arg 


win 


Arg 


TV ^^^^ 

Arg 


lie isiu oiu 




rt c 

395 






400 


61U 


vain 


01 M 
lain 


Arg 


Arg (9IU Arg 


410 








415 


um 


dn 


Arg 


Arg 


lieu (3IU Asp 










430- 


Arg 


Arg 


<jxn 


Ala 


(9IU Arg mu 








A A C 

445 




I7XU 


iain 


Arg 


isXn 


oer 17XU Arg 






>i f rt 
460 






Ala 


Tyr 


Leu 


Lys 


ser LiBU Gxn 




475 






480 


Lys 


Gin 


Gin 


Gin 


Gin Gin Leu 


490 








495 


His 


Tyr 


Gly 


Arg 


Gly Met Asn 










510 


Glu 


Val 


Glu 


Glu 


Arg Thr Arg 



525 



3702 



wo 01/57190 



PCT/USOl/04098 



Met Asn Lys Gin Gin Asn Ser Pro Leu Ala Lys Ser Lys Pro Gly Ser 

530 535 540 

Thr Gly Pro Glu Pro Pro lie Pro Gin Ala Ser Pro Gly Pro Pro Gly 
.545 550 555 560 



Pro 


Leu 


Ser 


Gin 


Thr 


Pro 


Pro 


Met 


Gin 


Arg 


Pro 


Val 


Glu 


Pro 


Gin 


Glu 










565 










570 










575 




Gly 


Pro 


His 


Lys 


Ser 


Leu 


Val 


Ala 


His 


Arg 


Val 


Pro 


Leu 


Lys 


Pro 


Tyr 








580 










585 










590 






Ala 


Ala 


Pro 


Val 


Pro 


Arg 


Ser 


Gin 


Ser 


Leu 


Gin 


Asp 


Gin 


Pro 


Thr 


Arg 






595 










600 










605 








Asn 


Leu 


Ala 


Ala 


Phe 


Pro 


Ala. 


Ser 


His 


Asp 


Pro 


Asp 


Pro 


Ala 


He 


Pro 




610 










615 










620 










Ala 


Pro 


Thr 


Ala 


Thr 


Pro 


Ser 


Ala 


Arg 


Gly 


Ala 


Val. 


He 


Arg 


Gin 


Asn 


625 










630 










635 










640 


Ser 


Asp 


Pro 


Thr 


Ser 


Glu 


Gly 


Pro 


Gly 


Pro 


Ser 


Pro 


Asn 


Pro 


Pro 


Ala 










645 










650 










655 




Trp 


Val 


Arg 


Pro 


Asp 


Asn 


Glu 


Ala 


Pro 


Pro 


Lys 


Val 


Pro 


Gin 


Arg 


Thr 








660 










665 










670 






Ser 


Ser 


He 


Ala 


Thr 


Ala 


Leu 


Asn 


Thr 


Ser 


Gly 


Ala 


Gly 


Gly 


Ser 


Arg 






675 










680 










685 








Pro 


Ala 


Gin 


Ala 


Val 


Arg 


Ala 


Ser 


Asn 


Pro 


Asp 


Leu 


Arg 


Arg 


Ser 


Asp 




690 










695 










700 










Pro 


Gly 


Trp 


Glu 


Arg 


Ser 


Asp 


Ser 


Val 


Leu 


Pro 


Ala 


Ser 


His 


Gly 


His 


705 










710 










715 










720 


Leu 


Pro 


Gin 


Ala 


Gly 


Ser 


Leu 


Glu 


Arg 


Asn 


Arg 


Val 


Gly 


Val 


Ser 


Ser 


• 








725 










730 










735 




Lys 


Pro 


Asp 


Ser 


Ser 


Pro 


Val 


Leu 


Ser 


Pro 


Gly 


Asn 


Lys 


Ala 


Lys 


Pro 








740 










745 










750 






Asp 


Asp 


His 


Arg 


Ser 


Arg 


Pro 


Gly 


Arg 


Pro 


Ala 


Ser 


Tyr 


Lys 


Arg 


Ala 






755 










760 










765 








He 


Gly 


Glu 


Asp 


Phe 


Val 


Leu 


Leu 


Lys 


Glu 


Arg 


Thr 


Leu 


Asp 


Glu 


Ala 




770 










775 










780 










Pro 


Arg 


Pro 


Pro 


Lys 


Lys 


Ala 


Met 


Asp 


Tyr 


Ser 


Ser 


Ser 


Ser 


Glu 


Glu 


785 










790 










795 










800 


Val 


Glu 


Ser 


Ser 


Glu 


Asp 


Asp 


Glu 


Glu 


Glu 


Gly 


Glu 


Gly 


Gly 


Pro 


Ala 










805' 










810 










815 




Glu 


Gly 


Ser 


Arg 


Asp 


Thr 


Pro 


Gly 


Gly 


Arg 


Ser 


Asp 


Gly 


Asp 


Thr 


Asp 








820 










825 










830 






Ser 


Val 


Ser 


Thr 


Met 


Val 


Val 


His 


Asp 


Val 


Glu 


Glu 


He 


Thr 


Gly 


Thr 






835 










840 










845 








Gin 


Pro 


Pro 


Tyr 


Gly 


Gly 


Gly* Thr 


Met 


Val 


Val 


Gin 


Arg 


Thr 


Pro 


Glu 




850 










855 










860 










Glu 


Glu 


Arg 


Asn 


Leu 


Leu 


His 


Ala 


Asp 


Ser 


Asn 


Gly 


Tyr 


Thr 


Asn 


Leu 


865 










870 










875 










880 


Pro 


Asp 


Val 


Val 


Gin 


Pro 


Ser 


His 


Ser 


Pro 


Thr 


Glu 


Asn 


Ser 


Lys 


Gly 










885 










890 










895 




Gin 


Ser 


Pro 


Pro 


Ser 


Lys 


Asp Gly 


Ser 


Gly 


Asp 


Tyr 


Gin 


Ser 


Arg 


Gly 








900 










905 










910 






Leu 


Val 


Lys 


Ala 


Pro 


Gly 


Lys 


Ser 


Ser 


Phe 


Thr 


Met 


Phe 


Val 


Asp 


Leu 






915 










920 










925 








Gly 


He 


Tyr 


Gin 


Pro 


Gly 


Gly Ser 


Gly 


Asp 


Ser 


He 


Pro 


He 


Thr 


Ala 




930 










935 










940 










Leu 


Val 


Gly 


Gly 


Glu 


Gly 


Thr Arg 


Leu 


Asp 


Gin 


Leu 


Gin 


Tyr 


Asp 


Val 


945 










950 










955 










960 


T^g 


Lys 


Gly 


Ser 


Val 


Val 


Asn 


Val 


Asn 


Pro 


Thr 


Asn 


Thr 


Arg 


Ala 


His 










965 










970 










975 




Ser 


Glu 


Thr 


Pro 


Glu 


He 


Arg Lys 


Tyr 


Lys 


Lys 


Arg 


Phe 


Asn 


Ser 


Glu 








980 










985 










990 






lie 


Leu 


Cys 


Ala 


Ala 


Leu 


Trp Gly 


Val 


Asn 


Leu 


Leu 


Val 


Gly 


Thr 


Glu 






995 








1000 








1005 








Asn 


Gly 


Leu 


Met 


Leu 


Leu 


Asp 


Arg 


Ser 


Gly 


Gin 


Gly Lys 


Val 


Tyr 


Gly 


1010 








1015 








1020 










Leu 


He 


Gly 


Arg 


Arg 


Arg 


Phe 


Gin 


Gin 


Met 


Asp 


Val 


Leu 


Glu 


Gly 


Leu 



1025 1030 1035 1040 



3703 



wo 01/57190 



PCT/USOl/04098 



Asn Leu Leu lie Thr lie Ser Gly Lys Arg Asn Lys Leu Arg Val Tyr 

1045 1050 1055 

Tyr Leu Ser Trp Leu Arg Asn Lys lie Leu His Asn Asp Pro Glu Val 

1060 1065 1070 

Glu Lys Lys Gin Gly Trp Thr Thr Val Gly Asp Met Glu Gly Cys Gly 

1075 1080 1085 

His Tyr Arg Val Val Lys Tyr Glu Arg lie Lys Phe Leu Val lie Ala 

1090 1095 1100 

Leu Lys Ser Ser Val Glu Val Tyr Ala Trp Ala Pro Lys Pro Tyr His 
1105 1110 1115 1120 

Lys Phe Met Ala Phe Lys Ser Phe Ala Asp Leu Pro His Arg Pro Leu 

1125 1130 1135 

Leu Val Asp Leu Thr Val Glu Glu Gly Gin Arg Leu Lys Val lie Tyr 

1140 1145 1150 

Gly Ser Ser Ala Gly Phe His Ala Val Asp Val Asp Ser Gly Asn Ser 

1155 1160 1165 

Tyr Asp lie Tyr lie Pro Val His He Gin Ser Gin He Thr Pro His 

1170 1175 1180 

Ala He He Phe Leu Pro Asn Thr Asp Gly Met Glu Met Leu Leu Cys 
1185 1190 1195 1200 

Tyr Glu Asp Glu Gly Val Tyr Val Asn Thr Tyr Gly Arg He He. Lys 

1205 1210 1215 

Asp Val Val Leu Gin Trp Gly Glu Met Pro Thr Ser Val Ala Tyr He 

1220 1225 1230 

Cys Ser Asn Gin He Met Gly Trp Gly Glu Lys Ala He Glu He Arg 

1235 1240 1245 

Ser Val Glu Thr Gly His Leu Asp Gly Val Phe Met His Lys Arg Ala 

1250 1255 1260 

Gin Arg Leu Lys Phe Leu Cys Glu Arg Asn Asp Lys Val Phe Phe Ala 
1265 1270 1275 1280 

Ser Val Arg Ser Gly Gly Ser Ser Gin Val Tyr Phe Met Thr Leu Asn 

1285 1290 1295 

Arg Asn Cys He Met Asn Trp * 

1300 1303 



<210> 1816 

<211> 226 

<212> PRT 

<213> Homo sapiens 



<400> 1816 



Met 


Asn 


Gly 


He 


Arg 


Leu 


Gly 


Thr 


Tyr Gly Leu Ala Glu Ala Gly Gly 


1 








5 








10 15 


Tyr 


Leu 


His 


Thr 


Ala 


Glu 


Gly 


Thr 


His Ser Pro Ala Arg Ser Ala Ala 








20 










25 30 


Ala 


Gly 


Ala 


Met 


Ala 


Gly 


Val 


Met 


Gly Ala Tyr Leu Gly Ser Pro He 






35 










40 


45 


Tyr 


Met 


Val 


Lys 


Thr 


His 


Leu 


Gin 


Ala Gin Ala Ala Ser Glu He Ala 




50 










55 




60 


Val 


Gly 


His 


Gin Tyr 


Lys 


His 


Gin 


Gly Met Phe Gin Ala Leu Thr Glu 


65 










70 






75 80 


He 


Gly 


Gin 


Lys 


His 


Gly 


Leu 


Val 


Gly Leu Trp Arg Gly Ala Leu Gly 










85 








90 95 


Gly 


Leu 


Pro 


Arg Val 


He 


Val 


Gly 


Ser Ser Thr Gin Leu Cys Thr Phe 








100 










105 110 


Ser 


Ser 


Thr 


Lys 


Asp 


Leu 


Leu 


Ser 


Gin Trp Glu He Phe Pro Pro Gin 






115 










120 


125 


Ser 


Trp 


Lys 


Leu 


Ala 


lieu 


Val 


Ala 


Ala Met Met Ser Gly He Ala Val 




130 










135 




140 


Val 


Leu 


Ala 


Met 


Ala 


Pro 


Phe 


Asp 


Val Ala Cys Thr Arg Leu Tyr Asn 


145 










150 






155 160 



3704 



wo 01/57190 



PCT/USOl/04098 



Gin 


Pro 


Thi" 




Ala 


Gin Gly Lys 


Glv 


Leu Met Tvr Arcr Glv He Leu 










ICC 










X r U X / D 


Asp 


Ala 


Leu 


Leu. 


Gin 


Thr 


Ala 


Arg 


Thr 


Glu Gly He Phe Gly Met Tyr 








180 










185 


190 


Lys 


Gly 


He 


Gly 


Ala 


Ser 


Tyr 


Phe 


Arg 


Leu Gly Pro His Thr He Leu 






195 










200 




205 


Ser 


Leu 


Phe 


Phe 


Trp 


Asp 


Gin 


Leu 


Arg 


Ser Leu Tyr Tyr Thr Asp Thr 




210 










215 






220 



Lys * 
225 



<210> 1817 
<211> 195 
<212> PRT 

<213> Homo sapiens 



<400> 1817 
Met Leu Ala Tyr 
1 

Arg Arg Asn Pro 

20 

Ser Asp Ser Thr 
35 

Asp Leu Gin Met 
50 

Lys Asp Pro Lys 

65 

Phe Arg Arg Ser 

He Asp Glu Tyr 

100 

Gin Cys Asp Glu 
115 

Asn Pro Pro Lys 
130 

Tyr Gly Val Asn 
145 

Pro Gly Arg Thr 

Phe Val Phe His 

180 

Ser Leu * 
194 



Cys Val Gin Asp 
5 

Ser Lys His Tyr 

Ser Gin Thr He 

40 

Gin Leu Leu Asp 
55 

Gin Arg He He 
70 

His He Arg Asp 
85 

Cys Arg Ala Leu 

Val Phe Arg Phe 

120 

Glu Gin Gly Pro 
135 

Lys Gly Lys Gin 
150 

His His Val Val 
165 

Phe Lys Phe Ser 



Ala Thr Val Val 
10 

Val Tyr He He 
25 

Tyr Arg Arg Tyr 

Lys Phe Pro He 

60 

Pro Phe Leu Pro 
75 

Val Ala Val Lys 
90 

Val Arg Leu Pro 
105 

Phe Glu Ala Arg 

Ser Pro Pro Asp 

140 

Glu Leu Lys Ala 

155 

Asn Cys Val Thr 
170 

Ser Ser Gly Asn 
185 



Asp Val Glu Lys 
15 

Asn Val Thr Trp 
30 

Ser Lys Phe Phe 
45 

Glu Gly Gly Gin 

Gly Lys He Leu 

80 

Arg Leu Lys Pro 
95 

Pro His He Ser 

110 

Pro Glu Asp Val 
125 

Ala Val Leu Pro 

Gly Pro Asn Trp 

160 

Gin Lys Cys Leu 
175 

Lys Glu Ser Lys 
190 



<210> 1818 

<211> 700 

<212> PRT 

<213> Homo sapiens 



<400> 1818 

Met Ala Asp Ala Gly He Arg Arg Val Val Pro Ser Asp Leu Tyr Pro 

1 5 .10 15 

Leu Val Leu Gly Phe Leu Arg Asp Asn Gin Leu Ser, Glu Val Ala Asn 

20 25 30 

Lys Phe Ala Lys Ala Thr Gly Ala Thr Gin Gin Asp Ala Asn Ala Ser 

'35 40 45 

Ser Leu Leu Asp He Tyr Ser Phe Trp Leu Lys Ser Ala Lys Val Pro 
50 55 60 



3705 



wo 01/57190 



PCT/USOl/04098 



Glu 


Arg 


▼ a aM 

Lys 


Leu 


65 








Lys 


Ala 


Ser 


Ser 


Val 


Gin 


Gly 


Pro 








100 


Gly Leu 


Pro 


Pro 






115 






laXU 


GIU 


Ser 




130 






Pro 


Val 


Gin 


Lys 


±'±D 








Pro 


Lys 


Lys 


Ala 


Asp 


Glu 


Pro 


Pro 








180 


Lys 


Ala 


Gin 


Thr 






195 




lie 


Ala 


Asn 


Gly 




210 






Ser 


Ser 


Ser 


Asp 


o c 

225 








Lys 


Thr 


Val 


Pro 


Ala 


Thr 


Thr 


Pro 








260 


Asp 


Glu 


Glu 


Glu 






275 




Tyr 


Ser 


Ser 


Val 




290 






Gly 


Thr 


Gin 


Pro 


n c 

305 








Ser 


Ser 


Glu 


Asp 


Lys 


Lys 


Pro 


Pro 








340 


Pro 


Pro 


Ala 


Lys 






355 




Asp 


Ser 


Ser 


Glu 




370 






Lys 


Asn 


Ser 


Ser 


385 








Lys 


Pro 


Ala 


Ala 


Leu 


Thr 


Arg 


Lys 








420 


Ser 


Glu 


Glu 


Glu 






435 




Ala 


Thr 


nil 

Ala 


Lys 




450 






Gly Ser 


Arg 


* — - 

Asp 


465 








Glu 


Glu 


Glu 


Lys 


Val 


Ala 


Gly 


Gly 








500 


Lys 


Ala 


Glu 


Ser 






515 




Glu 


Glu 


Glu 


Lys 




530 






Lys 


Ala 


Asn 


Gly 


545 








Lys 


Asn 


Ser 


Glu 



uxn 


AJ.a 


Asn Gly 




70 






OCX 


ASp 


Ser 


Glu 


85 








xrro 


AXdi 


Lys 


Lys 


laiy 


Lys 


Ala 


Ala 








120 


Ser 


Asp 


Asp Asp 






135 




VaXy 


vax 


Lys 


Pro 




150 






Lys 


ser 


Ser Asp 


165 








T a 

Lys 


M MaM 

Asn 


Gin Lys 


jjys 


Ala 


Pro 


Pro 








200 


Lys 


Ala 


Ala 


Ser 






215 




Asp 


Ser 


Glu 


Glu 




230 






Lys 


Lys 


Gin 


Val 


245 








Thr 


Arg 


Lvs 


Ser 


Glu 


Gin 


Lvs 


Lvs 








280 


Pro 


Pro 


Pro 


Ser 






295 




Pro 


Lys 


Lys 


Ala 




310 






Ser 


Ser 


Asp 


Glu 


325 








Thr 


Lys 


Ala 


Val 


Lys 


Ala 


Ala 


Glu 








360 


Asp 


Asp 


Glu 


Ala 






375 




Asn 


Lys 


Pro 


Ala 




390 






Ala 


Pro 


Lys 


Gin 


405 








Ala 


Asp 


Ser 


Ser 


T a 

Lys 


Thr 


Lys 


Lys 








440 


Ala 


Ala 


Leu 


Ser 






455 




Ser 


Ser 


Ser Asp 




470 






Thr 


Ser 


Lys 


Ser 



485 

Ala Ala Pro Ser 

Ser Asn Ser Ser 

520 

Leu Lys Gly Lys 
535 

Thr Ser Ala Leu 
550 

Glu Glu Glu Glu 
565 



Pro 


Val 


Ala 


Lys 






75 




ASp 


Ser 


Ser 


Glu 




90 






Ala 


Ala 


Val 


Pro 


105 








Ala 


Lys 


Ala 


Ser 


Asp 


Glu Glu Asp 








140 


Gin 


Ala Lys Ala 






155 




Ser 


Asp 


Ser Asp 




170 






Pro 


Lys 


lie 


Thr 


185 








Lys 


Pro 


Ala 


Arg 


Ser 


Ser 


Ser 


Ser 








220 


Glu 


Lys 


Ala 


Ala 






235 




Val 


Ala 


Lys 


Ala 




250 






Ser 


Ser 


Ser 


Glu 


265 








PtO 


Met 


Lys 


Asn 


Ala 


Pro 


Pro 


Pro 








300 


Val 


Glu 


Lys 


Gin 






315 




Ser 


Asp 


Ser 


Ser 




330 






Val 


Ser 


Lys 


Ala 


345 








Ser 


Ser 


Ser Asp 


Pro 


Ser 


Lys 


Pro 








380 


Val 


Thr Thr Lys 






395 




Pro 


Val Gly Gly 




410 






Ser 


Ser 


Glu 


Glu 


425 








Kir .A A> 

Met 


Val 


Ala 


Thr 


Leu 


Pro 


Ala 


Lys 








460 


Ser 


Asp 


Ser 


Ser 






475 




Ala 


Val 


Lys 


Lys 




490 






Lys 


Pro 


Ala 


Ser 


505 








Ser 


Ser Asp Asp 


Gly 


Ser 


Pro Arg 








540 


Thr 


Ala 


Gin 


Asn 






555 




Glu 


Lys 


Lys 


Lys 




570 







Lys Ala Lys Lys 

80 

Glu Glu Glu Glu 
95 

Ala Lys Arg Val 
110 

Glu Ser Ser Ser 
125 

Gin Lys Lys Qln 

Ala Lys Ala Pro 

160 

Ser Ser Ser Glu 
175 

Pro Val Thr Val 
190 

Ala Ala Pro Lys 
205 

Ser Ser Ser Ser 

Ala Thr Pro Lys 

240 

Pro Val Lys Ala 
255 

Asp Ser Ser Ser 
270 

Lys Pro Gly Pro 
285 

Lys Lys Ser Leu 

Gin Pro Val Glu 

320 

Ser Glu Glu Glu 
335 

Thr Thr Lys Pro 
350 

Ser Ser Asp Ser 

365 

Ala Gly Thr Thr 

Ser Pro Ala Val 

400 

Gly Gin Lys Leu 
415 

Glu Ser Ser Ser 
430 

Thr Lys Pro Lys 
445 

Gin Ala Pro Gin 

Ser Ser Glu Glu 

480 

Lys Pro Gin Lys 
495 

Ala Lys Lys Gly 
510 

Ser Ser Glu Glu 
525 

Pro Gin Ala Pro 

Gly Lys Ala Ala 

560 

Ala Ala Val Val 
575 
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VclX 


ber 


Lys 


ber 

con 

580 


G±y 


Ser 


Leu 


Lys 


Lys 
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Arg 


Lys 




Asn Glu Ala Ala 
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Glu 


Ala 
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Glu 


Thr 


Pro 


Gin 


Ala 

f n f\ 

600 


Lys 


Lys 


He 


Lys 


Leu Gin Thr Pro 
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Asn 


Thr 

o J.U 


Phe 


Pro 


Lys 


Arg 


Lys 
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Lys 


Gly 


Glu 


Lys 


Arg 

o20 


Ala Ser Ser Pro 


Phe 


Arg 


Arg 


Val 


Arg 


Glu 


Glu 


Glu 


He 


Glu 


Val 


Asp 


Ser Arg Val Ala 












630 










^ I e 

635 




640 


"Asp 


Asn 


Ser 


Phe 


Asp 
645 


Ala 


Lys 


Arg 


Gly 


Ala 
650 


Ala 


Gly 


Asp Trp Gly Glu 
655 


Arg 


Ala 


Asn 


Gin 
660 


Val 


Leu 


Lys 


Phe 


Thr 
665 


Lys 


Gly 


Lys 


Ser Phe Arg His 
670 


Glu 


Lys 


Thr 
675 


Lys 


Lys 


Lys 


Arg 


Gly 
680 


Ser 


Tyr 


Arg 


Gly 


Gly Ser He Ser 
685 


Val 


Gin 
690 


Val 


Asn 


Ser 


lie 


Lys 
695 


Phe 


Asp 


Ser 


Glu 
699 







<210> 1819 

<211> 1724 

<212> PRT 

<213> Homo sapiens 



<400> 1819 



Met 


Thr 


Ser 


Arg 


Lys 


Leu 


Ala 


Ser 


Ala 


Thr 


Ala 


Asn 


Asp 


Ser 


Ala Asn 


1 








5 










10 










15 


Pro 


Leu 


His 


Leu 
20 


Ser 


Ala 


Ala 


Pro 


Glu 
25 


Asn 


Ser 


Arg 


Gly 


Pro 

. 30 


Ala Leu 


Ser 


Ala 


Glu 
35 


His 


Thr 


Ser 


Ser 


Leu 
40 


Val 


Pro 


Ser 


Leu 


His 
45 


He 


Thr Thr 


Leu 


Gly 
50 


Gin 


Glu 


Gin 


Ala 


He 
55 


Leu 


Ser 


Gly 


Ala 


Val 
60 


Pro 


Ala 


Ser Pro 


Ser 


Thr 


Gly 


Thr 


Ala 


Asp 


Phe 


Pro 


Ser 


He 


Leu 


Thr 


Phe 


Leu 


Gin Pro 


65 










70 










75 








80 


Thr 


Glu 


Asn 


His 


Ala 
85 


Ser 


Pro 


Ser 


Pro 


Val 
90 


Pro 


Glu 


Met 


Pro 


Thr Leu 
95 


Pro 


Ala 


Glu 


Gly 


Ser 


Asp 


Gly 


Ser 


Pro 


Pro 


Ala 


Thr 


Arg Asp Leu Leu 








100 










105 










110 




Leu 


Ser 


Ser 


Lys 


Val 


Pro 


Asn 


Leu 


Leu 


Ser 


Thr 


Ser 


Trp Thr Phe Pro 






115 










120 










125 






Arg 


Trp 
130 


Lys 


Lys 
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Ser 


Val 
135 


Thr 


Ala 


He 


Leu 


Gly 
140 


Lys 


Asn 


Glu Glu 


Ala 


Asn 


Val 


Thr 


He 


Pro 


Leu 


Gin 


Ala 


Phe 


Pro 


Arg 


Lys 


Glu Val Leu 


145 










150 










155 








160 


Ser 


Leu 


His 


Thr 


Val 


Asn 


Gly 


Phe 


Val 


Ser 


Asp 


Phe 


Ser Thr Gly Ser 










165 










170 










175 


Val 


Ser 


Ser 


Pro 
180 


He 


He 


Thr 


Ala 


Pro 
185 


Arg 


Thr 


Asn 


Pro 


Leu 
190 


Pro Ser 


Gly 


Pro 


Pro 
195 


Leu 


Pro 


Ser 


He 


Leu 
200 


Ser 


He 


Gin 


Ala 


Thr 
205 


Gin 


Thr Val 


Phe 


Pro 
210 


Ser 


Leu 


Leu 


Ala 


Phe 
215 


Ser 


Ser 


Thr 


Lys 


Pro 
220 


Glu 


Val 


Tyr Ala 


Ala 


Ala 


Val 


Asp 


His 


Ser 


Gly 


Leu 


Pro 


Ala 


Ser 


Ala 


Pro 


Lys 


Gin Val 


225 










230 










235 








240 
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Ser 


Pro 


Ser 
245 


Ser 


Met 


Asp 


Val 


Tyr 
250 


Asp 


Ser 


Leu 


Thr 


He Gly 
255 


Asp 


Met 
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Lys 
260 


Pro 
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Thr 


Thr 


Asp 
265 


Val 
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Trp 


Ser 


Ser 
270 


Leu Ser 
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Glu 


Thr 


Gly 
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Thr 


Glu 


Ser 


He 


He 
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275 
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Gin 


Gin 
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Thr 
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Leu 
295 
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Gly 


His 


Thr 


He 
300 


Ser 
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Thr Ser 
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Trp 


Glu 


Thr Hxs 


Leu 


Ala 


Pro 


Thr 


Ala 


Pro 


Pro 


Asn Gly Leu Thr 


Ser 


305 








310 










315 








320 


Ala 
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lie 


Lys 


Ser 


Gin 


'Ji. r 1 n 

Asp 


Pne 


Lys 


Asp Thr Ala Gly 


His 








325 










330 








335 




Ser 


Val 


Thr Ala 


Glu 


Gly 


Phe 


Ser 


lie 


Gin 


Asp 


Leu Val Leu Gly 


Thr 






340 










345 








350 






Ser 
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Glu Gin 
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Val 


Gin 


Gin 


Ser 


Asp 


Met 


Thr Met Val Gly 


Ser 
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355 








^ 

360 








365 
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Trp 
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Thr 


Ser 


Asn 
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Asn 
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His Ser Arg Asp 


Phe 




370 








mm 

375 










380 








Gin 


Thr 
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Tyr 


Tyr 


Ser 


Pro 


Thr 


Thr Arg His 


Ser 


Val 


385 








390 








395 








400 


Ser 


His 


Pro Gin 


Leu 


Gin 


Leu 


Pro 




Asn 


Gin 


Pro 


Ala His 


Pro 


Leu 


Leu 








405 










410 








415 




Leu 


Thr 


Ser Pro 


Gly 


Pro 


Thr 


Ser 


Thr 


Gly 


Ser 


Leu Gin 


Glu 


Met 


Leu 






420 










425 








430 








Asp 


Gly Tnr 


Asp 


Tnr 


Gly 


Ser 


Glu 


lie 


Ser 


Ser Asp 


He 


Asn 


Ser 






435 








440 








445 








Ser 


Pro 


Glu Arg 


Asn 


Ala 


Ser 


Thr 


Pro 


Phe 


Gin 


Asn He 


Leu 


Gly 


Tyr 




450 








455 










460 








His 


Ser 


Ala Ala 


Glu 


Ser 


Ser 


He 


Ser 


Thr 


Ser 


Val Phe 


Pro 


Arg 


Thr 


465 








470 










475 








480 


Ser 


Ser 


Arg Val 


Leu 


Arg 


Ala 


Ser 


Gin 


His 


Pro 


Lys Lys 


Trp 


Thr 


Gly 








485 










490 








495 




Ala 


Ala 


Thr Asn 


Ala 


Ala 


Asp 


Thr 


Val 


Ser 


Ser 


Lys Val 


Gin 


Pro 


Thr 






500 










505 








510 






Ala 


Ala 


Ala Ala 


Val 


Thr 


Leu 


Phe 


Leu 


Arg 


Lys 


Ser Ser 


Pro 


Pro 


Ala 






515 








520 








525 








Leu 


Ser 


Ala Ala 


Leu 


Val 


Ala 


Lys 


Gly 


Thr 


Ser 


Ser Ser 


Pro 


Leu 


Ala 




530 








535 










540 








Val 


Ala 


Ser Gly 


Pro 


Ala 


Lys 


Ser 


Ser 


Ser 


Met 


Thr Thr 


Leu 


Ala 


Lys 


545 








550 










555 








560 


Asn 


Val 


Thr Asn 


Lys 


Ala 


Ala 


Ser 


Gly 


Pro 


Lys 


Arg Thr 


Pro 


Gly 


Ala 








565 










570 








575 




Val 


His 


Thr Ala 


Phe 


Pro 


Phe 


Thr 


Pro 


Thr 


Tyr 


Met Tyr Ala Arg 


Thr 






580 










585 








590 






Gly 


His 


Thr Thr 


Ser 


Thr 


His 


Thr 


Ala 


Met 


Gin 


Gly Asn Met Asp 


Thr 






595 








600 








605 








Ala 


Ser 


Gly Leu 


Leu 


Ser 


Thr 


Thr 


Tyr 


Leu 


Pro 


Arg Lys 


Pro 


Gin 


Ala 




610 








615 










620 








Met 


His 


Thr Gly 


Leu 


Pro 


Asn 


Pro 


Thr 


Asn 


Leu 


Glu Met 


Pro Arg 


Ala 


625 








630 










635 








640 


Ser 


Thr 


Pro Arg 


Pro 


Leu 


Thr 


Val 


Thr 


Ala 


Ala 


Leu Thr 


Ser 


He 


Thr 








645 








• 


650 








655 




Ala 


Ser 


Val Lys 


Ala 


Thr 


Arg 


Leu 


Pro 


Pro 


Leu 


Arg Ala Glu Asn 


Thr 






660 










665 








670 






Asp 


Ala 


Val Leu 


Pro 


Ala 


Ala 


Ser 


Ala 


Ala 


Val 


Val Thr Thr Gly 


Lys 






675 








680 








685 








Met 


Ala 


Ser Asn 


Leu 


Glu 


Cys 


Gin 


Met 


Ser 


Ser 


Lys Leu 


Leu 


Val 


Lys 




690 








695 










700 








Thr 


Val 


Leu Phe 


Leu 


Thr 


Gin 


Arg 


Arg 


Val 


Gin 


He Ser 


Glu 


Ser 


Leu 


705 








710 










715 








720 


Lys 


Phe 


Ser He 


Ala 


Lys 


Gly 


Leu 


Thr 


Gin 


Ala 


Leu Arg Lys 


Ala 


Phe 








725 










730 








735 




His 


Gin 


Asn Asp 


Val 


Ser 


Ala 


His 


Val 


Asp 


He 


Leu Glu Tyr Ser 


His 






740 










745 








750 






% — 

Asn 


Val 


Thr Val 


Gly 


Tyr 


Tyr 


Ala 


Thr 


Lys 


Gly 


Lys Leu 


Val 


Tyr 


Leu 






755 








760 








765 








Pro 


Ala 


Val Val 


He 


Glu 


Met 


Leu 


Gly 


Val 


Tyr 


Gly Val 


Ser 


Asn 


Val 




770 








775 










780 








Thr 


Ala 


Asp Leu 


Lys 


Gin 


His 


Thr 


Pro 


His 


Leu 


Gin Ser 


Val 


Ala 


Val 


785 








790 










795 








800 


Leu 


Ala 


Ser Pro 


Trp 


Asn 


Pro 


Gin 


Pro 


Ala 


Gly 


Tyr Phe 


Gin 


Leu 


Lys 








805 










810 








815 
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Thr Val Leu Gin Phe Val Ser Gin Ala Asp Asn lie Gin Ser Cys Lys 

820 825 830 

Phe Ala Gin Thr Met Glu Gin Arg Leu Gin Lys Ala Phe Gin Asp Ala 

835 840 845 

Glu Arg Lys Val Leu Asn Thr Lys Ser Asn Leu Thr lie Gin lie Val 

850 855 860 

Ser Thr Ser Asn Ala Ser Gin Ala Val Thr Leu Val Tyr Val Val Gly 
865 870 875 880 

Asn Gin Ser Thr Phe Leu Asn Gly Thr Val Ala Ser Ser Leu Leu Ser 

885 890 895 

Gin Leu Ser Ala Glu Leu .Val Gly Phe Tyr Leu Thr Tyr Pro Pro Leu 

900 905 910 

Thr He Ala Glu Pro Leu Glu Tyr Pro Asn Leu Asp He Ser Glu Thr 

915 920 925 

Thr Arg Asp Tyr Trp Val He Thr Val Leu Gin Gly Val Asp Asn Ser 

930 935 940 

Leu Val Gly Leu His Asn Gin Ser Phe Ala Arg Val Met Glu Gin Arg 
945 950 955 960 

Leu Ala Gin Leu Phe Met Met Ser Gin Gin Gin Gly Arg Arg Phe Lys 

965 970 975 

Arg Ala Thr Thr Leu Gly Ser Tyr Thr Val Gin Met Val Lys Met Gin 

980 985 990 

Arg Val Pro Gly Pro Lys Asp Pro Ala Glu Leu Thr Tyr Tyr Thr Leu 

995 . 1000 1005 

Tyr Asn Gly Lys Pro Leu Leu Gly Thr Val Ala Ala Lys He Leu Ser 

1010 1015 1020 

Thr He Asp Ser Gin Arg Met Ala Leu Thr Leu His His Val Val Leu 
1025 1030 1035 1040 

Leu Gin Ala Asp Pro Val Val Lys Asn Pro Pro Asn Asn Leu Trp He 

1045 1050 1055 

He Ala Ala Val Leu Ala Pro He Ala Val Val Thr Val He He He 

1060 1065 1070 

He He Thr Ala Val Leu Cys Arg Lys Asn Lys Asn Asp Phe Lys Pro 

1075 1080 1085 

Asp Thr Met He Asn Leu Pro Gin Arg Ala Lys Pro Val Gin Gly Phe 

1090 1095 1100 

Asp Tyr Ala Lys Gin His Leu Gly Gin Gin Gly Ala Asp Glu Glu Val 
1105 1110 1115 1120 

He Pro Val Thr Gin Glu Thr Val Val Leu Pro Leu Pro He Arg Asp 

1125 1130 1135 

Ala Pro Gin Glu Arg Asp Val Ala Gin Asp Gly Ser Thr He Lys Thr 

1140 1145 1150 

Ala Lys Ser Thr Glu Thr Arg Lys Ser Arg Ser Pro Ser Glu Asn Gly 

1155 1160 1165 

Ser Val He Ser Asn Glu Ser Gly Lys Pro Ser Ser Gly Arg Arg Ser 

1170 1175 . 1180 

Pro Gin Asn Val Met Ala Gin Gin Lys Val Thr Lys Glu Glu Ala Arg 
1185 1190 1195 1200 

Lys Arg Asn Val Pro Ala Ser Asp Glu Glu Glu Gly Ala Val Leu Phe 

1205 1210 1215 

Asp Asn Ser Ser Lys Val Ala Ala Glu Pro Phe Asp Thr Ser Ser Gly 

1220 1225 1230 

Ser Val Gin Leu He Ala He Lys Pro Thr Ala Leu Pro Met Val Pro 

1235 1240 1245 

Pro Thr Ser Asp Arg Ser Gin Glu Ser Ser Ala Val Leu Asn Gly Glu 

1250 1255. 1260 

Val Asn Lys Ala Leu Lys Gin Lys Ser Asp He Glu His Tyr Arg Asn 
1265 1270 1275 1280 

Lys Leu Arg Leu Lys Ala Lys Arg Lys Gly Tyr Tyr Asp Phe Pro Ala 

1285 1290 1295 

Val Glu Thr Ser Lys Gly Leu Thr Glu Arg Lys Lys Met Tyr Glu Lys 

1300 1305 1310 

Ala Pro Lys Glu Met Glu His Val Leu Asp Pro Asp Ser Glu Leu Cys 
1315 1320 1325 
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Ala Pro Phe Thr Glu Ser Lys Asn Arg Gin Gin Met Lys Asn Ser Val 

1330 1335 1340 

Tyr Arg Ser Arg Gin Ser Leu Asn Ser Pro Ser Pro Gly Glu Thr Glu 
1345 1350 1355 1360 

Met Asp Leu Leu Val Thr Arg Glu Arg Pro Arg Arg Gly He Arg Asn 

1365 1370 1375 

Ser Gly Tyr Asp Thr Glu Pro Glu He He Glu Glu Thr Asn He Asp 

1380 1385 1390 

Arg Val Pro Glu Pro Arg Gly Tyr Ser Arg Ser JUrg Gin Val Lys Gly 

1395 1400 1405 

His Ser Glu Thr Ser Thr Leu Ser Ser Gin Pro Ser He Asp Glu Val 

1410 1415 1420 

Arg Gin Gin Met His Met Leu Leu Glu Glu Ala Phe Ser Leu Ala Ser 
1425 1430 1435 1440 

Ala Gly His Ala Gly Gin Ser T^g His Gin Glu Ala Tyr Gly Ser Ala 

1445 1450 1455 

Gin His Leu Pro Tyr Ser Glu Val Val Thr Ser Ala Pro Gly Thr Met 

1460 1465 1470 

Thr Arg Pro Arg Ala Gly Val Gin Trp Val Pro Thr Tyr Arg Pro Glu 

1475 1480 1485 

Met Tyr Gin Tyr Ser Leu Pro Arg Pro Ala Tyr Arg Phe Ser Gin Leu 

1490 1495 1500 

Pro Glu Met Val Met Gly Ser Pro Pro Pro Pro Val Pro Pro Arg Thr 
1505 1510 1515 1520 

Gly Pro Val Ala Val Ala Ser Leu Arg Arg Ser Thr Ser Asp He Gly 

1525 1530 1535 

Ser Lys Thr Arg Met Ala Glu Ser Thr Gly Pro Glu Pro Ala Gin Leu 

1540 1545 1550 

His Asp Ser Ala Ser Phe Thr Gin Met Ser Arg Gly Pro Val Ser Val 

1555 1560 1565 

Thr Gin Leu Asp Gin Ser Ala Leu Asn Tyr Ser Gly Asn Thr Val Pro 

1570 1575 1580 

Ala Val Phe Ala He Pro Ala Ala Asn Arg Pro Gly Phe Thr Gly Tyr 
1585 1590 1595 1600 

Phe He Pro Thr Pro Pro Ser Ser Tyr Arg Asn Gin Ala Trp Met Ser 

1605 1610 1615 

Tyr Ala Gly Glu Asn Glu Leu Pro Ser Gin Txp Ala Asp Ser Val Pro 

1620 1625 1630 

Leu Pro Gly Tyr He Glu Ala Tyr Pro Arg Ser Arg Tyr Pro Gin Ser 

1635 1640 1645 

Ser Pro Ser Arg Leu Pro Arg Gin Tyr Ser Gin Pro Ala Asn Leu His 

1650 1655 1660 

Pro Ser Leu Glu Gin Ala Pro Ala Pro Ser Thr Ala Ala Ser Gin Gin 
1665 1670 1675 1680 

Ser Leu Ala Glu Asn Asp Pro Ser Asp Ala Pro Leu Thr Asn He Ser 

1685 1690 1695 

Thr Ala Ala Leu Val Lys Ala He Arg Glu Glu Val Ala Lys Leu Ala 

1700 1705 1710 

Lys Lys Gin Thr Asp Met Phe Glu Phe Gin Val * 
1715 1720 1723 



<210> 1820 

<211> 582 

<212> PRT 

<213> Homo sapiens 



<400> 1820 

Met Thr Gly Phe Met Lys Gly Leu Tyr Thr Asp Ala Glu Met Lys Ser 

15 10 15 

Asp Asn Val Lys Asp Lys Asp Ala Lys He Ser Phe Leu Gin Lys Ala 

20 25 30 
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ASp 


225 
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Pro 
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260 


Ser 


Asp 


Gly 


Thr 






275 
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Thr 


Arg 


AX a 




o Q r\ 

290 






O A V 


Lys 


Ash 
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O A C 








TV n !a 


uxy 


Fro 


TV 1 as 

AX a 




pro 
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CaXU 








340 


Ser 


Ala 


Arg 


Pro 
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vsXn 


nec 
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J 70 








XIlx 
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G A V* 
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"2 O C 










m 11 
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Gly Pro 


Leu 


Val 


Val His Cys Ser Ala Gly Ala Gly Arg Thr Gly Cys 


1090 






1095 




1100 






Phe lie 


Val 


He 


Asp He Met Leu Asp Met Ala Glu Arg Glu Gly Val 


1105 






1110 




1115 




1120 


Val Asp 


He 


Tyr 


Asn Cys Val Arg 


Glu 


Leu Arg Ser Axg Arg Val Asn 






1125 


1130 


1135 


Met Val 


Gin 


Thr 


Glu Glu Gin Tyr 


Val 


Phe He His Asp 


Ala 


He Leu 




1140 


1145 


1150 




61u Ala 


Cys 


Leu 


Cys Gly Asp Thr 


Ser 


Val Pro Ala Ser 


Gin 


Val Arg 


1155 




1160 




1165 






Ser Leu 


Tyr 


Tyr Asp Met Asn Lys 


Leu Asp Pro Gin Thr 


Asn 


Ser Ser 


1170 






1175 




1180 






Gin lie 


Lys 


Glu 


Glu Phe Arg Thr Leu Asn Met Val Tlir 


Pro 


Thr Leu 


1185 






1190 




1195 




1200 


Arg Val 


Glu Asp 


Cys Ser He Ala 


Leu 


Leu Pro Arg Asn His 


Glu Lys 






1205 


1210 


1215 


Asn Arg 


Cys 


Met 


Asp He Leu Pro 


Pro 


Asp Arg Cys Leu 


Pro 


Phe Leu 




1220 


1225 


1230 




He Thr 


He Asp Gly Glu Ser Ser Asn Tyr He Asn Ala 


Ala 


Leu Met 


1235 




1240 




1245 






Asp Ser 


Tyr Lys 


Gin Pro Ser Ala 


Phe 


He Val Thr Gin 


His 


Pro Leu 


1250 






1255 




1260 






Pro Asn 


Thr 


Val 


Lys Asp Phe Trp Arg Leu Val Leu Asp Tyr His Cys 


1265 






1270 




1275 




1280 


Thr Ser 


Val 


Val 


Met Leu Asn Asp Val Asp Pro Ala Gin Leu Cys Pro 






1285 


1290 


1295 


Gin Tyr Trp Pro Glu Asn Gly Val His Arg His Gly Pro lie Gin Val 




1300 


1305 


1310 




Glu Phe 


Val 


Ser Ala Asp Leu Glu Glu Asp He He Ser Arg 


He Phe 


1315 




1320 




1325 






Arg He Tyr Asn Ala Ala Arg Pro Gin Asp Gly Tyr Arg Met Val Gin 


1330 






1335 




1340 






Gin Phe 


Gin 


Phe 


Leu Gly Trp Pro Met 


Tyr Arg Asp Thr 


Pro 


Val Ser 


1345 






1350 




1355 




1360 


Lys Arg Ser Phe Leu Lys Leu He Arg Gin Val Asp Lys Trp Gin Glu 



1365 1370 1375 

Glu Tyr Asn Gly Gly Glu Gly Arg Thr Val Val His Cys Leu Asn Gly 

1380 1385 1390 

Gly Gly Arg Ser Gly Thr Phe Cys Ala He Ser He Val Cys Glu Met 
1395 1400 1405 
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Leu Arg His Gin Arg Thr Val Asp 

1410 1415 
Arg Asn Asn Lys Pro Asn Met Val 
1425 1430 
Cys Tyr Glu Val Ala Leu Glu Tyr 

1445 



Val Phe His Ala Val Lys Thr Leu 

1420 

Asp Leu Leu Asp Gin Tyr Lys Phe 
1435 1440 
Leu Asn Ser Gly * 
1450 1452 



<210> 1822 

<211> 1873 

<212> PRT 

<213> Homo sapiens 



<400> 1822 
Met Met Asn Glu 
1 

Asn Gly Ser Ser 

20 

Ala Ser Phe Leu 

35 

Glu Tyr Leu Lys 
50 

Leu Asn Ala Leu 
65 

Gin Glu Leu Leu 

Gly Asn Thr Ala 

100 

Val Lys Val Leu 
115 

Asn Gly Phe Thr 
130 

Val Val Lys Tyr 
145 

Glu Asp Gly Phe 

Gin Ala Val Ala 

180 

Leu Pro Ala Leu 
195 

Ala Leu Leu Leu 
210 

Met Val Asn Arg 
225 

Ala His Tyr Gly 

Ala Ala Val Asp 

260 

Ala Ser Lys Arg 
275 

Gly Gly Gin lie 
290 

Cys Ala Ala Arg 
305 

Arg Gly Ala Pro 

His Met Ala Ala 

340 

Gin His Lys Ala 
355 

Leu His Val Ala 
370 



Asp Ala Ala Gin 
5 

Gin Arg Arg Lys 

Arg Ala Ala Arg 

40 

Gly Gly lie Asp 
55 

His Leu Ala Ala 
70 

Gly Arg Gly Ser 
85 

Leu His lie Ala 

Val Lys Glu Gly 

120 

Pro Leu Tyr Met 
135 

Leu Leu Glu Asn 
150 

Thr Pro Leu Ala 
165 

lie Leu Leu Glu 

His He Ala Ala 

200 

Gin Asn Asp His 
215 

Thr Thr Glu Ser 
230 

Asn Val Asn Val 

245 

Phe Thr Ala Arg 

Gly Asn Thr Asn 

280 

Asp Ala Lys Thr 

295 

Ser Gly His Asp 
.310 

Leu Leu Ala Arg 

325 

Gin Gly Asp His 

Pro Val Asp Asp 

360 

Ala His Cys Gly 
375 



Lys Ser Asp Ser 
10 

Arg Pro Lys Lys 
25 

Ala Gly Asn Leu 

He Asn Thr Cys 

60 

Lys Glu Gly His 
75 

Ser Val Asp Ser 

90 

Ser Leu Ala Gly 
105 

Ala Asn He Asn 

Ala Ala Gin Glu 

14 0 

Gly Ala Asn Gin 
155 

Val Ala Leu Gin 
170 

Asn Asp Thr Lys 

185 

Arg Lys Asp Asp 

Asn Ala Asp Val 

220 

Gly Phe Thr Pro 
235 

Ala Thr Leu Leu 

250 

Asn Gly He Thr 

265 

Met Val Lys Leu 

Arg Asp Gly Leu 

300 

Gin Val Val Glu 
315 

Thr Lys Asn Gly 
330 

Val Glu Cys Val 
345 

Val Thr Leu Asp 

His Tyr Arg Val 

380 



Gly Glu Lys Phe 
15 

Ser Asp Ser Asn 
30 

Asp Lys Val Val 
45 

Asn Gin Asn Gly 

Val Gly Leu Val 

80 

Ala Thr Lys Lys 
95 

Gin Ala Glu Val 
110 

Ala Gin Ser Gin 

125 

Asn His He Asp 

Ser Thr Ala Thr 

160 

Gin Gly His Asn 
175 

Gly Lys Val Arg 
190 

Thr Lys Ser Ala 
205 

Gin Ser Lys Met 

Leu His He Ala 

240 

Leu Asn Arg Gly 
255 

Pro Leu His Val 
270 

Leu Leu Asp Arg 
285 

Thr Pro Leu His 

Leu Leu Leu Glu 

320 

Leu Ser Pro Leu 
335 

Lys His Leu Leu 
350 

Tyr Leu Thr Ala 
365 

Thr Lys Leu Leu 
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T Are 
Xjyo 


TV yr^ 

Axg 


Al a 


TV on 

A^XX 


irxO 


TV an 
aSZI 


2Vl a 
AXa 


J V -J 










3 27 U 








^ 




His 

XXaL 9 


TIr 
xxe 


Al a 


v«y 0 


xjy B 


xiy sf 


&<ean 

A9XX 










4 r> ^ 

'z VJ 3 












Val 


4jy s> 


xyr 


Gl V 
wxy 


Al a 
aXA 


Q AY* 
OCX 


Tl A 

xxe 


Gl n 

UXXl 








^ ^ \j 










rc^ 3 


Thar 


Pro 


lie 


His 


Val 


Ala 


Ala 


Phe 

fXXw 


Met 


























Gl n 

wXXX 


A IBTI 
AO XX 


Gl V 
oxy 


Al a 
AXa 


G Al^ 

OCX 


irxo 




V ^ \# 










4 

4 33 






Glu 

W Jb U 


XXXJL 


Ala 


X-IC LX 


xxXo 


M Al- 
leles l« 


Al a 
AXa 


Al a 
aXoI 


Axy 


^ W w 






















XJCIX 




AXy 


AOXX 


Glv 


Al a 


TkAII 
XlClX 










4PR 

3 










\3 «L LI 






JTX \J 


XIBIX 


XlXo 


Tl <a 
XX6 


Al a 
aXcI 


G A^ 

oex 








3 V/U 










3U3 


Val 


Gin 




Ti^ii 

XJdX 


XJC u 


Gl n 

wXXX 


xxXB 




Al a 
Axa 






3X3 










3ZU 






Glv 


xyr 


X XXX 


PX \J 


XICLX 


XxXo 


Tl A 

X xe 


Gay* 
OCX 




o 

33 U 










333 






V CLX 




OCX 


V dx 


T .A1 1 
XJCLL 


T .Al 1 
Xl^UL 


nl n 

V3XU 


Al a 
AXa 


VjrXy 












c c n 
33U 








iiys 




vjxy 


DVio 
irilc 


iilx 


IrxO 


Lieu 


xlxS 


vax 










cc c 

30 3 












Va 1 


Ala 


xiys 


XicU 


T . Al T 


XjcU 


n'i n 


Arg 








con 
3oO 










c 0 ^ 

3o5 




T .TTC 

ijy s 




oxy 


xjeu 


Xxlx 


irrO 


Leu 


rlxS 






C Q C 










^ r\ 

600 




n 


Jjy s 


VciX 


a 


T Qi 1 


JjQU 


ijeu 


LaeU 


uXU 




o X U 










0l3 






1 xlxT 


AX a 


Xiys 


7\ Q TTt 


«xy 


X yx 


Xxlx 


irxO 


ijeu 


b ^ 3 










^ "3 rk 
0 J U 












uxn 


Tl A 

XX6 


a 


C! A V* 

oex 


illx 


Xjeu 


Jbeu 










C yt C 
b4 3 












\7a 1 
vax 


xXlx 


xiys 


m n 
VjXxx 


V7xy 


vax 


Xxxx 


XTX 0 








00 u 










^ C C 

OD3 


Glv 


CX<LB 


J. IXJU 


A an 




Val 


X XXX 


T • Al 1 


T .At 1 

iJCU 






D / 3 










con 








OCX 


XXxX 


jLjyo 


C A V 


Njrxy 


T .Al 1 

XlCU 


Tin Y* 

Xxxx 




C Q A 










0^3 






Gl 11 


Asm 


xiy a 


Val 
veix 


& an 
aSXX 


\7a 1 
V dX 


Al a 


AOP 


Tl A 
XXc 


/ UO 










/XU 








m n 


2k cm 


AT a 
nXa 


AXS 


Xxxx 


juys 


XjcU 


oxy 


Tyr 










•7 "5 R 
/^3 












lyr 


f2l \r 
\3±Y 


ZV an 
aSIX 


T7a 1 
VaX 


Xiys 


Ma^ 

nee 


vax 


AS 11 


















/43 




Val 


AflTl 
no XX 


Al a 


xiyo 


Thr 


jjy 0 


A an 


Gl V 
vsxy 






^7 C C 
#33 










/bU 






Gl n 


Gl n 


wxy 


tlXo 


Ixix 


XlXS 


Tl A 


Tl A 

XXc 




■770 










T C 
/ /3 








T.vre 


xrxo 




Al a 
aXs 


lllx 


XIlx 


Ala 


aSxx 












7 on 








Ala 


TjVS 

xj y o 






Glv 

wxy 




Tl^ 
X xc 


Gat* 

OCX 


Va 1 
vax 










OU3 










X XXJU 


Glu 

VX Ul 


Glu 

wX u 


Val 

V ctx 


Thr 
xxxx 


XXXb 


XXIX 


xxxx 


TVi Y* 
xxxx 




















XJC u 


ACTl 
noxx 


Val 

V dX 


xrxw/ 


Gl 11 


xxxx 


MAt- 
1*1 csu 


Xxxx 


Gl n 
uxu 






835 










840 




Glu 


Gly 


Asp 


Asp 


Thr 


Met 


Thr 


Gly 


Asp 




850 










855 






Glu 


Asp 


Leu 


Lys 


Glu 


Leu 


Gly 


Asp 


Asp 


865 










870 








Leu 


Asp 


Gly 


Met 


Asn 


Tyr 


Leu 


Arg 


Tyr 



885 
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i4Xy 


Ala 




Gl V 
<^xy 


PhA 

XrXXC 


TVi Y" 




3 ^ ^ 








/inn 

4Uw 




lie 


Lvs Val 

Xii y 0 V Cft«x. 


Met 


Glu 


XJCU 


rx X V./ 








4X3 




Ala 


Tie 


Thr Gl 11 


Gay* 

OCX 


Gl V 
utxy 


XjcU 








4^0 






Glv 


His 


Leu Asn 


lie 


Val 


Tk^ll 
JJw VX 






44R 

^ ^ 3 








A an 


Val 


Thr Asn. 


lie 

^ W 


Aiy 


Glv 
oxy 






4^n 








Ala 


Glv 

vaxy 


Gin Val 


Glu 


Val 
V ax 


Val 
V ax 




475 








4Rn 
4 OU 


Val 


ASD 


Ala Arci 


Ala 


Arcr 

Axy 


Glu 


4Q0 

^ 7 w 








4 Q R 
4 73 




A YVT 


XICIX 


Gl \/ Ta/^g 
V7X y x»y 0 


Th Y* 
XXXX 


Gl 11 


Tl A 
XXc 








3XU 






His 


Pro 


Asn Ala 


Ala 


Thr 

X xxx> 


Thr 
xxxx 






3^3 








Al a 
f%xa 


Axy 


Gill Glv 
V3XU Vjxy 


Gl n 

VJXXX 


Va 1 
vax 


a 

ASp 






A n 








Al a 
Axa 


Al a 
Axa 


xxxa OCX 


T lA1 1 
XJCU 


Al a 
AX a 


X XiX 




P: t; c 
3 33 








30U 


al a 
AX a 


Al a 
AXa 


Xiys X y X 


vjxy 


0 A^ 

ocr 


T .Al 1 


c "7 n 
3 / U 








C T C 
3/3 




a im 


Al a 
Axa 


Al a al a 
AXa AXa 


a csT^ 

Aop 


G AT* 

OCX 


al a 
AXa 








con 






Val 
VaX 


Al a 
AXa 


al a "Rt c 
AXa llXo 


xyr 


a 

ASp 


a 

AS 11 






0 Ub 








Liys 


tsxy 


AXa oer 


JbrrO 


UXS 


TV 1 f9 

Axa 






C 0 A 

b ^ U 








XlXo 


Tl A 
XXc 


al a al a 
AXet AXa 


T A^D 

xjyo 


T ATO 

Xiys 


a c?n 




033 












xyr 


wxy Axa 


V7XU 


inr 


Asn 


C 0 








c c c 
033 






XIXO 


T.A11 a 1 a 
xicu AX a 


Gat* 

OCX 


rsl n 


ISXU 








D / U 






T.A11 

XjcU 


ASp 


Ta*o /TlT 1^ 

Liys vjxy 


al a 
AXa 


TV 

Asn 


Tl A 

xxe 






C Q C 
003 








Q AY* 
OCX 


T.A1 1 
XlC LL 


XlXo XlClX 


Al a 
Axa 


al a 

AXa 


nl -n 

OXXx 






l\J\J 








T . Al 1 

XjcU 


Xxlx 


Xjys iixs 


wxy 


a 1 A 

AX a 


TV tfi 

ASp 




/ X3 








Tin 


Xxxx 


^)y*^^ 


Xicu xxe 


vax 


al A 
Axa 


uys 


/3U 








•71 C 
/33 




irxxc 


T.A1 1 

XieU 


XjcU JjyS 


/^l n 
VsXxx 


oxy 


al 9 

Axa 








•7 C A 
/3U 






xyi: 


TVi Y" 

xxxx 


JtrXU Xicu. 


XIX o 


Gl n 

VjXXX 


Al a 
AXa 






/ D3 








Asn 

AO XX 


Val 
vax 


TiAlt T.A11 

XJCU XJCU 


Gl n 
wXxX 


IIXO 


Gl V 

vjxy 














Glv 
wxy 


AOXX 


Thr Al a 
xxxx Axa 


T>A11 
XJCU 


Al a 
nxa 


Tl P 

XXC 




/ 73 








nnn 

0 Uv 


Val 


A^n 


Thr TiOit 

X XXX XJC u 


xjy 0 


Val 
V ax> 


Val 

vax 


OXw 








0x3 




Tl^ Y* 

Xxxx 


Tl A 
XXc 


Xxlx V7XU 


jjys 


nxs 


T Are 

ijys 








03 u 






Val 

V a A 


Ta^ll 
UCbL 


Ac!n Va 1 
Ao^ vax 


OCX 


Aon 


Glu 

wX U 






845 








Gly 


Gly 


Glu Tyr 


Leu 


Arg 


Pro 






860 








Ser 


Leu 


Pro Ser 


Ser 


Gin 


Phe 




875 








880 


Ser 


Leu 


Glu Gly 


Gly 


Arg 


Ser 


890 


• 






895 
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Asp Ser Leu Arg Ser Phe Ser Ser Asp Arg Ser His Thr Leu Ser His 

900 905 910 

Ala Ser Tyr Leu Arg Asp Ser Ala Val Met Asp Asp Ser Val Val He 

915 920 925 

Pro Ser His Gin Val Ser Thr Leu Ala Lys Glu Ala Glu Arg Asn Ser 

930 935 940 

Tyr Arg Leu Ser Trp Gly Thr Glu Asn Leu Asp Asn Val Ala Leu Ser 
945 950 955 960 

Ser Ser Pro He His Ser Gly Phe Leu Val Ser Phe Met Val Asp Ala 

965 - 970 975 

Arg Gly Gly Ala Met Arg Gly Cys Arg His Asn Gly Leu Arg He He 

980 985 990 

He Pro Pro Arg Lys Cys Thr Ala Pro Thr Arg Val Thr Cys Arg Leu 

995 1000 1005 

Val Lys Arg His Arg Leu Ala Thr Met Pro Pro Met Val Glu Gly Glu 

1010 1015 1020 

Gly Leu Ala Ser Arg Leu He Glu Val Gly Pro Ser Gly Ala Gin Phe 
1025 1030 1035 1040 

Leu Gly Lys Leu His Leu Pro Thr Ala Pro Pro Pro Leu Asn Glu Gly 

1045 1050 1055 

Glu Ser Leu Val Ser Arg He Leu Gin Leu Gly Pro Pro Gly Thr Lys 

1060 1065 1070 

Phe Leu Gly Pro Val He Val Glu He Pro His Phe Ala Ala Leu Arg 

1075 1080 1085 

Gly Lys Glu Arg Glu Leu Val Val Leu Arg Ser Glu Asn Gly Asp Ser 

1090 1095 1100 

Trp Lys Glu His Phe Cys Asp Tyr Thr Glu Asp Glu Leu Asn Glu He 
1105 1110 1115 1120 

Leu Asn Gly Met Asp Glu Val Leu Asp Ser Pro Glu Asp Leu Glu Lys 

1125 1130 1135 

Lys Arg He Cys Arg He He Thr Arg Asp Phe Pro Gin Tyr Phe Ala 

1140 1145 1150 

Val Val Ser Arg He Lys Gin Asp Ser Asn Leu He Gly Pro Glu Gly 

1155 1160 1165 

Gly Val Leu Ser Ser Thr Val Val Pro Gin Val Gin Ala Val Phe Pro 

1170 1175 1180 

Glu Gly Ala Leu Thr Lys Arg He Arg Val Gly Leu Gin Ala Gin Pro 
1185 1190 1195 1200 

Met His Ser Glu Leu Val Lys Lys He Leu Gly Asn Lys Ala Thr Phe 

1205 1210 1215 

Ser Pro He Val Thr Leu Glu Pro Arg Arg Arg Lys Phe His Lys Pro 

1220 1225 1230 

He Thr Met Thr He Pro Val Pro Lys Ala Ser Ser Asp Val Met Leu 

1235 1240 . 1245 

Asn Gly Phe Gly Gly Asp Ala Pro Thr Leu Arg Leu Leu Cys Ser He 

1250 1255 1260 

Thr Gly Gly Thr Thr Pro Ala Gin Trp Glu Asp He Thr Gly Thr Thr 
1265 1270 1275 1280 

Pro Leu Thr Phe Val Asn Glu Cys Val Ser Phe Thr Thr Asn Val Ser 

1285 1290 1295 

Ala Arg Phe Trp Leu He Asp Cys Arg Gin He Gin Glu Ser Val Thr 

1300 1305 1310 

Phe Ala Ser Gin Val Tyr Arg Glu He He Cys Val Pro Tyr Met Ala 

1315 1320 1325 

Lys Phe Val Val Phe Ala Lys Ser His Asp Pro He Glu Ala Arg Leu 

1330 1335 1340 

Arg Cys Phe Cys Met Thr Asp Asp Lys Val Asp Lys Thr Leu Glu Gin 
1345 1350 1355 1360 

Gin Glu Asn Phe Ala Glu Val Ala Arg Ser Arg Asp Val Glu Val Leu 

1365 1370 1375 

Glu Gly Lys Pro He Tyr Val Asp Cys Phe Gly Asn Leu Val Pro Leu 

1380 1385 1390 

Thr Lys Ser Gly Gin His His He Phe Ser Phe Phe Ala Phe Lys Glu 
1395 1400 1405 
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Asn Arg Leu Pro Leu Phe Val Lys Val Arg Asp Thr Thr Gin Glu Pro 

1410 1415 1420 

Cys Gly Arg Leu Ser Phe Met Lys Glu Pro Lys Ser Thr Arg Gly Leu 
1425 1430 1435 1440 

Val His Gin Ala lie Cys Asn Leu Asn He Thr Leu Pro He Tyr Thr 

1445 1450 1455 

Lys Glu Ser Glu Ser Asp Gin Glu Gin Glu Glu Glu He Asp Met Thr 

1460 1465 1470 

Ser Glu Lys Asn Pro Gin Asp Glu Gin Glu Arg He Glu Glu Arg Leu 

1475 1480 1485 

Ala Tyr He Ala Asp His Leu Gly Phe Ser Trp Thr Glu Leu Ala Arg 

1490 1495 1500 

Glu Leu Asp Phe Thr Glu Glu Gin He His Gin He Arg He Glu Asn 
1505 1510 1515 1520 

Pro Asn Ser Leu Gin Asp Gin Ser His Ala Leu Leu Lys Tyr Trp . Leu 

1525 1530 1535 

Glu Arg Asp Gly Lys His Ala Thr Asp Thr Asn Leu Val Glu Cys Leu 

1540 1545 1550 

Thr Lys He Asn Arg Met Asp He Val His Leu Met Glu Thr Asn Thr 

1555 1560 1565 

Glu Pro Leu. Gin Glu Arg He Ser His Ser Tyr Ala Glu He Glu Gin 

1570 1575 1580 

Thr He Thr Leu Asp His Ser Glu Gly Phe Ser Val Leu Gin Glu Glu 
1585 1590 1595 1600 

Leu Cys Thr Ala Gin His Lys Gin Lys Glu Glu Gin Ala Val Ser Lys 

1605 1610 1615 

Glu Ser Glu Thr Cys Asp His Pro Pro He Val Ser Glu Glu Asp He 

1620 1625 1630 

Ser Val Gly Tyr Ser Thr Phe Gin Asp Gly Val Pro Lys Thr Glu Gly 

1635 1640 1645 

Asp Ser Ser Ser Thr Ala Leu Phe Pro Gin Thr His Lys Glu Gin Val 

1650 1655 1660 

Gin Gin Asp Phe Ser Gly Lys Met Gin Asp Leu Pro Glu Glu Ser Ser 
1665 1670 1675 1680 

Leu Glu Tyr Gin Gin Glu Tyr Phe Val Thr Thr Pro Gly Thr Glu Thr 

1685 1690 1695 

Ser Glu Thr Gin Lys Ala Met He Val Pro Ser Ser Pro Ser Lys Thr 

1700 1705 1710 

Pro Glu Glu Val Ser Thr Pro Ala Glu Glu Glu Lys Leu Tyr Leu Gin 

1715 1720 1725 

Thr Pro Thr Ser Ser Glu Arg Gly Gly Ser Pro He He Gin Glu Pro 

1730 1735 1740 

Glu Glu Pro Ser Glu His Arg Glu Glu Ser Ser Pro Arg Lys Thr Ser 
1745 1750 1755 1760 

Leu Val He Val Glu Ser Ala Asp Asn Gin Pro Glu Thr Cys Glu Arg 

1765 *1770 1775 

Leu Asp Glu Asp Ala Ala Phe Glu Lys Gly Asp Asp Met Pro Glu He 

1780 1785 1790 

Pro Pro Glu Thr Val Thr Glu Glu Glu Tyr He Asp Glu His Gly His 

1795 1800 1805 

Thr Val Val Lys Lys Val Thr Arg Lys He He Arg Arg Tyr Val Ser 

1810 1815 1820 

Ser Glu Gly Thr Glu Lys Glu Glu He Met Val Gin Gly Met Pro Gin 
1825 1830 1835 1840 

Glu Pro Val Asn He Glu Glu Gly Asp Gly Tyr Ser Lys Val He Lys 

1845 1850 1855 

Arg Val Val Leu Lys Ser Asp Thr Glu Gin Ser Glu Asp Asn Asn Glu 

1860 1865 1870 1872 
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<211> 2941 
<212> PRT 

<213> Homo sapiens 



<400> 1823 
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ASp 
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ASp 


Gly 














55 










e ft 

60 












JrxrO 


Axa 


Xieu 
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jjeu 


Lys 


iiys 


1^1 

Giy 


Lieu 


vax 


Ala 


Leu 


Ala 


Arg 


Ob 










70 










75 










80 




Trp 


meu 


jjys 


ir'ne 


Tl A 

xie 


vai 


T7a *1 

val 


Tnr 


Fro 


Ala 


Fne 


Lys 


Gly 


val 


Ser 










85 










ft ft 
90 










95 




Leu 


nxS 


TV ^^^^ 

iuCg 


j?ro 


Til 

Ala 


Gin 


Pro 


Leu 


Lys 


Pro 


Gin 


lie 


Ala 


Met 


Asp 


His 








100 










105 










110 








HXS 


GXU 


Asp 


Gly 


iteu 


Gly 


T A* . 

Leu 


Asp 


Asn 


Gly 


Gly 


Gly Leu 


Gin 


Ser 






115 










120 










125 








Asp 


milk _ 

Tnr 


Ser 


Ala 


Asp 


Gly 


Ala 


Glu 


Phe 


Glu 


T^l_ 

Phe 


Asp 


Ala 


Ala 


Thr 


Val 




130 










135 










140 










Ser 


Glu 


His 


Thr 


Met 


T — - - 

Leu 


Leu 


Glu 


Gly 


Thr 


Ala 


Asn 


Arg 


Pro 


Pro 


Pro 


145 










150 










155 










160 


Gly 


Ser 


Ser 


Gly 


Pro 


Val 


Thr 


Gly 


Ala 


Glu 


lie 


Met 


Arg 


Lys 


Leu 


Ser 










165 










170 










175 




Lys 


Tnr 


His 


Thr 


His 


Ser 


Asp 


Ser 


Ala 


Leu 


Lys 


lie 


Lys 


Gly 


lie 


His 








180 










185 










190 






Pro 


Tyr 


His 


Ser 


Leu 


Ser 


Tyr 


Thr 


Ser 


Gly 


Asp 


Thr 


Ala 


Thr 


Asp 


Ser 






195 










200 










205 








Pro 


val 


His 


Val 


Gly 


Arg 


Ala 


Gly 


Met 


Pro 


Val 


Lys 


Asp 


Ser 


Pro 


Arg 




210 










215 










220 










Lys 


Glu 


Ser 


Leu 


T — 

Leu 


Ser 


Tyr 


Leu 


Thr 


Gly 


Ser 


Phe 


Pro 


Ser 


Leu 


His 


225 










230 










235 










240 


Asn. 


Leu 


Leu 


Glu 


Gly 


Thr 


Pro 


Gin 


Arg 


Ser 


Ser 


Ala 


Ala 


Val 


Lys 


Ser 










245 










250 










255 




Ser 


Ser 


Leu 


Thr 


Arg 


Thr 


Gly 


Asn 


Thr 


Val 


Ala 


Thr 


Asp Met 


Leu 


Ser 








260 










^ ^ 

265 










270 






GJ.U 


His 


Pro 


Leu 


Leu 


Ser 


Glu 


Pro 


Ser 


Ser 


Val 


Ser 


Phe 


Tyr 


Asn 


Trp 






275 










280 










285 








x^ec 


O V* 

oer 


Asn 


Ala 


vai 


Gly 


Asn 


Arg 


Gly 


Ser 


Val 


T Ma a 

Leu 


Gin 


Glu 


Ser 


Pro 




O A A 










295 










300 










vax 


mr 


jjys 


oer 


r^l ^T 

Gly 


TT J _ 

nlS 


TV — _ 

Asn 


Ser 


Leu 


Pro 


Thr 


Gly 


Val 


Ala 


Pro 


Asn 


r\ c 










310 










315 










320 




irro 


inr 


xxe 


irxO 


oer 


Axa 


oer 


Asp 


irne 


Asn 


xnr 


Val 


Leu 


ser 


oer 










^ o c 

325 










t 1 ft 

330 










335 




ASp 


(3j.n 


Asn 


Tnr 


Leu 


ASp 


Gly 


Tnr 


His 


Ser 


Gin 


HXS 


Ser 


Thr 


Ser 


Gin 








340 










345 










350 






Asp 


Asp 


val 


TV 1 »» 

Ala 


Gly 


Val 


Glu 


Glu 


Ala 


Asn 


Gin 


^% '*t ^ _ 

Gly 


Phe 


Pro 


Ala 


Val 






355 










360 










365 








Gin 


Leu 


Ala 


Asp 


Ala 


Gin 


Val 


Val 


Phe 


Lys 


Pro 


Leu 


Leu 


Ser 


His 


Thr 




370 










375 










380 










Gly 


He 


Gin 


Ser 


Gin 


Asp 


Thr 


Met 


Pro 


Phe 


Cys 


Tyr 


Arg Met 


Tyr 


Phe 


385 










390 










395 










400 


Gly 


Glu 


His 


Leu 


Ser 


Phe 


Ser 


Gly 


Thr 


Leu 


Asp 


Cys 


Leu 


Arg 


Ala 


Asp 










405 










410 










415 




lie 


Val 


Asp 


Ser 


Asp 


Thr 


Ala 


Lys 


Glu 


Arg 


Lys 


Gly 


Lys 


Arg 


Ala 


Arg 








420 










425 










430 






Arg 


Gin 


Gly 


His 


Val 


Asn 


Leu 


Pro 


Pro 


Leu 


Glu 


Phe 


Lys 


Pro 


Ala 


Leu 






435 










440 










445 








Met 


Leu 


Gly 


Thr 


Phe 


Ser 


He 


Ser 


Ala 


Val 


Val 


Met 


Glu 


Lys 


Ser 


Val 




450 










455 










460 
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Cys Thr 


Pro 


Gin 


«^0AX 


OCX 


xxxx 


OCX 


Ala 


465 








A 7 n 








Lvs Aircr 


Tvr 

X JX 




noxx 


XXlX 


JrXlC 


AXo 










^ O 3 










Ser lie 


Ser 


Gin 


His 


Val 


A^n 


Met 


Ala 

^%XCl 
















3U3 


Phe Ser 


Thr 


Met 


lie 


Asn 


ASD 


lie 

xx^ 


liVS 
xjyo 




515 

^ ^ ^ 










3^6 V 




Leu Ser 


Aror 


Tvr 


Till? 


Ala 

^%X Q 


Glv 


O wX 


Ala 


530 

^ mJ \J 










c; 

3 J 3 






Thr Arg 


Lvs 


His 


**xa 




«r*xc 




Set* 

OCX 


545 








33U 








AfQ Glv 


Sex* 




nsxx 


Glv 


m V 

wX jf 


AO XX 










309 










j& y»rr Tin v* 




A aTi 
AS XI 


V7XU 




7\ a 


jjys 


T ^^^0 

ijys 






3 O U 










3D3 


TjOn Glv 




ocsx 


Gl 11 

V7X Ix 


AX 


ZX v*<^ 

Axy 


xxJUb 


OCX 














o UU 




T iVR ZX *5T^ 


V CIX 


VcLx 


nop 


nxs 


met 


Xxlx 


Tl e 
XXC 


o 










bX3 








V dX 


OCX 


nl n 

OXU 


fil n 


G A V 

OCX 


nl n 


irx O 


cot; 








c "7 n 








w X y X 


T i\/Q 


xjc lx 




7^ ei^ 


PVio 

XrXXC 


iyr 


C A V* 
OCX 








04 3 










X ± 6 1j6 lL 


VaxU 


ijys 


oer 


ocr 




^^^^ 

inr 


Pne 






£r c n 
bo U 










c c c 
ob3 




m 11 
wX u 


XrxU 


Xxxx 




T .\FO 

Xiys 


\/a 1 
VaX 


VAX 




O / D 










^ Q A 

oou 




OCx OCX 


T .01 1 

XICU 


IXlx 


T ft* 

jjys 


xnx 




TV ^•^^ 

Arg 


Jjys 












595 










VcLX 


inr 




TT A 

x±e 


vax 


Fne 


mo. 








Tin 

710 








lllx XllS 




urXU 


TV T ^ 


ASp 


xie 


VaXy 


CaXy 








T c 
3 












xi.e 


xllS 


\a±Y 


ber 


pne 


xnr 


Leu 






n A r\ 










/43 




Gl n 


Jjjr o 




XXiX 


Vaxu 


X Xlx 


v*yH 




7 tr c 










7 c n 
/b U 




Va 1 A Q n 


xxc 


Va 1 


T.01 1 
XJtSlX 


T.A1 1 




s7xy 


Tl o 
xxe 


/ / U 










'77 C 

/ /3 








irx (,/ 


XXlx 


G A V 

OCX 


irxO 


inr 


OCX 


inr 


/ O D 








7 Q n 








VAX Vax 


Juy s 




C A ^* 


Tl A 

xxe 


AX8L 


ijys 


O A V* 

oer 








OU3 












T.A1 1 


Jjy s 


inx 


TV av% 

Asn 


TV ff^t 

Asn 


Ala 

Axa 


Ala 

AX a 






Q o r» 










Q7 C 
oZ 3 


Q^T* Tl O 
wCX XX6 




Tl » 


p^^ 

irxO 


nl n 

wXU 


xxXS 


irx O 


al a 
AX a 


















nxM OCX 


OCX 


nxs 


fll n 

\3XI1 


XlCU 


C a V 
OCX 


Xiys 


nl n 
oXxi 


O 3 U 










O C C 






£^XVi^ WCX 


X ixx 


ala 

nXCL 


±rx u 


G1 n 

wXXl 


Pt*<^ 
Irx w 


Val 

VCLX 




o o 








o /u 








C^XW OCX 


Gill 

wX U 


UytS 


IXLx 


irxU 


X XlX 


OCX 


Val 

VAX 








Q O C 
003 














Pi^rt 

xrxO 


fll n 
oXxx 


XICU 


Pi^/*\ 

trJmKJ 


uxu 


oxy 
















one 

9U3 


Leu Lys 


Phe 


Ser 


Ala 


Met 


Leu 


Asp 


Gly 




915 










920 




Leu Pro 


Ser 


Leu 


Lys 


Ala 


Glu 


Tyr 


Lys 


930 










935 






Gly Met 


Thr 


Gly 


Ala 


Gin 


Thr 


Arg 


Phe 


945 








950 








Arg Leu 


Arg 


Phe 


Thr 


Ser 


Lys 


Val 


Ser 
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XjCU 


OCX 


flic 


nxs 


Asp Leu 






A7C 
^ / 3 










480 


AS XX 


PVta 
Arxlc 


IxU. 


Tl a 

xxe 


OCX 




Gin 












^ ^3 




Leu 


Val 


Arg 


T.A1 1 

xtcU 


Tl la 
XXC 


nxo 


ivxn 










510 






Ala 


Thr 


Gin 


X XXX 


Asp 


He 


xiys 








3^3 








Ser 


Pro 


Thr 


frX W 


Thr 


Phe 


Xiys 






540 








Ser Asp Phe 


OCX 


Arg 


Ser 


O A V* 

oer 




555 










3O0 


Val 


Asn 


Asn 


&1 a 

AXA 


Lys Asn 


Xiys 


570 










575 




Glu 


Ser Arg 


Asn 


Lys Asn 


oer 










590 






Lys Val 


Ser 


Arg 


Lys Gly 


oer 








605 








His 


Met 


Asp 


ASp 


Ser Asp 


oer 






620 










Ser 


Ala 


Glu 


Cys 


Trp 


Gin 


Asn 




635 










640 


Leu 


He 


Ser 


Asp 


Pro 


Thr 


Gly 


650 










655 




Gly Pro Ala 


Gly 


Val 


Arg 


Ser 










670 






Phe 


Glu 


Asn 


Glu 


Gin Asp 


Asn 








685 








Arg 


Ser 


Leu 


vax 


Thr 


Ser 


CsXU 






700 










Gly 


He 


Gly 


Mec 


Val 


Asn 


Arg 




715 










720 


Leu 


Thr 


Met 


Glu 


Ser 


Glu 


Leu 


730 










735 




Lys Glu Lys 


Met 


Lys 


Asp 


Val 










750 






Ala 


Thr 


Ala 


HXS 


He Gly 


Gly 








765 








Thr 


Pro 


Asn 


Tl £^ 

xxe 


Gin Leu 


vaXU 






780 










Ala 


Lys 


Gin 


GXU 


Phe 


Leu 


Thr 




795 










800 


Gin 


Ala 


Leu 


Tyr 


Ser 


Ala 


GXn 


810 










815 




Val 


Phe 


Lys 


Vax 


Gly Ala 


lie 










830 






Thr 


Leu 


His 


Ser 


Met 


Met 


Val 








845 








He 


Ser Asp 


xieu 


He 


Arg 


vsxn 






860 










Glu Asp 


He 


TV 1 a 

Axa 


Thr 


Pro 


Leu 




875 










O <4 A 

880 


Asn 


Gin 


Thr 


irro 


Val 


Glu 


inr 


890 










895 




Leu 


Glu 


Lys 


Lys 


Pro 


He 


Val 










910 






He 


Ala 


He 


Gxy 


Ala 


Ala 


Leu 








925 








Met 


Gly Arg 


Met 


Arg 


Ser 


His 






940 










Thr 


Phe 


Glu 


Leu 


Pro 


Asn 


His 




955 










960 


Ala 


Thr Asp 


Met 


Ser 


Thr 


He 



970 975 
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Pro Pro Ser Ala Ser Leu Asn Leu Pro Pro Val Thr Met Ser Gly Lys 

980 985 990 

Tyr He Met Glu Glu His Asp Ser Tyr Ser Asp Gin Val Trp Ser He 

995 1000 1005 

Asp Glu Leu Pro Ser Lys Gin Gly Tyr Tyr Leu Gin Gly Asn Tyr Leu 

1010 1015 1020 

Arg Cys Val Ala Glu Val Gly Ser Phe Glu His Asn Leu Thr Thr Asp 
1025 1030 1035 1040 

Leu Leu Asn His Leu Val Phe Val Gin Lys Val Phe Met Lys Glu Val 

1045 1050 1055 

Asn Glu Val He Gin Lys Val Ser Gly Gly Glu Gin Pro He Pro Leu 

1060 1065 1070 

Trp Asn Glu His Asp Gly Thr Ala Asp Gly Asp Lys Pro Lys He Leu 

1075 1080 1085 

Leu Tyr Ser Leu Asn Leu Gin Phe Lys Gly He Gin Val Thr Ala Thr 

1090 1095 1100 

Thr Pro Ser Met Arg Ala Val Arg Phe Glu Thr Gly Leu He Glu Leu 
1105 1110 1115 1120 

Glu Leu Ser Asn Arg Leu Gin Thr Lys Ala Ser Pro Gly Ser Ser Ser 

1125 1130 1135 

Tyr Leu Lys Leu Phe Gly Lys Cys Gin Val Asp Leu Asn Leu. Ala Leu 

1140 1145 1150 

Gly Gin He Val Lys His Gin Val Tyr Glu Glu Ala Gly Ser Asp Phe 

1155 1160 1165 

His Gin Val Ala Tyr Phe Lys Thr Arg- He Gly Leu Arg Asn Ala Leu 

1170 1175 1180 

Arg Glu Glu He Ser Gly Ser Ser Asp Arg Glu Ala Val Leu He Thr 
1185 1190 1195 1200 

Leu Asn Arg Pro He Val Tyr Ala Gin Pro Val Ala Phe Asp Arg Ala 

1205 1210 1215 

Val Leu Phe Trp Leu Asn Tyr Lys Ala Ala Tyr Asp Asn Trp Asn Glu 

1220 1225 1230 

Gin Arg Met Ala Leu His Lys Asp He His Met Ala Thr Lys Glu Val 

1235 1240 1245 

Val Asp Met Leu Pro Gly He Gin Gin Thr Ser Ala Gin Ala Phe Gly 

1250 1255 1260 

Thr Leu Phe Leu Gin Leu Thr Val Asn Asp Leu Gly He Cys Leu Pro 
1265 1270 1275 1280 

He Thr Asn Thr Ala Gin Ser Asn His Thr Gly Asp Leu Asp Thr Gly 

1285 1290 1295 

Ser Ala Leu Val Leu Thr He Glu Ser Thr Leu He Thr Ala Cys Ser 

1300 1305 1310 

Ser Glu Ser Leu Val Ser Lys Gly His Phe Lys Asn Phe Cys He Arg 

1315 1320 1325 

Phe Ala Asp Gly Phe Glu Thr Ser Trp Asp Asp Trp Lys Pro Glu He 

1330 1335 1340 

His Gly Asp Leu Val Met Asn Ala Cys Val Val Pro Asp Gly Thr Tyr 
1345 1350 1355 1360 

Glu Val Cys Ser Arg Thr Thr Gly Gin TVla Ala Ala Glu Ser Ser Ser 

1365 1370 1375 

Ala Gly Thr Trp Thr Leu Asn Val Leu Trp Lys Met Cys Gly He Asp 

1380 1385 1390 

Val His Met Asp Pro Asn He Gly Lys Arg Leu Asn Ala Leu Gly Asn 

1395 1400 1405 

Thr Leu Thr Thr Leu Thr Gly Glu Glu Asp He Asp Asp He Ala Asp 

1410 1415 1420 

Leu Asn Ser Val Asn He Ala Asp Leu Ser Asp Glu Asp Glu Val Asp 
1425 1430 1435 1440 

Thr Met Ser Pro Thr He His Thr Glu Ala Thr Asp Tyr Arg Arg Gin 

1445 1450 1455 

Ala Ala Ser Ala Ser Gin Pro Gly Glu Leu Arg Gly Arg Lys He Met 

1460 1465 1470 

Lys Arg He Val Asp He Arg Glu Leu Asn Glu Gin Ala Lys Val He 
1475 1480 1485 
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Asp Asp Leu Lys Lys Leu Gly Ala Ser Glu Gly Thr lie Asn Gin Glu 
1490 1495 1500 

lie Gin Arg Tyr Gin Gin Leu Glu Ser Val Ala Val Asn Asp lie Arg 
1505 1510 1515 1520 

Arg Asp Val Arg Lys Lys Leu Arg Arg Ser Ser Met Arg Ala Ala Ser 

1525 1530 1535 

Leu Lys Asp Lys Trp Gly Leu Ser Tyr Lys Pro Ser Tyr Ser Arg Ser 

1540 1545 1550 

Lys Ser lie Ser Ala Ser Gly Arg Pro Pro Leu Lys Arg Met Glu Arg 

1555 1560 1565 

Ala Ser Ser Arg Val Gly Glu Thr Glu Glu Leu Pro Glu lie Arg Val 

1570 1575 1580 

Asp Ala Ala Ser Pro Gly Pro Arg Val Thr Phe Asn lie Gin Asp Thr 
1585 1590 1595 1600 

Phe Pro Glu Glu Thr Glu Leu Asp Leu Leu Ser Val Thr He Glu Gly 

1605 1610 1615 

Pro Ser His Tyr Ser Ser Asn Ser Glu Gly Ser Cys Ser Val Phe Ser 

1620 1625 1630 

Ser Pro Lys Thr Pro Gly Gly Phe Ser Pro Gly He Pro Phe Gin Thr 

1635 1640 1645 

Glu Glu Gly Arg Arg Asp Asp Ser Leu Ser Ser Thr Ser Glu Asp Ser 

1650 1655 1660 

Glu Lys Asp Glu Lys Asp Glu Asp His Glu Arg Glu Arg Phe Tyr He 
1665 1670 1675 1680 

Tyr Arg Lys Pro Ser His Thr Ser Arg Lys Lys Ala Thr Gly Phe Ala 

1685 1690 1695 

Ala Val His Gin Leu Phe Thr Glu Arg Trp Pro Thr Thr Pro Val Asn 

1700 1705 1710 

Arg Ser Leu Ser Gly Thr Ala Thr Glu Arg Asn He Asp Phe Glu Leu 

1715 1720 1725 

Asp He Arg Val Glu He Asp Ser Gly Lys Cys Val Leu His Pro Thr 

1730 1735 1740 

Thr Leu Leu Gin Glu His Asp Asp He Ser Leu Arg Arg Ser Tyr Asp 
1745 1750 1755 1760 

Arg Ser Ser Arg Ser Leu Asp Gin Asp Ser Pro Ser Lys Lys Lys Lys 

1765 1770 1775 

Phe Gin Thr Asn Tyr Ala Ser Thr Thr His Leu Met Thr Gly Lys Lys 

1780 1785 1790 

Val Pro Ser Ser Leu Gin Thr Lys Pro Ser Asp Leu Glu Thr Thr Val 
1795 1800 1805 

Phe Tyr He Pro Gly Val Asp Val Lys Leu His Tyr Asn Ser Lys Thr 

1810 1815 1820 

Leu Lys Thr Glu Ser Pro Asn Ala Ser Arg Gly Ser Ser Leu Pro Arg 
1825 1830 1835 1840 

Thr Leu Ser Lys Glu Ser Lys Leu Tyr Gly Met Lys Asp Ser Ala Thr 

1845 1850 1855 

Ser Pro Pro Ser Pro Pro Leu Pro Ser Thr Val Gin Ser Lys Thr Asn 

1860 1865 1870 

Thr Leu Leu Pro Pro Gin Pro Pro Pro He Pro Ala Ala Lys Gly Lys 

1875 1880 1885 

Gly Ser Gly Gly Val Lys Thr Ala Lys Leu Tyr Ala Trp Val Ala Leu 

1890 1895 1900 

Gin Ser Leu Pro Glu Glu Met Val He Ser Pro Cys Leu Leu Asp Phe 
1905 1910 1915 1920 

Leu Glu Lys Ala Leu Glu Thr He Pro He Thr Pro Val Glu Arg Asn 

1925 1930 1935 

Tyr Thr Ala Val Ser Ser Gin Asp Glu Asp Met Gly His Phe Glu He 

1940 1945 1950 

Pro Asp Pro Met Glu Glu Ser Thr Thr Ser Leu Val Ser Ser Ser Thr 

1955 1960 1965 

Ser Ala Tyr Ser Ser Phe Pro Val Asp Val Val Val Tyr Val Arg Val 

1970 1975 1980 

Gin Pro Ser Gin He Lys Phe Ser Cys Leu Pro Val Ser Arg Val Glu 
1985 1990 199S 2000 
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Cys Met Leu Lys Leu Pro Ser Leu Asp Leu Val Phe Ser Ser Asn Arg 

2005 2010 2015 

Gly Glu Leu Glu Thr Leu Gly Thr Thr Tyr Pro Ala Glu Thr Leu Ser 

2020 2025 2030 

Pro Gly Gly Asn Ala Thr Gin Ser Gly Thr Lys Thr Ser Ala Ser Lys 

2035 2040 2045 

Thr Gly lie Pro Gly Ser Ser Gly Leu Gly Ser Pro Leu Gly Arg Ser 

2050 2055 2060 

Arg His Ser Ser Ser Gin Ser Asp Leu Thr Ser Ser Ser Ser Ser Ser 
2065 2070 2075 2080 

Ser Gly Leu Ser Phe Thr Ala Cys Met Ser Asp Phe Ser Leu Tyr Val 

2085 2090 2095 

Phe His Pro Tyr Gly Ala Gly Lys Gin Lys Thr Ala Val Ser Gly Leu 

2100 2105 2110 

Thr Pro Gly Ser Gly Gly Leu Gly Asn Val Asp Glu Glu Pro Thr Ser 

2115 2120 2125 

Val Thr Gly Arg Lys Asp Ser Leu Ser lie Asn Leu Glu Phe Val Lys 

2130 2135 2140 

Val Ser Leu Ser Arg lie Arg Arg Ser Gly Gly Ala Ser Phe Phe Glu 
2145 2150 2155 2160 

Ser Gin Ser Val Ser Lys Ser Ala Ser Lys Met Asp Thr Thr Leu He 

2165 2170 2175 

Asn He Ser Ala Val Cys Asp He* Gly Ser Ala Ser Phe Lys Tyr Asp 

2180 2185 2190 

Met Arg Arg Leu Ser Glu He Leu Ala Phe Pro Arg Ala Trp Tyr Arg 

2195 2200 2205 

Arg Ser He Ala Arg Arg Leu Phe Leu Gly Asp Gin Thr He Asn Leu 

2210 2215 2220 

Pro Thr Ser Gly Pro Gly Thr Pro Asp Ser He Glu Gly Val Ser Gin 
2225 2230 2235 2240 

His Leu Ser Pro Glu Ser Ser Arg Lys Ala Tyr Cys Lys Thr Trp Glu 

2245 2250 2255 

Gin Pro Ser Gin Ser Ala Ser Phe Thr His Met Pro Gin Ser Pro Asn 

2260 2265 2270 

Val Phe Asn Glu His Met Thr Asn Ser Thr Met Ser Pro Gly Thr Val 

2275 2280 2285 

Gly Gin Ser Leu Lys Ser Pro Ala Ser He Arg Ser Arg Ser Val Ser 

.2290 2295 2300 

Asp Ser Ser Val Pro Arg Arg Asp Ser Leu Ser Lys Thr Ser Thr Pro 
2305 2310 2315 2320 

Phe Asn Lys Ser Asn Lys Ala Ala Ser Gin Gin Gly Thr Pro Trp Glu 

2325 2330 2335 

Thr Leu Val Val Phe Ala He Asn Leu Lys Gin Leu Asn Val Gin Met 

2340 2345 2350 

Asn Met Ser Asn Val Met Gly Asn Thr Thr Trp Thr Thr Ser Gly Leu 

2355 2360 2365 

Lys Ser Gin Gly Arg Leu Ser Val Gly Ser Asn Arg Asp Arg Glu He 

2370 2375 2380 

Ser Met Ser Val Gly Leu Gly Arg Ser Gin Leu Asp Ser Lys Gly Gly 
2385 2390 2395 2400 

Val Val Gly Gly Thr He Asp Val Asn Ala Leu Glu Met Val Ala His 

2405 2410 2415 

He Ser Glu His Pro Asn Gin Gin Pro Ser His Lys He Gin He Thr 

2420 2425 2430 

Met Gly Ser Thr Glu Ala. Arg Val Asp Tyr Met Gly Ser Ser He Leu 

2435 2440 2445 

Met Gly He Phe Ser Asn Ala Asp Leu Lys Leu Gin Asp Glu Trp Lys 

2450 2455 , 2460 

Val Asn Leu Tyr Asn Thr Leu Asp Ser Ser He Thr Asp Lys Ser Glu 
2465 2470 2475 2480' 

He Phe Val His Gly Asp Leu Lys Trp Asp He Phe Gin Val Met He 

2485 2490 2495 

Ser Arg Ser Thr Thr Pro Asp Leu He Lys He Gly Met Lys Leu Gin 

2500 2505 2510 
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Glu Phe Phe Thr Gin Gin Phe Asp Thr Ser Lys Arg Ala Leu Ser Thr 

2515 2520 2525 

Trp Gly Pro Val Pro Tyr Leu Pro Pro Lys Thr Met Thr Ser Asn Leu 

2530 2535 2540 

Glu Lys Ser Ser Gin Glu Gin Leu Leu Asp Ala Ala His His Arg His 
2545 2550 2555 2560 

Trp Pro Gly Val Leu Lys Val Val Ser Gly Cys His lie Ser Leu Phe 

2565 2570 2575 

Gin He Pro Leu Pro Glu Asp Gly Met Gin Phe Gly Gly Ser Met Ser 

2580 2585 2590 

Leu His Gly Asn His Met Thr Leu Ala Cys Phe His Gly Pro Asn Phe 

2595 2600 2605 

Arg Ser Lys Ser Trp Ala Leu Phe His Leu Glu Glu Pro Asn He Ala 

2610 2615 2620 

Phe Trp Thr Glu Ala Gin Lys He Trp Glu Asp Gly Ser Ser Asp His 
2625 2630 2635 2640 

Ser Thr Tyr He Val Gin Thr Leu Asp Phe His Leu Gly His Asn Thr 

2645 2650 2655 

Met Val Thr Lys Pro Cys Gly Ala Leu Glu Ser Pro Met Ala Thr He 

2660 2665 2670 

Thr Lys He Thr Arg Arg Arg His Glu Asn Pro Pro His Gly Val Ala 

2675 2680 2685 

Ser Val Lys Glu Trp Phe Asn Tyr Val Thr Ala Thr Arg Asn Glu Glu 

2690 2695 2700 

Leu Asn Leu Leu Arg Asn Val Asp Ala Asn Asn Thr Glu Asn Ser Thr 
2705 2710 2715 2720 

Thr Val Lys Asn Ser Ser Leu Leu Ser Gly Phe Arg Gly Gly Ser Ser 

2725 2730 2735 

Tyr Asn His Glu Thr Glu Thr He Phe Ala Leu Pro Arg Met Gin Leu 

2740 2745 2750 

Asp Phe Lys Ser He His Val Gin Glu Pro Gin Glu Pro Ser Leu Gin 

2755 2760 2765 

Asp Ala Ser Leu Lys Pro Lys Val Glu Cys Ser Val Val Thr Glu Phe 

2770 2775 2780 

Thr Asp His He Cys Val Thr Met Asp Ala Glu Leu He Met Phe Leu 
2785 2790 2795 2800 

His Asp Leu Val Ser Ala Tyr Leu Lys Glu Lys Glu Lys Ala He Phe 

2805 2810 2815 

Pro Pro Arg He Leu Ser Thr Arg Pro Gly Gin Lys Ser Pro He He 

2820 2825 2830 

He His Asp Asp Asn Ser Ser Asp Lys Asp Arg Glu Asp Ser He Thr 

2835 2840 2845 

Tyr Thr Thr Val Asp Trp Arg Asp Phe Met Cys Asn Thr Trp His Leu 

2850 2855 2860 

Glu Pro Thr Leu Arg Leu He Ser Trp Thr Gly Arg Lys He Asp Pro 
2865 287.0 2875 2880 

Val Gly Val Asp Tyr He Leu Gin Lys Leu Gly Phe His His Ala Arg 

2885 2890 2895 

Thr Thr He Pro Lys Trp Leu Gin Arg Gly Val Met Asp Pro Leu Asp 

2900 2905 2910 

Lys Val Leu Ser Val Leu He Lys Lys Leu Gly Thr Ala Leu Gin Asp 

2915 2920 2925 

Glu Lys Glu Lys Lys Gly Lys Asp Lys Glu Glu His * 
2930 2935 2940 



■ <210> 1824 
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<212> PRT 
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<400> 1824 
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Met 


Gill Rlv 




Val 


OCX 


Aqti 


JJCU 


1 






C 












oXVJl 


wX U 


XICU 


T .^ro 

juys 


















AX a 




X IIX 


A an 




Al a 


vjxy 














AH 

^ u 




Ala Glv 


**xy 


Asn 


Glu 


Tie 

XXC 


Val 

V CiX 




tin 












Gin 


Val Actn 


Ala 


Val 


A.sn 


Gin 

\7X XX 












/ U 






Ala 


OCX Xjyo 


Ann 




His 

AXO 




Tl <a 

XXC 
















Ala 


A QTl OT*rt 




Ala 


uy o 


Aan 


flXO 






XUv 










AXOi 


A1 a A1 a 
nXcl Axel 


jjy o 


\3Xy 


A an 


Xjcu 






TIC 














A1 a Qav* 
AXel OCX 


i. IIX 


A cn 


XXc 


nl ri 
I7XX1 


TV 




130 








135 




Leu 


Ala Cys 


Asp 


Glu 


Glu 


Arg 


Val 


145 








150 






Gin 


Gly Ala 


Ser 


lie 


Tyr 


lie 


Glu 








165 








Gin 


Val Ala 


Lys 


Gly 


Gly 


Leu 


Gly 



180 

Gly * 
193 



<210> 1825 
<211> 216 
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<213> Homo sapiens 



<400> 1825 



Met 


Pro 


Asp 


Lys 


Thr 


Ala 


Thr 


Pro 


1 








5 








Ala 


Pro 


Ser 


Ser 


Lys 


Lys 


He 


Pro 








20 










Glu 


Lys 


Thr 


Leu 


Thr 


Leu 


Gly 


Asp 






35 










40 


Thr 


Ser 


Gly 


Lys 


He 


Pro 


Ala 


Pro 




50 










55 




Met 


Val 


Thr 


Pro 


Glu 


Asp 


Lys 


Ala 


65 










70 






Pro 


Glu 


Glu 


Thr 


Leu 


Thr 


Val 


Asp 










85 








Phe 


Ser 


Val 


Glu 


Glu 


Ser 


Pro 


Ala 








100 










Val 


Pro 


Asn 


Pro 


Lys 


Met 


Ala 


Pro 






115 










120 


Glu 


Lys 


Val 


Leu 


Thr 


Pro 


Glu 


Leu 




130 










135 




Asp 


Asp 


lie 


Gin 


Phe 


His 


His 


Phe 


145 










150 






Val 


Lys 


Tyr 


Phe 


Val 


Ala 


Lys 


Glu 










165 








His 


Thr 


Pro 


Glu 


Ala 


Pro 


Pro 


Pro 








180 










Glu 


Ala 


Gly 


Ala 


Leu 


Pro 


Ala 


Cys 






195 










200 


Gly 


Ser 


Phe 


Thr 


Tyr 


Ser 


Ala 






210 










215 





I'lC w 


VCIX v.yS3 Aall 


XJC KJL 


Ala T*w Q<aT* 

AXA ^y-^ OCX 




X u 






Ser 


He Leu Ala 


Ajsin 


TiVTQ CftT* TiAII 

xiyo OCX XICU 


25 






J U 


Trp 


Ser Pro Leu 


XIX s 


XXe AXa /iXct 










Lys 


Ala Leu Leu 


oxy 


ijyo \j±y AX a 




60 






Gly Cys Thr Pro 


XICU 


iixo ^y<^ AXa 




75 




0 u 


Ala 


Val Met Leu 


xtcu 


oxu i7xy vjxy 




90 






Tyr 


Glu Ala Thr 


A1 a 


ncu nxs Axg 


105 






Tin 


Met 


lie His He 


JJCU 


T.AH T^*'^ *T*\Ti^ 

jjeu lyr lyzr 










Thr 


Glu Gly Asn 


XXlx 


JrxO JjcU Jnxs 




140 






Glu Glu Ala Lys 


Leu 


Leu Val Ser 




155 




160 


Asn 


Lys Glu Glu 


Lys 


Thr Pro Leu 




170 




175 


Leu 


He Leu Lys 


Arg 


Met Val Glu 


185 






190 



Glu Arg 


Pro 


Pro 


Ala 


Pro Glu Asn 




10 








15 


Ala 


Pro Asp 


Lys 


Val 


Pro Ser Pro 


25 










30 


Lys 


Ala 


Ser 


Val 


Pro 


Gly Asn Ser 










45 




Asp 


Lys 


Val 


Pro 


Thr 


Pro Glu Lys 








60 






Ser 


He 


Pro 


Glu 


Asn 


Ser He He 






75 






80 


Lys 


Pro 


Ser 


Thr 


Pro 


Glu Arg Val 




90 








95 


Leu 


Glu 


Ala 


Pro 


Pro 


Met Asp Lys 


105 










110 


Leu Gly Asp Glu 


Ala 


Pro Thr Leu 










125 




Ser 


Glu 


Glu 


Glu 


Val 


Ser Thr Arg 








140 






Ser 


Ser 


Glu 


Glu 


Ala 


Leu Gin Lys 






155 






160 


Asp 


Pro 


Ser 


Ser 


Gin 


Glu Glu Ala 




170 








175 


Gin 


Ala 


Thr 


Asn 


Ser 


Asn Asn Arg 


185 










190 


Gly Pro Arg Ala 


Lys 


Pro Trp Thr 



205 
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<210> 1826 
<211> 192 
<212> PRT 

<213> Homo sapiens 



<400> 1826 
Met Gly Ala Tyr 
1 

Asp Val Met Arg 

20 

Leu Ser Ala Leu 
35 

Arg Arg Leu Gly 
50 

Arg Val Arg Arg 
65 

Tyr Gly Lys Pro 

Ser Leu Gin Ser 

100 

Leu Arg Val Leu 
115 

Phe Phe Glu Val 

130 

Asn Pro Asp Thr 
145 

Met Arg Gly Leu 

Asp Arg Met Phe 

180 



Lys 


iyr 


Xxe 


uxn 


5 








pne 


Leu 


Leu 


Arg 


His 


Arg 


Ala 


Pro 








40 


Tyr 


Lys 


Ala 


Lys 






55 




Gly 


Gly 


Arg 


Lys 




70 






Val 


His 


His 


Gly 


85 








Val 


Ala 


Glu 


Glu 


Asn 


Ser 


Tyr 


Trp 








120 


He 


Leu 


He 


Asp 






135 




Gin 


Trp 


He 


Thr 




150 






Thr 


Ser 


Ala 


Gly 


165 








His 


His 


Ala 


He 



v9XlL Jjeu xrp 


Arg 


xu 




vax Arg uys 


Trp 


25 




Arg jtto inr 


Arg 


vixn vaiy iyr 


vaj. 




60 


Arg Pro Val 


Pro 


75 




Val Asn Gin 


Leu 


90 




Arg Ala Gly 


Arg 


105 




Val Gly Glu 


Asp 


Pro Phe His 


Lys 




140 


Lys Pro Val 


His 


155 




Arg Lys Ser 


His 


170 




Gly Gly Ser 


Cys 


185 





Lys 


Lys Gin 


Ser 




15 




vvxn 


Ayr Arg 


oxn 




30 




pro 


Asp Lys 


Axa 


45 






He 


Tyr Arg 


He 


Lys 


Gly Ala 


Thr 






80 


Lys 


Phe Ala 


Arg 




95 




His 


Cys Gly 


Ala 




110 




Ser 


Thr Tyr 


Lys 


125 






Ala 


He Arg 


Arg 


Lys 


His Arg 


Glu 






160 


Gly 


Leu Gly 


Lys 




175 




Arg 


Ala Ala 


* 




190 191 
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<400> 1827 


















Met 


Asp 


Ser 


Arg 


Val 


Ser 


Gly 


Thr Thr Ser 


Asn 


Gly Glu 


Thr Lys 


Pro 


1 








5 






10 






15 




Val 


Tyr 


Pro 


Val 


Met 


Glu 


Lys 


Lys Glu Glu Asp 


Gly Thr 


Leu Glu 


Arg 








20 








25 






30 




Gly 


His 


Trp 


Asn 


Asn 


Lys 


Met 


Glu Phe Val 


Leu 


Ser Val 


Ala Gly 


Glu 






35 










40 




45 






He 


He 


Gly 


Leu 


Gly 


Asn 


Val 


Trp Arg Phe 


Pro 


Tyr Leu 


Cys Tyr 


Lys 




50 










55 






60 






Asn 


Gly 


Gly 


Gly 


Ala 


Phe 


Phe 


He Pro Tyr 


Leu 


Val Phe 


Leu Phe 


Thr 


65 










70 






75 






80 


Cys 


Gly 


He 


Pro 


Val 


Phe 


Leu 


Leu Glu Thr 


Ala 


Leu Gly 


Gin Tyr 


Thr 










85 






90 






95 




Ser 


Gin 


Gly 


Gly 


Val 


Thr 


Ala 


Trp Arg Lys 


He 


Cys Pro 


He Phe 


Glu 








100 








105 






110 




Gly 


He 


Gly 


Tyr 


Ala 


Ser 


Gin 


Met He Val 


He 


Leu Leu 


Asn Val 


Tyr 






115 










120 




125 






Tyr 


He 


He 


Val 


Leu 


Ala 


Trp 


Ala Leu Phe 


Tyr 


Leu Phe 


Ser Ser 


Phe 




130 










135 






140 






Thr 


He 


Asp 


Leu 


Pro 


Trp 


Gly 


Gly Cys Tyr 


His 


Glu Trp 


Asn Thr 


Glu 


145 










150 






155 






160 
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His 


Cys 


Met 


Glu 


Phe 


Gin 


Lys 


Thr 


Asn 










165 










61u 


Asn 


Ala 


Thr 


Ser 


Pro 


Val 


He 


Glu 








180 










185 


Lys 


lie 


Ser 


Asp 


Gly 


lie 


Gin 


His 


Leu 






195 










200 




Ala 


Leu 


Cys 


Leu 


Leu 


Leu 


Ala 


Trp 


Val 




210 










215 






Lys 


Gly 


Val 


Lys 


Ser 


Thr 


Gly 


Lys 


Val 


225 










230 








Pro 


Tyr 


Leu 


Met 


Leu 


Val 


Val 


Leu 


Leu 










245 










Gly 


Ala 


Ala 


Gin 


Gly 


lie 


Gin 


Phe 


Tyr 








260 










265 


Leu 


Trp 


Asp 


Pro 


Gin 


Val 


Trp 


Met 


Asp 






275 










280 




Ser 


Phe 


Ala 


lie 


Cys 


Leu 


Gly 


Cys 


Leu 




290 










295 






Lys 


Tyr 


His 


Asn 


Asn 


Cys 


Tyr 


Ser 


Gly 


305 










310 








Ala 


lie 


Phe 


Ser 


lie 


Leu 


Gly 


Phe 


Met 










325 










lie 


Ser 


Glu 


Val 


Ala 


Glu 


Ser 


Gly 


Pro 








340 










345 


Pro 


Arg 


Ala 


Val 


Val 


Met 


Leu 


Pro 


Phe 






355 










360 




Phe 


Phe 


Phe 


Met 


Val 


Val 


Leu 


Leu 


Gly 




370 










375 






Val 


Glu 


Ser 


Leu 


Val 


Thr 


Ala 


Leu 


Val 


385 










390 








Arg 


Lys 


Lys 


Asn 


Arg 


Arg 


Glu 


Val 


Leu 










405 










Ser 


Phe 


Pro 


Val 


Gly 


Leu 


lie 


Met 


Leu 








420 










425 


Phe 


Gin 


Leu 


Phe 


Asp 


Tyr 


Tyr 


Ala 


Ala 






435 










440 




Val 


Ala 


lie 


Phe 


Glu 


Ser 


Leu 


Cys 


Val 




450 










455 






Arg 


Phe 


Tyr 


Asp 


Asn 


lie 


Glu 


Asp 


Met 


465 










470 








Leu 


lie 


Lys 


Tyr 


Cys 


Trp 


Leu 


Phe 


Leu 










485 










Thr 


Phe 


Leu 


Phe 


Ser 


Leu 


He 


Lys 


Tyr 








500 










505 


Lys 


Tyr 


Thr 


Tyr 


Pro 


Trp 


Trp 


Gly 


Asp 






515 










520 




Leu 


Ser 


Ser 


Trp 


Ser 


Ala 


Phe 


Leu 


Pro 




530 










535 






Pro 


Ser 


Arg 


Ala 


Pro 


Ser 


Glu 


Arg 


Glu 


545 










550 








Pro 


Arg 


Thr 


Cys 


Pro 


Ser 


Gly 


Thr 


Gin 










565 










Pro 


Pro 


Gly 


Pro 


His 


Cys 


Ser 


Asp 


Ser 
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Gly 


Ser Leu Asn Gly Thr 


Ser 


170 


175 




Phe 


Trp Glu Arg Arg Val 


Leu 




190 




Gly 


Ala Leu Arg Trp Glu 


Leu 




205 




He 


Cys Tyr Phe Cys He 


Trp 




220 




Val 


Tyr Phe Thr Ala Thr 


Phe 




235 


240 


He 


Arg Gly Val Thr Leu 


Pro 


250 


255 




Leu 


Tyr Pro Asn Leu Thr 


Arg 




270 




Ala 


Gly Thr Gin He Phe 


Phe 




285 




Thr 


Ala Leu Gly Ser Tyr 


Asn 




300 




Thr 


Ser Phe Val Ala Gly 


Phe 




315 


320 


Ser 


Gin Glu Gin Gly Val 


Pro 


330 


335 




Gly 


Leu Ala Phe He Ala 


Tyr 




350 




Ser 


Pro Leu Trp Ala Cys 


Cys 




365 




Leu 


Asp Ser Gin Phe Val 


Cys 




380 




Asp 


Met Tyr Pro His Val 


Phe 




395 


400 


He 


Leu Gly Val Ser Val 


Val 


410 


415 




Thr 


Glu Gly Gly Met Tyr 


Val 




430 




Ser 


Gly Met Cys Leu Leu 


Phe 




445 




Ala 


Trp Val Tyr Gly Ala 


Lys 




460 




He 


Gly Tyr Arg Pro Trp 


Pro 




475 


480 


Thr 


Pro Ala Val Cys Thr 


Ala 


490 


495 




Thr 


Pro Leu Thr Tyr Asn 


Lys 




510 




Ala 


Leu Gly Trp Leu Leu 


Ala 




525 




Gly 


Ala Ser Thr Asp Ser 


Glu 




540 




Ser 


Val Ser Ser Cys Ala 


Gin 




555 


560 


Gin 


Asp Pro Arg Leu Pro 


Pro 


570 


575 




Gin 


Ser * 






587 
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<400> 1828 
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i-l6U 


ijeu 


irro 


lie Arg 


Thr 


X 








3 








JLlCU 


A-LcaL 


T. A1 1 


JLieu 


oer 


xrro 


Ol w TVl •« 

Gly Ala 


TV 1 n 

Ala 
















25 






T lOi 1 
UCSU 


JJBU 


oer 


irro 


Ax a Leu 


Thr 






J9 








40 










TT-i a 
flis 


T.Alt 


xnr 


VaXy vaXy 


Asn 




3V.I 










55 












Xjy s 


VAX 


V ax 1 nr 


ber 












/O 










Arg 


*vrg 


V9XU 


Xieu 


vax ber 


vax 










D C 














Arg 




oer 


AX a lyr 


vaXn 








lOO 








105 


''P 


Lys 


File 


Tyr 


lie 


I?' ^rf* 

ser 


Tyr Leu 


Val 






lie 

lib 








120 














irX^O 


iTieu oer 


inr 




130 










135 




Ser 


He 


Gly 


Leu 


Gly 


Met 


Ala Arg 


Thr 


145 










150 






Val 


Leu 


Leu 


Ser 


Val 


Ala 


Met Phe 


Leu 










165 








Ala 


Leu 


Ala 


Leu 


Gly 


Ser 


Arg Lys 


* 








inn 

180 






184 






<2io> : 


L829 












<211> ! 


526 












<212> ] 


PRT 












<213> Homo 


sapiens 








<40o> : 


L829 












Ala 


Ala 


Val 


Val 


Leu 


Ala Ala 


Thr 


1 








5 








Ser 


Trp Gly Cys 


Ser Arg 


Leu Arg 


Phe 








20 








25 




Ser 


Ser 


Gly 


Gly Ala 


Tyr Pro 


Asn 






35 








40 




irj.O 


Gly Val 


Pro 


Lys 


Pro 


val pne 


TV 1 

Ala 




50 










55 




Pne 


Glu 


Thr 


Lys 


Val 


Thr 


Thr Leu 


Asp 


65 










70 






GXll 


Asn 


Lys 


Phe 


Gly Gin 


Phe Cys 


Thr 










85 








Gly 


Ser Arg 


Tyr 


Glu 


Ala 


Lys Tyr 


Leu 








100 








105 




Lys 


Leu 


Ala 


Phe 


Ser 


Ser Tnr 


TV 1 M 

Ala 






115 








120 






Leu 


Leu 


Thr 


Leu 


Glu 


Lys His 


mm 

Gly 




130 










1 "5 C 

135 






Arg Asp 


Thr 


Thr 


Met 


ryr Aia 


vai 


t A C 

145 










150 






Asp 


Thr 


Val 


Val 


Ala 


Leu 


Leu Ala 


TV ■-■ .n 

ASp 










165 








TlUT 


Asp 


Glu 


Glu 


Val 


Glu 


Met Tnr 


Arg 








180 








185 


61u 


Asp 


Leu 


Asn 


Leu Arg 


Pro Asp 


Pro 






195 








200 




lie 


His 


Glu 


Ala 


Ala 


Tyr 


Arg Glu 


Asn 




210 










215 




Cys 


Pro 


Thr 


Glu 


Asn 


Val 


Ala Lys 


lie 


225 










230 
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Leu 


Pro 


Leu xie 


Leu 


lie Leu 


10 








15 


Asp 


pne 


Asn lie 


Ser 


Ser Leu 








30 




oXU 


ber 


xieu Xieu 


Val 


Ala Leu 






45 






TV 1 

Ala 


inr 


lieu Met 


Val 


Arg Arg 






60 






ber 


pne 


vax vax 


Pro 


Pro Cys 




75 






80 


vax 


ASp 


ber vaxy 


Ala Gly Phe 


n A 

90 








95 


Val 


Thr 


Asn Leu 


Val 


Pro Gly 








110 




Lys 


Lys 


Gly Thr 


Ala 


Thr Glu 






125 






Leu 


Pro 


Arg Arg 


Asn 


Met Glu 






140 






Gly Gly Met Val 


Val 


lie Thr 




155 






160 


Leu 


Val 


Leu Gly 


Phe 


He He 


170 








175 



Arg Leu Leu Arg 


Gly Ser Gly 


10 




15 




Gly Pro Pro Ala 


Tyr Arg Arg 




30 






He Pro Leu Ser 


Ser 


Pro 


Leu 


45 








Thr Val Asp Gly 


Gin Glu Lys 


60 








Asn Gly Leu Arg 


Val 


Ala 


Ser' 


75 






80 


Val Gly He Leu 


He 


Asn 


Ser 


90 




95 




Ser Gly He Ala 


His 


Phe 


Leu 




110 






Arg Phe Asp Ser 


Lys 


Asp 


Glu 


125 








Gly He Cys Asp 


Cys 


Gin 


Thr 


140 








Ser Ala Asp Ser 


Lys 


Gly Leu 


155 






160 


Val Val Leu Gin 


Pro Arg 


Leu 


170 




175 




Met Ala Val Gin 


Phe 


Glu 


Leu 




190 






Glu Pro Leu Leu 


Thr 


Glu 


Met 


205 








Thr Val Gly Leu 


His 


Arg 


Phe 


220 








Asn Arg Glu Val 


Leu 


His 


Ser 


235 






240 
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Tyr Leu Arg Asn 

Gly Val Glu His 

260 

Gly Val Gin Pro 
275 

Ser Val Ala Gin 
290 

Ser Asn Val Ser 
305 

Met Val Gly Leu 

Phe Ala Val Leu 

340 

Gly Gly Pro Gly 
355 

Asn Arg His His 
370 

Glu Asp Thr Gly 
385 

Val Arg Glu Met 

Gly Thr Val Asp 

420 

Ser Met Leu Met 
435 

Val Gly Arg Gin 
450 

Leu Cys Thr Leu 
465 

Ala Ser Lys Met 

Leu Thr Asp Leu 

500 

Lys Asp Gly Arg 
515 



lyr 


Tyr 


Thr 


Pro 


245 








Glu 


His 


Leu 


Val 


Ala 


Trp Gly 


Ser 








280 


Tyr 


Thr Gly 


Gly 






295 




ijeu 


Gly Pro 


ixir 




310 






oJLU 


Ser 


Cys 


Ser 


325 








Asn 


Met 


Met 


Met 


Lys 


Gly Met 


Phe 








360 


Trp 


Met 


Tyr 


Asn 






375 




T — 

Leu 


Leu 


Cys 


He 




390 






Val 


Glu 


He 


He 


405 








Thr 


Val 


Glu 


Leu 


Met 


Asn 


Leu 


Glu 








440 


Val 


Leu 


Ala 


Thr 






455 




lie 


Arg 


Asn 


Val 




470 






Leu 


Arg Gly 


Lys 


485 








Pro 


Thr 


Tyr 


Glu 


Leu 


Pro Arg 


Thr 



520 



■Jk ,111 

Asp 


Arg Met 


vai 




250 




n _ i III 
Asp 


Cys Ala 


Arg 


265 






TV T ^ 

Ala 


Glu Ala 


vai 














Pro 


He Pro 


Glu 




315 




irne 


jjeu V9J.U 


GXU 




's t n 




Gly 


Gly Gly 


Giy 


O >l c 

345 






Ser 


Arg Leu 


Tyr 


Aia 


inr ber 


Tyr 






380 


His 


Ala Ser 


Ala 




395 




inr 


iiys- Glu 


Pile 




410 




Glu 


Arg Ala 


Lys 


425 






Ser 


Arg Pro 


Val 


Arg 


Ser Arg 


Lys 






460 


Lys 


Pro Glu 


Asp 




475 




Pro 


Ala Val 


Ala 




490 




His 


He Gin 


Thr 


505 






Tyr 


Arg Leu 


Phe 



Leu Ala Gly Val 
255 

Lys Tyr Leu Leu 
270 

Asp He Asp Arg 
285 

Glu Arg Asp Met 

Leu Thr His He 

320 

Asp Phe He Pro 
335 

Ser Phe Ser Ala 
350 

Leu Asn Val Leu 

365 

His His Ser Tyr 

Asp Pro Arg Gin 

400 

He Leu Met Gly 
415 

Thr Gin Leu Thr 
430 

He Phe Glu Asp 
445 
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480 

Ala Leu Gly Asp 
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<210> 1830 

<211> 1360 

<212> PRT 
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Trp Ser Arg Val Met Val Asp Ser Lys Ala Thr Leu Gly Leu Gly Gly 

660 665 670 
Val Ala val Val Leu Gly Ala Val Met Ala Ala Met Gly Phe Phe Ser 

675 680 685 

Tyr Leu Gly lie Arg Ser Ser Leu Val lie Leu Gin Val Val Pro Phe 

690 695 700 

Leu Val Leu Ser Val Gly Ala Asp Asn lie Phe lie Phe Val Leu Glu 

705 710 715 720 

Tyr Gin Arg Leu Pro Arg Arg Pro Gly Glu Pro Arg Glu Val His lie 

725 730 735 

Gly TVrg Ala Leu Gly Arg Val Ala Pro Ser Met Leu Leu Cys Ser Leu 

740 745 750 

Ser Glu Ala lie Cys Phe Phe Leu Gly Ala Leu Thr Pro Met Pro Ala 
755 760 765 

Val Arg Thr Phe Ala Leu Thr Ser Gly Leu Ala Val He Leu Asp Phe 

770 775 780 

Leu Leu Gin Met Ser Ala Phe Val Ala Leu Leu Ser Leu Asp Ser Lys 
785 790 »795 800 

Arg Gin Glu Ala Ser Arg Leu Asp Val Cys Cys Cys Val Lys Pro Gin 

805 810 815 

Glu Leu Pro Pro Pro Gly Gin Gly Glu Gly Leu Leu Leu Gly Phe Phe 

820 825 830 

Gin Lys Ala Tyr Ala Pro Phe Leu Leu His Trp He Thr Arg Gly Val 

835 840 845 

Val Leu Leu Leu Phe Leu Ala Leu Phe Gly Val Ser Leu Tyr Ser Met 

850 855 . 860 

Cys His He Ser Val Gly Leu Asp Gin Glu Leu Ala Leu Pro Lys Asp 
865 870 875 880 

Ser Tyr Leu Leu Asp Tyr Phe Leu Phe Leu Asn Arg Tyr Phe Glu Val 

885 890 895 

Gly Ala Pro Val Tyr Phe Val Thr Thr Leu Gly Tyr Asn Phe Ser Ser 

900 905 910 

Glu Ala Gly Met Asn Ala He Cys Ser Ser Ala Gly Cys Asn Asn Phe 

915 920 925 

Ser Phe Thr Gin Lys He Gin Tyr Ala Thr Glu Phe Pro Glu Gin Ser 

930 935 940 

Tyr Leu Ala He Pro Ala Ser Ser Trp Val Asp Asp Phe He Asp Trp 
945 950 955 960 

Leu Thr Pro Ser Ser Cys Cys Arg Leu Tyr He Ser Gly Pro Asn Lys 

965 970 975 

Asp Lys Phe Cys Pro Ser Thr Val Asn Ser Leu Asn Cys Leu Lys Asn 

980 985 990 

Cys Met Ser He Thr Met Gly Ser Val Arg Pro Ser Val Glu Gin Phe 

995 1000 1005 

His Lys Tyr Leu Pro Trp Phe Leu Asn Asp Arg Pro Asn He Lys Cys 

1010 1015 1020 

Pro Lys Gly Gly Leu Ala Ala Tyr Ser Thr Ser Val Asn Leu Thr Ser 
1025 1030 1035 1040 

Asp Gly Gin Val Leu Asp Thr Val Ala He Leu Ser Pro Arg Leu Glu 

1045 1050 1055 

Tyr Ser Gly Thr He Ser Ala His Cys Asn Leu Tyr Leu Leu Asp Ser 

1060 1065 1070 

Ala Ser Arg Phe Met Ala Tyr His Lys Pro Leu Lys Asn Ser Gin Asp 

1075 1080 1085 

Tyr Thr Glu Ala Leu Arg Ala Ala Arg Glu Leu Ala Ala Asn He Thr 

1090 1095 1100 

Ala Asp Leu Arg Lys Val Pro Gly Thr Asp Pro Ala Phe Glu Val Phe 
1105 1110 1115 1120 

Pro Tyr Thr He Thr Asn Val Phe Tyr Glu Gin Tyr Leu Thr He Leu 

1125 1130 1135 

Pro Glu Gly Leu Phe Met Leu Ser Leu Cys Leu Val Pro Thr Phe Ala 

1140 1145 1150 

Val Ser Cys Leu Leu Leu Gly Leu Asp Leu Arg Ser Gly Leu Leu Asn 
1155 1160 1165 
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Leu Leu Ser lie Val Met lie Leu Val Asp Thr Val Gly Phe Met Ala 

1170 1175 1180 

Leu Trp Gly lie Ser Tyr Asn Ala Val Ser Leu He Asn Leu Val Ser 
1185 1190 1195 1200 

Ala Val Gly Met Ser Val Glu Phe Val Ser His He Thr Arg Ser Phe 

1205 1210 1215 

Ala He Ser Thr Lys Pro Thr Trp Leu Glu Arg Ala Lys Glu Ala Thr 

1220 1225 1230 

He Ser Met Gly Ser Ala Val Phe Ala Gly Val Ala Met Thr Asn Leu 

1235 1240 1245 

Pro Gly He Leu Val Leu Gly Leu Ala Lys Ala Gin Leu He Gin He 

1250 1255 1260 

Phe Phe Phe Arg Leu Asn Leu Leu He Thr Leu Leu Gly Leu Leu His 
1265 1270 1275 1280 

Gly Leu Val Phe Leu Pro Val He Leu Ser Tyr Val Gly Pro Asp Val 

1285 1290 1295 
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1345 1350 1355 1359 



<210> 1831 

<211> 1333 
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1125 1130 1135 
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1140 1145 1150 

Val Gly Phe Met Ala Leu Trp Gly He Ser Tyr Asn Ala Val Ser Leu 

1155 1160 1165 

He Asn Leu Val Ser Ala Val Gly Met Ser Val Glu Phe Val Ser His 

1170 1175 1180 

He Thr Arg Ser Phe Ala He Ser Thr Lys Pro Thr Trp Leu Glu Arg 
1185 1190 1195 1200 

Ala Lys Glu Ala Thr He Ser Met Gly Ser Ala Val Phe Ala Gly Val 

1205 1210 1215 

Ala Met Thr Asn Leu Pro Gly He Leu Val Leu Gly Leu Ala Lys Ala 

1220 1225 1230 

Gin Leu He Gin He Phe Phe Phe Arg Leu Asn Leu Leu He Thr Leu 

1235 1240 1245 
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Val Gly Pro Asp Val Asn Pro Ala Leu Ala Leu Glu Gin Lys Arg Ala 
1265 1270 1275 1280 

Glu Glu Ala Val Ala Ala Val Met Val Ala Ser Cys Pro Asn His Pro 

1285 1290 1295 

Ser Arg Val Ser Thr Ala Asp Asn lie Tyr Val Asn His Ser Phe Glu 

1300 1305 1310 

Gly Ser lie Lys Gly Ala Gly Ala He Ser Asn Phe Leu Pro Asn Asn 

1315 1320 1325 

Gly Arg Gin Phe * 
1330 1332 



<210> 1832 
<211> 226 
<212> PRT 

<213> Homo sapiens 



<400> 1832 
Met Gly Phe Gly 
1 

Asp Tyr Leu Ala 

20 

Ala Asp Val Ala 
35 

Leu Cys His Ala 
50 

Glu Lys Ala Ser 
65 

Pro Ala Asp Val 

Asp Asp Asp Asp 

100 

Glu Glu Ala Lys 
115 

Lys Lys Ala Lys 
13 0 

Asp Val Lys Pro 

145 

Cys Val Arg Ser 

Leu Val Pro Val 
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Val Glu Asp Asp 
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Ala Phe Glu Asp 
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Gly Leu Val Trp 
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Asp Met Leu Glu 

Met Asp Val Ala 
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Gin Val Leu Asn 
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Pro Pro Ala Asp 
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Ser Tyr Glu Lys 

Gly Lys Tyr Gly 
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Thr Asp Ser Lys 
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Glu Glu Glu Ser 
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Gin Tyr Glu Ser 
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Ser He Leu Leu 

Lys Leu Glu Glu 
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Gly Ser Ser Lys 
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Glu Gin He Thr 
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Ala Phe Asn Lys 



<210> 1833 
<211> 653 
<212> PRT 

<213> Homo sapiens 



<400> 1833 

Met He Asn Met Cys Phe Gin Glu Leu Val Thr Phe Arg Asp Val Ala 

15 10 15 

He Glu Phe Ser Pro Glu Glu Trp Lys Cys Leu Asp Pro Ala Gin Gin 

20 25 30 
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650 


652 







<210> 1834 
<211> 469 
<212> PRT 

<213> Homo sapiens 



<400> 1834 
Met Asp Leu Thr 

1 

Phe Ser Gin Asp 

20 

Tyr Leu Glu Val 
35 

Cys Gly His Gly 
50 

Ser Val Gly Val 

65 

Gin Ser Cys Glu 

Ala Asp Leu Pro 

100 

His His Gin His 
115 

Asp Met Asp Arg 
130 

Leu Lys Pro Phe 
145 

Leu Arg Leu Leu 

Thr He Thr Glu 

180 

Lys Ser Gly Glu 
195 

Tyr His Pro Arg 
210 

Cys Gly Lys Ala 
225 

Val His Thr Gly 

Phe Ser Gin Thr 

260 

Glu Arg Pro Tyr 
275 

Ser Ser Leu Val 
290 

Glu Cys Ser Gin 
305 



Lys 


Gly 


Cys 


Val 


5 








oXU 


irp 




ijeu 


Met 


Leu 


Glu 


Asn 








40 


Thr 


Glu 


Asp 


Glu 






55 




Ser 


Gin 


Ser 


Lys 




70 






Met 


Cys 


Val 


Pro 


85 








Gly 


Gin 


Lys 


Pro 


Gin 


Lys 


His 


His 








120 


Ala 


Ser 


Tyr 


Val 






135 




Arg 


Lys 


Trp 


Glu 




150 






Arg 


Ser 


Leu 


Val 


165 








Cys 


Gly 


Glu 


Asp 


Cys 


Gly 


Lys 


Ala 








200 


Val 


Tyr 


Thr 


Gly 






215 




Phe 


Arg 


Gly 


Lys 




230 






Glu 


Arg 


Pro 


Trp 


245 








Ser 


His 


Leu 


Asn 


Glu 


Cys 


Ser 


Glu 








280 


Asp 


His 


Gin 


Lys 






295 




Cys 


Gly 


Lys 


Ser 




310 







Thr 


Phe Glu 


Asp 




10 




Leu 


Asp Glu 


Ala 


25 










V ctx 


Glu 


Thr Pro 


Ser 






60 


Ala 


Gly Ser 


Ser 




75 




Val 


Leu Lys 


Asp 




90 




Tyr 


Leu Val 


Gly 


105 






Ser 


Ala Lys 


Lys 


Lys 


Cys Cys 


Leu 






140 


Val 


Gly Lys 


Asp 




155 




Phe 


Pro Gly 


Gly 




170 




He 


Arg Ser 


Gin 


185 






Ser 


Arg His 


Lys 


Lys 


Lys Leu 


Tyr 






220 


Tyr 


Ser Leu 


Val 




235 




Glu 


Cys Asn 


Glu 




250 




Asp 


His Arg 


Arg 


265 






Cys 


Gly Lys 


Leu 


He 


His Thr 


Gly 






300 


Phe 


Ser Gin 


Lys 




315 





He Ala He Tyr 

15 

Gin Arg Leu Leu 
30 

Ala Ser Leu Gly 
45 

Asp Gin Asn Val 

Thr Gin Lys Thr 

80 

He Leu His Leu 

95 

Glu Cys Thr Asn 
110 

Ser Leu Lys Arg 
125 

Phe Cys Met Ser 

Leu Pro Ala Met 

160 

Lys Lys Pro Gly 
175 

Lys Ser His Tyr 
190 

His Thr Pro Val 
205 

Glu Cys Ser Lys 

Gin His Gin Arg 

240 

Cys Gly Lys Phe 
255 

He His Thr Gly 
270 

Phe Arg Gin Asn 
285 

Ala Arg Pro Tyr 

Ala Thr Leu Val 

320 
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Lys His Gin Arg 

Cys Gly Asn Ser 

340 

He His Thr Gly 
355 

Phe Ser Gin Lys 
370 

Glu Arg Pro Tyr 
385 

Ser He Leu He 

Glu Cys Gly Gin 

420 

Gin His Gin Val 
435 

Cys Gly Asn Ser 
450 

Cys His Asn Thr 
465 468 



Val 


His 


Thr 


Gly 


^ ^ ^ 

325 








Pne 


Ser 


Gin 


Ser 


Ala 


Lys 


Pro 


Tyr 








360 


Ala 


Thr 


Leu 


He 






375 




Lys 


Cys 


Gly 




Asp 




390 






Gin 


His 


Arg 


Arg 


405 








Cys Gly 


Lys 


Ser 


Val 


His 


Thr 


Gly 








440 


Phe 


Ser 


Gin 


Cys 






455 





* 



Glu Arg Pro Tyr 
330 

Ala He Leu Asn 
345 

Glu Cys Gly Gin 

Lys His Gin Arg 

380 

Cys Gly Lys Ser 
395 

He His Thr Gly 
410 

Phe Ser Gin Lys 
425 

Glu Arg Pro Tyr 

Ser Ser Leu He 

460 



Lys Cys Gly Glu 
335 

Gin His Arg Arg 
350 

Cys Gly Lys Ser 
365 

Val His Thr Gly 

Phe Ser Gin Ser 

400 

Ala Arg Pro Tyr 
415 

Ser Gly Leu He 
430 

Glu Cys Asn Lys 
445 

His His Gin Lys 



<210> 1835 
<211> 122 
<212> PRT 

<213> Homo sapiens 



<400> 1835 

Met Lys His Gly Gin Lys Ser Pro Thr Gly Lys Gin Thr Ser Gin His 

1 5 10 15 

Leu Lys Arg Leu Lys Lys Ser Gly Leu Gly His Leu Lys Trp Thr Lys 

20 25 30 

Ala Glu Asp He Asp He Glu Thr Pro Gly Ser He Leu Val Asn Thr 

35 40 45 

Asn Leu Arg Ala Leu He Asn Lys His Thr Phe Ala Ser Leu Pro Gin 

50 55 60 

His Phe Gin Gin Tyr Leu Leu Leu Leu Leu Pro Glu Val Asp Arg Gin 
65 70 75 80 

Met Gly Ser Asp Gly He Leu Arg Leu Ser Thr Ser Ala Leu Asn Asn 

85 90 95 

Glu Phe Phe Ala Tyr Ala Ala Gin Gly Trp Lys Gin Arg Leu Ala Glu 

100 105 110 

Gly Lys Phe Val Phe Ser He He Met * 
115 120 121 



<210> 1836 
<211> 626 
<212> PRT 

<213> Homo sapiens 



<400> 1836 
Met Pro Gly Thr Lys Arg Phe Gin 

1 5 
Gly Lys Trp Glu Leu Ser Gly Tyr 

20 

Lys Ser Asn Pro Leu Thr Gin Asp 
35 40 
He Val Arg Leu Leu Gly Gin Cys 
50 55 



His Val He Glu Thr Pro Glu Pro 

10 15 
Glu Ala Ala Val Pro He Thr Glu 

25 30 
Leu Asp Lys Ala Asp Ala Glu Asn 

45 

Asp Ala Glu He Phe Gin Glu Glu 

60 
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AXa 


Lieu 


^9 

£>er 


anr 


Tyr 


GXn 


TV _i _i 11 

Arg 


Leu Tyr 


Ser 


GXu 


Ser 


He 


Leu 












70 








75 










80 


XJtUT 


inr 


netp 


vax 


oxn 


vax 


Axa 


Gxy 


Lys 


vax Gxn 


GXU 


vax 


Leu 


Lys 


Glu 










85 










90 








95 








oxy 


oxy 


lieu 


vax 


vax 


Leu 


ser 


Gxy Gxy 


Gxy 


Tnr 


Ser 


Gly 


Arg 








xuu 










105 








110 








aXcI 




Jueu 


nee 


G A V 

ser 


vax 


ber 


irne 


Asn uxn 


Leu 


neu 


Lys 


^T • • 
Gly 


Leu 






XXs 










120 








125 












xiys 


irro 


Xieu 


Tyr 


1*% w> 

inr 


Tyr 


Leu 


xxe Axa 


GXy 


GXy 


TV 

Asp 


TV 1 II 1 

Arg 


Ser 














"IOC 

X35 








140 










VaX 


VciX 


AX a. 


oer 


Arg 


GXU 


Gxy 


Thr 


GXU 


Asp Ser 


TV 1 M 

AXa 


Leu 


Hjls 


GXy 


He 












150 








ICC 

155 










160 


fl'\ 11 

V3XU 


l3XU 


JJBU 


LtyS 


jjys 


vax 


Axa 


TV 1 « 

Axa 


Gxy 


Lys Lys 


Arg 


vax 


lie 


VaX 


He 










165 










170 








175 






Tl a 


O A V* 


vax 


wxy 


lieu 


oer 


TVl 

AXa 


Pro 


pne vax 


TV 1 

Ala 


GXy 


GXn 


Met 


Asp 








•ton 

XoO 










185 








190 








cys 


neu 


Asn 


TV 

Asn 


inr 


Axa 


vax 


pne 


Leu Pro 


Val 


Leu 


Val 


Gly 


T^\^ — 

Phe 






x^b 










200 








205 








ASH 


irro 


vax 


oer 


Mec 


TV 1 

Axa 


Arg 


TV MM 

Asn 


Asp 


Pro IXe 


Glu 


Asp 


Trp 


Ser 


Ser 




210 










215 








220 












irlie 


Arg 


GXn 


vax 


TV T -» 

AX a 


GXu 


Arg 


Met 


Gin Lys 


Met 


Gin 


Glu 


Lys 


Gin 


225 










230 








235 










240 


jjys 


TV T -s 

AJLa 


Pne 


Val 


Leu 


Asn 


Pro 


Ala 


lie 


Gly Pro 


Glu 


Gly 


Leu 


Ser 


Gly 










z4 5 










250 








255 




Ser 


Ser 


Arg 


Met 


Lys 


Gly 


GXy 


Ser 


Ala 


Thr Lys 


lie 


Leu 


Leu 


Glu 


Thr 








260 










265 








270 






iteu 


Lieu 


j-ieu, 


Axa 


TV T ^ 

AX a 


XlXS. 


Lys 


Thr 


Val 


Asp Gin 


Gly 


lie 


Ala 


Ala 


Ser 






275 










280 








285 










Arg 


cys 


Leu 


Leu 


GXu 


IXe 


Leu 


Arg 


Thr Phe 


Glu 


Arg 


Ala 


His 


Gin 




290 










295 








2100 










vax 


j.nr 


Tyr 


Ser 


GXn 


Ser 


Pro 


Lys 


IXe 


Ala Thr 


Leu 


Met 


Lys 


Ser 


Val 


305 










310 








315 










320 


Ser 


Tnr 


Ser 


Leu 


Glu 


Lys 


Lys 


Gly 


Hxs 


Val Tyr 


Leu 


Val 


Gly 


Trp 


Gin 










325 










330 








335 




Tnr 


Leu 


Gxy 


lie 


lie 


Ala 


lie 


Met 


Asp 


Gly Val 


Glu 


Cys 


He 


His 


Thr 








340 










345 








350 








vixy 


Axa 


TV 

ASp 


pne 


Arg 


TV 

Asp 


Val 


Arg 


Gly Phe 


^ - - - 

Leu 


lie 


Gly 


Asp 


His 






355 










3S0 








365 








Ser 


Asp 


Neu 


Pne 


TV 

Asn 


GXn 


Lys 


Ala 


Glu 


Leu Thr 


Asn 


Gin 


Gly 


Pro 


Gin 




370 










375 








380 










Pne 


Thr 


Pile 


Ser 


Gin 


Glu 


Tft 

Asp 


Phe 


Leu 


Thr Ser 


lie 


Leu 


Pro 


Ser 


Leu 


ft f— 

385 










390 








395 










400 


Thr 


Gxu 


xXe 


ii 

Asp 


Thx 


t 1 

Val 


Val 


Phe 


lie 


Phe Thr 


Leu 


Asp 


Asp 


Asn 


Leu 










405 










410 








415 




ixir 


V^XU 


vax 


Gin 


Thr 


xxe 


vax 


GXu 


Gin 


Val Lys 


Glu 


Lys 


Thr 


Asn 


His 








420 










425 








430 






Tl A 


vvxn 


Axa 


Leu 


TV 1 ^ 

Axa 


His 


Ser 


Thr 


Val 


Gly Gin 


Tnr 


Leu 


Leu 


He 


Pro 






A ^ C 

435 










440 








445 








jueu 


Xiys 


x»ys 


Leu 


pne 


Pro 


Ser 


xxe 


xxe 


Ser IXe 


Thr 


Trp 


Pro 


Leu 


Leu 




>i c /\ 

450 










455 








460 










Flic 


irlie 


fit It 
oXu 


Tyr 


GXU 


Gxy 


TV 

Asn 


Pne 


xxe 


Gin Lys 


Phe 


Gin 


Arg Glu 


Leu 


465 










470 








475 










480 


ser 


Tiir 


Lys 


Trp 


VaX 


i>eu 


TV MM 

Asn 


Thr 


VaX 


Ser Thr 


Gly 


Ala 


His 


Val 


Leu 










485 










490 








495 




iteu. 


Gxy 


Xiys 


lie 


Leu 


GXn 


Asn 


His 


Met 


Leu Aj5p 


Leu 


Arg 


He 


Ser 


Asn 








500 










V 

505 








510 






Ser 


uys 


Leu 


Pne 


Trp 


Arg 


AXa 


Leu 


Ala 


mm * w 

Met Leu 


Gin 


Arg 


Phe 


Ser 


Gly 






515 










520 








525 








Gin 


Ser 


Lys 


Ala 


Arg 


Cys 


lie 


Glu 


Ser 


Leu Leu 


Arg 


Ala 


He 


His 


Phe 




530 










535 








540 










Pro 


Gin 


Pro 


Leu 


Ser 


Asp 


Asp 


lie 


Arg 


Ala Ala 


Pro 


He 


Ser 


Cys 


Arg 


545 










550 








555 










560 


Val 


Gin 


Val 


Ala 


His 


Glu 


Lys 


Glii 


Gin 


Val lie 


Pro 


He 


Ala 


Leu 


Leu 










565 










570 








575 
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Ser Leu Leu Phe Arg Cys Ser lie 

580 

Ala Ala Pro Ser Val Cys Glu Ala 
595 600 
Gly Gin Lys Arg Thr Ala Asp Pro 

610 615 
Gin * 
625 



Thr Glu Ala Gin Ala His Leu Ala 
585 590 
Val Arg Ser Ala Leu Ala Gly Pro 

605 

Leu Glu lie Leu Glu Pro Asp Val 

620 



<210> 1837 

<211> 376 

<212> PRT 

<213> Homo sapiens 



<400> 1837 
























Met Ala 


Ser 


Asp 


Pro 


His Ser 


Leu 


Glu 


Glu 


Phe 


Cys 


Ser Asp 


Pro 


His 


1 






5 








10 










15 




Ala Val 


Ala Gly Ala 


Leu Lys 


Ser 


Tyr 


Leu 


Arg 


Glu 


Leu 


Pro 


Glu 


Pro 






20 








25 










30 






Leu Met 


Thr 


Phe Asp 


Leu Tyr Asp Asp 


Trp 


Met 


Arg 


Ala 


Ala 


Ser 


Leu 




35 








40 










45 








Lys Glu 


Pro Gly Ala 


Arg Leu 


Gin 


Ala 


Leu 


Gin 


Glu 


Val 


Cys 


Ser Arg 


50 








55 










60 










Leu Pro 


Pro 


Glu 


Asn 


Leu Ser 


Asn 


Leu Arg 


Tyr 


Leu 


Met 


Lys 


Phe 


Leu 


65 








70 








75 










80 


Ala Arg Leu Ala Glu 


Glu Gin 


Glu 


Val 


Asn 


Lys 


Met 


Thr 


Pro 


Ser 


Asn 








85 








90 










95 




He Ala 


He 


Val 


Leu 


Gly Pro 


Asn 


Leu 


Leu 


Trp 


Pro 


Pro 


Glu 


Lys 


Glu 






100 








105 










110 






Gly Asp Gin Ala Gin 


Leu Asp 


Ala 


Ala 


Ser 


Val 


Ser 


Ser 


He 


Gin 


Val 




115 








12 0 










125 








Val Gly Val Val Glu 


Ala Leu 


He 


Gin 


Ser 


Ala 


Asp 


Thr 


Leu 


Phe 


Pro 


130 








135 










140 










Gly Asp 


He 


Asn 


Phe 


Asn Val 


Ser Gly Leu 


Phe 


Ser 


Ala 


Val 


Thr 


Leu 


145 








150 








155 










160 


Gin Asp 


Thr 


Val 


Ser 


Asp Arg 


Leu 


Ala 


Ser 


Glu 


Glu 


Leu 


Pro 


Ser* 


Thr 








165 








170 










175 




Ala Val 


Pro 


Thr 


Pro 


Ala Thr 


Thr 


Pro 


Ala 


Pro 


Ala 


Pro 


Ala 


Pro 


Ala 






180 








185 










'190 






Pro Ala 


Pro 


Ala 


Pro 


Ala Leu 


Ala 


Ser 


Ala 


Ala 


Thr 


Lys 


Glu 


Arg 


Thr 




195 








200 










205 








Glu Ser 


Glu 


Val 


Pro 


Pro Arg 


Pro 


Ala 


Ser 


Pro 


Lys 


Val 


Thr 


Arg 


Ser 


210 








215 










220 










Pro Pro 


Glu 


Thr 


Ala 


Ala Pro Val Glu Asp Met Ala Arg 


Arg 


Thr 


Lys 


225 








230 








235 










240 


T^g Pro 


Ala 


Pro 


Ala 


Arg Pro 


Thr 


Met 


Pro 


Pro 


Pro 


Gin 


Val 


Ser Gly 








245 








250 










255 




Ser Arg 


Ser 


Ser 


Pro 


Pro Ala 


Pro 


Pro 


Leu 


Pro 


Pro Gly 


Ser 


Gly Ser 




260 








265 










270 






Pro Gly Thr Pro Gin 


Ala Leu Pro Arg Arg 


Leu 


val 


Gly 


Ser 


Ser 


Leu 




275 








280 










285 








Arg Ala 


Pro 


Thr Val 


Pro Pro 


Pro 


Leu 


Pro 


Pro 


Thr 


Pro 


Pro 


Gin 


Pro 


290 








295 










300 










Ala Arg Arg Gin Ser 


Arg Arg 


Ser 


Pro 


Ala 


Ser 


Pro 


Ser 


Pro 


Ala 


Ser 


305 








310 








315 










320 


Pro Gly Pro Ala Ser 


Pro Ser 


Pro 


Val 


Ser 


Leu 


Ser 


Asn 


Pro 


Ala 


Gin 








325 








330 










335 




Val Asp Leu Gly Ala 


Ala Thr Ala Glu Gly Gly Ala 


Pro 


Glu 


Ala 


He 






340 








345 










350 






Ser Gly Val 


Pro 


Thr 


Pro Pro 


Ala 


He 


Pro 


Pro 


Gin 


Pro 


Arg 


Pro Arg 



355 ' 360 365 
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Ser Leu Ala Ser 
370 



Glu Thr Asn * 
375 



<210> 1838 
<211> 320 
<212> PRT 

<213> Homo sapiens 





<400> 1838 














Met 


Thr 


Ser 


lie 


Pro 


Phe Pro Gly Asp Arg Leu Leu Gin Val Asp Gly 


1 








5 


10 








15 


Val 


lie 


Leu 


Cys 


Gly 


Leu Thr His Lys Gin 


Ala 


Val Gin Cys Leu Lys 








20 




25 






30 




Gly 


Pro 


Gly 


Gin 


Val 


Ala Arg Leu Val Leu Glu Arg Arg Val 


Pro Arg 






35 






40 




45 






Ser 


Thr 


Gin 


Gin 


Cys 


Pro Ser Ala Asn Asp 


Ser 


Met Gly Asp Glu Arg 




50 








55 




60 






Thr 


Ala 


Val 


Ser 


Leu 


Val Thr Ala Leu Pro 


Gly Arg Pro 


Ser 


Ser Cys 


65 










70 


75 






80 


Val 


Ser 


Val 


Thr 


Asp 


Gly Pro Lys Phe . Glu 


Val 


Lys Leu 


Lys 


Lys Asn 










85 


90 








95 


Ala 


Asn 


Gly 


Leu 


Gly 


Phe Ser Phe Val Gin 


Met 


Glu Lys 


Glu 


Ser Cys 








100 




105 






110 




Ser 


_ _ * 

His 


Leu 


Lys 


Ser 


Asp Leu Val Arg He 


Lys 


Arg Leu 


Phe 


Pro Gly 






115 






120 




125 






Gin 


Pro 


Ala 


Glu 


Glu 


Asn Gly Ala He Ala 


Ala 


Gly Asp 


He 


He Leu 




130 








135 




14 0 






Ala 


Val 


Asn 


Gly 


Arg 


Ser Thr Glu Gly Leu 


He 


Phe Gin 


Glu 


Val Leu 


145 










150 


155 






160 


His 


Leu 


Leu 


Arg 


Gly 


Ala Pro Gin Glu Val 


Thr 


Leu Leu 


Leu 


Cys Arg 










165 


170 








175 


Pro 


Pro 


Pro 


Gly 


Ala 


Leu Pro Glu Met Glu 


Gin 


Glu Trp 


Gin 


Thr Pro 








180 




185 






190 




Glu 


Leu 


Ser 


Ala 


Asp 


Lys Glu Phe Thr Arg 


Ala 


Thr Cys 


Thr Asp Ser 






195 






200 




205 






Cys 


Thr 


Ser 


Pro 


He 


Leu Asp Gin Glu Asp 


Ser 


Trp Arg Asp 


Ser Ala 




210 








215 




220 






Ser 


Pro 


Asp 


Ala 


Gly 


Glu Gly Leu Gly Leu Arg 


Pro Glu 


Ser 


Ser Gin 


225 










230 


235 






240 


Lys 


Ala 


lie 


Arg 


Glu 


Ala Gin Trp Gly Gin Asn Arg Glu Arg Pro Trp 










245 


250 








255 


Ala 


Ser 


Ser 


Leu 


Thr 


His Ser Pro Glu Ser 


His 


Pro His 


Leu 


Cys Lys 








260 




265 






270 




Leu 


His 


Gin 


Glu 


Arg 


Asp Glu Ser Thr Leu Ala Thr Ser Leu Glu Lys 






275 






280 




285 






Asp Val 


Arg 


Gin 


Asn 


Cys Tyr Ser Val Cys Asp 


He Met Arg Leu Gly 




290 








295 




300 






Arg 


Tyr 


Ser 


Phe 


Ser 


Ser Pro Leu Thr Arg Leu Ser Thr Asp He Phe 


305 










310 


315 






320 



<210> 1839 
<211> 113 
<212> PRT 

<213> Homo sapiens 



<400> 1839 
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Met 


Leu 


Ser 


Asn Glu Asp 


Val Val Arg 


Leu 


Val Val 


Gly 


His 


Leu 


Ala 


1 






5 




10 








15 




Glu 


Ala 


Asp 


Trp His Lys 


Thr Asp Leu 


Ala 


Gin Arg 


Pro 


Ala 


Asn 


Leu 








20 


25 








30 






Giy 


ijeu 


Meu 


Gin Ser Leu 


Leu Leu Gin 


Arg 


Lys Ala 


Ser 


Gly 


Leu 


His 






35 




40 






45 








Glu 


Ala 


Asp 


Gin Asn Ala 


Ala Thr Arg 


Leu 


lie Arg 


His 


Ala 


He 


Gly 




50 






55 




60 










Asn 


Asn 


Glu 


Tyr Gly Glu 


Met Glu Ala 


Glu 


Arg Leu 


Ala 


Ala 


Met 


Leu 


65 






70 






75 








80 


Thr 


Leu 


Pro 


Glu Asp Leu 


Ala Arg Met 


Tyr 


Arg Asp 


Asp 


He 


Thr 


Val 








85 




90 








95 




Thr 


Val 


Val 


Tyr Phe Asn 


Ser Glu Ser 


lie 


Gly Ala 


Tyr 


Xyr 


Lys 


Gly 








100 


105 








110 







Gly 
113 



<210> 1840 
<211> 701 
<212> PRT 

<213> Homo sapiens 



<400> 1840 



Met 


Ala 


Ser 


Thr Val 


Glu 


Gly Gly Asp 


Thr 


Ala 


Leu 


Leu 


Pro 


Glu 


Phe 


1 






5 






10 










15 




Pro 


Arg 


Gly 


Pro Leu 


Asp 


Ala Tyr Arg 


Ala 


Arg Ala 


Ser 


Phe 


Ser 


Trp 








20 




25 










30 






Lys 


Glu 


Leu 


Ala Leu 


Phe 


Thr Glu Gly 


Glu 


Gly Met 


Leu 


Arg 


Phe 


Lys 






35 






40 








45 








Lys 


Thr 


He 


Phe Ser 


Ala 


Leu Glu Asn 


Asp 


Pro 


Leu 


Phe 


Ala 


Arg 


Ser 




50 








55 






60 










Pro 


Gly 


Ala 


Asp Leu 


Ser 


Leu Glu Lys 


Tyr 


Arg 


Glu 


Leu 


Asn 


Phe 


Leu 


65 








70 






75 










80 


Arg 


Cys 


Lys 


Arg He 


Phe 


Glu Tyr Asp 


Phe 


Leu 


Ser 


Val 


Glu 


Asp 


Met 








85 






90 










95 




Phe 


Lys 


Ser 


Pro Leu 


Lys 


Val Pro Ala 


Leu 


He 


Gin 


Cys 


Leu 


Gly 


Met 








100 




105 










110 






Tyr 


Asp 


Ser 


Ser Leu 


Ala 


Ala Lys Tyr 


Leu 


Leu 


His 


Ser 


Leu 


Val 


Phe 






115 






120 








125 








Gly 


Ser 


Ala 


Val Tyr 


Ser 


Ser Gly Ser 


Glu 


Arg 


His 


Leu 


Thr 


Tyr 


He 




130 








135 






140 










Gin 


Lys 


He 


Phe Arg 


Met 


Glu He Phe 


Gly 


Cys 


Phe 


Ala 


Leu 


Thr 


Glu 


145 








150 






155 










160 


Leu 


Ser 


His 


Gly Ser 


Asn 


Thr Lys Ala 


He 


Arg 


Thr 


Thr 


Ala 


His 


Tyr 








165 






170 










175 




Asp 


Pro 


Ala 


Thr Glu 


Glu 


Phe He He 


His 


Ser 


Pro 


Asp 


Phe 


Glu 


Ala 








180 




185 










190 






Ala 


Lys 


Phe 


Trp Val 


Gly 


Asn Met Gly 


Lys 


Thr 


Ala 


Thr 


His 


Ala 


Val 






195 






200 








205 








Val 


Phe 


Ala 


Lys Leu 


Cys 


Val Pro Gly 


Asp 


Gin 


Cys 


His 


Gly 


Leu 


His 




210 








215 






220 










Pro 


Phe 


He 


Val Gin 


He 


Arg Asp Pro 


Lys 


Thr 


Leu 


Leu 


Pro 


Met 


Pro 


225 








230 






235 










240 


Gly 


Val 


Met 


Val Gly 


Asp 


He Gly Lys 


Lys 


Leu 


Gly 


Gin 


Asn 


Gly 


Leu 








245 






250 










255 




Asp 


Asn 


Gly 


Phe Ala 


Met 


Phe His Lys 


Val 


Arg 


Val 


Pro 


Arg 


Gin 


Ser 








260 




265 










270 






Leu 


Leu 


Asn 


Arg Met 


Gly 


Asp Val Thr 


Pro 


Glu 


Gly 


Thr 


Tyr 


Val 


Ser 






275 






280 








285 








Pro 


Phe 


Lys 


Asp Val 


Arg 


Gin Arg Phe 


Gly 


Ala 


Ser 


Leu 


Gly 


Ser 


Leu 




290 








295 






300 
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Ser Ser Gly Arg 
305 

Leu Ala Val Ala 

Gly Pro Thr Glu 

340 

Gin Trp Axxf Leu 
355 

Phe Ser Lys Ser 
370 

Ala Ser Gly Asp 
385 

His Ala Leu Ala 

Gin Gly lie Gin 

420 

Ala Met Asn Arg 
435 

Thr Tyr Glu Gly 
450 

Leu Leu Gly Leu 
465 

Ser Pro Leu Lys 

Asp Gin Lys Phe 

500 

Val Ala Leu Ala 
515 

Thr Tyr Gin Lys 

530 

Glu Ala Arg Asn 
545 

Ala Phe Val Asp 

Gin Pro Ser Val 

580 

Ala Leu Tyr Ala 
595 

Arg Gly Gly Tyr 
610 

Ala Val Leu Ala 

625 

Val Asp Val He 

Arg Ala Asp Gly 

660 

Glu Ser Lys Val 
675 

Asn Lys Pro Val 
690 



Val Ser He Val 
310 

He Ala Leu Arg 
325 

Glu Glu Glu lie 

Leu Pro Tyr Leu 

360 

Leu Phe Leu Asp 
375 

Arg Ser Ala Arg 
390 

Ser Ala Ser Lys 
405 

Glu Cys Arg Glu 
Leu Gly Val Leu 

440 

Asp Asn Asn He 
455 

Leu Ala His Gin 
470 

Ser Val Asp Phe 
485 

Glu Val Ser Ser 

Ala Tyr Lys Trp 

520 

Leu Asn Gin Glu 
535 

Lys Cys Gin Val 
550 

Leu Thr Val Val 
565 

Pro Pro Ser Leu 

Leu Trp Ser Leu 

600 

Phe Ser Gly Glu 

615 

Leu Cys Ser Gin 
630 

Ala Pro Pro Asp 
645 

Glu Leu Tyr Lys 

Leu Glu Arg Ala 

680 

He Gly Ser Leu 
695 



Ser 


Leu 


Ala 


He 






315 




nil* A 

Fne 


Ser 


AX a 


Thr 




*5 ^ 

330 






Fro 


vaj. 


Leu 


Glu 










lit 


AX a 


vax 


Tyr 




Val 


Glu 


J-icU 








♦> Q 

380 


Gin 


Ala 


Glu 


Leu 






395 




Pro 


Leu 


Ala 


Ser 




410 






A±3L. 


Cys Gly 


Gly 


425 








Arg 


Asp Asp 


Asn 


Leu 


Leu 


Gin 


Gxn 








460 


Val 


His 


Asp 


Gly 






475 




Leu 


Asp Ala 


Tyr 




490 






Val 


Ala 


Asp 


Cys 


505 








Leu 


Val 


Cys 


Tyr 


Lys 


Arg 


Ser 


Gly 








540 


Ser 


His 


Gly 


Arg 






555 




Gin 


Arg 


Phe 


His 




570 






Arg 


Ala 


Val 


Leu 


585 








Ser 


Arg His 


Ala 


Gin 


Ala Gly 


Glu 








620 


Leu 


Lys 


Asp 


Asp 






635 




Phe 


Val 


Leu 


Asp 




650 






Asn 


Leu Trp 


Gly 


665 








Ser 


Trp 


Trp 


Pro 


Lys 


Ser Lys 


Leu 



700 



Leu Asn Leu Lys 

320 

Arg Arg Gin Phe 
335 

Tyr Pro Met Gin 
350 

Ala Leu Asp His 
365 

Gin Arg Gly Leu 

Gly Arg Glu He 

400 

Trp Thr Thr Gin 
415 

His Gly Tyr Leu 
430 

Asp Pro Asn Cys 
445 

Thr Ser Asn Tyr 

Ala Cys Phe Arg 

480 

Pro Gly He Leu 
495 

Leu Asp Ser Ala 
510 

Leu Leu Arg Glu 
525 

Ser Ser Asp Phe 

r 

Pro Leu Ala Leu 

560 

Glu His Val His 
575 

Gly Arg Leu Ser 
590 

Ala Leu Leu Tyr 
605 

Val Leu Glu Ser 

Ala Val Ala Leu 

640 

Ser Pro He Gly 
655 

Ala Val Leu Gin 
670 

Glu Phe Ser Val 
685 



<210> 1841 
<211> 234 
<212> PRT 

<213> Homo sapiens 



<400> 1841 

Met Glu Arg Val Gly Cys Thr Leu Thr Thr Thr Tyr Ala His Pro Arg 

1*5 10 15 

Pro Thr Pro Thr Asn Phe Leu Pro Ala He Ser Thr Met Ala Ser Ser 

20 25 30 
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Tyr 


Arg 


Asp 


Arg 






35 






irp 


TV i^^f 

Arg 












va.x 


TV 1 «i 


^^^^^^ 


Tyr 










iJCU 








ASp 


Asp 


xrp 


XyX 








100 


Ser 


Arg 


His 


Asn 






115 






TV am 

nSp 


ijys 


Tyr 




130 








Leu 


Q±y 


uxu 


145 










xiXS 


GXU 


jjeu 


Val 


Lys 


Lys 


Arg 








180 


Gin 


Val 


Ala 


Arg 






195 




Asp 


Leu 


Val 


His 




210 






Gly 


Glu 


Met 


His 



225 



Phe Pro His Ser 

40 

Ser Thr Tyr Tyr 
55 

Cys Thr Arg Ser 
70 

Ser Asn Arg Thr 
85 

Arg Ser Asn Leu 

Ser Glu Lys Leu 

120 

Gin Gin Thr Arg 
135 

Arg Val Asn Asp 
150 

Asp Glu Met lie 
165 

Leu Glu Arg Ala 

Glu Cys Leu Phe 

200 

Asp Glu Val Glu 
215 

Gin Ser Gin Ala 
230 



Asn Leu Thr His 

Lys Val Ala Ser 

60 

Gin Arg Val Ser 
75 

Thr Phe Phe Thr 
90 

Thr Asn Tyr Gin 
105 

Arg Val Asp Thr 

Lys Thr Gin Ala 

140 

lie Gly Phe Trp 
155 

Gly Glu Thr Asn 
170 

Leu Met Glu Thr 

185 

His Arg Glu Lys 

Ala Gin Leu Leu 

220 

Ala * 

233 



Ser Leu Ser Leu 

45 

Asn Ser Pro Ser 

Glu Asn Thr Met 

80 

Arg Tyr Thr Pro 
95 

Glu Ser Asn Thr 
110 

Ser Arg Leu lie 
125 

Asp Thr Thr Gin 

Lys Ser Glu lie 

160 

Ala Leu Thr Asp 
175 

Glu Ala Pro Leu 
190 

Arg Met Gly lie 
205 

Thr Val Asn Val 



<210> 1842 
<211> 192 
<212> PRT 

<213> Homo sapiens 



<400> 1842 



Met 


Gly 


Lys 


Thr 


1 








Val 


Gin 


Asn 


Thr 








20 


Gly 


Phe 


Leu 


Lys 






35 




Gin 


Gin 


Leu 


Tyr 




50 






Ala 


Gin 


His 


Ala 


65 








Asp 


Phe 


Arg 


Glu 


Phe 


Glu 


Gin 


Lys 








100 


Asp 


Gly 


Arg 


lie 






115 




Tyr 


Lys 


Met 


Val 




130 






Leu 


Thr 


Pro 


Gin 


145 








Asp 


Lys 


Asp 


Asp 


Ser 


Asp 


Pro 


Ser 



180 



Asn Ser Lys Leu 
5 

Glu Phe Ser Glu 

Asp Cys Pro Ser 

40 

lie Lys Phe Phe 

55 

Phe Arg Thr Phe 
70 

Phe lie Cys Ala 
85 

Leu Asn Trp Ala 

Thr Arg Leu Glu 

120 

Gly Thr Val He 
135 

Gin Arg Val Asp 
150 

Gin He Thr Leu 
165 

He Val Leu Leu 



Ala Pro Glu Val 
10 

Gin Glu Leu Lys 
25 

Gly He Leu Asn 

Pro Tyr Gly Asp 

60 

Asp Lys Asn Gly 
75 

Leu Ser Val Thr 
90 

Phe Glu Met Tyr 
105 

Met Leu Glu He 

Met Met Arg Met 

140 

Lys He Phe Lys 
155 

Glu Glu Phe Lys 
170 

Leu Gin Cys Asp 
185 



Leu Glu Asp Leu 

15 

Gin Trp Tyr Lys 
30 

Leu Glu Glu Phe 
45 

Ala Ser Lys Phe 

Asp Gly Thr He 

80 

Ser Arg Gly Ser 
95 

Asp Leu Asp Gly 
110 

He Glu Ala He 
125 

Asn Gin Asp Gly 

Lys Met Asp Gin 

160 

Glu Ala Ala Lys 
175 

Met Gin Lys * 
190 191 



<210> 1843 
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<211> 339 
<212> PRT 

<213> Homo sapiens 



<400> 1843 
Met Ala Lys Trp 
1 

Ala Asp Ala Thr 

20 

Ser Asn Trp Ser 
35 

Val Gin Asn Glu 
50 

Asp Gly Glu Ala 
65 

Tyr Glu Trp Ser 

Val Gin Tyr Lys 

100 

Ser Val Asp Glu 
115 

Asp Thr Asn Leu 
130 

Arg Glu Ala Met 
145 

Gin Gly Met He 

Gly Gin Pro Ala 

180 

Ser Lys Thr Gin 
195 

He Thr Leu Lys 
210 

Val Phe Thr Thr 
225 

Thr Leu Glu Ala 

Val Ser Gly Glu 

260 

Lys Trp Arg Phe 
275 

Leu Thr Phe He 
290 

Arg Gly He Pro 
305 

Arg Tyr Tyr Phe 

Leu Phe * 
338 



Gly 


Glu 


Gly 


Asp 


5 








TV 

ABU 


vaj. 


Asn 


Asn 


inir 


ASp 


LiyS 


Leu 








A n 
4U 




\3j.y 










55 




Ser 


lie 


Asn 


Asn 




70 






Val 


Lys 


Leu 


Asn 


85 








Gly 


His 


Val 


Glu 


Val 


Glu 


He 


Ser 








120 


Val 


Ala 


Leu 


Met 






135 




Gly 


-f- -1 _ 
lie 


Tyr 


lie 




150 






Leu 


Pro 


Thr 


Met 


165 








T — - - 

Leu 


Lys 


Thr 


Glu 


Ala 


Arg 


Pro 


Val 








200 


Glu 


Thr 


Phe 


Leu 






215 




Gin 


Glu 


T 

Leu 


Val 




230 






Asp 


Arg 


Gly 


Gly 


245 








Phe 


Thr 


Asp 


Leu 


Lys 


Ser 


Trp 


Pro 








280 


Asp 


Lys 


Asn 


Gly 






295 




Ala 


Pro 


Glu 


Glu 




310 






Glu 


Gly 


He 


Lys 



325 



Pro Arg Trp He 
10 

Trp His Trp Thr 
25 

Lys Thr Leu Phe 

Glu Val Thr Glu 

60 

Arg Lys Gly Lys 

75 • 

Trp Thr Gly Thr 
90 

He Pro Asn Leu 
105 

Val Ser Leu Ala 

Lys Glu Glu Gly 

140 

Ser Thr Leu Lys 
155 

Asn Gly Glu Ser 
170 

Glu Arg Lys Ala 
185 

Gly Val Lys He 

Thr Ser Pro Glu 

220 

Gin Ala Phe Thr 
235 

Lys Phe His Met 
250 

Val Pro Glu Lys 
265 

Glu Gly His Phe 

Glu Thr Glu Leu 

300 

Glu Arg Thr Arg 
315 

Gin Thr Phe Gly 
330 



Val 


Glu 


Glu 








15 




Glu Arg Asp 


Ala 




30 






Leu Ala 


Val 


Gin 


45 








Val 


Ser Lys 


Xieu 


Leu 


He 


Phe 


Jrne 










Ser 


Lys 


Ser 


o±y 






95 




Ser Asp 


Glu 


Asn 




110 






Lys 


Asp 


Glu 


Pro 


125 








Val 


Lys 


Leu 


Leu 


Thr 


Glu 


Phe 


Thr 








160 


Val 


Asp 


Pro 


Val 






175 




Lys 


Pro 


Ala 


Pro 




190 






Pro 


Thr 


Cys 


Lys 


205 








Glu 


Leu 


Tyr 


Arg 


His 


Ala 


Pro 


Aj.a 








240 


Val 


Asp 


Gly 


Asn 






255 




His 


He 


Val 


Met 




270 






Ala 


Thr 


He 


Thr 


285 








Cys 


Met 


Glu 


Gly 


Gin Gly Trp 


Gin 








320 


Tyr Gly Ala 


Arg 






335 





<210> 1844 
<211> 311 
<212> PRT 

<213> Homo sapiens 



<400> 1844 

Met Ser Tyr Leu Lys Gin Pro Pro Tyr Ala Val Asn Gly Leu Ser Leu 

1*5 10 15 

Thr Thr Ser Gly Met Asp Leu Leu His Pro Ser Val Gly Tyr Pro Gly 

20 25 30 
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Ijeii 


Pro 


Ser Glu 


Glu 


AIa 


Val 


PT*rt fil V 


XIX B 


Tieu Leu 


Thr 




Gin 


AVCT 




















45 








Thr 


Glv 


Val Glv 


tiva 


Thr 


Thr 


PT*ft 2Vvcf 
f^x> w AX y 


XJ Jf 0 


Gin Arcr 


AroT 


Glu 


Arcr 

nx 


Thr 

XXXX 




50 














60 










Tliir 


Phe 


Thr Ara 


Ala 


Gin 




A<3n Val 




Glu Ala 


Leu 


Phe 


Ala 


TjVQ 










70 








7 5 








AO 
0 u 


Thr 




Tvr Pro 


Ast> 


lie 


Phe 


Met ArCT 


Glu 


Glu Val 


Ala 


Leu 


Lvs 


lie 
















QO 








Q5 




Ash 




Pro Gill 


Ser 


Arg 


Val 


Gin Val 


Tm 
xxp 


Phe Lvfi 


Asn 


ArCT 

«xa 


Arcr 


Ala 






TOO 

Jb W W 








1 05 
XU3 








110 

X^ w 










Arcr Gl n 


Gin 


Gin 


Gl n 


Gl n Gl m 


Gl n 


AQn Glv 


Glv 


Gin 


Afin 

^"XSIXX 


xiys 






115 








T50 
x^ u 






155 

JL A 0 








Val 

V CL JL 


nx 


^ V t^At A 


Lys 


Lys 


T.vfii 

XJ jr 0 


Th T* Gat* 

XXXX OCX 


±rX w 


Al a Arcr 


Glu 


Val 

V A X 


OCX 


Sev 

OCX 




X J u 








1 5 






140 














Glv Thr 


Ser Gly 


Gin 


TfiT" 

f XXC X ixx 


XrX U 


Pro Ser 

f X W OCX 


OCX 


Thr 


Ser 

OCX 


Val 

V d X 










150 








1 55 

X99 








XD V 


Pro 




lie Ala 


Ser 


Ser 




Al a Pro 


Val 


Ser Tie 


Tm 

XX. p 


Ser 


Pro 


Ala 








165 








X / U 








1 7 R 
X / 3 




Coy* 


Tie 


Gat* PT*rt 


Leu 


Ser 


TV an 


XT X vJ Xjc IX 


OCX 


XIXX OCX 


Gov 

OCX 


Gov 

OCX 




Mo^ 






ion 

XO U 








1 Q C 
Xo9 








1 on 








TV 


Gay* 


Pro 


Met 


XIU. 


.1 yx XIlx 


vaxn 


AXa OCX 


vaxy 


iyr 


G A'V* 

OCX 


Vsxn 






1 OR 

X!73 








0 o n 






0 0 c 










iyr 


xxXd ^xy 


Ser 


Thr 


C A ^ 

OCX 


1 y X ir lie 


/^l \r 

vjxy 


Vaxy i*ici- 


ASp 


^ys 


kjxy 


C A V 

OCX 




^ X u 








Z X 3 






0 0 










X jr X 




XlJLX £rXW 


Met 


His 


nxsi 


V3XI1 Xjc Li. 


IT X U 


\jxy irxci 


vsrx y 


Al a 


XllX 


T.oti 
XjcU 


O O C 








230 








0 "5 c 








0 >I A 
Z4U 


OC5X 


£r X U 


M^h Gl V 


Thr 


Asn 


nXCt 


V CtX X IIX 


Car* 
OCX 


XlXo XicU 


A e r\ 
noil 


Gl n 

VJTXll 


Gov 

OCX 


XrX U 








245 








C A 








0 c c 






OCX 


X(6U. OCX 


Thr 


Gin 


/Hi ir 

vjxy 


Xyx vjfXy 


i\xa 


Oex OCX 


XjcU 


vjxy 


irXlc 


ASH 






260 








265 








270 






Ser 


Thr 


Thr Asp 


Cys 


Leu 


Asp 


Tyr Lys 


Asp 


Gin Thr 


Ala 


Ser 


Trp 


Lys 






275 








280 






285 








Leu 


Asn 


Phe Asn 


Ala 


Asp 


Cys 


Leu Asp 


Tyr 


Lys Asp 


Gin 


Thr 


Ser 


Ser 




290 








295 






300 










Trp 


Lys 


Phe Gin 


Val 


Leu 


* 

















305 310 



<210> 1845 
<211> 455 
<212> PRT 

<213> Homo sapiens 



<400> 1845 



Met 


Ala 


Gin 


Arg 


Asp 


Trp 


Thr 


Trp Val 


Pro 


Ser Gly 


Ala 


Ala 


Ala 


Met 


1 








5 








10 








15 




Gly 


Leu 


Gly 


Val 


Ser 


Ala 


Glu 


Gin Pro 


Ala 


Gly Gly 


Ala 


Glu 


Gly 


Phe 








20 








25 








30 






His 


Leu 


His 


Gly 


Val 


Gin 


Glu 


Asn Ser 


Pro 


Ala Gin 


Gin 


Ala 


Gly 


Leu 






35 










40 






45 








Glu 


Pro 


Tyr 


Phe 


Asp 


Phe 


He 


He Thr 


lie 


Gly His 


Ser 


Arg 


Leu 


Asn 




50 










55 






60 










Lys 


Glu 


Asn 


Asp 


Thr 


Leu 


Lys 


Ala Leu 


Leu 


Lys Ala 


Asn 


Val 


Glu 


Lys 


65 










70 








75 








80 


Pro 


Val 


Lys 


Leu 


Glu 


Val 


Phe 


Asn Met 


Lys 


Thr Met 


Arg 


Val 


Arg 


Glu 










85 








90 








95 




Val 


Glu 


Val 


Val 


Pro 


Ser 


Asn 


Met Trp 


Gly 


Gly Gin 


Gly 


Leu 


Leu 


Gly 








100 








105 








110 






Ala 


Ser 


Val 


Arg 


Phe 


Cys 


Ser 


Phe Arg 


Arg 


Ala Ser 


Glu 


Gin 


Val 


Trp 






115 










120 






125 








His 


Val 


Leu 


Asp 


Val 


Glu 


Pro 


Ser Ser 


Pro 


Ala Ala 


Leu 


Ala 


Gly 


Leu 
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3746 



wo 01/57190 



PCT/USOl/04098 











Asn 


Tvr 

j-yx 


V ax 


Va 1 


n1 V Got" Arti 
wxy OCX **ojL/ 


Gin 


He 


Leu Gin Glu 


















X33 






160 




Glu 

w JL wL 


AO U 




Ph^ 

XT aXCS 


X AXX 


XICU 


Tl ^ 


r!l i» Got* W"i <s 
\9XU ocx xaxo 


Glu Gly Lys Pro Leu 


















J. / u 






175 








V CLX 


lyr 


Asn 


Ser 


T j\ro 
JjyS 


Got* Aan Got* 
OCX ASp OCX 


Cys 


Arg Glu Val Thr 








X O U 
















190 


Val 




P"m 




Ala 

^%XC1 


Ala 


Trp 




nl \r fSlii fll V 
ux y V3X tx wx y 


Ser Leu Gly Cys Gly 






















205 




lie 


Glv 


Tvir 


Glv 


Tvir 


Leu 


His 


AX^ 


XXC f XW XAaX 


Gin 


Pro 


Pro Ser Tyr 




^ W 










215 






220 






His 




IjVS 


X w 


Pt*o 

X w 


Gly Thr 


JTX U 


PT*n Pt'O S^t* 

JrXU K^yJ OCX 


Ala 


Leu 


Pro Leu Gly 


^ 










230 






461 0 3 






240 


Ala 






PT"rt 

IrX W 




Ala 


Leu 


Jrx O 


OT'rt /Hi vr PT"rt 
irx 0 Vsxy ^x U 


Thr Pro' Glu Asp Ser 
























0 c c 


JTJLKJ 




JJCIA 


Rl 11 

utxu 


TVir* 

JLIIX 


Gly Ser 


Arg 


vi±Il OCX ASp 


Tyr Met 


Glu Ala Leu 








n 
u 










0 C C 






1 ^ A 

270 


XJwU 


Gin 


Ala 




m V 

wxy 


Ser 


Ser 




Cl.'X 11 & an Dt*<^ 
\9X U ASp irx w 


Leu 


Pro 


Gly Pro Gly 






27«? 










O Q n 






285 












oer 


Ala 


Pro 


ASp 


irro Asp oxy 


Leu 


Pro 


His Phe Met 




O Q A 










295 






300 
















Pro 


Pro 


irro 


irro vax V9xn 


Arg Val 


Met Asp Pro 


inn 










310 






J XD 






320 










yfcLJ. 


Ser 


Gly 


j.±e 


oer Lieu LiBU 


Asp 


Asn 


Ser Asn Ala 










"3 1 C 








•5 0 A 

330 






335 


C A V* 




irp 


JriO 


O A V* 

oer 


Leu 


Pro 


oer 


oer inr vsxu 


Leu 


Thr 


Thr Thr Ala 








O /t A 










345 






350 


vaX 




1 IU7 


C A V 

OCX 


vaXy 


Pro 


Glu 


Asp 


xxe uys oer 


Ser 


Ser 


Ser Ser His 






'ICC 










360 






365 






Arg 






oXU 


Ala 


Thr 


Trp 


oer Gxy oer 


Glu 


Phe 


Glu Val Ser 




O *7 A 










375 






380 












O A V* 

oex 


irxO 


Gly Ala 




Axa (jxH ax a 


Asp 


His 


Leu Pro Gin 


o □ c 










390 






•> c 

3 95 






400 


Leu 


Thr 


Leu 


Pro 


Asp 


Ser 


Leu 


Thr 


Ser Ala Ala 


Ser 


Pro 


Glu Asp Gly 










405 








410 






415 


Leu 


Ser 


Ala 


Glu 


Leu 


Leu 


Glu 


Ala 


Gin Ala Glu 


Glu 


Glu 


Pro Ala Ser 








420 










425 






430 


Thr 


Glu 


Gly 


Leu 


Asp 


Thr 


Gly 


Thr 


Glu Ala Glu 


Gly Leu 


Asp Ser Gin 






435 










440 






445 




Ala 


Gin 


lie 


Ser 


Thr 


Thr 


Glu 













450 455 



<210> 1846 
<211> 250 
<212> PRT 

<213> Homo sapiens 



<400> 1846 



Met 


Ala 


Glu 


Arg 


Gly 


Glu Leu 


Asp 


Leu Thr Gly 


Ala 


Lys 


Gin Asn Thr 


1 








5 






10 






15 


Gly 


Val 


Trp 


Leu 


Val 


Lys Val 


Pro 


Lys Tyr Leu 


Ser 


Gin 


Gin Trp Ala 








20 








25 






30 


Lys 


Ala 


Ser 


Gly 


Arg 


Gly Glu 


Val 


Gly Lys Leu 


Arg 


He 


Ala Lys Thr 






35 








40 






45 




Gin 


Gly 


Arg 


Thr 


Glu 


Val Ser 


Phe 


Thr Leu Asn 


Glu Asp 


Leu Ala Asn 




50 








55 






60 






He 


His 


Asp 


He 


Gly 


Gly Lys 


Pro 


Ala Ser Val 


Ser 


Ala 


Pro Arg Glu 


65 










70 




75 






80 


His 


Pro 


Phe 


Val 


Leu 


Gin Ser 


Val 


Gly Gly Gin 


Thr 


Leu 


Thr Val Phe 










85 






90 






95 


Thr 


Glu 


Ser 


Ser 


Ser 


T^p Lys 


Leu 


Ser Leu Glu 


Gly 


He 


Val Val Gin 








100 








105 






110 
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Af or 


Ala 


Glu 

\A 


Ovs 




Pro 


Ala 


Ala 


Ser Glu 


Asn 


Tyr Met Arg Leu Lys 






X X 
















125 


Atct 


Leu 


Gin 


He 

•fc A c 


Glu 


Glu 


u c ^ 


OCX 


Lys Pro 


Val 


Arg Leu Ser Gin Gin 




13 0 










X J ^ 








140 


Leu 


ASD 


Lvs 


Val 


Val 








Tyr Lys 


Pro 


Val Ala Asn His Gin 


145 










J. ^ \J 








155 


160 


* Jr 


Asxi 


He 


Glu 




Glu 




T.vs 


Lys Lys Glu Asp Gly Lys Arg Ala 










X w 7 


/ 






170 




175 




Tlla 


ASD 


Lvs 


Gin 


His 


Val 


LfiU 


Asp Met 


Leu 


Phe Ser Ala Phe Glu 








ISO 










185 




190 


Lvs 


His 


Gin 


Tvr 


Tvr 


Asn 




u y o 


Asp Leu 


Val 


Asp He Thr Lys Gin 
















#> 

200 






205 


Pro 


Val 


Val 


Tyr 


Leu 


Lys 


Glu 


He 


Leu Lys 


Glu 


He Gly Val Gin Asn 




210 










215 








220 


Val 


Lys 


Gly 


He 


His 


Lys 


Asn 


Thr 


Trp Glu Leu Lys Pro Glu' Tyr Arg 


225 










230 








235 


240 


His 


Tyr 


Gin 


Gly 


Glu 


Glu 


Lys 


Ser 


Asp * 














245 








249 







<210> 1847 

<211> 55 

<212> PRT 

<213> Homo sapiens 





<400> 1847 






















Met 


Leu Asn His 


He He 


Arg 


Leu 


Gin 


Ala 


Val 


Leu Glu 


He 


He 


Met 


1 




5 








10 








15 




Asn 


Glu Arg Ala 


Asn Ala 


Leu 


Asp 


Leu 


Leu 


Ala 


Gin Gin 


Thr 


Thr 


Lys 




20 








25 








30 






Met 


Arg Asn Ala 


Asn Tyr 


Gin 


Asn 


Arg 


Leu 


Ala 


Leu Asp 


Tyr 


Leu 


Leu 




35 






40 








45 








Ala 


His Glu Gly 


Gly Val 


* 




















50 


54 





















I 



<210> 1848 
<211> 377 
<212> PRT 

<213> Homo sapiens 





<400> 1848 












Met 


Ala 


Glu 


Arg 


Gly 


Arg 


Lys 


Arg 


Pro Cys Gly Pro Gly Glu His Gly 


1 








5 








10 15 


Gin 


Airg 


He 


Glu 


Trp 


Arg 


Lys 


Trp 


Lys Gin Gin Lys Lys Glu Glu Lys 








20 










25 30 


Lys 


Lys 


Trp 


Lys 


Asp 


Leu 


Lys 


Leu 


Met Lys Lys Leu Glu Arg Gin Arg 






35 










40 


45 


Ala 


Gin 


Glu 


Glu 


Gin 


Ala 


Lys 


Arg 


Leu Glu Glu Glu Glu Ala TQa Ala 




50 










55 




60 


Glu 


Lys 


Glu 


Asp 


Arg 


Gly 


Arg 


Pro 


Tyr Thr Leu Ser Val Ala Leu Pro 


65 










70 






75 80 


Gly 


Ser 


He 


Leu 


Asp 


Asn 


Ala 


Gin 


Ser Pro Glu Leu Arg Thr Tyr Leu 










85 








90 95 


Ala 


Gly 


Gin 


He 


Ala 


Arg 


Ala 


Cys 


Ala He Phe Cys Val Asp Glu He 








100 










105 110 


Val 


Val 


Phe 


Asp 


Glu 


Glu 


Gly Gin 


Asp Ala Lys Thr Val Glu Gly Glu 






115 










120 


125 


Phe 


Thr 


Gly 


Val 


Gly 


Lys 


Lys 


Gly 


Gin Ala Cys Val Gin Leu Ala Arg 




130 










135 




140 
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X-Lc 


xjeu. 


uXU 


± Jf X 


XI6U 


(V\ It 

ViXU 


Ljys 


^^^^^^ 
pro 


uXll Xyi. xicU. 


■'ixg XiyS 


Ala 


Phe Phe 


1 A C 










X3U 






X33 






160 






XT J.S 


m n 




TiAll 

XiCU 


at n 


JrXics 


2Vl a Gl v Ti^kti 
nXA \3^y xjcu 


2Vcn 
XfC u no 11 


Pro 

• 


Leu Asp 










Xd ^ 








.X f w 






175 




JrX 


xixo 


XlXo 




TV yfy 


V7XI1 


TV ei^\ 
ASp 


rtl 11 fil 11 QOT* 
V3XU wXU OCX 


Gl 11 DHa 
V7X Ll iriic 


Arg Glu Gly 








XoU 










X03 




190 




Tl 


VAX 


VAX 


TV c'O 




J>rX 


1X1 J. 


TV y ft 

Axg 


trJLyj V3Xjr ClXo 


Gl V Qov 
V7xy OCX 


Phe 


Val Asn 






X7d 










0 Aft 




•> rt c 






uys 


Glv 


Mot 


jj y 0 


xiy a 


Glu 


VAX 


i-iy 0 


Tl ^ XjVS 




Glu Pro Gly 














01 c 












iJCSU. 




VAX 




VAX 


Arg 


Xicu. 


TV an 


ftl Tl Gl Tl Gl Tl 
UXXl V3XX1 V3X11 


XXX 0 zr X vJ 


Asp 


Cys Lys 












^ J u 












240 




iyr 


£lXo 


VaXjr 




VAX 


VAX 


0 A V* 

oer 


OCX \7Xn Asp 


Pxo Arg 


Thr Lys Ala 


















OCA 






255 






iyr 




vaxy 


xyx 


inr 


VAX 


TV v^t T.Ail &1 s 

Arg Xicu AXA 


ocr uys 


Leu 


Ser Ala 






















270 




VciX 


XT £16 


AXa 


rsT 11 
vrXU 


AXa 


irxO 


iriie 


V3XII 


Asp vjxy iyr 


ASp liGU 


Thr 


He Gly 






•5 *7 C 










0 0 r\ 

280 




285 










19XU 


Arg 


vaXy 


OeX 


TV 

ASp 


V ax 


AXa ocr AXa 


vaxn Xieu 


Pro 


Asn Phe 




O Q 










ft c 
235 






0 ft ft 
300 






TV 

Arg 


xlXS 


AXa 


ijeU 


vai 


vai 


Pile 


Gly 


Gly Leu Gin 


Gly Leu 


Glu 


Ala Gly 


305 










310 






315 






320 


Ala. 


Asp 


TV 1 

Ala 


Asp 


Pro 


As 11 


Leu 


Glu 


Val Ala Glu 


Pro Ser 


Val 


Leu Phe 










325 








330 






335 


Asp 


Leu 


Tyr 


Val 


Asn 


Thr 


Cys 


Pro 


Gly Gin Gly 


Ser Arg 


Thr 


He Arg 








340 










345 




350 




Thr 


Glu 


Glu 


Ala 


lie 


Leu 


He 


Ser 


Leu Ala Ala 


Leu Gin 


Pro Gly Leu 






355 










360 




365 






Thr 


Gin 


Ala 


Gly 


Ala 


Arg 


His 


Thr 


* 










370 










375 


376 











<210> 1849 
<211> 312 
<212> PRT 

<213> Homo sapiens 



<400> 1849 



Met 


Ser 


Asn 


Phe 


Thr 


His 


Tyr 


Ala 


Tyr Leu Leu 


Met He 


Glu 


Ser Leu 


1 








5 








10 






15 


Met 


Leu 


Gly 


Lys 


Val 


Pro 


Pro 


His 


Val Pro Ser 


His His 


Phe 


He Phe 








20 










25 




30 




His 


Asp 


Asp 


Gly 


Ser 


Ala 


Arg 


Gin 


Lys Gly . Glu 


Ser Asp 


Tyr 


Lys Val 






35 










40 




45 






He 


He 


Gin 


Gin 


Trp 


Phe 


Ser 


Lys 


Ser Gly Pro 


Trp Thr 


Thr 


Ser Ser 




50 










55 






60 






Asn 


Val 


Thr 


Trp 


Gly 


Leu 


Leu 


Glu 


Leu Gin Gin 


Ser He 


Ser 


Glu Ser 


65 










70 






75 






80 


Ala 


Val 


Leu 


Thr 


He 


Pro 


Pro 


Gly 


Asp Ser Gly 


Ala Gly 


Ser 


Asn Leu 










85 








90 






95 


He 


Thr 


Met 


Phe 


Leu 


Arg 


Asn 


Arg 


Lys Glu Thr 


Asp Leu 


Cys 


Ser Gly 








100 










105 




110 




Arg 


Ser 


Lys 


Val 


Asn 


Arg 


Gly 


Trp 


Asn Ser Gly 


Arg Cys 


Lys 


Gin Arg 






115 










120 




125 






Gly 


Lys 


Thr 


Glu 


Gin 


Pro 


Gly 


Glu 


Pro Leu Glu 


His Val 


Tyr 


Val Thr 




130 










135 






140 






He 


Lys 


His 


Ala 


Val 


Ala 


Leu 


Glu 


Ser Arg His 


Gin Lys 


Gly Glu Leu 


145 










150 






155 






160 


Gin 


Cys 


Leu 


He 


Lys 


Met 


Cys 


He 


Pro Leu Ser 


Lys Pro 


Leu 


Gin Met 










165 








170 






175 


Phe 


Phe 


Ser 


Pro 


Pro 


His 


Tzp 


Glu 


Ala Trp Leu 


Gin Arg 


Val 


Gin Gin 



180 185 190 
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Leu 


Ala 


Lys 


Asn 


Thr 


Arg 


Tyr Phe Arg Gin Arg Leu Gin Glu 


Met Gly 






195 








200 205 






Phe 


lie 
210 


He 


Tyr 


Gly 


Asn 


Glu Asn Ala Ser Val Val Pro Leu 

215 220 


Leu 


Leu 


Tyr 


Met 


Pro 


Gly 


Lys 


Val 


Ala Ala Phe Ala Arg His Met Leu 


Glu 


Lys 


225 










230 


235 




240 


Lys 


He 


Gly 


Val 


Val 
245 


Val 


Val Gly Phe Pro Ala Thr Pro Leu 

250 


Ala 
255 


Glu 


Ala 


Arg 


Ala 


Arg 


Phe 


Cys 


Val Ser Ala Ala His Thr Arg Glu 


Met 


Leu 








260 




265 270 






Asp 


Thr 


Val 
275 


Leu 


Glu 


Ala 


Leu Asp Glu Met Gly Asp Leu Leu 
280 285 


Gin 


Leu 


Lys 


Tyr 
290 


Ser 


Arg 


His 


Lys 


Lys Ser Ala Arg Pro Glu Leu Tyr 
295 300 


Asp 


Glu 


Thr 


Ser 


Phe 


Glu 


Leu 


Glu 


Asp * 






305 










310 


311 







<210> 1850 
<211> 96 
<212> PRT 

<213> Homo sapiens 



<400> 1850 
Met Val Val He 
1 

Ser Ser He Glu 

20 

Val Lys Asn Asp 

35 

Ala Asp Ser Phe 
50 

He Gin Pro Ala 
65 

Tyr Ala Leu Ala 



Asp Val Lys Met 
5 

Glu Leu Glu Asn 

His Val Leu Phe 

40 

Pro Phe Ser Val 
55 

Pro Ala Met Val 
70 

Phe Tyr Asn He 
85 



Leu Ser Gly Phe 
10 

Lys Gly Gin Val 
25 

Tyr Leu Glu Asn 

Glu Gin Ser Asn 

60 

Tyr Asp Tyr Tyr 
75 

Asp Ser Ser Ser 
90 



Thr Pro Thr Met 
15 

Met Lys Thr Glu 
30 

Gly Phe Gly Arg 
45 

Leu Val Phe Asn 

Glu Lys Glu Glu 

80 

Val Ser Glu * 
95 



<210> 1851 

<211> 737 

<212> PRT 

<213> Homo sapiens 



<400> 1851 



Met 


Ala 


Thr 


Glu 


Gly 


Met 


He Leu Thr Asn His Asp His Gin 


He Arg 


1 








5 




10 


15 




Val 


Gly 


Val 


Leu 


Thr 


Val 


Ser Asp Ser Cys Phe Arg Asn Leu 


Ala 


Glu 








20 






25 30 






Asp 


Arg 


Ser 


Gly 


He 


Asn 


Leu Lys Asp Leu Val Gin Asp Pro 


Ser 


Leu 






35 








40 45 






Leu 


Gly 


Gly 


Thr 


He 


Ser 


Ala Tyr Lys He Val Pro Asp Glu 


He 


Glu 




50 










55 60 






Glu 


He 


Lys 


Glu 


Thr 


Leu 


He Asp Trp Cys Asp Glu Lys Glu 


Leu 


Asn 


65 










70 


75 




80 


Leu 


He 


Leu 


Thr 


Thr 


Gly 


Gly Thr Gly Phe Ala Pro Arg Asp 


Val 


Thr 










85 




90 


95 




Pro 


Glu 


Ala 


Thr 


Lys 


Glu 


Val He Glu Arg Glu Ala Pro Gly 


Met 


Ala 








100 






105 110 






Leu 


Ala 


Met 


Leu 


Met 


Gly 


Ser Leu Asn Val Thr Pro Leu Gly 


Met 


Leu 



lis 120 125 
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Ser 


Arg 


Pro 


Val 


Cys 


Gly 


He 


Arg 


Gly 




130 










135 






Pro 


Gly 


Ser Lys 


Lys 


Gly 


Ser 


Gin 


Glu 


145 










150 








Ala 


Leu 


Pro 


His 


Ala 


He 


Asp 


Leu 


Leu 










165 










Lys 


Glu 


Val 


His 


Asp 


Glu 


Leu 


Glu 


Asp 








180 










185 


Leu 


Ser 


Pro 


Pro 


Pro 


Thr 


Thr 


Ser 


Pro 






195 










200 




Gly 


Val 


Gin 


Cys 


Glu 


Glu 


Glu 


Glu 


Glu 




210 










215 






Ala 


Ser 


Thr Glu 


Asp 


Ser 


Ser 


Ser 


Ser 


225 










230 








Ala 


Ala 


Lys 


He 


Pro 


Asp 


Ser 


He 


He 










245 


r 

t 








Pro 


Arg 


Asp 


Thr 


Ala 


Ser 


Leu 


Ser 


Thr 


I 






260 










265 


Ala 


Gin 


Ala 


Thr 


Ser 


Arg 


Leu 


Ser 


Thr 






275 










280 




Val 


Gin 


Ser Arg 


Cys 


Ser 


Ser 


Lys 


Glu 




290 










295 






Ser 


Ala 


Val 


ASD 


He 


Thr 


Lys 


Val 


Ala 


305 










310 








Phe 


Pro 


Leu 


Thr 


Ser 


Met 


Asp 


Lys 


Ala 










325 










Thr 


Pro 


Val 


Leu 


Gly 


Thr 


Glu 


He 


He 








340 










345 


Arg 


Val 


Leu 


Ala 


Gin 


Asp 

mm 


Val 


Tyr 


Ala 






355 










360 




Pro 


Ala 


Ser 


Val 


Lys 


Asp 


Gly 


Tyr 


Ala 




370 










375 






Gly 


Asp 


Arg 


Phe 


He 


He 


Gly 
* 


Glu 


Ser 


385 








w 


390 






Gin 


Thr 


Val 


Met 


Pro 


Gly 


Gin 


Val 


Met 










405 










He 


Pro 


Cys 


Gly 


Ala 


Asp 


Ala 


Val 


Val 








420 










425 


He 


Arg 


Glu 


Ser 


Asp 


Asp 


Gly 


Thr 


Glu 






435 










440 




Val 


Gin 


Ala 


Arg 


Pro 


Gly 


Gin 


Asp 


He 




450 










455 






Lys 


Arg 


Gly 


Glu 


Cys 


Val 


Leu 


Ala 


Lys 


465 










470 








Glu 


He 


Gly 


Leu 


Leu 


Ala 


Thr 


Val 


Gly 










485 










Lys 


Phe 


Pro 


Val 


Val 


Ala 


Val 


Met 


Ser 








500 










505 


Pro 


Glu 


Asp 


Asp 


Leu 


Leu 


Pro 


Gly 


Lys 






515 










520 




Thr 


Leu 


Leu 


Ala 


Thr 


He 


Gin 


Glu 


His 




530 










535 






Gly 


He 


Val 


Gly 


Asp 


Asn 


Pro 


Asp 


Asp 


545 










550 








Gly 


He 


Ser 


Arg 


Ala 


Asp 


Val 


He 


He 










565 










Gly 


Glu 


Lys 


Asp 


Tyr 


Leu 


Lys 


Gin 


Val 








kso 










585 


Gin 


He 


His 


Phe 


Gly 


Arg 


Val 


Phe 


Met 






595 










600 




Phe 


Ala 


Thr 


Leu 


Asp 


He 


Asp 


Gly 


Val 




610 










615 






Pro 


Gly 


Asn 


Pro 


Val 


Ser 


Ala 


Val 


Val 



625 630 
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Lys 


Thr 


Leu 


He 


He 


Asn 


Leu 






140 










Cys 


Phe 


Gin 


Phe 


He 


Leu 


Pro 




155 










160 


Arg 


Asp 


Ala 


He 


Val 


Lys 


Val 


170 




* 






175 




Leu 


Pro 


Ser 


Pro 


Pro 


Pro 


Pro 










190 






His 


Lys 


Gin 


Thr 


Glu 


Asp 


Lys 








205 








Glu 


Lys 


Lys 


Asp 


Ser 


Gly 


Val 






220 










His 


He 


Thr 


Ala 


Ala 


Ala 


He 




235 










240 


Ser 


Arg 


Gly 


Val 


Gin 


Val 


Leu 


250 










255 




Thr 


Pro 


Ser 


Glu 


Ser 


Pro 


Arg 










270 






Ala 


Ser 


Cys 


Pro 


Thr 


Pro 


Lys 








285 








Asn 


He 


Leu 


Arg -Ala 


Ser 


His 






300 










Arg 


Arg 


His 


Arg Met 


Ser 


Pro 




315 










320 


Phe 


He 


Thr 


Val 


Leu 


Glu 


Met 


330 










335 




Asn 


Tyr 


Arg 


Asp Gly 


Met 


Gly 










350 






Lys 


Asp 


Asn 


Leu 


Pro 


Pro 


Phe 








365 








Val 


Arg 


Ala 


Ala Asp 


Gly 


Pro 






380 










Gin 


Ala 


Gly 


Glu 


Gin 


Pro 


Thr 




395 










400 


Arg 


Val 


Thr 


Thr Gly 


Ala 


Pro 


410 










415 




Gin 


Val 


Glu 


Asp 


Thr 


Glu 


Leu 










430 


• 




Glu 


Leu 


Glu 


Val 


Arg 


He 


Leu 








445 








Arg 


Pro 


He 


Gly His 


Asp 


He 


• 




460 










Gly 


Thr 


His 


Met Gly 


Pro 


Ser 




475 










480 


Val 


Thr 


Glu 


Val 


Glu 


Val 


Asn 


490 










495 




Thr 


Gly 


Asn 


Glu 


Leu 


Leu 


Asn 










510 






He 


Arg 


Asp 


Ser 


Asn 


Arg 


Ser 








525 






• 


Gly 


Tyr 


Pro 


Thr 


He 


Asn 


Leu 






540 










Leu 


Leu 


Asn 


Ala 


Leu 


Asn 


Glu 




555 










560 


Thr 


Ser 


Gly 


Gly Val 


Ser 


Met 


570 










575 




Leu 


Asp 


He 


Asp 


Leu 


His 


Ala 










590 






Lys 


Pro 


Gly 


Leu 


Pro 


Thr 


Thr 








605 








Arg 


Lys 


He 


He 


Phe 


Ala 


Leu 






620 










Thr 


Cys 


Asn 


Leu 


Phe 


Val 


Val 




635 










640 
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Pro 


Ala 


Leu 


Arg 


Lys 
645 


Met 


Gin 


Gly lie Leu 
650 


Asp 


Pro 


Arg 


Pro 


Thr 
655 


He 


lie 


Lys 


Ala 


Arg 
660 


Leu 


Ser 


Cys 


Asp Val Lys 

665 ' 


Leu 


Asp 


Pro 


Arg 
670 


Pro 


Glu 


Tyr 


His 


Arg 

675 


Cys 


lie 


Leu 


Thr 


Trp His His 
680 


Gin 


Glu 


Pro 
685 


Leu 


Pro 


Trp 


Ala 


Gin 
690 


Ser 


Thr 


Gly 


Asn 


Gin 
695 


Met Ser Ser 


Arg 


Leu 
700 


Met 


Ser 


Met 


Arg 


Ser 


Ala 


Asn 


Gly 


Leu 


Leu 


Met 


Leu Pro Pro 


Lys 


Thr 


Glu 


Gin 


Tyr 


val 


705 










710 






715 










720 


Glu 


Leu 


His 


Lys 


Gly 
725 


Glu 


Val 


Val Asp Val 
730 


Met 


Val 


He 


Gly 


Arg 
735 


Leu 
736 



■it 



<210> 1852 
<211> 651 
<212> PRT 

<213> Homo sapiens 



<400> 1852 



Met 


Ala 


Gly 


Atq 


Glu 


Ala 


Leu 


Ser Leu Glv 


Thr 


Glu 


Ala 


Glu 


Leu 


Pro 


1 








5 






10 










15 




Asn 


Ser 


Leu 


Pro 


Gly 


Asp 


Asp 


Gin Asp Glu 


Cvs 


Leu 


Leu 


Leu 


Pro 


Glv 








20 








25 








30 






Glu 


Leu 


Cys 


Gin 


His 


Leu 


Cvs 


He Asn Thr 


Val 


Gly 


Ser 


Tvr 


His 


Cvs 






35 










40 






45 








Ala 


Cys 


Phe 


Pro 


Gly 


Phe 


Ser 


Leu Gin Asp 


Asp 


Gly 


Arcr 


Thr 


Cvs 


Ara 




50 










55 






60 










Pro 


Glu 


Glv 


His 


Pro 


Pro 


Gin 


Pro Glu Ala 


Pro 


Gin 


Glu 


Pro 

JC^ A \J 


Ala 




65 










70 






75 










80 


Lys 


Ser 


Glu 


Phe 


Ser 


Gin 


Val 


Ala Ser Asn 


Thr 


He 


Pro 


Leu 


Pro 


Leu 










85 






90 










95 




Pro 


Gin 


Pro 


Asn 


Thr 


Cys 


Lys 


Asp Asn Gly 


Pro 


Cys 


Lys 


Gin 


Val 


Cys 








100 








105 








110 






Ser 


Thr 


Val 


Gly 


Gly 


Ser 


Ala 


He Cys Ser 


Cys 


Phe 


Pro 


Gly 


Tyr 


Ala 






115 










120 






125 








He 


Met 


Ala 


Asp 


Gly 


Val 


Ser 


Cys Glu Asp 


Gin 


Asp 


Glu 


Cys 


Leu 


Met 




130 










135 






140 










Gly 


Ala 


His 


Asp 


Cys 


Ser 


Arg 


Arg Gin Phe 


Cys 


Val 


Asn 


Thr 


Leu 


Gly 


145 










150 






155 










160 


Ser 


Phe 


Tyr 


Cys 


Val 


Asn 


His 


Thr Val Leu 


Cys 


Ala 


Asp 


Gly 


Tyr 


He 










165 






170 










175 




Leu 


Asn 


Ala 


His 


Arg 


Lys 


Cys 


Val Asp He 


Asn 


Glu 


Cys 


Val 


Thr 


Asp 








180 








185 








190 






Leu 


His 


Thr 


Cys 


Ser 


Arg 


Gly 


Glu His Cys 


Val 


Asn 


Thr 


Leu 


Gly 


Ser 






195 










200 






205 








Phe 


His 


Cys 


Tyr 


Lys 


Ala 


Leu 


Thr Cys Glu 


Pro 


Gly 


Tyr 


Ala 


Leu 


Lys 




210 










215 






220 










Asp 


Gly 


Glu 


Cys 


Glu 


Asp 


Val 


Asp Glu Cys 


Ala 


Met 


Gly 


Thr 


His 


Thr 


225 










230 






235 










240 


Cys 


Gin 


Pro 


Gly 


Phe 


Leu 


Cys 


Gin Asn Thr 


Lys 


Gly 


Ser 


Phe 


Tyr 


Cys 










245 






250 










255 




Gin 


Ala 


Arg 


Gin 


Arg 


Cys 


Met 


Asp Gly Phe 


Leu 


Gin 


Asp 


Pro 


Glu 


Gly 








260 








265 








270 






Asn 


Cys 


Val 


Asp 


He 


Asn 


Glu 


Cys Thr Ser 


Leu 


Ser 


Glu 


Pro 


Cys 


Arg 






275 










280 






285 








Pro 


Gly 


Phe 


Ser 


Cys 


He 


Asn 


Thr Val Gly 


Ser 


Tyr 


Thr 


Cys 


Gin 


Arg 




290 










295 






300 










Asn 


Pro 


Leu 


He 


Cys 


Ala 


Arg 


Gly Tyr His 


Ala 


Ser 


Asp 


Asp 


Gly 


Thr 


305 










310 






315 










320 
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Lys 


Cys 


Val 


Asp 


Glu 


Gly 


Gin 


Val 








340 


liys 


i\xa 




irne 






355 




Asn 


Glu 


Cys 


Trp 




370 






Asn 


Thr 


Leu 


Gly 


385 








Ala 


Ala 


Asp 


Gly 


Arg 


Cys 


Ser 


Gin 








420 


Cys 


Arg 


Gin 


Gly 






435 




He 


Asp 


Glu 


Cys 




450 






Leu 


Asn 


Val 


Pro 


465 








Thr 


Met 


Thr 


Ala 


Leu 


Gly 


Thr 


His 








500 


Gly 


Ser 


Phe 


Arg 






515 




Val 


Ser 


Lys 


Thr 




530 






Cys 


Gin 


Asn 


Ser 


545 








Thr 


Gly 


Leu 


Leu 


Ala 


Phe 


Thr 


Gly 








580 


Glu 


Gly 


Tyr 


Phe 






595 




Tyr 


Leu 


Gin 


Arg 




610 






Glu 


Met 


Lys 


Leu 


625 








Met 


His 


He 


Phe 



Val 


Asn 


Glu 


Cys 


325 








Cys 


His 


Asn 


Leu 


Gin 


Arg 


Asp Ala 








360 


Jt±±3L 


ber 


Pro Gly 






375 




Ser 


Tyr 


Arg 


Cys 




390 






Lys 


Arg 


Gys 


Glu 


405 








Glu 


Cys 


Ala 


Asn 


Tyr 


Gin 


Leu 


AlSL 








440 


AX a 


Gin 


Gly Ala 






455 




Gly 


Ser 


Tyr 


Gin 




470 






Asn 


Gly 


Arg 


Ser 


485 








Asn 


Cys 


Ser 


Glu 


Cys 


Leu 


Arg 


Phe 








520 


Lys 


Cys 


Glu Arg 






535 




Pro 


Ala 


Arg 


He 




550 






Val 


Pro 


Ala 


His 


565 








Asp 


Thr 


He 


Ala 


Gly 


Thr 


Arg Arg 








600 


Ala 


Val 


Leu 


Glu 






615 




Trp 


Arg 


Gin Gly 




630 






Phe 


Thr 


Thr 


Phe 



645 



Glu Thr Gly Val 
330 

Pro Gly Ser Tyr 
345 

Phe Gly Arg Gly 

Arg Leu Cys Gin 

380 

Ser Cys Ala Ser 
395 

Asp Val Asn Glu 
410 

He Tyr Gly Ser 
425 

Glu Asp Gly His 

Gly He Leu Cys 

460 

Cys Ala Cys Pro 
475 

Cys Lys Asp Val 
490 

Ala Glu Thr Cys 
505 

Glu Cys Pro Pro 

Thr Thr Cys His 

540 

Thr His Tyr Gin 
555 

He Phe Arg He 
570 

Leu Asn He He 
585 

Leu Asn Ala Tyr 

Pro Arg Asp Phe 

620 

Ser Val Thr Thr 

635 
Ala Leu * 
650 



nxs Arg cys 


Giy 


335 




Arg Cys Asp 


Cys 


350 




Cys He Asp 


Val 


365 




His Thr Cys 


Glu 


Gly Phe Leu 


Leu 




400 


K^yS oXu A.J.a 




415 




Tyr Gin Cys 


Tyr 


430 




Thr Cys Thr 


Asp 


445 




Thr Phe Arg 


Cys 


Glu Gin Gly 


Tyr 




480 


Asp Glu Cys 


Ala 


495 




His Asn He 


Gin 


510 




Asn Tyr Val 


Gin 


525 




Asp Phe Leu 


Glu 


Leu Asn Phe 


Gin 




560 


Gly Pro Ala 


Pro 


575 




Lys Gly Asn 


Glu 


590 




Thr Gly Val 


Val 


605 




Ala Leu Asp 


Val 


Phe Leu Ala 


Lys 




640 



<210> 1853 
<211> 604 
<212> PRT 

<213> Homo sapiens 



<400> 1853 
Met Ala Gly Arg Glu Ala Leu Ser 

1 5 
Asn Ser Leu Pro Gly Asp Asp Gin 

20 

Glu Leu Cys Gin His Leu Cys He 
35 40 
Ala Cys Phe Pro Gly Phe Ser Leu 

50 55 
Pro Glu Gly His Pro Pro Gin Pro 

65 70 
Lys Ser Glu Phe Ser Gin Val Ala 

85 



Leu Gly Thr Glu Ala Glu Leu Pro 

10 15 
Asp Glu Cys Leu Leu Leu Pro Gly 

25 30 
Asn Thr Val Gly Ser Tyr His Cys 

45 

Gin Asp Asp Gly Arg Thr Cys Arg 

60 

Glu Ala Pro Gin Glu Pro Ala Leu 
75 80 
Ser Asn Thr He Pro Leu Pro Leu 
90 95 
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Pro 


Gin 


Pro Asn 






100 




Thr 


Val Glv 






115 


lie 


Met 


Ala Asp 




130 




Asp 


Leu 


His Thr 


145 






Ser 


Phe 


His Cys 


Lys 


Asp 


Gly Glu 






180 




Cvs 


Gin Pro 






195 


Cys 


Gin 


Ala Arg 




210 




Gly 


Asn 


Cys Val 


225 






Arg 


Pro 


Gly Phe 


Arg 


Asn 


Pro Leu 






260 


liUT 


Julys 


i-ys vajL 






275 


Gly 


Glu 


Gly Gin 




290 




Cys 


Lys 


Ala Gly 


305 






Val 


Asn 


Glu Cys 


Glu 


Asn 


Thr Leu 






340 












355 


Gin 


Arg 


Cys Ser 


- 


370 




Tyr 


Cys 


Arg Gin 


385 






Asp 


lie 


Asp Glu 


Cys 


Leu 


Asn Val 






420 




TVi-r 

X XlX 








435 


Ala 


Leu 


Gly Thr 




450 




Gin 


Gly 


Ser Phe 


465 






Gin 


Val 


Ser Lys 


Glu 


Cys 


Gin Asn 






500 






nil V 1 

y ±jiz u 






515 


Pro 


Ala 


Phe Thr 




530 




Glu 


Glu 


Gly Tyr 


545 






Val 


Tyr 


Leu Gin 


Val 


Glu 


Met Lys 






580 


Lys 


Met 


His He 



595 



Thr Cys Lys Asp 

Gly Ser Ala He 

120 

Gly Val Ser Cys 
135 

Cys Ser Arg Gly 
150 

Tyr Lys Ala Leu 
165 

Cys Glu Asp Val 

Gly Phe Leu Cys 

200 

Gin Arg Cys Met 
215 

Asp He Asn Glu 
230 

Ser Cys He Asn 
245 

He Cys Ala Arg 

Asp Val Asn Glu 

280 

Val Cys His Asn 
295 

Phe Gin Arg Asp 
310 

Trp Ala Ser Pro 
325 

Gly Ser Tyr Arg 

Gly Lys Arg Cys 

360 

Gin Glu Cys Ala 
375 

Gly Tyr Gin Leu 
390 

Cys Ala Gin Gly 
405 

Pro Gly Ser Tyr 

Ala Asn Gly Arg 

440 

His Asn Cys Ser 
455 

Arg Cys Leu Arg 
470 

Thr Lys Cys Glu 

485 

Ser Pro Ala Arg 

Leu Val Pro Ala 

520 

Gly Asp Thr He 
535 

Phe Gly Thr Arg 
550 

Arg Ala Val Leu 
365 

Leu Trp Arg Gin 

Phe Phe Thr Thr 

600 



Asn Gly Pro 


Cys 


105 






Cys Ser 


Cys 


Phe 


Glu Asp 


He 


Asn 






140 


Glu His 


Cys 


Val 

V 




155 




Thr Cys 


Glu 


Pro 


170 






Asp Glu 


Cys 


Ala 


185 






Gin Asn 


Thr 


Lys 


Asp Gly Phe 


Leu 






220 


Cys Thr 


Ser 






235 




Thr Val 


Gly 


Ser 


250 






Gly Tyr His 


Ala 


265 






Cys Glu 


Thr 


Gly 


Leu Pro 


Gly 


Ser 






300 


Ala Phe 


Gly 


Arg 




315 




Gly Arg Leu 


Cys 


330 






Cys Ser 


Cys 


Ala 


345 






Glu Asp Val 


Asn 


Asn He 


Tyr 


Gly 






380 


Ala Glu Asp 






395 




Ala Gly He 


Leu 


410 






Gin Cys 


Ala 


Cys 


425 






Ser Cys 


Lys 


Asp 


Glu Ala 


Glu 


Thr 






460 


Phe Glu 


Cys 






475 




Arg Thr 


Thr 


Cys 


490 






He Thr 


His 


Tyr 


505 






His He 


Phe 


Arg 


Ala Leu 


Asn 


He 






540 


Arg Leu 


Asn 


Ala 




555 




Glu Pro 


Arg 


Asp 


570 






Gly Ser Val 


Thr 


585 






Phe Ala 


Leu 


★ 




603 





Lys Gin Val 


Cys 


110 




Pro Gly Tyr 


Ala 


125 




Glu Cys Val 


Thr 


Asn Thr Leu 


Gly 




160 




T t 


175 




Met Gly Thr 


His 


190 




Gly Ser Phe 


Tyr 


205 




Gin Asp Pro 


Glu 


Ser Glu Pro 


Cys 




240 


XyXT v»ya 


\3±n 


255 




Ser Asp Asp 


Gly 


270 




Val His Arg 


Cys 


285 




Tyr Arg Cys 


Asp 


Gly Cys He 


Asp 




320 


uxn ills xnr 


cys 


335 




Ser Gly Phe 


Leu 


350 




Glu Cys Glu 


Ala 


365 




Ser Tyr Gin 


Cys 


His Thr Cys 


Thr 




400 


vjys Tnr pne 


Arg 


415 




Pro Glu Gin 


Gly 


430 




Val Asp Glu 


Cys 


445 




Cys His Asn 


He 


Pro Asn Tyr 


Val 




480 


£1x5 nSp irllc 




495 




Gin Leu Asn 


Phe 


510 




He Gly Pro 


Ala 


525 




He Lys Gly 


Asn 


Tyr Thr Gly 


Val 




560 


Phe Ala Leu 


Asp 


575 




Thr Phe Leu 


Ala 


590 
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<210> 1854 
<211> 74 
<212> PRT 

<213> Homo sapiens 



<400> 1854 



Met 


Glu Glu Arg 


Pro 


Leu 


Asp 


Ala 


Val 


Val 


Pro 


Phe 


Leu 


Pro 


Leu 


Gin 


1 








5 










10 










15 




Arg 


His 


His 


Val 


Arg 


His 


Cys 


Val 


Leu 


Asn 


Glu 


Leu 


Ala 


Gin 


Leu 


Gly 








20 










25 










30 






Leu 


Glu 


Pro 


Arg 


Asp 


Glu 


Val 


Val 


Gin 


Ala 


Val 


Leu Asp 


Ser 


Thr 


Thr 






35 










40 










45 








Phe 


Phe 


Pro 


Glu 


Asp 


Glu 


Gin 


Leu 


Phe 


Ser 


Ser 


Asn Gly 


Cys 


Lys 


Thr 




50 










55 










60 










Val 


Ala 


Ser 


Arg 


He 


Ala 


Phe 


Phe 


Leu 


* 














65 










70 


• 




73 


















<2io> : 


1855 




















• 








<2ii> ; 


1217 




























<2i2> : 


PRT 




























<213> Homo 


sapiens 
























<400> : 


L855 


























Met 


Pro 


Gly 


Ala 


Gin 


Pro 


Gly 


Val 


His 


Ala 


Leu 


Gin 


Leu 


Lys 


Pro 


Val 


1 








5 










10 










15 




Cys 


Val 


Ser 


Asp 


Ser 


Leu 


Lys 


Lys 


Gly 


Thr Lys 


Phe 


Val 


Lys 


Trp 


Asp 








20 










25 










30 






Asp 


Asp 


Ser 


Thr 


Ser 


Val 


Thr 


Pro 


He 


He 


Val 


Arg 


Thr 


Asp 


Pro 


Gin 






35 










40 










45 








Gly 


Phe 


Phe 


Phe 


Tyr 


Trp 


Thr 


Asp 


Gin 


Asn Lys 


Glu 


Thr 


Glu 


Leu 


Leu 




50 










55 










60 










Asp 


Leu 


Ser 


Leu 


Val 


Lys 


Asp 


Ala 


Arg 


Cys Gly 


Arg His 


Ala 


Lys 


Ala 


65 










70 










75 










80 


Pro 


Lys 


Asp 


Pro 


Lys 


Leu 


Arg 


Glu 


Ijeu 


Leu Asp 


Val Gly 


Asn 


He 


Gly 










85 










90 










95 




Arg 


Ijeu 


Glu 


Gin 


Arg 


Met 


He 


Thr 


Val 


Val 


Tyr 


Gly Pro 


Asp Leu 


Val 








100 










105 










110 






Asn 


lie 


Ser 


His 


Leu 


Asn 


Leu 


Val 


Ala 


Phe 


Gin 


Glu 


Glu 


Val 


Ala 


Lys 






115 










120 










125 








Glu 


Trp 


Thr 


Asn 


Glu 


Val 


Phe 


Ser 


Leu 


Ala 


Thr 


Asn Leii 


Leu 


Ala 


Gin 




130 










135 










140 










Asn 


Met 


Ser 


Arg 


Asp 


Ala 


Phe 


Leu 


Glu 


Lys 


Ala 


Tyr 


Thr 


Lys 


Leu 


Lys 


145 










150 










155 










160 


Leu 


Gin 


Val 


Thr 


Pro 


Glu 


Gly 


Arg 


He 


Pro 


Leu 


Lys 


Asn 


He 


Tyr 


Arg 










165 










170 










175 




Leu 


Phe 


Ser 


Ala 


Asp 


Arg 


Lys 


Arg 


Val 


Glu 


Thr 


Ala 


Leu 


Glu 


Ala 


Cys 








180 










185 










190 






Ser 


Leu 


Pro 


Ser 


Ser 


Arg 


Asn 


Asp 


Ser 


He 


Pro 


Gin 


Glu 


Asp 


Phe 


Thr 






195 










200 










205 








Pro 


Glu 


Val 


Tyr 


Arg 


Val 


Phe 


Leu 


Asn 


Asn 


Leu 


Cys 


Pro 


Arg 


Pro 


Glu 




210 










215 










220 










He 


Asp 


Asn 


He 


Phe 


Ser 


Glu 


Phe 


Gly 


Ala 


Lys 


Ser 


Lys 


Pro Tyr 


Leu 


225 










230 










235 










240 


Thr 


Val 


Asp 


Gin 


Met 


Met 


Asp 


Phe 


He 


Asn 


Leu 


Lys 


Gin 


Arg Asp 


Pro 










245 










250 










255 




Arg 


Leu 


Asn 


Glu 


He 


Leu 


Tyr 


Pro 


Pro 


Leu Lys 


Gin 


Glu 


Gin 


Val 


Gin 








260 










265 










270 
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Val Leu lie Glu Lys Tyr Glu Pro Asn Asn Ser Leu Ala Arg Lys Gly 

275 280 285 

Gin lie Ser Val Asp Gly Phe Met Arg Tyr Leu Ser Gly Glu Glu Asn 

290 295 300 

Gly Val Val Ser Pro Glu Lys Leu Asp Leu Asn Glu Asp Met Ser Gin 
305 310 315 320 

Pro Leu Ser His Tyr Phe He Asn Ser Ser His Asn Thr Tyr Leu Thr 

325 330 335 

Ala Gly Gin Leu Ala Gly Asn Ser Ser Val Glu Met Tyr Arg Gin Val 

340 345 350 

Leu Leu Ser Gly Cys Arg Cys Val Glu Leu Asp Cys Trp Lys Gly Arg 

355 360 365 

Thr Ala Glu Glu Glu Pro Val He Thr His Gly Phe Thr Met Thr Thr 

370 375 380 

Glu He Ser Phe Lys Glu Val. He Glu Ala He Ala Glu Cys Ala Phe 
385 390 395 400 

Lys Thr Ser Pro Phe Pro He Leu Leu Ser Phe Glu Asn His Val Asp 

405 410 415 

Ser Pro Lys Gin Gin Ala Lys Met Ala Glu Tyr Cys Arg Leu He Phe 

420 425 430 

Gly Asp Ala Leu Leu Met Glu Pro Leu Glu Lys Tyr Pro Leu Glu Ser 

435 440 445 

Gly Val Pro Leu Pro Ser Pro Met Asp Leu Met Tyr Lys He Leu Val 

450 455 460 

Lys Asn Lys Lys Lys Ser His Lys Ser Ser Glu Gly Ser Gly Lys Lys 
465 470 475 480 

Lys Leu Ser Glu Gin Ala Ser Asn Thr Tyr Ser Asp Ser Ser Ser Met 

485 490 495 

Phe Glu Pro Ser Ser Pro Gly Ala Gly Glu Ala Asp Thr Glu Ser Asp 

500 505 ' 510 

Asp Asp Asp Asp Asp Asp Asp Cys Lys Lys Ser Ser Met Asp Glu Gly 

515 520 525 

Thr Ala Gly Ser Glu Ala Met Ala Thr Glu Glu Met Ser Asn Leu Val 

530 535 540 

Asn Tyr He Gin Pro Val Lys Phe Glu Ser Phe Glu He Ser Lys Lys 
545 550 555 560 

Arg Asn Lys Ser Phe Glu Met Ser Ser Phe Val Glu Thr Lys Gly Leu 

565 570 575 

Glu Gin Leu Thr Lys Ser Pro Val Glu Phe Val Glu Tyr Asn Lys Met 

580 585 590 

Gin Leu Ser Arg He Tyr Pro Lys Gly Thr Arg Val Asp Ser Ser Asn 

595 600 605 

Tyr Met Pro Gin Leu Phe Trp Asn Ala Gly Cys Gin Met Val Ala Leu 

610 615 620 

Asn Phe Gin Thr Met Asp Leu Ala Met Gin He Asn Met Gly Met Tyr 
625 630 635 640 

Glu Tyr Asn Gly Lys Ser Gly Tyr Arg Leu Lys Pro Glu Phe Met Arg 

645 650 655 

Arg Pro Asp Lys His Phe Asp Pro Phe Thr Glu Gly He Val Asp Gly 

660 665 670 

He Val Ala Asn Thr Leu Ser Val Lys He He Ser Gly Gin Phe Leu 

675 680 685 

Ser Asp Lys Lys Val Gly Thr Tyr Val Glu Val Asp Met Phe Gly Leu 

690 695 700 

Pro Val Asp Thr Arg Arg Lys Ala Phe Lys Thr Lys Thr Ser Gin Gly 
705 710 715 720 

Asn Ala Val Asn Pro Val Trp Glu Glu Glu Pro He Val Phe Lys Lys 

725 730 735 

Val Val Leu Pro Thr Leu Ala Cys Leu Arg He Ala Val Tyr Glu Glu 

740 745 750 

Gly Gly Lys Phe He Gly His Arg He Leu Pro Val Gin Ala He Arg 

755 760 765 

Pro Gly Tyr His Tyr He Cys Leu Arg Asn Glu Arg Asn Gin Pro Leu 
770 775 780 
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Thr Leu 


Pro 


Ala 


Val 


Phe 


Val 


Tyr 


He 


Glu 


Val 


Lys 


Asp 


Tyr 


Val 


Pro 


785 








790 










795 










800 


Asp Thr 


Tyr 


Ala 


Asp 
805 


Val 


He 


Glu 


Ala 


Leu 
810 


Ser 


Asn 


Pro 


He 


Arg 
815 


Tyr 


Val Asn 


Leu 


Met 
820 


Glu 


Gin 


Arg 


Ala 


Lys 
825 


Gin 


Leu 


Ala 


Ala 


Leu 
830 


Thr 


Leu 


Glu Asp 


Glu 
835 


Glu 


Glu 


Val 


Lys 


Lys 
840 


Glu 


Ala 


Asp 


Pro 


Gly 
845 


Glu 


Thr 


Pro 


Ser Glu 


Ala 


Pro 


Ser 


Glu 


Ala 


Arg 


Thr 


Thr 


Pro 


Ala 


Glu 


Asn Gly 


Val 


850 










855 










860 










Asn His 


Thr 


Thr 


Thr 


Leu 


Thr 


Pro 


Lys 


Pro 


Pro 


Ser 


Gin 


Ala 


Leu 


His 


865 








870 
Gly 










875 










880 


.Ser Gin 


Pro 


Ala 


Pro 


Ser 


Val 


Lys 


Ala 


Pro 


Ala 


Lys 


Thr 


Glu 


Asp 

Mi 








885 










890 










895 




Leu lie 


Gin 


Ser 

900 


Val 


Leu 


Thr 


Glu 


Val 
905 


Glu 


Ala 


Gin 


Thr 


He 
910 


Glu 


Glu 


Leu Lys 


Gin 


Gin 


Lys 


Ser 


Phe 


Val 


Lys 


Leu 


Gin 


Lys 


Lys 


His 


Tyr 


Lys 


\siu Met 


915 










920 










925 








Lys 


Asp 


Leu 


Val 


Lys 


Arg 


His 


His 


Lys 


Lys 


Thr 


Thr Asp 


Leu 


930 










935 










940 










lie Lys 


Glu 


His 


Thr 


Thr 


Lys 


Tyr 


Asn 


Glu 


He 


Gin 


Asn 


Asp Tyr 


Leu 


945 








950 










955 










960 


Arg Arg 


Arg 


Ala 


Ala 
965 


Leu 


Glu 


Lys 


Ser 


Ala 
970 


Lys 


Lys 


Asp 


Ser 


Lys 
975 


Lvs 


Lys Ser 


Glu 


Pro 
980 


Ser 


Ser 


Pro 


Asp 


His 
985 


Gly 


Ser 


Ser 


Thr 


He 
990 


Glu 


Gin 


Asp Leu 


Ala 


Ala 


Leu 


Asp 


Ala 


Glu 


Met 


Thr 


Gin 


Lys 


Leu 


He 


Asp 


Leu 




995 








1000 








1005 








Lys Asp 


Lys 


Gin 


Gin 


Gin 


Gin 


Leu 


Leu 


Asn 


Leu 


Arg 


Gin 


Glu 


Gin 


Tyr 


1010 








1015 








1020 










Tyr Ser 


Glu 


Lys 


Tyr 


Gin Lys Arg 


Glu 


His 


He Lys 


Leu 


Leu 


He 


Gin 


1025 






1030 








1035 








1040 


Lys Leu 


Thr 


Asp 


Val 


Ala 


Glu 


Glu 


Cys 


Gin 


Asn 


Asn 


Gin 


Leu 


Lys 


Lys 






1045 








1050 








1055 




Leu Lys 


Glu 


He 


Cys Glu Lys Glu 


Lys 


Lys 


Glu 


Leu 


Lys 


Lys 


Lys Met 
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Lys Arg Gin Glu Lys 
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Thr 


Glu 


Ala 


Lys 


Ser 


Lys 


Asp 


Lys 
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Ser Gin 


Met 


Glu 


Glu 


Glu 


Lys 


Thr 


Glu 


Met 


He 


Arg 


Ser 


Tyr 


He 


Gin 
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Glu Val 


Val 


Gin Tyr 


He 


Lys Arg 


Leu 


Glu 


Glu 


Ala 


Gin 


Ser 


Lys Arg 
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Gin Glu 


Lys 


Leu 


Val 


Glu 


Lys 


His 


Lys 


Glu 


He Arg Gin Gin 


He 


Leu 
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Asp Glu Lys 
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Lys 


Leu 


Gin 


Val 


Glu 


Leu 


Glu Gin Glu Tyr Gin Asp 
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Lys Phe 


Lys 


Arg 


Leu 


Pro 


Leu 


Glu 


He 


Leu 


Glu 


Phe 


Val 


Gin 


Glu 


Ala 


1155 
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1165 








Met Lys 


Gly Lys 


He Ser Glu Asp 


Ser 


Asn 


His 


Gly Ser Ala 


Pro 


Leu 
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Ser Leu 


Ser 


Ser Asp 


Pro 


Gly Lys Val Asn His 


Lys 


Thr 


Pro 


Ser 


Ser 


1185 
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Glu Glu 


Leu 


Gly Gly Asp 


He 


Pro 


Gly Lys 


Glu 


Phe 
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Thr 


Pro 


Leu 
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Met 


Lys 


Phe 


Asp 


Phe 


Tyr 


Ser 


Phe 


Phe 


Asp 


Gly Thr Ala 


Lys Arg Arg 
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Arg 


Phe 


Ser 


Ser 


Lys 


Pro 


Val 


Val 


Leu 


Thr 


Glu 


Ala Gin 


Lys Gin Leu 
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30 


Met 


lie 


Cys 


His 


Leu 


Pro 


Gin 


Val 


Leu Arg 


Leu 


His Leu 


Lys Arg Phe 


• 




35 
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45 




Arg 


Trp 


Ser 


Gly 


Arg 


Asn 


Asn 


Arg 


Glu 


Lys 


He 


Gly Val 


His Val Gly 
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60 




Phe 


Glu 


Glu 


lie 


Leu 


Asn 


Met 


Glu 


Pro 


Tyr 


Cys 


Cys Arg 


Glu Thr Leu 
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75 
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Lys 


Ser 


Leu 


Arg 


Pro 


Glu 


Cys 


Phe 


He 


Tyr 


Asp 


Leu Ser 


Ala Val Val 
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95 


Met 


His 


His 


Gly 


Lys 


Gly 


Phe 


Gly 


Ser Gly 


His 


Tyr Thr 


Ala Tyr Cys 
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110 


Tyr 


Asn 


Ser 


Glu 


Gly 


Gly 


Phe 


Trp 


Val 


His 


Cys Asn Asp 


Ser Lys Leu 






115 










120 








125 




Ser 


Met 


Cys 


Thr 


Met 


Asp 


Glu 


Val 


Cys 


Lys 


Ala 


Gin KLsl 


Tyr He Leu 




130 










135 










140 




Phe 


Tyr 


Thr 


Gin 


Arg 


Val 


Thr 


Glu 


Asn Gly 


His 


Ser Lys 


Leu Leu Pro 


145 










150 










155 




160 


Pro 


Glu 


Leu 


Leu 


Leu 


Gly 


Ser 


Gin 


His 


Pro 


Asn Glu Asp 


Ala Asp Thr 










165 










170 
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Ser 


Ser 


Asn 


Glu 


lie 


Leu 


Ser 
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Pro 


Pro 


Gin Lys 


He 
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Val 


Arg 


Pro Phe 


Lys Gin Arg 
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Lys 


Ser 


Leu 


Ala 
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Val 


Ala Gly He 


Arg Ala Lys 
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Phe 


Pro 


Asn 
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lie 
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Val 
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Glu 


Arg 


Tyr Pro 


Arg Glu Thr 
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Phe 


Leu 


Pro 


Pro 


Leu Asp 
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Lys 


Phe 
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Val Pro 


Gin Glu Leu 
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Leu 
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He 


Arg 
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Val Leu At^ct 
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Val 
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Ala 
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He 


Tyr Arg 
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Cys He 


Gin Pro Tyr 
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Asn 


Arg 


lie 


Leu 


Asn Lys 


Lys 


Trp 


Leu 


Ala 


Cys 


Val Met 


Val Leu Cys 
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Asn 


Glu 


Leu 


Glu 


lie 


lie 


Phe 
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Gin 


Met 


Asp Asn 


Ser Lys 
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Lys 
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Glu 


Arg Glu 
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Cys 


Arg 


Glu 


Ala 


Glu 
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Ala Gin 


Gin Ser 


Tyr 


Glu 


Arg 
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Asp Asn 








20 








25 








30 
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Lys 


Ala Asp 


Val Glu 
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Ala 
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35 








40 








45 








Asn 


Leu 
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Ala Asp 
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Ala 
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Gin 
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Phe 
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Tyr 


Val 


Val 
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He 


Tyr 


Lys 


Gin Leu 


Gin Glu 
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Glu 


Arg 
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He 


Lys 


Leu 


Ser 


Glu 


Cys 


Tyr Arg 


Gly Phe 


Ala 


Asp 


Ser 


Glu 


Arg Lys 
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Val 


He 


Pro 


He 


He 


Ser 


Lys Cys 


Leu Glu 


Gly 


Met 


He 


Leu 


Ala 


Ala 






115 








120 
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Lys 


Ser 


Val 


Asp 


Glu 


Arg 


Arg Asp 


Ser Gin 


Met 


Val 


Val 


Asp 


Ser 


Phe 




130 










135 






140 










Lys 


Ser 


Gly Phe 


Glu 


Pro 


Pro Gly 


Asp Phe 


Pro 


Phe 


Glu 


Aaip 


Tyr 


Ser 


145 










150 






155 










160 


Gin 


His 


He 


Tyr 


Arg 


Thr 


He Ser 


Asp Gly 


Thr 


He 


Ser 


Ala 


Ser 


Lys 
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Gin 


Glu 


Ser Gly 


Lys 


Met 


Asp Ala 


Lys Thr 


Thr 


Val 


Gly 


Lys 


Ala* Lys 
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185 
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Gly 


Lys 


Leu Trp 


Leu 


Phe 


Gly Lys 


Lys Pro 


Lys 


Gly 


Pro 


Ala 


Leu 


Glu 






195 








200 








205 








Asp 


Phe 


Ser 


His 


Leu 


Pro 


Pro Glu 


Gin Arg 


Arg 


Lys 


Lys 


Leu 


Gin 


Gin 




210 










215 


■ 




220 










Arg 


He 


Asp Glu 


Leu 


Asn 


Arg Glu 


Leu Gin 


Lys 


Glu 


Ser 


Asp 


Gin 


Lys 


225 










230 






235 










240 


Asp 


Ala 


Leu 


Asn 


Lys 


Met 


Lys Asp 


Val Tyr 


Glu 


Lys 


Asn 


Pro 


Gin 


Met 










245 






250 










255 




Gly 


Asp 


Pro Gly 


Ser 


Leu 


Gin Pro 


Lys Leu 


Ala 


Glu 


Thr 


Met 


Asn 


Asn 








260 








265 








270 






He 


Asp 


Arg 


Leu 


Arg 


Met 


Glu He 


His Lys 


Asn 


Glu 


Ala 


Trp 


Leu 


Ser 






275 








280 








285 








Glu 


Val 


Glu Gly 


Lys 


Thr 


Gly Gly 


Arg Gly 


Asp 


Arg 


Arg 


His 


Ser 


Ser 




290 










295 






300 










Asp 


He 


Asn 


His 


Leu 


Val 


Thr Gin 


Gly Arg 


Glu 


Ser 


Pro 


Glu 


Gly 


Ser 


305 










310 






315 








320 


Tyr 


Thr 


Asp Asp 


Ala 


Asn 


Gin Glu 


Val Arg 


Gly 


Pro 


Pro 


Gin 


Gin 


His 










325 






330 










335 




Gly 


His 


His 


Asn 


Glu 


Phe 


Asp Asp 


Glu Phe 


Glu 


Asp 


Asp 


Asp 


Pro 


Leu 








340 








345 








350 






Pro 


Ala 


He Gly 


His 


Cys 


Lys Ala 


He Tyr 


Pro 


Phe 


Asp 


Gly 


His 


Asn 
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Glu 


Gly 


Thr 


Leu 


Ala 


Met 


Lys Glu 


Gly Glu 


Val 


Leu 


Tyr 


He 


He 


Glu 




370 










375 






380 










Glu 


Asp 


Lys 


Gly 


Asp 


Gly 


Trp Thr 


Arg Ala 


Arg 


Arg 


Gin 


Asn 


Gly 


Glu 


385 










390 






395 










400 


Glu 


Gly 


Tyr Val 


Pro 


Thr 


Ser Tyr 


He Asp 


Val 


Thr 


Leu 


Glu 


Lys 


Asn 










405 






410 










415 




Ser 


Lys 


Gly Ala 


Val 


Thr 


Tyr He 
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Met 


Leu 


Glu 


Gin lie Arg 


Asn 


Pro 


Ser 


Pro 


Cys Phe Lys Glu 


Val 


He 
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Phe Tyr Leu 


Lys Arg 


Val 


Glu 


lie Met Ala Gin 


Cys 


Glu 
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Glu Trp 


lie 


Ala Asp lie 


Gin 


Gin 


Tyr 


Ser 


Ser Asp Lys Arg 


Val 


Gly 
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Arg 


Thr 


Met 


Ser His His 


Ala 


Ala 


Ala 


Leu 


Lys Arg His Thr 


Ala 


Gin 
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55 








60 
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Arg 


Glu 


Glu Leu Leu 


Lys 


Leu 


Pro 


Cys 


Pro Glu Gly Leu 


Asp 


Pro 


65 






70 
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80 


Asp 


Thr 


Asp 


Asp Ala Pro 


Glu 


Val 


Cys 


Arg 


Ala Thr Thr Gly 


Ala 


Glu 
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Glu 


Thr 


Leu 


Met His Asp 


Gin 


Val 


Lys 


Pro 


Ser Ser Ser Lys 


Glu 


Leu 
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Pro 


Ser 


Asp 


Phe Gin Leu 
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Glu 


Glu 


Glu Gly Leu 


Glu Cys 
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Ser Ser Ser Glu Lys 
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10 
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Tyr Phe 


Pro 


Glu Ser Leu 


Asp 


Ser 


Ser Asp 


Gly Asp Glu Glu Glu 


Val 
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Leu 


Ala 


Cvs 


Glu AsD Leu 


Glu 


Leu 


Asn 


Pro 


Phe ASD Glv Leu Pt'o 


xyx. 
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45 




Ser 


Ser 


Arg 


Tyr Tyr Lys 


Leu 


Leu 


Lys 


Glu 


Arg Glu Asp Leu Pro 


He 




50 






55 








60 




Trp 


Lys 


Glu 


Lys Tyr Ser 


Phe 


Met 


Glu 


Asn 


Leu Leu Gin Asn Gin 


He 


65 






70 










75 


80 


Val 


He 


Val 


Ser Gly Asp 


Ala 


Lys 


Cys 


Gly 


Lys Ser Ala Gin Val 


Pro 








85 








90 


95 




Gin Trp 


Cys 


Ala Glu Tyr 


Cys 


Leu 


Ser 


He 


His Tyr Gin His Gly 


Gly 








100 
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110 




Val 


lie 


Cys 


Thr Gin Val 


His 


Lys 


Gin 


Thr 


Met Val Gin Leu Ala 


Xeu 






115 






120 






125 




Arg Val 


Ala 


Asp Glu Met 


Asp 


Val 


Asn 


He 


Gly His Glu Val Gly 


Tyr 




130 






135 








140 




Val 


He 


Pro 


Phe Glu Asn 


Cys 


Cys 


Thr 


Asn 


Glu Thr He Leu Arg 


Tyr 


145 






150 










155 


160 


Cys 


Thr 


Asp 


Asp Met Leu 


Gin Arg 


Glu 


Met 


Met Ser Asn Pro Phe 


Leu 








165 








170 


175 




Gly Ser 


Tyr 


Gly Val He 


He 


Leu 


Asp Asp 


He His Glu Arg Ser 


He 








180 






185 




190 




Ala 


Thr 


Asp 


Val Leu Leu 


Gly Leu 


Leu Lys 


Asp Val Leu Leu Ala 


Arg 






195 






200 






205 




Pro 


Glu 


Leu 


Lys Leu He 


He 


Asn 


Ser 


Ser 


Pro His Leu He Ser 


Lys 




210 






215 








220 




Leu 


Asn 


Ser 


Tyr Tyr Gly 


Asn 


Val 


Pro 


Val 


He Glu Val Lys Asn 


Lys 


225 






230 










235 


240 


His 


Pro 


Val 


Glu Val Val 


Tyr 


Leu 


Ser 


Glu 


Ala Gin Lys Asp Ser 


Phe 








245 








250 


255 




Glu 


Ser 


He 


Leu Arg Leu 


He 


Phe 


Glu 


He 


His His Ser Gly Glu 


Lys 








260 






265 




270 




Gly Asp 


He 


Val Val Phe 


Leu 


Ala 


Cys 


Glu 


Gin Asp He Glu Lys 


Val 






275 






280 






285 




Cys 


Glu 


Thr 


Val Tyr Gin 


Gly 


Ser 


Asn 


Leu 


Asn Pro Asp Leu Gly 


Glu 




290 






295 








300 
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Leu 


Val 


Val 


Val 


Pro 


Leu 


Tyr 


Pro 


Lys 


305 










310 








Pro 


Leu 


Asp 


Glu 


Thr 


Glu 


Lys 


Arg 


Cys 










325 






■ 




Val 


Leu 


Thr 


Thr 


Ser 


Ser 


Gly 


Glu 


Phe 








340 










345 


Arg 


Phe 


Val 


He 


Asp 


Val 


Gly 


Val 


Glu 






355 










360 




Arg 


He 


Arg 


Ala 


Asn 


Ser 


Leu 


Val 


Met 




370 










375 






Ala 


Glu 


lie 


Arg 


Lys 


Gin 


He 


Leu 


Gly 


385 










390 








Phe 


Cys 


Leu 


Tyr 


Thr 


Glu 


Glu 


Phe 


Ala 










405 










Lys 


Pro 


Ala 


Glu 


Met 


Gin 


Glu 


Ala 


Asn 








420 










425 


Met 


Lys 


Arg 


He 


Asp 


He 


Ala 


Gly 


Leu 






435 










440 




Arg 


Pro 


Ala 


Pro 


Glu 


Ser 


Leu 


Met 


Gin 




450 










455 






Leu 


Ala 


Ala 


Leu 


Asp 


Asn 


Asp 


Gly 


Asn 


465 










470 








Met 


Ser 


Glu 


Phe 


Pro 


Leu 


Asp 


Pro 


Gin 
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Ser 


Cys 


Glu 


Phe 


Asp 


Cys 


Val 


Asp 


Glu 








500 
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Val 


Thr 


Ala 


Pro 


Asn 


Cys 


Phe 


Ser 


His 






515 
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Ala 


Ala 


Leu 


Thr 


Cys 


Trp 


Lys 


Thr 


Phe 
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Phe 


Thr 


Leu 


He 


Ser 


He 


Tyr 


Lys 


Ala 


545 










550 








Ser 


Ser 


Ser 


Glu 


Tyr 


Cys 


Val 


Glu 


Lys 










565 










Asn 


Cys 


Ser 


Ala 


Leu 


Arg 


Met 


Ala 


Asp 
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Glu 


He 


He 


Lys 


Arg 


He 


Glu 


Leu 


Pro 






595 
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Ser 


Lys 


Glu 


Asn 


Thr 


Leu 


Asn 


He 


Lys 
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Phe 


Met 


Gin 


He 


Ala 


Arg 


Asp 


Val 


Asp 
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Leu 


Thr 


His 


Lys 


Gin 


Val 


Ala 


Gin 


Leu 
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Thr 


Lys 


Lys 


Met 


Pro 


Glu 


Trp 


Val 


■ 
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Ser 


Glu 


Asn 


Asn 


Tyr 


He 


Arg 


He 


Thr 
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Phe 


Met 


Gin 


Leu 


Val 


Pro 


Gin 


Tyr 


Tyr 
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Glu 


Ser 


Lys 


Asp 


He 


Leu 


Gin 


Gin 


Val 
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Val 
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Asn 


Glu 
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Glu 


Lys 


Cys 


Ser 


Leu Phe 
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Gin 


Val 


Tyr Gin 


Arg Arg Val 


330 








335 




Leu 


He 


Trp 


Ser 


Asn Ser 


Val 










350 




Arg 


Arg 


Lys 


Val 


Tyr Asn 


Pro 
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Gin 


Pro 


He 


Ser 


Gin Ser 


Gin 






380 








Ser 


Ser 


Ser 


Ser 


Gly Lys 


Phe 
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400 


Ser 


Lys 


Asp Met 


Thr Pro 


Leu 


410 








415 




Leu 


Thr 


Ser 


Met 


Val Leu 


Phe 
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Cys 


Asp 


Phe Met 


Asn 
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Leu 


Glu Asp 


Leu Asp Tyr 
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Ser 


He Leu 


Ala 


490 








495 




Val 


Leu 
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Ala Ala 
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Thr Leu 
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He 
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Ser Gly Tyr 
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Ser 
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Lys 


Phe Ser 


He 
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Glu 


He 
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Pro Glu 
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685 






Phe 


Ser 


Asn 


Leu 


Pro Pro 
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He 


Pro 






115 








120 










125 








Gin 


Pro 
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He 


Thr 
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Leu 


Ser 


Ser 
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160 


Ser 


Val 


Ser 


Thr 


Ser 


Ser 


Leu Pro 


Asn 


Gly 


Thr 


Ala 


Ser 


Leu 


He 


Gin 










165 








170 










175 




Pro 


Leu 


Pro 


He 


Pro 


Tyr 


Ser Ser 


Ser 


Thr 


Leu 


Pro 


His 


Gly 


Ser 


Ser 








180 








185 










190 






Tyr 


Ser 


Leu 


Met 


Met 


Gly 


Gly Phe 


Gly 


Gly 


Ala 


Ser 


He 


Gin 


Lys 


Ala 






195 








200 










205 








Gin 


Ser 


Leu 


He 


Asp 


Leu 


Gly Ser 


Ser 


Ser 


Ser 


Thr 


Ser 


Ser 


Thr 


Ala 




210 










215 








220 










Ser 


Leu 


Ser 


Gly 


Asn 


Ser 


Pro Lys 


Thr 


Gly 


Thr 


Ser 


Glu 


Trp 


Ala 


Val 


225 










230 








235 










240 


Pro 


Gin 


Pro 


Thr 


Arg 


Leu 


Lys Tyr 


Arg 


Gin 


Lys 


Phe 


Asn 


Thr 


Leu 


Asp 










245 








250 










255 




Lys 


Ser 


Met 


Ser 


Gly 


Tyr 


Leu Ser 


Gly 


Phe 


Gin 


Ala 


Arg 


Asn 


Ala 


Leu 








260 








265 










270 






Leu 


Gin 


Ser 


Asn 


Leu 


Ser 


Gin Thr 


Gin 


Leu 


Ala 


Thr 


He 


Trp 


Thr 


Leu 






275 








280 










285 








Ala 


Asp 


Val 


Asp 


Gly 


Asp 


Gly Gin 


Leu 


Lys 


Ala 


Glu 


Glu 


Phe 


He 


Leu 




290 










295 








300 










Ala 


Met 


His 


Leu 


Thr 


Asp 


Met Ala 


Lys 


Ala 


Gly 


Gin 


Pro 


Leu 


Pro 


Leu 


305 










310 








315 










320 


Thr 


Leu 


Pro 


Pro 


Glu 


Leu 


Val Pro 


Pro 


Ser 


Phe 


Arg 


Gly 


Gly 


Lys 


Gin 










325 








330 










335 




He 


Asp 


Ser 


He 


Asn 


Gly 


Thr Leu 


Pro 


Ser 


Tyr 


Gin 


Lys 


Met 


Gin 


Glu 








340 








345 










350 






Glu 


Glu 


Pro 


Gin 


Lys 


Lys 


Leu Pro 


Val 


Thr 


Phe 


Glu 


Asp 


Lys 


Arg 


Lys 






355 








360 










365 








Ala 


Asn 


Tyr 


Glu 


Arg 


Gly 


Asn Met 


Glu 


Leu 


Glu 


Lys 


Arg 


Arg 


Gin 


Ala 




370 










375 








380 










Leu 


Met 


Glu 


Gin 


Gin 


Gin 


Arg Glu 


Ala 


Glu 


Arg 


Lys 


Ala 


Gin 


Lys 


Glu 


385 










390 








395 










400 


Lys 


Glu 


Glu 


Trp 


Glu 


Arg 


Lys Gin 


Arg 


Glu 


Leu 


Gin 


Glu 


Gin 


Glu 


Trp 










405 








410 










415 




Lys 


Lys 


Gin 


Leu 


Glu 


Leu 


Glu Lys 


Arg 


Leu 


Glu 


Lys 


Gin 


Arg 


Glu 


Leu 








420 








425 










430 






Glu 


Arg 


Gin 


Arg 


Glu 


Glu 


Glu Arg 


Arg 


Lys 


Asp 


He 


Glu 


Arg 


Arg 


Glu 






435 








440 










445 








Ala 


Ala 


Lys 


Gin 


Glu 


Leu 


Glu Arg 


Gin 


Arg 


Arg 


Leu 


Glu 


Trp 


Glu 


Arg 




450 










455 








460 










He 


Arg 


Arg 


Gin 


Glu 


Leu 


Leu Asn 


Gin 


Lys 


Asn 


Arg 


Glu 


Gin 


Glu 


Glu 


465 










470 








475 










480 


lie 


Val 


Arg 


Leu 


Asn 


Ser 


Lys Lys 


Lys 


Asn 


Leu 


His 


Leu 


Glu 


Leu 


Glu 










485 








490 










495 




Ala 


Leu 


Asn 


Gly 


Lys 


His 


Gin Gin 


He 


Ser 


Gly 


Arg 


Leu 


Gin 


Asp 


Val 








500 








505 










510 
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Arg 


Leu 


Lys 


Lys 


Gin 


Thr 


Gin 


Lys 






515 










520 


Gin Cys 


Asp 


Leu 


Glu 


He 


Met 


Glu 




530 










535 




Gin 


Glu 


Tyr 


Gin 


Asn 


Lys 


Leu 


He 


545 










550 






Leu 


Asn 


Glu 


Arg 


He 


Lys 


Asn 


Met 










565 








Gly Val 


Ser 


Leu 


Leu 


His 


Lys 


Lys 








580 










Gin Arg 


Leu 


Lys 


Glu 


Gin 


Leu 


Asp 






595 










600 


^Lys 


Leu 


Ser 


Glu 


Met 


Asp^ 


Ser 


Phe 




610 










615 




Met 


Asp 


Asp 


Ser 


Val 


Leu 


Gin 


Cys 


625 










63'0 






Asn 


Asn 


Leu 


Phe 


Leu 


Leu 


Leu 


Lys 






• 




645 








Wn 


Gin 


Leu 


Ala 


Leu 


Glu 


Gin 


Leu 








660 










Lys 


Glu 


He 


Glu 


Arg 


Lys 


Arg 


Leu 






675 










680 


Glu Asp 


Glu 


Ala 


Ala 


Arg 


Lys 


Ala 




690 










695 




Lys 


Glu 


Asn 


Leu 


Arg 


Lys 


Glu 


Glu 


705 










710 






Glu 


Glu 


Lys 


Thr 


Gin 


Glu 


Lys 


He 










725 








Glu Lys 


Gin 


Arg 


Lys 


Asp 


Lys 


Asp 








740 










Arg 


Glu 


Thr 


Ala 


Ser 


Val 


Leu 


Val 






755 










760 


Glu 


Ala 


Arg 


Asn 


His 


Asp 


Glu 


Met 




770 










775 




Gin 


Val 


Asp 


Glu 


Lys 


Thr 


Val 


Gly 


785 










790 






Phe 


Gin 


Gly 


Asn 


Phe 


Gly 


Trp 


Phe 










805 








Pro 


Ser 


Ser 


Glu 


Asn 


Glu 


Lys 


Ala 








820 










Pro 


Pro 


Thr 


Val 


Ser 


Leu 


Ser 


Ala 






835 










840 


Ser 


Ser 


Asn 


Gin 


Pro 


Ala 


Ser 


Val 




850 










855 




Ser 


Asn 


Leu 


Thr 


Val 


Asn 


Thr 


Ser 


865 










870 






Arg 


Thr 


Val 


Ser 


Pro 


Gly 


Ser 


Val 






• 




885 








Val 


Val 


Glu 


Asn 


Leu 


Lys 


Ala 


Gin 








900 










Lys 


Asp 


Asn 


His 


Leu 


Asn 


Phe 


Ser 






915 










920 


Glu 


Gin 


Gin 


Glu 


Asn 


Trp 


Trp 


Phe 




930 










935 




Trp 


Phe 


Pro 


Lys 


Ser 


Tyr 


Val 


Lys 


945 










950 






Arg 


Glu 


Glu 


Pro 


Glu 


Ala 


Leu 


Tyr 










965 








Ser 


Ala 


Ala 


Tyr 


Ser 


Val 


Gly 


Glu 








980 










Ser 


Ser 


Val 


Glu 


Pro 


Gly 


Asp 


Leu 






995 








1000 


Leu 


Val 


Thr 


Gin 


Lys 


Asp 


Gly Glu 



1010 1015 



Thr 


Glu 


Leu 


Glu 


Val 


Leu 


Asp 


Lys 










525 








He 


Lys 


Gin 


Leu 


Gin 


Gin 


Glu 


Leu 








540 










Tyr 


Leu 


Val 


Pro 


Glu 


Lys 


Gin 


Leu 






555 










560 


Gin 


Phe 


Ser 


Asn 


Thr 


Pro 


Asp 


Ser 




570 










575 




Ser 


Leu 


Glu 


Lys 


Glu 


Glu 


Leu 


Cys 


585 










590 






Ala 


Leu 


Glu 


Lys 


Glu 


Thr 


Ala 


Ser 










605 








Asn 


Asn 


Gin 


Leu 


Lys 


Cys 


Gly 


Asn 








620 










Leu 


Leu 


Ser 


Leu 


Leu 


Ser 


Cys 


Leu 






635 










640 


Glu 


Leu 


Arg 


Glu 


Thr 


Tyr 


Asn 


Thr 




650 










655 




Tyr 


Lys 


He 


Lys 


Arg 


Asp 


Lys 


Leu 


665 










670 






Glu 


Leu 


Met 


Gin 


Lys 


Lys 


Lys 


Leu 










685 








Lys 


Gin 


Gly 


Lys 


Glu 


Asn 


Leu 


Trp 








700 










Glu 


Glu 


Lys 


Gin 


Lys 


Arg 


Leu 


Gin 






715 








» 


720 


Gin 


Glu 


Glu 


Glu 


Arg 


Lys 


Ala 


Glu 




730 










735 




Thr 


Leu 


Lys 


Ala 


Glu 


Glu 


Lys 


Lys 


745 










750 






Asn 


Tyr 


Arg 


Ala 


Leu 


Tyr 


Pro 


Phe 










765 








Ser 


Phe 


Asn 


Ser 


Gly 


Asp 


He 


He 








780 










Glu 


Pro 


Gly 


Trp 


Leu 


Tyr 


Gly 


Ser 






795 










800 


Pro 


Cys 


Asn 


Tyr 


Val 


Glu 


Lys 


Met 




810 










815 




Val 


Ser 


Pro 


Lys 


Lys 


Ala 


Leu 


Leu 


825 










830 






Thr 


Ser 


Thr 


Ser 


Ser 


Glu 


Pro 


Leu 










845 








Thr 


Asp 


Tyr 


Gin 


Asn 


Val 


Ser 


Phe 








860 










Trp 


Gin 


Lys 


Lys 


Ser 


Ala 


Phe 


Thr 






875 










880 


Ser 


Pro 


He 


His 


Gly 


Gin 


Gly 


Gin 




890 










895 




Ala 


Leu 


Cys 


Ser 


Trp 


Thr 


Ala 


Lys 


905 










910 






Lys 


His 


Asp 


He 


He 


Thr 


Val 


Leu 










925 








Gly 


Glu 


Val 


His 


Gly 


Gly 


Arg 


Gly 








940 










He 


He 


Pro 


Gly 


Ser 


Glu 


Val 


Lys 






955 










960 


Ala 


Ala 


Val 


Asn 


Lys 


Lys 


Pro 


Thr 




970 










975 




Glu 


Tyr 


He 


Ala 


Leu 


Tyr 


Pro 


Tyr 


985 










990 






Thr 


Phe 


Thr 


Glu 


Gly 


Glu 


Glu 


He 








1005 








Trp 


Trp 


Thr Gly 


Ser 


He 


Gly 


Asp 



1020 
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Arg Ser Gly lie Phe Pro Ser Asn Tyr Val hys Pro Lys Asp Gin Glu 
1025 1030 1035 1040 

Ser Phe Gly Ser Ala Ser Lys Ser Gly Ala Ser Asn Lys Lys Pro Glu 

1045 1050 1055 

lie Ala Gin Val Thr Ser Ala Tyr Val Ala Ser Gly Ser Glu Gin Leu 

1060 1065 1070 

Ser Leu Ala Pro Gly Gin Leu lie Leu He Leu Lys Lys Asn Thr Ser 

1075 1080 1085 

Gly Trp Trp Gin Gly Glu Leu Gin Ala Arg Gly Lys Lys Arg Gin Lys 

1090 1095 1100 

Gly Trp Phe Pro Ala Ser His Val Lys Leu Leu Gly Pro Ser Ser Glu 
1105 1110 1115 1120 

Arg Ala Thr Pro Ala Phe His Pro Val Cys Gin Val He Ala Met Tyr 

1125 1130 1135 

Asp Tyr Ala Ala Asn Asn Glu Asp Glu Leu Ser Phe Ser Lys Gly Gin 

1140 1145 .1150 

Leu He Asn Val Met Asn Lys Asp Asp Pro Asp Trp Trp Gin Gly Glu 

1155 1160 1165 

lie Asn Gly Val Thr Gly Leu Phe Pro Ser Asn Tyr Val Lys Met Thr 

1170 1175 * 1180 

Thr Asp Ser Asp Pro Ser Gin Gin Trp Cys Ala Asp Leu Gin Thr Leu 
1185 1190 1195 1200 

Asp Thr Met Gin Pro He Glu Arg Lys Arg Gin Gly Tyr He His Glu 

1205 1210 1215 

Leu He Gin Thr Glu Glu Arg Tyr Met Ala Asp Leu Gin Leu Val Val 

1220 1225 1230 

Glu Val Phe Gin Lys Arg Met Ala Glu Ser Gly Phe Leu Thr Glu Gly 

1235 1240 1245 

Glu Met Ala Leu He Phe Val Asn Trp Lys Glu Leu He Met Ser Asn 
1250 1255 1260 

Thr Lys Leu Leu Lys Ala Leu Arg Val Arg Lys Lys Thr Gly Gly Glu 

1265 1270 1275 1280 

Lys Met Pro Val Gin Met He Gly Asp He Leu Ala Ala Glu Leu Ser 

1285 1290 1295 

His Met Gin Ala Tyr He Arg Phe Cys Ser Cys Gin Leu Asn Gly Ala 

1300 1305 1310 

Ala Leu Leu Gin Gin Lys Thr Asp Glu Asp Thr Asp Phe Lys Glu Phe 

1315 1320 1325 

Leu Lys Lys Leu Ala Ser Asp Pro Arg Cys Lys Gly Met Pro Leu Ser 

1330 1335 1340 

Ser Phe Leu Leu Lys Pro Met Gin Arg He Thr Arg Tyr Pro Leu Leu 
1345 1350 1355 1360 

He Arg Ser He Leu Glu Asn Thr Pro Glu Ser His Ala Asp His Ser 

1365 1370 1375 

Ser Leu Lys Leu Ala Leu Glu Arg Ala Glu Glu Leu Cys Ser Gin Val 

1380 1385 1390 

Asn Glu Gly Val Arg Glu Lys Glu Asn Ser Asp Arg Leu Glu Trp He 

1395 1400 1405 

Gin Ala His Val Gin Cys Glu Gly Leu Ala Glu Gin Leu He Phe Asn 

1410 1415 1420 

Ser Leu Thr Asn Cys Leu Gly Pro Arg Lys Leu Leu His Ser Gly Lys 
1425 1430 1435 1440 

Leu Tyr Lys Thr Lys Ser Asn Lys Glu Leu His Gly Phe Leu Phe Asn 

1445 1450 1455 

Asp Phe Leu Leu Leu Thr Tyr Met Val Lys Gin Phe Ala Val Ser Ser 

1460 1465 1470 

Gly Ser Glu Lys Leu Phe Ser Ser Lys Ser Asn Ala Gin Phe Lys Met 

1475 1480 1485 

Tyr Lys Thr Pro He Phe Leu Asn Glu Val Leu Val Lys Leu Pro Thr 

1490 1495 1500 

Asp Pro Ser Ser Asp Glu Pro Val Phe His He Ser His He Asp Arg 
1505 1510 1515 1520 

Val Tyr Thr Leu Arg Thr Asp Asn He Asn Glu Arg Thr Thr Trp Val 

1525 1530 1535 
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Gin Lys lie Lys Ala Ala Ser Glu Gin Tyr lie Asp Thr Glu Lys Lys 

1540 1545 1550 

Lys Arg Glu Lys Ala Tyr Gin Ala Arg Ser Gin Lys Thr Ser Gly lie 

1555 1560 1565 

Gly Arg Leu Met Val His Val lie Glu Ala Thr Glu Leu Lys Ala Cys 

1570 1575 1580 

Lys Pro Asn Gly Lys Ser Asn Pro Tyr Cys Glu lie Ser Met Gly Ser 
1585 1590 1595 1600 

Gin Ser Tyr Thr Thr Arg Thr He Gin Asp Thr Leu Asn Pro Lys Trp 

1605 1610 1615 

Asn Phe Asn Cys Gin Phe Phe He Lys Asp Leu Tyr Gin Asp Val Leu 

1620 1625 1630 

Cys Leu Thr Leu Phe Asp Arg Asp Gin Phe Ser Pro Asp Asp Phe Leu 
1635 1640 1645 

Gly Arg Thr Glu He Pro Val Ala Lys He Arg Thr Glu Gin Glu Ser 

1650 1655 1660 

Lys Gly Pro Met Thr Arg Arg Leu Leu Leu His Glu Val Pro Thr Gly 
1665 1670 1675 1680 

Glu Val Trp Val Arg Phe Asp Leu Gin Leu Phe Glu Gin Lys Thr Leu 

1685 1690 1695 

Leu * 
1697 



<210> 1862 

<211> 446 

<212> PRT 

<213> Homo sapiens 



<400> 1862 



Met 


Met 


Glu 


Glu 


Ser 


Gly 


He Glu 


Thr 


Thr 


Pro Pro Gly Thr Pro Pro 


1 








5 








10 










15 


Pro 


Asn 


Pro 


Ala 


Gly 


Leu 


Ala Ala 


Thr 


Ala 


Met 


Ser 


Ser 


Thr 


Pro Val 








20 








25 










30 




Pro 


Leu 


Ala 


Ala 


Thr 


Ser 


Ser Phe 


Ser 


Ser 


Pro 


Asn 


Val 


Ser 


Ser Met 






35 








40 










45 






Glu 


Ser 


Phe 


Pro 


Pro 


Leu 


Ala Tyr 


Ser 


Thr 


Pro 


Gin 


Pro 


Pro 


Leu Pro 




50 










55 








60 








Pro 


Val 


Arg 


Pro 


Ser 


Ala 


Pro Leu 


Pro 


Phe 


Val 


Pro 


Pro 


Pro 


Ala Val 


65 










70 








75 








80 


Pro 


Ser 


Vai 


Pro 


Pro 


Leu 


Val Thr 


Ser 


Met 


Pro 


Pro 


Pro 


Val 


Ser Pro 










85 








90 










95 


Ser 


Thr 


Ala 


Ala 


Ala 


Phe 


Gly Asn 


Pro 


Pro 


Val 


Ser 


His 


Phe 


Pro Pro 








100 








105 










110 




Ser 


Thr 


Ser 


Ala 


Pro 


Asn 


Thr Leu 


Leu 


Pro 


Ala 


Pro 


Pro Ser Gly Pro 






115 








120 










125 






Pro 


He 


Ser 


Gly 


Phe 


Ser 


Val Gly 


Ser 


Thr 


Tyr Asp 


He Thr Arg Gly 




130 










135 








140 








His 


Ala 


Gly 


Arg 


Ala 


Pro 


Gin Thr 


Pro 


Leu 


Met 


Pro 


Ser 


Phe 


Ser Ala 


145 










150 








155 








160 


Pro 


Ser 


Gly 


Thr 


Gly 


Leu 


Leu Pro 


Thr 


Pro 


He 


Thr 


Gin 


Gin 


Ala Ser 










165 








170 










175 


Leu 


Thr 


Ser 


Leu 


Ala 


Gin 


Gly Thr Gly Thr Thr Ser Ala 


He 


Thr Phe 








180 








185 










190 




Pro 


Glu 


Glu 


Gin 


Glu 


Asp 


Pro Arg 


He Thr Arg Gly Gin Asp Glu Ala 






195 








200 










205 






Ser 


Ala 


Gly 


Gly 


He 


Trp 


Gly Phe 


He Lys Gly Val Ala Gly Asn Pro 




210 










215 








220 








Met 


Val 


Lys 


Ser 


Val 


Leu 


Asp Lys 


Thr Lys 


His 


Ser 


Val 


Glu 


Ser Met 


225 










230 








235 








240 


He 


Thr 


Thr 


Leu 


Asp 


Pro 


Gly Met Ala 


Pro 


Tyr 


He 


Lys 


Ser Gly Gly 










245 








250 










255 
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Glu 


Leu 


Asp 


He 


Val 


Val 


Thr 


Ser 


Asn 


Lys 


Glu 


Val 


Lys 


Val 


Ala 


Ala 








260 










265 


• 








270 


• 




Val 


Arg 


Asp 


Ala 


Phe 


Gin 


Glu 


Val 


Phe 


Gly 


Leu 


Ala 


Val 


Val 


Val 


Gly 






275 










280 










285 








Glu 


Ala 


Gly 


Gin 


Ser 


Asn 


He 


Ala 


Pro 


Gin 


Pro 


Val 


Gly 


Tyr 


Ala 


Ala 




290 










295 






- 




300 










Giy 


Leu 


Lys 


Gly 


Ala 


Gin 


Glu 


Arg 


He 


Asp 


Ser 


Leu 


Arg 


Arg 


Thr 


Gly 


305 










310 










315 










320 


Val 


lie 


His 


Glu 


Lys 


Gin 


Thr 


Ala 


Val 


Ser 


Val 


Glu 


Asn 


Phe 


He 


Ala 










325 










330 










335 




Glu 


Leu 


Leu 


Pro 


Asp 


Lys 


Txp 


Phe 


Asp 


He 


Gly 


Cys 


Leu 


Val 


Val 


Glu 








340 










345 










350 






Asp 


Pro 


Val 


His 


Gly 


He 


His 


Leu 


Glu 


Thr 


Phe 


Thr 


Gin 


Ala 


Thr 


Pro 






355 










360 










365 








Val 


Pro 


Leu 


Glu 


Phe 


Val 


Gin 


Gin 


Ala 


Gin 


Ser 


Leu 


Thr 


Pro 


Gin Asp 




370 










375 










380 










Tyr 


Asn 


Leu 


Arg 


Trp 


Ser 


Gly 


Leu 


Leu 


Val 


Thr 


Val 


Gly 


Glu 


Val 


Leu 


385 










390 










395 










400 


Glu 


Lys 


Ser 


Leu 


Leu 


Asn 


Val 


Ser 


Arg 


Thr 


Asp 


Trp 


His 


Met 


Ala 


Phe 










405 










410 










415 




Thr 


Gly 


Met 


Ser 


Arg 


Arg 


Gin 


Met 


He 


Tyr 


Ser 


Ala 


Ala 


Arg 


Ala 


He 








420 










425 










430 






Ala 


Gly 


Met 


Tyr 


Lys 


Gin 


Arg 


Leu 


Pro 


Pro 


Arg 


Thr 


Val 


* 










435 










440 










445 










<210> 1863 




























<211> 352 




























<212> PRT 


























- 


<213> Homo 


sapiens 
























<400> 1863 














- 






• 






Met 


Ala 


Leu 


Pro 


Phe 


Gin 


Lys 


Glu 


Leu 


Glu 


Lys 


Tyr 


Lys 


Asn 


He 


Asp 


1 








5 










10 










15 




Glu 


Asp 


Glu 


Leu 


Leu 


Gly 


Lys 


Leu 


Ser 


Glu 


Glu 


Glu 


Leu 


Lys 


Gin 


Leu 








• 20 










25 










30 






Glu 


Asn 


Val 


Leu 


Asp 


Asp 


Leu 


Asp 


Pro 


Glu 


Ser 


Ala 


Met 


Leu 


Pro 


Ala 






35 










40 










45 








Gly 


Phe 


Arg 


Gin 


Lys 


Asp 


Gin 


Thr 


Gin 


Lys 


Ala 


Ala 


Thr 


Gly 


Pro 


Phe 




50 










55 










60 










Asp 


Arg 


Glu 


His 


Leu 


Leu 


Met 


Tyr 


Leu 


Glu 


Lys 


Glu 


Ala 


Leu 


Glu 


Gin 


65 










70 










75 










80 


Lys 


Asp 


Arg 


Glu 


Asp 


Phe 


Val 


Pro 


Phe 


Thr 


Gly 


Glu 


Lys 


Lys 


Gly Arg 










85 










90 










95 




Val 


Phe 


He 


Pro 


Lys 


Glu 


Lys 


Pro 


He 


Glu 


Thr 


Arg 


Lys 


Glu 


Glu 


Lys 








100 










105 










110 






Val 


Thr 


Leu 


Asp 


Pro 


Glu 


Leu 


Glu 


Glu 


Ala 


Leu 


Ala 


Ser 


Ala 


Ser Asp 






115 










120 










125 








Thr 


Glu 


Leu 


Tyr 


Asp 


Leu 


Ala 


Ala 


Val 


Leu 


Gly 


Val 


His 


Asn 


Leu 


Leu 




130 










135 










140 










Asn 


Asn 


Pro 


Lys 


Phe 


Asp 


Glu 


Glu 


Thr 


Ala 


Asn 


Asn 


Lys 


Gly 


Gly Lys 


145 










150 










155 










160 


Gly 


Pro 


Val 


Arg 


Asn 


Val 


Val 


Lys 


Gly 


Glu 


Lys 


Val 


Lys 


Pro 


Val 


Phe 










165 










170 










175 




Glu 


Glu 


Pro 


Pro 


Asn 


Pro 


Thr 


Asn 


Val 


Glu 


He 


Ser 


Leu 


Gin 


Gin 


Met 








180 










185 










190 






Lys 


Ala 


Asn 


Asp 


Pro 


Ser 


Leu 


Gin 


Glu 


Val 


Asn 


Leu 


Asn 


Asn 


He 


Lys 






195 










200 










205 








Asn 


lie 


Pro 


He 


Pro 


Thr 


Leu 


Arg 


Glu 


Phe 


Ala 


Lys 


Ala 


Leu 


Glu 


Thr 




210 










215 










220 










Asn 


Thr 


His 


Val 


Lys 


Lys 


Phe 


Ser 


Leu 


Ala 


Ala 


Thr 


Arg 


Ser 


Asn Asp 


225 










230 










235 










240 
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Pro Val Ala lie Ala Phe Ala Asp Met Leu Lys Val Asn Lys Thr Leu 

245 250 255 

Thr Ser Leu Asn lie Glu Ser Asn Phe lie Thr Gly Thr Gly lie Leu 

260 265 270 

Ala Leu Val Glu Ala Leu Lys Glu Asn Asp Thr Leu Thr Glu He Lys 

275 280 285 

He Asp Asn Gin Arg Gin Gin Leu Gly Thr Ala Val Glu Met Glu He 

290 295 300 

Ala Gin Met Leu Glu Glu Asn Ser Arg He Leu Lys Phe Gly Tyr Gin 
305 310 315 320 

Phe Thr Lys Gin Gly Pro Arg Thr Arg Val Ala Ala Ala He Thr Lys 

325 330 335 

Asn Asn Asp Leu Val Arg Lys Lys Arg Val Glu i\la Asp Arg Arg * 

340 345 350 351 



<210> 1864 

<211> 205 

<212> PRT 

<213> Homo sapiens 



<400> 1864 
Met Asp Val Ala 
1 

Glu Glu Gin Pro 

20 

Gly Ser Asp Gin 
35 

Glu Asp Glu Glu 
50 

Asn His Ser Asp 
65 

Gin Asp Ser Glu 

Cys Glu Glu Glu 

100 

Arg Asp Glu Ala 

115 

Asp Tyr Asp Glu 
130 

Asp Glu Ala Glu 
145 

Gly Thr Pro Arg 

Lys Glu Ser Leu 

180 

Gly Glu He Glu 
195 



Glu Ser Pro 


Glu 


5 




Gin Gly Leu 


Ser 


Asp Leu Asp 


Gly 




40 


Ser Ala Ala 


Arg 


55 




Glu Glu Asp 


Arg 


70 




Val Asn Glu 


Leu 


85 




Gly Asp Glu 


Gly 


Ser Ser Val 


Thr 




120 


Glu Val Pro 


Glu 


135 




Lys Ala Gly 


Ala 


150 




Glu Glu Gly 


Lys 


165 




Glu Ala Ala 


Lys 


Phe Ser Ser 


Ser 




200 



Arg 


Asp Pro His 




10 


Asp 


Asp Asp He 


25 




Ala 


Gly Val Arg 


Gly 


Pro Ser Gin 




60 


Ala 


Ser Glu Pro 




75 


Ser 


Arg Gly Pro 




90 


Glu 


Glu Asp Arg 


105 




Arg 


Glu Leu Asp 


Glu 


Pro Ala Pro 




140 


Glu 


Asp Asp Glu 




155 


Ala 


Gly Val Gin 




170 


Glu 


Lys Lys Lys 


185 




Arg 


Arg Pro Leu 




204 



Ser Pro Glu Asp 
15 

Leu Arg Asp Ser 
30 

Ala Ser Asp Leu 
45 

Glu Glu Glu Asp 

Lys Ser Gin Asp 

80 

Thr Ser Ser Pro 
95 

Thr Ser Asp Leu 
110 

Glu His Glu Leu 
12 5 

Ala Val Gin Glu 

Glu Lys Gly Glu 

160 

Ser Val Gly Glu 
175 

Glu Asp Asp Asp 
190 



<210> 1865 
<211> 510 
<212> PRT 

< 2 1 3 > Homo sapi ens 



<400> 1865 

Met Asn Glu Asn Lys Asp Thr Asp Ser Lys Lys Ser Glu Glu Tyr Glu 

15 10 15 

Asp Asp Phe Glu Lys Asp Leu Glu Trp Leu He Asn Glu Asn Glu Lys 

20 25 30 



3767 



wo 01/57190 



PCT/USOl/04098 



Ser 


Asp Ala 


Ser 


He 


He 


Glu 


Met 




35 










40 


Asn 


Gin Asp 


Leu 


Lys 


Glu 


Asn 


Glu 




50 








55 




His 


Ser Asp 


Pro 


Asp 


Lys 


Ser 


Leu 


65 


• 






70 






Asn 


Asp He 


He 


Ser 


Val 


Pro 


Gly 








85 








Asp 


Ser Asp 


Ser 


Glu 


Asn 


Ser 


Phe 






100 










Lys 


Asp Leu 


Glu 


Glu 


Glu 


Glu 


Asp 




115 










120 


Glu 


Lys He 


Val 


Gin 


Ala 


Asn 


Lys 




130 








135 




Asn 


Asp Lys 


Arg 


Glu 


Arg 


Lys 


Leu 


145 








ISO 






Leu 


Glu Val 


Pro 


Pro 


Leu 


Glu 


Asp 








165 








Glu 


Asn Glu 


Arg 


Asn 


Met 


Phe 


Gly 






180 










Asn 


Asp Phe 


Gly 


Gin 


Glu 


Asp 


Val 




195 










200 


Cys 


Glu Glu 


Asn 


Lys 


Asp 


Arg 


Thr 




210 








215 




Phe 


Glu Leu 


Leu 


Asn 


Leu 


Gin 


Asp 


225 








230 






Pro 


He Asn 


Asn 


Ala 


Asn 


Ser 


Thr 








245 








Pro 


Arg Ser 


Ser 


Asn 


Ser 


Ser 


Val 






260 










Thr 


Ala Lys 


He 


His 


Ala 


Val 


Thr 




275 










280 


Ala 


Tyr He 


Ala 


Gin 


Pro 


Pro 


Leu 




290 








295 




Ala 


Val Asn 


Ser 


Asp 


Arg 


Ser 


Lys 


305 








310 






Thr 


Gin Ser 


Ala 


His 


He 


Ser 


Pro 








325 








Pro 


Arg Gin 


Lys 


Glu 


Leu 


Gin 


Lys 






340 










Leu 


Lys Arg 


Glu 


Glu 


Glu 


Arg 


Arg 




355 










360 


Lys 


Arg Glu 


Asn 


Asp 


He 


Val 


Phe 




370 








375 




Glu- 


Gin Val 


Leu 


Glu 


Met 


Arg 


Arg 


385 








390 






Asp 


Met Asn 


Ser 


Arg 


Gin 


Glu 


Asn 








405 








Leu 


Trp Leu 


Lys 


Lys 


Lys 


His 


Glu 






420 










Glu 


Glu Leu 


Arg 


Lys 


Gin 


Glu 


Glu 




435 










440 


Glu 


Gly Arg 


Glu 


Arg 


Ala 


Phe 


Lys 




450 








455 




Glu 


Lys Met 


Ala 


Glu 


Gin 


Gin 


Ala 


465 








470 






Arg 


Leu Glu 


Ala 


Lys 


Arg 


Ser 


Lys 








485 








Ser 


Glu Ala 


Lys 


Pro 


Phe 


Arg 


Phe 



500 



<210> 1866 



Ala 


Cys 


Glu 


Lys 


Glu 


Glu 


Asn 


He 










45 








Thr 


Val 


Met 


Glu 


His 


Thr 


Lys 


Arg 








60 










Gin 


Asp 


Glu 


Val 


Ser 


Pro 


Arg 


Arg 






75 










80 


He 


Gin 


Pro 


Leu 


Asp 


Pro 


He 


Ser 




90 










95 




Gin 


Glu 


Ser 


Lys 


Leu 


Glu 


Ser 


Gin 


105 










110 






Glu 


Glu 


Val 


Arg 


Arg 


Tyr 


He 


Met 










125 








Leu 


Leu 


Gin 


Asn 


Gin 


Glu 


Pro 


Val 








140 










Lys 


Phe 


Lys 


Asp 


Gin 


Leu 


Val 


Asp 






155 










160 


Thr 


Thr 


Thr 


Phe 


Lys 


Asn 


Tyr 


Phe 




170 










175 




Lys 


Leu 


Ser 


Gin 


Leu 


Cys 


He 


Ser 


185 










190 






Leu 


Leu 


Ser 


Leu 


Thr 


Asn 


Gly 


Ser 










•205 








He 


Leu 


Val 


Glu 


Arg 


Asp 


Gly 


Lys 








220 










He 


Ala 


Ser 


Gin 


Gly 


Phe 


Leu 


Pro 






235 








240 


Glu 


Asn 


Asp 


Pro 


Gin 


Gin 


Leu 


Leu 




250 










255 




Ser 


Gly 


Thr 


Lys 


Lys 


Glu 


Asp 


Ser 


265 










270 






His 


Ser 


Ser 


Thr 


Gly 


Glu 


Pro 


Leu 










285 








Asn 


Arg 


Lys 


Thr 


Cys 


Pro 


Ser 


Ser 








300 










Gly 
* 


Asn 


Gly 


Lys 


Ser 


Asn 


His 


Arg 






315 










320 


Val 


Thr 


Ser 


Thr 


Tyr 


Cys 


Leu 


Ser 




330 










335 




Gin 


Leu 


Glu 


Glu 


Lys 


Arg 


Glu 


Lys 


345 










350 






Lys 


He 


Glu 


Glu 


Glu 


Lys 


Glu 


Lys 










365 








Lys 


Ala 


Trp 


Leu 


Gin 


hya 


Lys 


Arg 








380 










He 


Gin 


Arg 


Ala 


Lys 


Glu 


He 


Glu 






395 










400 


Arg 


Asp 

•* 


Pro 


Gin 


Gin 


Ala 


Phe 


Arg 




410 










415 




Glu 


Gin 


Met 


Lys 


Glu 


Arg 


Gin 


Thr 


425 










430 






Cys 


Leu 


Phe 


Phe 


Leu 


Lys 


Gly 


Thr 










445 






■ 


Gin 


Trp 


Leu 


Arg 


Ara 


Lys 


Ara 


Met 








460 










Val 


Arg 


Glu 


Arg 


Thr 


Arg 


Gin 


Leu 






475 










480 


Gin 


Leu 


Gin 


His 


His 


Leu 


Tyr 


Met 




490 










495 




Thr 


Asp 


His 


Tyr 


Asn 


* 






505 








509 
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<211> 80 
<212> PRT 

<213> Homo sapiens 



<400> 1866 
Met Ser Lys Asp 
1 

Gin Glu Glu Trp 

20 

Lys Val Met Leu 
35 

rVal Ser Lys Pro 
50 

Trp Met Val Lys 
65 



Leu Val Thr Phe 
5 

Glu Trp Leu Asn 

Glu Asn Tyr Arg 

40 

Asp Val He Ser 
55 

Lys Glu Gly Thr 
70 



Gly Asp Val Ala 
10 

Pro Ala Gin Arg 

25 

Ser Leu Val Ser 

Leu Leu Glu Gin 

60 

Arg Gly Pro Cys 
75 



Val Asn Phe Ser 
15 

Asn Leu Tyr Arg 
30 

Leu Gly Val Ser 
45 

Gly Lys Glu Pro 

Pro Gly Glu * 
79 



\ 

<210> 1867 

<211> 71 

<212> PRT 

<213> Homo sapiens 



<400> 1867 

Met Ala Val Ala Ser Asp Phe Tyr Leu Arg Tyr Tyr Val Gly His Lys 

15 10 15 

Gly Lys Phe Gly His Glu Phe Leu Glu Phe Glu Phe Arg Pro Asp Gly 

20 25 30 

Glu Lys Arg Pro Thr Ala Arg Gly Ala Gly Lys Gly Glu Arg Asp Arg 

35 40 45 

Glu Ala Gly Trp Cys Gly Gly Tyr Arg Arg Arg Arg Pro Leu Leu Pro 

50 55 60 

Ser Lys Glu He Gly Ala * 
65 70 



<210> 1868 

<211> 210 

<212> PRT 

<213> Homo sapiens 



<400> 1868 
Met Gin Pro Leu 
1 

Leu Ala Ser Ala 

20 

He Trp Ser Leu 
35 

Arg Asn Asp Ser 
50 

Ser Ala Ala Gly 
65 

Ala Ala Pro Phe 

Glu Gin Pro Asp 

100 

Leu Tyr Trp Ser 
115 

Leu Cys Glu Pro 
130 



Thr Lys Asp Ala 
5 

Leu Gin Val Arg 

Leu Phe Leu Ala 

40 

Ser Asp Tyr Val 
55 

Ser Leu Ser Phe 
70 

Lys Ala Pro Glu 
85 

Ala Ser Gin Met 

Ala Gly Phe His 

120 

Leu His Ser He 
135 



Gly Met Ser Leu 
10 

Gly Glu Ala Leu 
25 

Ala Glu Gin Leu 

Val Cys Pro Trp 

60 

Gin Gly Arg Val 

75 

Leu Leu Gin Gly 
90 

His. Val Tyr Ser 
105 

Val Pro Pro His 

Leu Leu Thr Met 

140 



Ser Ser Val Thr 
15 

Ser Glu Glu Glu 
30 

Leu Glu Asp Leu 
45 

Ser Ala Leu Leu 

Ser His He Glu 

80 

Gin Ser Glu Asp 
95 

Leu Gly Met Thr 
110 

Gin Pro Leu Gin 
125 

Cys Glu Asp Gin 
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Pro 


His 


Arg 


Arg 


Cys 


Thr 


Leu 


Gin Ser 


145 










150 






His 


Glu 


Lys 


Glu 


val 


Ser 


Val 


Tyr Pro 










165 








Arg 


Arg 


Leu 


Val 


Gly Leu 


Val 


Leu Gly 








180 








185 


Glu 


Pro 


Cys 


Phe 


Ser 


Ser 


Ser 


Ser Cys 






195 










200 


He 


* 














209 


















<210> 1869 












<211> 439 












<212> PRT 












<213> Homo 


sapiens 








<400> 1869 










Met 


Ser 


Leu 


Val 






Gly 


Lys. Arg 


1 








5 
•< 








Gly 


Gin 


Asp 


Asp 


Glu 


Val 

V CL J- 


Arg 


Thr Leu 








20 








25 


Thr 


Thr 


Asp 


Trp 


Phe 




Lys 


Leu Arg 






35 










40 


Asp 


Asn 


Cys 


Lvs 




Glv 


Ala 


Asp Val 




50 










55 




Met 


Thr 


Ala 


Leu 


His 


Tim 


Ala 


Thr Glu 


65 










70 






Glu 


Leu 


Leu 


He 


Lvs 


Tvr 


Gly 


Ala Asp 










85 








Asp 


Lys 


Ser 


Ala 


Phe 




He 


Ala Leu 








100 








105 


Leu 


Val 


He 


Leu 


Gin 


Glu 


Ala 


Met Gin 






115 










120 


Glu 


Arg 


Ala 


Asn 


Pro 


Val 


Thr 


Asp Pro 




130 










135 




He 


Phe 


Thr 


Ser 


Glv 

WAV 


Glu 


Val 


Val Asn 


145 










150 






Thr 


Asn 


Thr 


Lys 


Thr 


Thr 


Ser 


Gly Asp 










165 








Phe 


Ser 


Asn 


Ser 


Thr 


Thr 


Ser 


Val Leu 








IBO 








185 


Glu 


Ala 


Ser 


Val 


Pro 


Leu 


Ser 


Asn Ser 






195 










200 


Glu 


Glu 


He 


He 


Glu 


Gly 


Asn 


Ser Val 




210 










215 




Met 


Gly Ser 


Gly 


Gly 


Gin 


Arg 


Val He 


225 










230 






Pro 


Leu Gly 


Asn 


He 


Gin 


Thr 


Ser He 










245 








Pro 


Phe 


He 


Val 


Thr 


Val 


Gin 


Asp Gly 








260 








265 


Ala 


Gly Lys 


Gly 


Ala 


Glu 


Glu 


Thr Val 






275 










280 


hys 


Leu 


Pro 


Leu 


Thr 


Lys 


Lvs 


Pro Arcr 




290 










295 




Val 


Glu 


Glu 


Ser 


Lys 


Glu 


Gly 


Asn Glu 


305 










310 






Leu 


Gin 


Glu 


Ala 


Asn 


Arg 


Arg 


Ala Gin 










325 








Lys 


Lys 


Glu 


Gin 


Glu 


Ala 


Glu 


Gin Tyr 








340 








345 
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Val 


Leu 


Glu 


Ala 


Cys Arg 


Val 




155 










160 


Ala 


Pro 


Ala 


Gly Leu His 


He 


170 










175 




Thr 


He 


Ser 


Glu 


Val 


Ser 


Arg 










190 






Trp 


Ser 


Cys 


Val 


Ala 


He 


Lys 




• 




205 








Leu 


Leu 


Glu 


Ala Ala Arg 


Lys 


10 










15 




Met 


Ala 


Asn 


Gly Ala Pro 


Phe 










30 






Val 


Ser 


Cys 


Gly Tyr He 


Gly 








45 








Asn 


Ala 


Lys 


Asp 


Met 


Leu 


Lys 






60 










Arg 


His 


His 


Arg Asp Val 


Val 




75 










80 


Val 


His 


Ala 


Phe 


Ser 


Lys 


Phe 


90 










95 




Glu 


Lys 


Asn 


Asn 


Ala 


Glu 


He 










110 






Asn 


Gin 


Val 


Asn 


Val 


Asn 


Pro 








125 








Val 


Ser 


Met 


Ala 


Ala 


Pro 


Phe 






140 










Leu 


Ala 


Ser 


Leu 


He 


Ser 


Ser 




155 










160 


Pro 


His 


TVla 


Ser 


Thr 


Val 


Gin 


170 










175 




Ala 


Thr 


Leu 


Ala 


Ala 


Leu 


Ala 










190 






His 


Arg 


Ala 


Thr 


Ala 


Asn 


Thr 








205 








Asp 


Ser 


Ser 


He 


Gin 


Gin 


Val 






220 










Thr 


He 


Val 


Thr Asp Gly 


Val 




235 










240 


Pro Thr Gly 


Gly He 


Gly 


Gin 


250 










255 




Gin 


Gin 


Val 


Leu 


Thr 


Val 


Pro 










270 






He 


Lys 


Glu 


Glu 


Glu 


Glu 


Glu 








285 








He 


Gly Glu 


Lys 


Thr 


Asn 


Ser 






300 










Arg 


Glu 


Leu 


Leu 


Gin 


Gin 


Gin 




315 










320 


Glu 


Tyr Arg 


His 


Gin 


Leu 


Leu 


330 










335 




Arg Leu Lys 


Leu 


Glu 


Ala 


He 



350 
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Ala Arg Glri Gin Pro Asn Gly Val Asp Phe Thr Met Val Glu Glu Val 

355 360 365 

Ala Glu Val Asp Ala Val Val Val Thr Glu Gly Glu Leu Glu Glu Arg 

370 375 380 

Glu Thr Lys Val Thr Gly Ser Ala Gly Ala Thr Glu Pro His Thr Arg 
385 390 395 400 

Gly Phe His Gly Asn Cys Phe lie Leu lie Cys Lys Gly His Asn Leu 

405 410 415 

His Cys Val His lie Asn Pro Leu Leu Lys Lys Glu lie Tyr Arg Arg 

420 425 430 

Gin Thr Leu Tyr Lys Asn * 



<210> 1870 

<211> 445 

<212> PRT 

<213> Homo sapiens 



<400> 1870 

Met lie Glu Asp Asn Lys Glu Asn Lys Asp His Ser Leu Glu Arg Gly 

15 10 15 

Arg Ala Ser Leu lie Phe Ser Leu Lys Asn Glu Val Gly Gly Leu lie 

20 25 30 

Lys Ala Leu Lys lie Phe Gin Glu Lys His Val Asn Leu Leu His lie 

35 40 45 

Glu Ser Arg Lys Ser Lys Arg Arg Asn Ser Glu Phe Glu lie Phe Val 

50 55 60 

Asp Cys Asp He Asn Arg Glu Gin Leu Asn Asp He Phe His Leu Leu 
^5 70 75 80 

Lys Ser His Thr Asn Val Leu Ser Val Asn Leu Pro Asp Asn Phe Thr 

85 90 95 . 

Leu Lys Glu Asp Gly Met Glu Thr Val Pro Trp Phe Pro Lys Lys He 

100 105 110 

Ser Asp Leu Asp His Cys Ala Asn Arg Val Leu Met Tyr Gly Ser Glu 

115 120 125 

Leu Asp Ala Asp His Pro Gly Phe Lys Asp Asn Val Tyr Arg Lys Arg 

130 135 140 

Arg Lys Tyr Phe Ala Asp Leu Ala Met Asn Tyr Lys His Gly Asp Pro 
145 150 155 160 

lie Pro Lys Val Glu Phe Thr Glu Glu Glu He Lys Thr Trp Gly Thr 

165 170 175 

Val Phe Gin Glu Leu Asn Lys Leu Tyr Pro Thr His Ala Cys Arg Glu 

180 185 190 

Tyr Leu Lys Asn Leu Pro Leu Leu Ser Lys Tyr Cys Gly Tyr Arg Glu 

195 200 205 

Asp Asn He Pro Gin Leu Glu Asp Val Ser Asn Phe Leu Lys Glu Arg 

210 215 220 

Thr Gly Phe Ser He Arg Pro Val Ala Gly Tyr Leu Ser Pro Arg Asp 
225 230 235 240 

Phe Leu Ser Gly Leu Ala Phe Arg Val Phe His Cys Thr Gin Tyr Val 

245 250 255 

Arg His Ser Ser Asp Pro Phe Tyr Thr Pro Glu Pro Asp Thr Cys His 

260 265 270 

Glu Leu Leu Gly His Val Pro Leu Leu Ala Glu Pro Ser Phe Ala Gin 

275 280 285 

Phe Ser Gin Glu He Gly Leu Ala Ser Leu Gly Ala Ser Glu Glu Ala 

290 295 300 

Val Gin Lys Leu Ala Thr Cys Tyr Phe Phe Thr Val Glu Phe Gly Leu 
305 310 315 320 

Cys Lys Gin Asp Gly Gin Leu Arg Val Phe Gly Ala Gly Leu Leu Ser 



435 



438 



325 



330 



335 
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Ser 


He 


Ser 


Glu 


Leu 


Lys 


His 


Val Leu 


Ser Gly His Ala Lys Val 


Lys 








340 








345 


350 




Pro 


Phe 


Asp 


Pro 


Lys 


He 


Thr 


Cys Lys 


Gin Glu Cys Leu He Thr 


Thr 






355 










360 


365 




Phe 


Gin 


Asp 


Val 


Tyr 


Phe 


Val 


Ser Glu 


Ser Phe Glu Asp Ala Lys Glu 




370 










375 




380 




Lvs 


Met 


Arg 


Glu 


Phe 


Thr 


Lvs 


Thr He 


Lys Arg Pro Phe Gly Val 


Lys 


385 










390 






395 


400 


Tyr 


Asn 


Pro 


Tyr 


Thr 


Arg 


Ser 


He Gin 


He Leu Lys Asp Ala Lys 


Ser 










405 








410 415 




He 


Thr 


Asn 


Ala 


Met 


Asn 


Glu 


Leu Arg 


His Asp Leu Asp Val Val 


Ser 








420 








425 


430 




Asp 


Ala 


Leu Gly Lys Val 


Ser 


Arg Lys 


Pro Ser He * 








435 










440 


444 





<210> 1871 
<211> 859 
<212> PRT 

<213> Homo sapiens 



<400> 1871 



Met 


Val 

V dak 


Asn 


Phe 


Thr 


Val 


Asp 


Gin 


He 


Arg Ala 


He Met Asp Lys Lys 


1 








5 










10 


* 


15 


Ala 


ASTl 


He 


Arg Asn 


Met 


Ser 


Val 


He 


Ala 


His 


Val Asp His Gly Lys 








20 










25 






30 


Ser 


Thr 

A 1 1 ifci 


Leu Thr Asp 


Ser 


Leu 


Val 


Cys 


Lys Ala Gly He He Ala Ser 






35 










40 








45 


Ala 


Arcr 


Ala 


Gly Glu 


Thr 


Arg 


Phe 


Thr 


Asp Thr Arg Lys Asp Glu Gin 




50 










55 










60 


Glu 




Cys 


He 


Thr 


He 


Lys 


Ser 


Thr 


Ala 


He 


Ser Leu Phe Tyr Glu 


65 










70 










75 


80 


Leu 


Ser 


Glu Asn Asp 


Leu 


Asn 


Phe 


He 


Lys 


Gin 


Ser Lys Asp Gly Ala 










85 










90 




95 


Gly 


Phe 


Leu 


He 


Asn 


Leu 


He 


Asp 


Ser 


Pro Gly His Val Asp Phe Ser 








100 










105 






110 


Ser 


Glu 


Val 


Thr 


Ala 


Ala 


Leu 


Arg Val 


Thr Asp Gly Ala Leu Val Val 






115 










120 








125 


Val 


Asp 


Cys 


Val 


Ser 


Gly Val 


Cys 


Val 


Gin 


Thr 


Glu Thr Val Leu TVrg 




130 










135 










140 


Gin 


Ala 


He 


Ala 


Glu 


Arg 


He 


Lys 


Pro 


Val 


Leu 


Met Met Asn Lys Met 


145 










150 










155 


160 


Asp 


Arg 


Ala 


Leu 


Leu 


Glu 


Leu 


Gin 


Leu 


Glu 


Pro 


Glu Glu Leu Tyr Gin 










165 










170 




175 


Thr 


Phe 


Gin 


Arg 


He 


Val 


Glu 


Asn 


Val 


Asn 


Val 


He He Ser Thr Tyr 








180 










185 






190 


Gly 


Glu 


Gly Glu 


Ser 


Gly Pro 


Met Gly 


Asn 


He 


Met He Asp Pro Val 






195 










200 








205 


Leu 


Gly 


Thr 


Val Gly 


Phe Gly 


Ser Gly 


Leu 


His 


Gly Trp Ala Phe Thr 




210 










215 










220 


Leu 


Lys 


Gin 


Phe 


Ala 


Glu 


Met 


Tyr Val 


Ala 


Lys 


Phe Ala Ala Lys Gly 


225 










230 










235 


240 


Glu 


Gly 


Gin 


Leu Gly 


Pro 


Ala 


Glu T^g 


Ala 


Lys 


Lys Val Glu Asp Met 










245 










250 




255 


Met 


Lys 


Lys 


Leu Trp 


Gly Asp 


Arg Tyr 


Phe Asp Pro Ala Asn Gly Lys 








260 










265 






270 


Phe 


Ser 


Lys 


Ser 


Ala 


Thr 


Ser 


Pro 


Glu 


Gly Lys Lys Leu Pro Arg Thr 






275 










280 








285 


Phe 


Cys 


Gin 


Leu 


He 


Leu Asp 


Pro 


He 


Phe 


Lys 


Val Phe Asp Ala He 




290 










295 










300 


Met 


Asn 


Phe 


Lys 


Lys 


Glu 


Glu 


Thr 


Ala 


Lys 


Leu 


He Glu Lys Leu Asp 


305 










310 










315 


320 
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lie 


Lys 


Leu 


Asp 


Ser 


Glu Asp Lys 










325 




Lys 


Ala 


Val 


Met 


Arg 


Arg Trp Leu 








340 






Met 


He 


Thr 


He 


His 


Leu Pro Ser 






355 






360 


Cys 


Glu 


Leu 


Leu 


Tyr 


Glu Gly Pro 




370 








375 


lie 


Lys 


Ser 


Cys 


Asp 


Pro Lys Gly 


385 










390 


Met 


Val 


Pro 


Thr 


Ser 


Asp Lys Gly 










405 




Phe 


Ser 


Gly 


Leu 


Val 


Ser Thr Gly 








420 






Asn 


Tyr 


Thr 


Pro 


Gly 


Lys Lys Glu 






435 






440 


Arg 


Thr 


He 


Leu 


Met 


Met Gly Arg 




450 








455 


Pro 


Cys 


Gly 


Asn 


He 


Val Gly Leu 


465 










470 


Lys 


Thr 


Gly 


Thr 


He 


Thr Thr Phe 










485 




Met 


Lys 


Phe 


Ser 


Val 


Ser Pro Val 








500 






Asn 


Pro 


Ala 


Asp 


Leu 


Pro Lys Leu 






515 






520 


Lys 


Ser 


Asp 


Pro 


Met 


Val Gin Cys 




530 








535 


He 


He 


Ala 


Gly 


Ala 


Gly Glu Leu 


545 










550 1 


Leu 


Glu 


Glu 


Asp 


His 


Ala Cys He 










565 




Val 


Ser 


Tyr 


Arg 


Glu 


Thr Val Ser 








580 






Ser 


Lys 


Ser 


Pro 


Asn 


Lys His Asn 






595 






600 


Phe 


Pro 


Asp 


Gly 


Leu 


Ala Glu Asp 




610 








615 


Arg 


Gin 


Glu 


Leu 


Lys 


Gin Arg Ala 


625 










630 


Trp 


Asp 


Val 


Ala 


Glu 


Ala Arg Lys 










645 




Thr 


Gly 


Pro 


Asn 


He 


Leu Thr Asp 








660 






Asn 


Glu 


He 


Lys 


Asp 


Ser Val Val 






675 






• 680 


Glu 


Gly 


Ala 


Leu 


Cys 


Glu Glu Asn 




690 








695 


His 


Asp 


Val 


Thr 


Leu 


His Ala Asp 


705 










710 


He 


He 


Pro 


Thr 


Ala 


Arg Arg Cys 










725 




Gin 


Pro 


Arg 


Leu 


Met 


Glu Pro He 








740 






Glu 


Gin 


Val 


Val 


Gly 


Gly He Tyr 






755 






760 


His 


Val 


Phe 


Glu 


Glu 


Ser Gin Val 




770 








775 


Lys 


Ala 


Tyr 


Leu 


Pro 


Val Asn Glu 


785 










790 


Arg 


Ser 


Asn 


Thr 


Gly 


Gly Gin Ala 










805 




Tjrp 


Gin 


He 


Ijeu 


Pro 


Gly Asp Pro 



820 



Asp 


Lys Glu Gly 


Lys 


Pro 


Leu 


Leu 




330 






335 




Pro 


Ala Gly Asp 


Ala 


Leu 


Leu 


Gin 


345 






350 






Pro 


Val Thr Ala 


Gin 


Lys 


Tyr 


Arg 






365 








Pro 


Asp Asp Glu 


Ala 


Ala 


Met 


Gly 




380 










Pro 


Leu Met Met 


Tyr 


He 


Ser 


Lys 




395 




■ 




400 


Arg 


Phe Tyr Ala 


Phe 


Gly 


Arg 


Val 




410 






415 




Leu 


Lys Val Arg 


He 


Met 


Gly 


Pro 


425 


• 




430 






Asp 


Leu Tyr Leu 


Lys 


Pro 


He 


Gin 






445 








Tyr 


Val Glu Pro 


He 


Glu 


Asp 


Val 




460 










Val 


Gly Val Asp 


Gin 


Phe 


Leu 


Val 




475 








480 


Glu 


His Ala His 


Asn 


Met 


Arg 


Val 




490 






495 




Val 


Arg Val Ala 


Val 


Glu 


Ala 


Lys 


505 






510 






Val 


Glu Gly Leu 


Lys 


Arg 


Leu 


Ala 






525 








He 


He Glu Glu 


Ser 


Gly 


Glu 


His 




540 










His 


Leu Glu He 


Cys 


hen 


Lys 


Asp 




555 








560 


Pro 


He Lys Lys 


Ser 


Asp 


Pro 


Val 




570 






575 




Glu 


Glu Ser Asn 


Val 


Leu 


Cys 


Leu 


585 






590 






Arg 


Leu Tyr Met 


Lys 


Ala 


Arg 


Pro 






605 








He 


Asp Lys Gly 


Glu 


Val 


Ser 


Ala 




620 










Arg 


Tyr Leu Ala 


Glu 


Lys 


Tyr 


Glu 




635 








640 


He 


Trp Cys Phe 


Gly 


Pro 


Asp 


Gly 




650 






655 




He 


Thr Lys Gly 


Val 


Gin 


Tyr 


Leu 


665 






670 






Ala 


Gly Phe Gin 


Trp 


Ala 


Thr 


Lys 






685 








Met 


Arg Gly Val 


Arg 


Phe 


Asp 


Val 




700 










Ala 


He His Arg 


Gly 


Gly 


Gly 


Gin 




715 








720 


Leu 


Tyr Ala Ser 


Val 


Leu 


Thr 


Ala 




730 






735 




Tyr 


Leu Val Glu 


He 


Gin 


Cys 


Pro 


745 






750 






Gly 


Val Leu Asn 


Arg 


Lys 


Arg 


Gly 






765 








Ala 


Glv Thr Pro 


Met 


Phe 


Val 


Val 




780 










Ser 


Phe Gly Phe 


Thr 


Ala 


Asp 


Leu 




795 








800 


Phe 


Pro Gin Cys 


Val 


Phe 


Asp 


His 




810 






815 




Phe 


Asp Asn Ser 


Ser 


Arg 


Pro 


Ser 


825 






830 
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Gin Val Val Ala Glu Thr Arg Lys Arg Lys Gly Leu Lys Glu Gly lie 

835 840 845 

Pro Ala Leu Asp Asn Phe Leu Asp Lys Leu * 
850 855 858 



<210> 1872 

<211> 215 

<212> PRT 

<213> Homo sapiens 



<400> 1872 



Met 


Ala 


Ser 


Lys 


He 


Leu 


Leu 


Asn Val 


Gin Glu Glu 


Val 


Thr Cvs Pro 


1 








5 








10 




15 


He 


Cys 


Leu 


Glu 


Leu 


Leu 


Thr 


Glu Pro 


Leu Ser Leu Asp 


Cys Gly His 








20 








25 






30 


Ser 


Leu 


Cys 


Arcr 


Ala 


Cys 


He 


Thr Val 


Ser Asn Lys 


Glu 


Ala Val Thr 






35 










40 




45 




Ser 


Met 


Gly 


Gly 


Lys 


Ser 


Ser 


Cys Pro 


Val Cys Gly He 


Ser Tyr Ser 




50 










55 




60 






Phe 


Glu 


His 


Leu 


Gin 


Ala 


Asn 


Gin His 


Leu Ala Asn 


He 


Val Glu Arg 


65 










70 






75 




60 


Leu 


Lys 


Glu 


Val 


Lys 


Leu 


Ser 


Pro Asp 


Asn Gly Lys 


Lys 


Arg Asp Leu 










85 








90 




95 


Cys 


Asp 


His 


His 


Gly 


Glu 


Lys 


Leu Leu 


Leu Phe Cys 


Lys 


Glu Asp Arg 








100 








105 






110 


Lys 


Val 


He 


Cys 


Trp 


Leu 


Cys 


Glu Arg 


Ser Gin Glu 


His 


Arg Gly His 






115 










120 




125 




His 


Thr 


Val 


Leu 


Thr 


Glu 


Glu 


Val Phe 


Lys Glu Cys 


Gin 


Glu Lys Leu 




130 










135 




140 






Gin 


Ala 


Val 


Leu 


Lys 


Arg 


Leu 


Lys Lys 


Glu Glu Glu 


Glu 


Ala Glu Lys 


145 










150 






155 




160 


Leu 


Glu 


Ala 


Asp 


He 


Arg 


Glu 


Glu Lys 


Thr Ser Trp 


Lys 


Tyr Gin Val 










165 








170 




175 


Gin 


Thr 


Glu 


Arg 


Gin 


Arg 


He 


Gin Thr 


Glu Phe Asp Gin 


Leu Arg Ser 








180 








185 






190 


lie 


Leu 


Asn 


Asn 


Glu 


Glu 


Gin 


Arg Glu 


Leu Gin Arg 


Leu 


Glu Lys Lys 






195 










200 




205 




Lys 


Lys 


Lys 


He 


Phe 


Asn 


* 











210 214 



<210> 1873 

<211> 611 

<212> PRT 

<213> Homo sapiens 



<400> 1873 



Met 


Asp 


Ser 


Val 


Ala 


Phe 


Glu 


Asp Val 


Ala 


Val 


Asn Phe 


Thr Gin Glu 


1 








5 








10 






15 


Glu 


Trp 


Ala 


Leu 


Leu 


Gly 


Pro 


Ser Gin 


Lys 


Ser 


Leu Tyr 


Arg Asn Val 








20 








25 








30 


Met 


Gin 


Glu 


Thr 


He 


Arg 


Asn 


Leu Asp 


Cys 


He 


Glu Met 


Lys Trp Glu 






35 










40 






45 




Asp 


Gin 


Asn 


He 


Gly 


Asp 


Gin 


Cys Gin 


Asn 


Ala 


Lys Arg 


Asn Leu Arg 




50 










55 








60 




Ser 


His 


Thr 


Cys 


Glu 


He 


Lys 


Asp Asp 


Ser Gin Cys Gly 


Glu Thr Phe 


65 










70 








75 




80 


Gly 


Gin 


He 


Pro 


Asp 


Ser 


He 


Val Asn 


Lys 


Asn 


Thr Pro 


Arg Val Asn 



85 90 95 
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Pro 


Cys 


Asp 


Ser 


Gly 


Glu 


Cys 


Gly 


Glu 


Val Val Leu 


Gly 


His 


Ser Ser 








100 










105 






110 




Leu 


Asn 


Cys 


Asn 


He 


Arg 


Val 


Asp 


Thr 


Gly His Lys 


Ser 


Cys 


Glu His 






115 










120 






125 






Gin 


Glu 


Tyr 


Gly 


Glu 


Lys 


Pro 


Tyr 


Thr 


His Lys Gin 


Arg 


Gly 


Lys Ala 




130 










135 






140 








He 


Ser 


His 


Gin 


His 


Ser 


Phe 


Gin 


Thr 


His Glu Arg 


Pro 


Pro 


Thr Gly 


145 










150 








155 






160 


Lys 


Lys 


Pro 


Phe 


Asp 


Cys 


Lys 


Glu 


Cys 


Ala Lys Thr 


Phe 


Ser 


Ser Leu 










165 










170 






175 


Gly 


Asn 


Leu 


Arg 


Arg 


His 


Met 


Ala 


Ala 


His His Gly 


Asp 


Gly 


Pro Tyr 








180 










185 






190 




Lys 


Cys 


Lys 


Leu 


Cys 




Lys 


Ala 


Phe 


Val Trp Pro 


Ser 


Leu 


Phe His 






195 










200 






205 






Leu 


His 


Glu 


Arg 


Thr 


His 


Thr 


Gly 


Glu 


Lys Pro Tyr 


Glu 


Cys 


Lys Gin 




210 








t 


215 






220 








Cys 


Ser 


Lys 


Ala 


Phe 


Pro 


Phe 


Tyr 


Ser 


Ser Tyr Leu 


Arg 


His 


Glu Arg 


i225 










230 








235 






240 


^Ile 


His 


Thr 


Gly 


Glu 


Lys 


Ala 


Tyr 


Glu 


Cys Lys Gin 


Cys 


Ser 


Lys Ala 










245 










250 






255 


Phe 


Pro 


Asp 


Tyr 


Ser 


Thr 


Tyr 


Leu 


Arg 


His Glu Arg 


Thr 


His 


Thr Gly 








260 










265 






270 




Glu 


Lys 


Pro 


Tyr 


Lys 


Cys 


Thr 


Gin 


Cys 


Gly Lys Ala 


Phe 


Ser 


Cys Tyr 






275 










280 






285 






Tyr 


Tyr 


Thr 


Arg 


Leu 


Hi9 


Glu 


Arg 


Thr 


His Thr Gly 


Glu 


Gin 


Pro Tyr 




290 










295 






300 








Ala 


Cys 


Lys 


Gin 


Cys 


Gly 


Lys 


Thr 


Phe 


Tyr His His 


Thr 


Ser 


Phe Arg 


305 










310 








315 






320 


A3rg 


His 


Met 


He 


Arg 


His 


Thr 


Gly 


Asp 


Gly Pro His 


Lys 


Cys 


Lys He 










325 










330 






335 


Cys 


Gly 


Lys 


Gly 


Phe 


Asp 


Cys 


Pro 


Ser 


Ser Val Arg 


Asn 


His 


Glu Thr 








340 










345 






350 




Thr 


His 


Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 


Glu 


Cys Lys Gin 

* * 


Cys 


Gly 


Lys Val 






355 










360 






365 






Leu 


Ser 


His 


Ser 


Ser 


Ser 


Phe 


Arg 


Ser 


His Met He 


Thr 


His 


Thr Gly 




370 










375 






380 








Asp 


Gly 


Pro 


Gin 


Lys 


Cys 


Lys 


He 


Cys 


Gly Lys Ala 


Phe 


Gly 


Cys Pro 


385 










390 








395 






400 


Ser 


Leu 


Phe 


Gin 


Arg 


His 


Glu 


Arg 


Thr 


His Thr Gly 


Glu 


Lys 


Pro Tyr 










405 










410 






415 


Gin 


Cys 


Lys 


Gin 


Cys 


•Gly 


Lys 


Ala 


Phe 


Ser Leu Ala 


Gly 


Ser 


Leu Arg 








420 










425 






430 




Arg 


His 


Glu 


Ala 


Thr 


His 


Thr 


Gly 


Val 


Lys Pro Tyr 


Lys 


Cys 


Gin Cys 






435 










440 






445 






Gly 


Lys 


Ala 


Phe 


Ser 


Asp 


Leu 


Ser 


Ser 


Phe Gin Asn 


His 


Glu 


Thr Thr 




450 










455 






460 








His 


Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 


Glu 


Cys 


Lys Glu Cys 


Gly 


Lys 


Ala Phe 


465 










470 








475 






480 


Ser 


Cys 


Phe 


Lys 


Tyr 


Leu 


Ser 


Gin 


His 


Lys Arg Thr 


His 


Thr 


Val Glu 










485 










490 






495 


Lys 


Pro 


Tyr 


Glu 


Cys 


Lys 


Thr 


Cys 


Arg 


Lys Ala Phe 


Ser 


His 


Phe Ser 








500 










505 






510 


• 


Asn 


Leu 


Lys 


val 


His 


Glu 


Arg 


He 


His 


Ser Gly Glu 


Lys 


Pro 


Tyr Glu 






515 










520 






525 






Cys 


Lys 


Glu 


Cys 


Gly 


Lys 


Ala 


Phe 


Ser 


Trp Leu Thr 


Cys 


Leu 


Leu Arg 




530 










535 






540 








His 


Glu 


Arg 


He 


His 


Thr 


Gly 


Glu 


Lys 


Pro Tyr Glu 


Cys 


Leu 


Gin Cys 


545 










550 








555 






560 


Gly 


Lys 


Ala 


Phe 


Thr 


Arg 


Ser 


Arg 


Phe 


Leu Arg Gly 


His 


Glu 


Lys Thr 










565 




* 






570 






575 


His 


Thr 


Gly 


Glu 


Lys 


Leu Tyr 


Glu 


Cys 


Lys Glu Cys 


Gly 


Lys 


Ala Leu 








580 










585 






590 




Ser 


Ser 


Leu 


Arg 


Ser 


Leu 


His 


Arg 


His 


Lys Arg Thr 


His 


Trp 


Lys Asp 






595 










600 






605 
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Thr Leu * 
610 



<210> 1874 

<211> 196 

<212> PRT 

<213> Homo sapiens 



<400> 1874 

Met Pro Ala Phe Asn Arg Leu Phe Pro Leu Ala Ser Leu Val Leu He 

1 5 1*0 15 

Tyr Trp Val Ser Val Cys Phe Pro Val Cys Val Glu Val Pro Ser Glu 

20 25 30 

Thr Glu Ala Val Gin Gly Asn Pro Met Lys Leu Arg Cys He Ser Cys 

35 40 45 

Met Lys Arg Glu Glu Val Glu Ala Thr Thr Val Val Glu Trp Phe Tyr 

50 55 60 

Arg Pro Glu Gly Gly Lys Asp Phe Leu He Tyr Glu Tyr Arg Asn Gly 
65 70 75 80 

His Gin Glu Val Glu Ser Pro Phe Gin Gly Arg Leu Gin Trp Asn Gly 

85 90 95 

Ser Lys Asp Leu Gin Asp Val Ser He Thr Val Leu Asn Val Thr Leu 

100 105 110 

Asn Asp Ser Gly Leu Tyr Thr Cys Asn Val Ser Arg Glu Phe Glu Phe 

115 120 125 

Glu Ala His Arg Pro Phe Val Lys Thr Thr Arg Leu He Pro Leu Arg 

130 135 140 

Val Thr Glu Glu Ala Gly Glu Asp Phe Thr Ser Val Val Ser Glu He 
145 150 155 160 

Met Met Tyr He Leu Leu^ Val Phe Leu Thr Leu Trp Leu Leu He Glu 

165 170 175 

Met He Tyr Cys Tyr Arg Lys Val Ser Lys Ala Glu Glu Ala Ala Gin 

180 185 190 

Glu Asn Ala * 
195 



<210> 1875 
<211> 196 
<212> PRT 

<213> Homo sapiens 



<400> ; 


1875 














Met Tyr 


He 


Thr 


He 


Tyr 


Ser 


Met 


Met Lys He Pro His Gin 


Thr Gin 


1 






5 








10 


15 


Lys Lys 


Arg 


Ser 


Leu 


Glu 


Asp 


Pro 


Asn Ser Arg Pro Arg Arg 


Pro Phe 






20 










25 30 




Phe Lys 


Ser 


Val 


Lys 


Glu 


Glu 


Val 


Phe Trp Arg Asn Tyr Phe 


Tyr Arg 




35 










40 


45 


Val Ser 


Leu 


He 


Lys 


Gin 


Ser 


Ala 


Gin Leu Thr Ala Leu Ala 


Ala Gin 


50 










55 




60 




Gin Gin 


Ala 


Ala Gly 


Lys 


Glu 


Glu 


Lys Ser Asn Gly Arg Glu Gin Asp 


65 








70 






75 


80 


Leu Pro 


Leu 


Ala 


Glu 


Ala 


Val 


Arg 


Pro Lys Thr Pro Pro Val 


Val He 








85 








• 90 


95 


Lys Ser 


Gin 


Leu 


Lys 


Thr 


Gin Glu Asp Glu Glu Glu He Ser 


Thr Ser 






100 










105 110 




Pro Gly 


Val 


Ser 


Glu 


Phe 


Val 


Ser 


Asp Ala Phe Asp Ala Cys Asn Leu 




115 










120 


125 
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Asn 


Gin 


Glu 


Asp 


Leu 


Arg 


Lys 


Glu 


Met 


Glu Gin 


Leu 


Val Leu 


Asp 


Lys 




130 










135 








140 








Lys 


Gin 


Glu 


Glu 


Thr 


Ala 


Val 


Leu 


Glu 


Glu Asp 


Ser 


Ala Asp 


Trp 


Glu 


145 










150 








155 








160 






ijeu 


uxn 


L3j.n 


ViJ-U 


Leu 


Gin 


Glu 


Tyr Glu 


Val 


Val Tnr 


Glu 


Ser 










165 










170 






175 




Glu 


Lys 


Arg 


Asp 


Glu 


Asn 


Trp 


Asp 


Lys 


Glu He 


Glu 


Lys Met 


Leu 


Gin 








180 










185 






190 






Glu 


Glu 


Asn 












• 
















195 


























<210> : 


1876 
























<211> 582 
























<212> PRT 
























<213> Homo 


sapiens 




















<400> ; 


L876 






















Met 


Pro 


Ala 


Pro 


Aro 


Ala 


Arg 


Glu 


Gin 


Pro Arg 


Val 


Pro Gly 


Glu 


Arg 


1 








5 










10 






15 




Gin 


Pro 


Leu 


Leu 


Pro 


Arcr 


Gly 


Ala 


Arg 


Gly Pro 


Arg 


Arg Trp 


Arg 


Arg 








20 










25 






30 






Ala 


Ala 


Gly 


Ala 


Ala 


Val 


Leu 


Leu 


Val 


Glu Met 


Leu 


Glu Arg 


Ala 


Ala 






35 










40 








45 






Phe 


Phe 


Gly 


Val 


Thr 


Ala 


Asn 


Leu 


Val 


Leu Tyr 


Leu 


Asn Ser 


Thr 


Asn 




50 










55 








60 








Phe 


Asn 


Trp 


Thr 


Gly 


Glu 


Gin 


Ala 


Thr 


Arg Ala 


Ala 


Leu Val 


Phe 


Leu 


65 










70 








75 








80 


Gly 


Ala 


Ser 


Tyr 


Leu 


Leu 


Ala 


Pro 


Val 


Gly Gly 


Trp 


Leu Ala 


Asp 


Val 










85 










90 






95 




Tyr 


Leu 


Gly 


Arg 


Tyr 


Arg 


Ala 


Val 


Ala 


Leu Ser 


Leu 


Leu Leu 


Tyr 


Leu 








100 










105 






110 






Ala 


Ala 


Ser 


Gly 


Leu 


Leu 


Pro 


Ala 


Thr 


Ala Phe 


Pro 


Asp Gly 


Arg 


Ser 






115 










120 








125 






Ser 


Phe 


Cys 


Gly 


Glu 


Met 


Pro 


Ala 


Ser 


Pro Leu 


Gly 


Pro Ala 


Cys 


Pro 




130 










135 








140 








Ser 


Ala 


Gly 


Cvs 


Pro 


Aro* 


Ser 


Ser 


Pro 


Ser Pro 


Tyr 


Cys Ala 


Pro 


Val 


145 










150 








155 








160 


Leu 


Tyr 


Ala 


Gly 


Leu 


Leu 


Leu 


Leu 


Gly 


Leu Ala 


Ala 


Ser Ser 


Val 


Arg 










165 










170 






175 


Ser 


Asn 


Leu 


Thr 


Ser 


Phe 


Gly 


Ala 


Asp 


Gin Val 


Met 


Asp Leu 


Gly 


Arg 








180 








• 


185 






190 






Asp 


Ala 


Thr 


Arg 


Arg 


Phe 


Phe 


Asn 


Trp 


Phe Tyr 


Trp 


Ser He 


Asn 


Leu 






195 










200 






205 






Gly 


Ala 


Val 


Leu 


Ser 


Leu 


Leu 


Val 


Val 


Ala Phe 


lie 


Gin Gin 


Asn 


He 




210 










215 








220 








Ser 


Phe 


Leu 


Leu 


Gly 


Tyr 


Ser 


He 


Pro 


Val Gly 


Cys 


Val Gly 


Leu 


Ala 


225 










230 








. 235 








240 


Phe 


Phe 


lie 


Phe 


Leu 


Phe 


Ala 


Thr 


Pro 


Val Phe 


He 


Thr Lys 


Pro 


Pro 










245 










250 






255 




Met 


Gly 


Ser 


Gin 


Val 


Ser 


Ser 


Met 


Leu 


Lys Leu 


Ala 


Leu Gin 


Asn 


Cys 








260 










265 






270 






Cys 


Pro 


Gin 


Leu 


Trp 


Gin 


Arg 


His 


Ser 


Ala Arg 


Asp 


Arg Gin 


Cys 


Ala 






275 










280 








285 






Arg 


Val 


Leu 


Ala 


Asp 


Glu 


Arg 


Ser 


Pro 


Gin Pro 


Gly 


Ala Ser 


Pro 


Gin 




290 










295 








300 








Glu 


Asp 


He 


Ala 


Asn 


Phe 


Gin 


Val 


Leu 


Val Lys 


He- 


Leu Pro 


Val 


Met 


305 










310 








315 








320 


Val 


Thr 


Leu 


Val 


Pro 


Tyr 


Trp 


Met 


Val 


Tyr Phe 


Gln 


Met Gin 


Ser 


Thr 










325 










330 






335 




Tyr 


Val 


Leu 


Gin 


Gly 


Leu 


His 


Leu 


His 


He Pro 


Asn 


He Phe 


Pro 


Ala 








340 










345 






350 
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Asn Pro Ala Asn 
355 

Thr lie Pro Glu 
370 

lie Leu Val Pro 
385 

Cys Lys Leu Leu 

Phe Gly Phe Thr 

420 

Leu His Tyr lie 
435 

Val Leu Tyr Asn 
450 

Tyr Leu Leu lie 
465 

Glu Phe Ala Tyr 

Gly lie Phe Phe 

500 

Leu Val Ala Leu 
515 

Asp Phe Gly Asn 
530 

Leu Ala Gly lie 

545 

Gly Arg Tyr Glu 

Ser Arg Asp Arg 

580 



lie 


Ser 


Val 


Ala 








360 


Ala 


Trp Leu Leu 






375 




Leu 


Lys Asp Arg 




390 






Pro 


Ser 


Ala 


Leu 


405 








Ser 


Val 


He 


Val 


His 


His 


Asn 


Glu 








440 


Ala 


Ala 


Pro 


Leu 






455 




Gly 


He 


Ser 


Glu 




470 






Ser 


Glu 


Ala 


Pro 


485 








Cys 


Leu 


Ser Gly 


Leu 


Ser 


Leu 


Pro 








520 


lie 


Asn 


Asn 


Cys 






535 




Gin 


Ala 


Val 


Thr 




550 






Arg 


Ala 


Ser 


Gin 


565 








Gly 


* 







581 



Leu Arg Ala Gin 

Leu Ala Asn Val 

380 

Leu He Asp Pro 
395 

Gin Lys Met Ala 
410 

Ala Gly Val Leu 

425 

Thr Val Ser Gin 

Ser He Trp Trp 

460 

He Phe Ala Ser 
475 

Arg Ser Met Gin 
490 

Val Gly Ser Leu 
505 

Gly Gly Trp Leu 

Arg' Met Asp Leu 

540 

Ala Leu Leu Phe 
555 

Gly Pro Ala Ser 
570 



Gly Ser Ser Tyr 
365 

Val Val Val Leu 

Leu Leu Leu Arg 

400 

Leu Gly Met Phe 
415 

Glu Met Glu Arg 
430 

Gin He Gly Glu 
445 

Gin He Pro Gin 

He Pro Gly Leu 

480 

Gly Ala He Met 
495 

Leu Gly Ser Ser 
510 

His Cys Pro Lys 
525 

Tyr Phe Phe Leu 

Val Trp He Ala 

560 

His Ser Arg Phe 
575 



<210> 1877 

<211> 871 

<212> PRT 

<213> Homo sapiens 



<400> 1877 

Met .Gly Pro Pro Ser Leu Val Leu Cys Leu Leu Ser Ala Thr Val Phe 

15 10 15 

Ser Leu Leu Gly Gly Ser Ser Ala Phe Leu Ser His His Arg Leu Lys 

20 25 30 

Gly Arg Phe Gin Arg Asp Arg Arg Asn He Arg Pro Asn He He Leu 

35 40 45 

Val Leu Thr Asp Asp Gin Asp Val Glu Leu Gly Ser Met Gin Val Met 

50 55 60 

Asn Lys Thr Arg Arg He Met Glu Gin Gly Gly Ala His Phe He Asn 
^5 70 75 80 

Ala Phe Val Thr Thr Pro Met Cys Cys Pro Ser Arg Ser Ser He Leu 

85 90 95 

Thr Gly Lys Tyr Val His Asn His Asn Thr Tyr Thr Asn Asn Glu Asn 

100 105 110 

Cys Ser Ser Pro Ser Trp Gin Ala Gin His Glu Ser Arg Thr Phe Ala 

115 120 125 

Val Tyr Leu Asn Ser Thr Gly Tyr Arg Thr Ala Phe Phe Gly Lys Tyr 

130 135 140 

Leu Asn Glu Tyr Asn Gly Ser Tyr Val Pro Pro Gly Trp Lys Glu Trp 
145 150 155 160 

Val Gly Leu Leu Lys Asn Ser Arg Phe Tyr Asn Tyr Thr Leu Cys Arg 

170 175, 
Asn Gly Val Lys Glu Lys His Gly Ser Asp Tyr Ser Lys Asp Tyr Leu 

180 185 190 
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Thr Asp Leu lie 
195 

Lys Met Tyr Pro 
210 

Pro His Gly Pro 
225 

Asn Ala Ser Gin 

Asp Lys His Trp 

260 

Met Glu Phe Thr 
275 

Ser Val Asp Asp 
290 

Gly Glu Leu Asp 
305 

His He Gly Gin 

Phe Asp He Arg 

340 

Gly Cys Leu Asn 
355 

He Leu Asp He 
370 

Ser He Leu Lys 
385 

Leu Lys Lys Lys 

Gly Lys Leu Leu 

420 

Glu Asn Phe Leu 
435 

Ala Glu Tyr Gin 
450 

Val Glu Asp Ala 
465 

Met Arg Leu Gly 

Tyr Gly Gin Gly 

500 

Leu Ser Leu Ala 
515 

Ala Ser Tyr Val 
530 

Asp Gly Arg Val 
545 

Asn Leu Thr Lys 

Lys Asp Gly Gly 

580 

Ala Ala Asn Pro 
595 

Asp Thr Val Gin 
610 

Lys Asp His Lys 
625 

Lys He Lys Asn 

Pro Glu Glu Cys 

660 

Gly Arg Leu Lys 
675 

Leu Gin Glu Lys 
690 



Thr Asn Asp Ser 

200 

His Arg Pro Val 

215 

Glu Asp Ser Ala 
230 

His He Thr Pro 
245 

He Met Arg Tyr 

Asn Met Leu Gin 

280 

Ser Met Glu Thr 

295 

Asn Thr Tyr He 
310 

Phe Gly Leu Val 
325 

Val Pro Phe Tyr 

Pro His He Val 

360 

Ala Gly Leu Asp 
375 

Leu Leu Asp Thr 
390 

Met Arg Val Trp 
405 

His Lys Arg Asp 

Pro Lys Tyr Gin 

440 

Thr Ala Cys Glu 
455 

Thr Gly Lys Leu 
470 

Gly Ser Arg Ala 
485 

Ser Glu Ala Cys 

Gly Arg Arg Lys 

520 

Ar^ Ser Arg Ser 
535 

Tyr His Val Gly 
550 

Arg His Trp Pro 

565 

Asp Phe Ser Gly 

He Lys Val Thr 

600 

Cys Asp Leu Asp 
615 

Leu His He Asp 
630 

Leu Arg Glu Val 
645 

Asp Cys His Lys 

His Arg Gly Ser 

680 

Asp Lys Val Trp 
695 



Val Ser Phe Phe 

Leu Met Val He 

220 

Pro Gin Tyr Ser 
235 

Ser Tyr Asn Tyr 
250 

Thr Gly Pro Met 
265 

Arg Lys Arg Leu 

He Tyr Asn Met 

300 

Val Tyr Thr Ala 
315 

Lys Gly Lys Ser 
330 

Val Arg Gly Pro 
345 

Leu Asn He Asp 

He Pro Ala Asp 

380 

Glu Arg Pro Val 
395 

Arg Asp Ser Phe 
410 

Asn Asp Lys Val 
425 

Arg Val Lys Asp 

Gin Leu Gly Gin 

460 

Lys Leu His Lys 
475 

Leu Ser Asn Leu 
490 

Thr Cys Asp Ser 
505 

Lys Leu Phe Lys 

He Arg Ser Val 

540 

Leu Gly Asp Ala 
555 

Gly Ala Pro Glu 
570 

Thr Gly Gly Leu 
585 

His Arg Cys Tyr 

Leu Tyr Lys Ser 

620 

His Glu He Glu 
635 

Arg Gly His Leu 
650 

He Ser Tyr His 
665 

Ser Leu His Pro 

Leu Leu Arg Glu 

700 



Arg Thr Ser Lys 
205 

Ser His Ala Ala 

Arg Leu Phe Pro 

240 

Ala Pro Asn Pro 
255 

Lys Pro He His 
270 

Gin Thr Leu Met 
285 

Leu Val Glu Thr 

Asp His Gly Tyr 

320 

Met Pro Tyr Glu 
335 

Asn Val Glu Ala 
350 

Leu Ala Pro Thr 
365 

Met Asp Gly Lys 

Asn Arg Phe His 

400 

Leu Val Glu Arg 
415 

Asp Ala Gin Glu 
430 

Leu Cys Gin Arg 
445 

Lys Trp Gin Cys 

Cys Lys Gly Pro 

480 

Val Pro Lys Tyr 
495 

Gly Asp Tyr Lys 
510 

Lys Lys Tyr Lys 
525 

Ala He Glu Val 

Ala Gin Pro Arg 

560 

Asp Gin Asp Asp 
575 

Pro Asp Tyr Ser 
590 

He Leu Glu Asn 
605 

Leu Gin Ala Trp 

Thr Leu Gin Asn 

640 

Lys Lys Lys Arg 
655 

Thr Gin His Lys 
670 

Phe Arg Lys Gly 
685 

Gin Lys Arg Lys 
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Iiys 


Lys 


Leu 


Arg 


705 








Ser 


Met 


Pro 


Gly 


Thr 


Ala 


Pro 


Phe 








740 


Asn 




Asn 


Thr 






755 




Phe 


Leu 


Phe 


Cys 




770 






Asn 


Thr 


Asp 


Pro 


785 








Asp 


Val 


Leu 


Asn 


Lys 


Gly 


Tyr 


Lys 








820 


Leu Lys 


Asp 


Gly 






835 




Lys 


Trp 


Pro 


Glu 




850 






Trp 


Glu 


Gly 


Trp 


865 









Lys 


Leu Leu Lys 




710 




Leu 


Thr 


Cys Phe 


725 






Trp 


Thr 


Leu Gly 


Tyr 


Trp 


Cys Met 






760 


Glu 


Phe 


Ala Thr 






775 


Tyr 


Gin 


Leu Met 




790 




Gin 


Leu 


His Val 


805 






Gin 


Cys 


Asn Pro 


Gly 


Ser 


Tyr Glu 






840 


Met 


Lys 


Arg Pro 






855 


Glu 


Gly 


* 




870 





Arg Leu Gin Asn 
715 

Thr His Asp Asn 
730 

Pro Phe Cys Ala 
745 

Arg Thr lie Asn 

Gly Phe Leu Glu 

780 

Asn Ala Val Asn 
795 

Gin Leu Met Glu 
810 

Arg Thr Arg Asn 

825 

Gin Tyr Arg Gin 

Ser Ser Lys Ser 

860 



Asn Asp Thr Cys 

720 

Gin His Trp Gin 
735 

Cys Thr Ser Ala 
750 

Glu Thr His Asn 
765 

Tyr Phe Asp Leu 

Thr Leu Asp Arg 

800 

Leu Arg Ser Cys 
815 

Met Asp Leu Gly 
830 

Phe Gin Arg Arg 
845 

Leu Gly Gin Leu 



<210> 1878 

<211> 851 

<212> PRT 

<213> Homo sapiens 



<400> 1878 

Met Gly Pro Pro Ser Leu Val Leu Cys Leu Leu Ser Ala Thr Val Phe 

15 10 15 

Ser Leu Leu Gly Gly Ser Ser Ala Phe Leu Ser His His Arg Leu Lys 

20 25 30 

Gly Arg Phe Gin Arg Asp Arg Arg Asn lie Arg Pro Asn lie He Leu 

35 40 45 

Val Leu Thr Asp Asp Gin Asp Val Glu Leu Gly Ser Met Gin Val Met 

50 55 60 

Asn Lys Thr Arg Arg He Met Glu Gin Gly Gly Ala His Phe He Asn 
S5 70 75 80 

Ala Phe Val Thr Thr Pro Met Cys Cys Pro Ser Arg Ser Ser He Leu 

85 90 95 

Thr Gly Lys Tyr Val His Asn His Asn Thr Tyr Thr Asn Asn Glu Asn 

100 105 110 

Cys Ser Ser Pro Ser Trp Gin Ala Gin His Glu Ser Arg Thr Phe Ala 

H5 120 125 

Val Tyr Leu Asn Ser Thr Gly Tyr Arg Thr Ala Phe Phe Gly Lys Tyr 

130 135 140 

Leu Asn Glu Tyr Asn Gly Ser Tyr Val Pro Pro Gly Trp Lys Glu Trp 
145 150 155 160 

Val Gly Leu Leu Lys Asn Ser Arg Phe Tyr Asn Tyr Thr Leu Cys Arg 

165 170 175 

Asn Gly Val Lys Glu Lys His Gly Ser Asp Tyr Ser Lys Asp Tyr Leu 

180 185 190 

Thr Asp Leu He Thr Asn Asp Ser Val Ser Phe Phe Arg Thr Ser Lys 

195 200 205 

Lys Met Tyr Pro His Arg Pro Val Leu Met Val He Ser His Ala Ala 

210 215 220 

Pro His Gly Pro Glu Asp Ser Ala Pro Gin Tyr Ser Arg Leu Phe Pro 
225 230 235 240 

Asn Ala Ser Gin His He Thr Pro Ser Tyr Asn Tyr Ala Pro Asn Pro 

245 250 255 
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Asp Lys His Trp lie Met Arg Tyr Thr Gly Pro Met Lys Pro lie His 

260 265 270 

Met Glu Phe Thr Asn Met Leu Gin Arg Lys Arg Leu Gin Thr. Leu Met 

275 280 285 

Ser Val Asp Asp Ser Met Glu Thr He Tyr Asn Met Leu Val Glu Thr 

290 295 300 

Gly Glu Leu Asp Asn Thr Tyr He Val Tyr Thr Ala Asp His Gly Tyr 
305 310 315 320 

His He Gly Gin Phe Gly Leu Val Lys Gly Lys Ser Met Pro Tyr Glu 

325 330 335 

Phe Asp He Arg Val Pro Phe Tyr Val Arg Gly Pro Asn Val Glu Ala 

340 ^ 345 350 

rGly Cys Leu Asn Pro His He Val Leu Asn He Asp Leu Ala Pro Thr 
355 360 365 

He Leu Asp He Ala Gly Leu Asp He Pro Ala Asp Met Asp Gly Lys 

370 / 375 380 

Ser He Leu Lys Leu Leu Asp Thr Glu Arg Pro Val Asn Arg Phe His 
\385 390 395 400 

Leu Lys Lys Lys Met Arg Val Trp Arg Asp Ser Phe Leu Val Glu Arg 

405 410 4X5 

Gly Lys Leu Leu His Lys Arg Asp Asn Asp Lys Val Asp Ala Gin Glu 

420 425 430 

Glu Asn Phe Leu Pro Lys Tyr Gin Arg Val Lys Asp Leu Cys Gin Arg 

435 440 445 

Ala Glu Tyr Gin Thr Ala Cys Glu Gin Leu Gly Gin Lys Trp Gin Cys 

450 455 460 

Val Glu Asp Ala Thr Gly Lys Leu Lys Leu His Lys Cys Lys Gly Pro 
465 470 475 480 

Met Arg Leu Gly Gly Ser Arg Ala Leu Ser Asn Lisu Val Pro Lys Tyr 

485 490 495 

Tyr Gly . Gin Gly Ser Glu Ala Cys Thr Cys Asp Ser Gly Asp Tyr Lys 

500 505 510 

Leu Ser Leu Ala Gly Arg Arg Lys Lys Leu Phe Lys Lys Lys Tyr Lys 

515 520 525 

Ala Ser Tyr Val Arg Ser Arg Ser He Arg Ser Val Ala He Glu Val 

530 535 540 

Asp Gly Arg Val Tyr His Val Gly Leu Gly Asp Ala Ala Gin Pro Arg 
545 550 555 560 

Asn Leu Thr Lys Arg His Trp Pro Gly Ala Pro Glu Asp Gin Asp Asp 

565 570 575 

Lys Asp Gly Gly Asp Phe Ser Gly Thr Gly Gly Leu Pro Asp Tyr Ser 

580 585 590 

Ala Ala Asn Pro He Lys Val Thr His Arg Cys Tyr He Leu Glu Asn 

595 600 605 

Asp Thr Val Gin Cys Asp Leu Asp Leu Tyr Lys Ser Leu Gin Ala Trp 

610 615 620 

Lys Asp His Lys Leu His He Asp His Glu He Glu Thr Leu Gin Asn 
625 630 635 640 

Lys He Lys Asn Leu Arg Glu Val Arg Gly His Leu Lys Lys Lys Arg 

645 650 655 

Pro Glu Glu Cys Asp Cys His Lys He Arg Lys Gly Leu Gin Glu Lys 

660 665 670 

Asp Lys Val Trp Leu Leu Arg Glu Gin Lys Arg Lys Lys Lys Leu Arg 

675 680 685 

Lys Leu Leu Lys Arg Leu Gin Asn Asn Asp Thr Cys Ser Met Pro Gly 

690 695 700 

Leu Thr Cys Phe Thr His Asp Asn Gin His Trp Gin Thr Ala Pro Phe 
705 710 = 715 720 

Trp Thr Leu Gly Pro Phe Cys Ala Cys Thr Ser Ala Asn Asn Asn Thr 

725 730 735 

Tyr Trp Cys Met Arg Thr He Asn Glu Thr His Asn Phe Leu Phe Cys 

740 745 750 

Glu Phe Ala Thr Gly Phe Leu Glu Tyr Phe Asp Leu Asn Thr Asp Pro 
755 760 765 
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Tyr Gin Leu Met Asn Ala Val Asn 

770 775 
Gin Leu His Val Gin Leu Met Glu 
785 790 
Gin Cya Asn Pro Arg Thr Arg Asn 

805 

Gly Ser Tyr Glu Gin Tyr Arg Gin 

820 

Met Lys Arg Pro Ser Ser Lys Ser 
835 840 
Glu Gly * 
850 



Thr Leu 


Asp 


Arg Asp 


Val Leu Asn 






780 




JJCU 






yaxy JjyS 




795 




800 


Met Asp 


Leu 


Gly Leu 


Lys Asp Gly 


810 






815 


Phe Gin 


Arg 


Arg Lys 


Trp Pro Glu 


825 






830 


Leu Gly 


Gin 


Leu Trp 


Glu Gly Trp 






845 





<210> 1879 

<211> 420 

<212> PRT 

<213> Homo sapiens 



<400> 1879 



Met 


Val 


DVia 


G A V* 

oer 


A±Cl 




LiGU 


inr 


A±a 


jrne 


IIXS 


Thr Gly 


Thr 


Ser 


Asn 


1 








c 

3 










JLU 










15 




Thr 


Thr 




VclX 


VclX 


Tyr 


laXU 




inr 


Tyr 


nec 


Asn 


He 


Thr 


Leu 


Pro 




























30 






Pro 


Pro 




m rt 


AJLS 


xrx O 


ASp 


ijeu 


C A V> 

ber 


irro 


ijeu 


Leu Arg 


Tyr 


Ser 


Phe 
















An 


















Glu 


Thr 


SrlXS L> 

1 










XicU 


OCX 


OCX^ 


T>A1 1 


X iXL 


Val 


Asn 


Ser 


Thr 




50 




















60 










Ala 


Val 


■IT JL \J 












Irlic 


T .^TG 

Jjy 5 


OCX 


Leu 


Asn 


Leu 


Pro 


Leu 


65 










70 




















80 


Gin 


He 






OCX 


axa 


XXIS 




Tl (a 
xxc 


irilc 


Tl a 
XXc 


Leu 


Phe 


Val 


Ser 


Phe 










85 




















95 




Leu 


Gly 


Asn 


JjcU 


vax 


vax 


cys 


Lieu 


net 


vax 


Tyr 


Gin 


Lys 


Ala 


Ala 


Met 








100 










105 










110 






Arg 


Ser 


Ala 


He 


Asn 


He 


Leu 


Leu 


Ala 


Ser 


Leu 


Ala 


Phe 


Ala Asp Met 






115 










120 










125 








Leu 


Leu 


Ala 


Val 


Leu 


Asn 


Met 


Pro 


Phe 


Ala 


Leu 


Val 


Thr 


He 


Leu 


Thr 




130 










135 










140 










Thr 


Arg 


Trp 


He 


Phe 


Gly 


Lys 


Phe 


Phe 


Cys 


Arg 


Val 


Ser 


Ala 


Met* Phe 


145 










150 










155 










160 


Phe 


Trp 


Leu 


Phe 


Val 


He 


Glu 


Gly 


Val 


Ala 


He 


Leu 


Leu 


He 


He 


Ser 










165 










170 










175 




He 


Asp 


Arg 


Phe 


Leu 


He 


He 


Val 


Gin 


Arg 


Gin 


Asp 


Lys 


Leu 


Asn 


Pro 








180 










185 










190 






Tyr Arg 


Ala 


Lys 


Val 


Leu 


He 


Ala 


Val 


Ser 


Trp 


Ala 


Thr 


Ser 


Phe 


Cys 






195 










200 










205 








Val 


Ala 


Phe 


Pro 


Leu 


Ala 


Val 


Gly 


Asn 


Pro 


Asp 


Leu 


Gin 


He 


Pro 


Ser 




210 










215 










220 










Arg Ala 


Pro 


Gin 


Cys 


Val 


Phe 


Gly 


Tyr 


Thr 


Thr 


Asn 


Pro 


Gly Tyr Gin 


225 










230 










235 










240 


Ala 


Tyr 


Val 


He 


Leu 


He 


Ser 


Leu 


He 


Ser 


Phe 


Phe 


He 


Pro 


Phe 


Leu 










245 










250 










255 




Val 


He 


Leu 


Tyr 


Ser 


Phe 


Met 


Gly 


He 


Leu 


Asn 


Thr 


Leu 


Arg 


His 


Asn 








260 










265 










270 






Ala 


Leu 


Arg 


He 


His 


Ser 


Tyr 


Pro 


Glu 


Gly 


He 


Cys 


Leu 


Ser 


Gin 


Ala 






275 










280 










285 








Ser 


Lys 


Leu 


Gly 


Leu 


Met 


Ser 


Leu 


Gin 


Arg 


Pro 


Phe 


Gin 


Met 


Ser 


He 




290 










295 










300 










Asp Met 


Gly 


Phe 


Lys 


Thr 


Arg 


Ala 


Phe 


Thr 


Thr 


He 


Leu 


He 


Leu 


Phe 


305 










310 










315 










320 


Ala 


Val 


Phe 


He 


Val 


Cys 


Trp 


Ala 


Pro 


Phe 


Thr 


Thr 


Tyr 


Ser 


Leu 


Val 










325 










330 










335 





3782 



wo 01/57190 



PCT/USOl/04098 



Ala 


Thr 


Phe 


Ser 


Lvs 


His 


Phe 


Tvr 


Tvr 
* z * 


Gin 


His 


Asn 


Phe 


Phe 


Glu 


He 








340 










345 










350 






Ser 


Thr 


Trp 


Leu 


Leu 


Trp 


Leu 


Cys 


Tyr 


Leu 


Lys 


Ser 


Ala 


Leu 


Asn 


Pro 






355 










360 










365 








Leu 


He 


Tyr 


Tyr 


Trp 


Arg 


He 


Lys 


Lys 


Phe 


His 


Asp 


Ala 


Cys 


Leu 


Asp 




370 










375 










380 










Met 


Met 


Pro 


Lys 


Ser 


Phe 


Lys 


Phe 


Leu 


Pro 


Gin 


Leu 


Pro 


Gly His 


Thr 


385 










390 










395 










400 


Lys Arg 


Arg 


He 


Arg 


Pro 


Ser 


Ala 


Val 


Tyr 


Val 


Cys 


Gly 


Glu 


His 


Arg 



405 410 415 



Thr Val Val * 
419 



<210> 1880 
<211> 944 
<212> PRT 

<213> Homo sapiens 



<400> 1880 



Met 


Ala 


Ala 


Val 


1 








Ser 


Leu 


Val 


Leu 










Val 


Asp 


Arg 


Ser 






So 




Arg Gin 


Arg 


Ser 




50 






Asp 


Ser 


Leu 


Gin 


65 








Glu 


Val 


Thr 


Lys 


Asn 


Met 


Thr 


Arg 








100 


Tyr Arg 


Val 


Pro 






115 




Ser 


Val 


Ser 


Gly 




130 






Gly Pro 


Tyr 


Lys 


145 








Leu 


Glu 


Asp 


Arg 


Glu 


Phe 


Glu 


His 








180 


Pro 


Ala 


Glu 


Gly 






195 




Asp 


Lys 


Pro 


Glu 




210 






Ala 


Trp 


Glu 


Glu 


225 








Pro 


Met 


Ser 


Val 


Tyr Gly 


He 


Pro 








260 


Gly Gly 


Glu 


Pro 






275 




Leu 


Tyr 


Asn 


Pro 




290 






His 


Asn 


Pro 


His 


305 








Thr 


Trp 


Val 


Asp 



Ala 


Ala 


Val 


Ala 










Ala 


Phe 


Leu Gly 


Asn 


Phe 


Lys 


Thr 








40 


He 


Arg 


Pro Gly 






55 




Leu 


Giy 


Pro Asp 










Va± 


Leu 


Leu 


Val 


85 








Phe 


Arg 


He 


Asp 


Asp 


Val 


Leu 


Val 








120 


Arg 


Asp 


Glu 


Asn 






135 




He 


He 


Leu 


Thr 




150 






Ser 


Leu 


Leu 


Leu 


165 








Gin 


Arg 


Ala 


Pro 


Asp 


Gly 


Ala 


Gin 








200 


Glu 


Thr 


Gin Gly 






215 




Thr 


Phe 


Lys 


Thr 




230 






Gly 


Leu 


Asp 


Phe 


245 








Glu 


His 


Ala 


Asp 


Tyr 


Arg 


Leu 


Tyr 








280 


Met 


Ala 


Leu 


Tyr 






295 




Arg 


Asp 


Leu Gly 




310 






He 


Ser 


Ser 


Asn 


325 









Ala 


Arg 


Arg Arg 








Val 


Cys 


Leu Gly 


o c 
2d 






Cys 


Glu 


Glu Ser 


Leu 


Ser 


Pro Tyr 








ber 


Leu 


inr va± 






/ 3 


Leu 


(sXU 


jueu vaXn 








Glu 


Leu 


Glu Pro 


105 






Ala 


Asp 


Pro Pro 


Ser 


Val 


Glu Leu 






140 


Ala 


Arg 


Pro Phe 






155 


Ser 


Val 


Asn Ala 




170 




Arg 


Val 


Ser Gin 


185 






Pro 


Glu 


Glu Thr 


Lys 


Ala 


Glu Lys 






220 


His 


Ser 


Asp Ser 






235 


Ser 


Leu 


Pro Gly 




250 




Asn 


Leu 


Arg Leu 


265 






Asn 


Leu 


Asp Val 


Gly 


Ser 


Val Pro 






300 


He 


Phe 


Trp Leu 






315 


Thr 


Ala 


Gly Lys 



330 



Arg 


Ser 


Trp 


Ala 






15 




He 


Thr 


Leu 


Ala 




30 






Ser 


Phe 


Cys 


Lys 


A C 








Arg 


Ala 


Leu 


T Ma a 

Leu 


His 


Leu 


He 


His 










Gxy 


Leu 


Gin 


Lys 






95 




Arg 


Arg 


Pro 


Arg 




110 






He 


Ala Arg 


Leu 


125 








Thr 


Met 


Ala 


Glu 


Arg 


Leu Asp 


Leu 








160 


Arg 


Gly Leu 


Leu 






175 




Gly 


Ser 


Lys 


Asp 




190 






Pro 


Arg Asp 


Gly 


205 








Asp 


Glu 


Pro 


Gly 


Lys 


Pro 


Tyr 


Gly 








240 


Met 


Glu 


His 


Val 






255 




Lys 


Val 


Thr 


Glu 




270 






Phe 


Gin Tyr 


Glu 


285 








Val 


Leu 


Leu 


Ala 


Asn 


Ala 


Ala 


Glu 








320 


Thr 


Leu 


Phe 


Gly 






335 
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Lys Met Met Asp Tyr Leu Gin Gly Ser Gly Glu Thr Pro Gin Thr Asp 

340 345 350 

Val Arg Trp Met Ser Glu Thr Gly He He Asp Val Phe Leu Leu Leu 
355 360 365 

Gly Pro Ser He Ser Asp Val Phe Arg Gin Tyr Ala Ser Leu Thr Gly 

370 375 380 

Thr Gin Ala Leu Pro Pro Leu Phe Ser Leu Gly Tyr His Gin Ser Arg 
385 390 395 400 

Trp Asn Tyr Arg Asp Glu Ala Asp Val Leu Glu Val Asp Gin Gly Phe 

405 410 415 

Asp Asp His Asn Leu Pro Cys Asp Val He Trp Leu Asp He Glu His 

420 425 430 

Ala Asp Gly Lys Arg Tyr Phe Thr Trp Asp Pro Ser Arg Phe Pro Gin 

435 440 445 

Pro Arg Thr Met Leu Glu Arg Leu Ala Ser Lys Arg Arg Lys Leu Val 

450 455 460 

Ala He Val Asp Pro His He Lys Val Asp Ser Gly Tyr Arg Val His 
. 465 470 475 480 

Glu Glu Leu Arg Asn Leu Gly Leu Tyr Val Lys Thr Arg Asp Gly Ser 

485 490 495 

Asp Tyr Glu Gly Trp Cys Trp Pro Gly Ser Ala Gly Tyr Pro Asp Phe 

500 505 510 

Thr Asn Pro Thr Met Arg Ala Trp Trp Ala Asn Met Phe Ser Tyr Asp 

515 520 525 

Asn Tyr Glu Gly Ser Ala Pro Asn Leu Phe Val Trp Asn Asp Met Asn 

530 535 540 

Glu Pro Ser Val Phe Asn Gly Pro Glu Val Thr Met Leu Lys Asp Ala 
545 550 555 560 

Gin His Tyr Gly Gly Trp Glu His Arg Asp Val His Asn He Tyr Gly 

565 570 575 

Leu Tyr Val His Met Ala Thr Ala Asp Gly Leu Arg Gin Arg Ser Gly 

560 585 590 

Gly Met Glu Arg Pro Phe Val Leu Ala Arg Ala Phe Phe Ala Gly Ser 

595 600 605 

Gin Arg Phe Gly Ala Val Trp Thr Gly Asp Asn Thr Ala Glu Trp Asp 

610 615 620 

His Leu Lys He Ser lie Pro Met Cys Leu Ser Leu Gly Leu Val Gly 
625 630 635 640 

Leu Ser Phe Cys Gly Ala Asp Val Gly Gly Phe Phe Lys Asii Pro Glu 

645 650 655 

Pro Glu Leu Leu Val Arg Trp Tyr Gin Met Gly Ala Tyr Gin Pro Phe 

660 665 670 

Phe Arg Ala His Ala His Leu Asp Thr Gly Arg Arg Glu Pro Trp Leu 

675 680 685 

Leu Pro Ser Gin His Asn Asp He He Arg Asp Ala Leu Gly Gin Arg 

690 695 700 

Tyr Ser Leu Leu Pro Phe Trp Tyr Thr Leu Leu Tyr Gin Ala His Arg 
705 710 715 720 

Glu Gly He Pro Val Met Arg Pro Leu Trp Val Gin Tyr Pro Gin Asp 

725 730 735 

Val Thr Thr Phe Asn He Asp Asp Gin Tyr Leu Leu Gly Asp Ala Leu 

740 745 750 

Leu Val His Pro Val Ser Asp Ser Gly Ala His Gly Val Gin Val Tyr 

755 760 765 

Leu Pro Gly Gin Gly Glu Val Trp Tyr Asp He Gin Ser Tyr Gin Lys 

770 775 780 

His His Gly Pro Gin Thr Leu Tyr Leu Pro Val Thr Leu Ser Ser He 
785 790 795 800 

Pro Val Phe Gin Arg Gly Gly Thr He Val Pro Arg Trp Met Arg Val 

805 810 815 

Arg Arg Ser Ser Glu Cys Met Lys Asp Asp Pro He Thr Leu Phe Val 

820 825 830 

Ala Leu Ser Pro Gin Gly Thr Ala Gin Gly Glu Leu' Phe Leu Asp Asp 
835 840 845 
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Gly His Thr Phe Asn Tyr Gin Thr Arg Gin Glu Phe Leu Leu Arg Arg 

850 855 860 

Phe Ser Phe Ser Gly Asn Thr Leu Val Ser Ser Ser Ala Asp Pro Glu 
865 870 875 880 

Gly His Phe Glu Thr Pro lie Trp lie Glu Arg Val Val lie lie Gly 

885 890 895 

Ala Gly Lys Pro Ala Ala Val Val Leu Gin Thr Lys Gly Ser Pro Glu 

900 905 910 

Ser Arg Leu Ser Phe Gin His. Asp Pro Glu Thr Ser Val Leu Val Leu 

915 920 925 

Arg Lys Pro Gly lie Asn Val Ala Ser Asp Trp Ser lie His Leu Arg 
930 935 940 944 



<210> 1881 
<211> 725 
<212> PRT 

<213> Homo sapiens 



<400> 1881 

Met Lys Thr Glu Gly Gly Lys Val Leu Tyr Lys Val Arg Trp Lys Gly 

1 5 10 15 

Tyr Thr Ser Asp Asp Asp Thr Trp Glu Pro Glu lie His Leu Glu Asp 

20 25 30 

Cys Lys Glu Val Leu Leu Glu Phe Arg Lys Arg He Ala Glu Asn He 

35 40 45 

Ala Lys Ala Val Lys Lys Asp lie Gin Arg Leu Ser Leu Asn T^n Asp 

50 55 60 

He Phe Glu Ala Asn Ser Asp Ser Asp Gin Gin Ser Glu Thr Lys Glu 
65 70 75 80 

Asp Thr Ser Pro Lys Lys Lys Lys Lys Lys Leu Arg Gin Arg Glu Glu 

85 90 95 

Lys Ser Pro Asp Asp Leu Lys Lys Lys Lys Ala Lys Ala Gly Lys Leu 

100 105 110 

Lys Asp Lys Ser Lys Pro Asp Leu Glu Ser Ser Leu Glu Ser Leu Val 

115 120 125 

Phe Asp Leu Arg Thr Lys Lys Arg He Ser Glu Ala Lys Glu Glu Leu 

130 135 140 

Lys Glu Ser Lys Lys Pro Lys Lys Asp Glu Val Lys Glu Thr Lys Glu 
145 150 155 160 

Leu Lys Lys Val Lys Lys Gly Glu He Arg Asp Leu Lys Thr Lys Thr 

165 170 175 

Arg Glu Asp Pro Lys Glu Asn Arg Lys Thr Lys Lys Glu Lys Phe Val 

180 185 190 

Glu Ser Gin Val Glu Ser Glu Ser Ser Val Leu Asn Asp Ser Pro Phe 

195 200 205 

Pro Glu Asp Asp Ser Glu Gly Leu His Ser Asp Ser Arg Glu Glu Lys 

210 215 220 

Gin Asn Thr Lys Ser Ala Arg Glu Arg Ala Gly Gin Asp Met Gly Leu 
225 230 235 240 

Glu His Gly Phe Glu Lys Pro Leu Asp Ser Ala Met Ser Ala Glu Glu 

245 250 255 

Asp Thr Asp Val Arg Gly Arg Arg Lys Lys Lys Thr Pro Arg Lys Ala 

260 265 270 

Glu Asp Thr Arg Glu Asn Arg Lys Leu Glu Asn Lys Asn Ala Phe Leu 

275 280 285 

Glu Lys Lys Thr Val Pro Lys Lys Gin Arg Asn Gin Asp Arg Ser Lys 

290 295 300 

Ser Ala Ala Glu Leu Glu Lys Leu Met Pro Val Ser Ala Gin Thr Pro 
305 310 315 320 
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Lys Gly Arg 
Ser Ala Glu 

Tyr Gin Lys 

355 

Pro Lys Gly 

370 
Tyr Arg Gin 
385 

Trp lie Thr 

Gin Glu lie 

Lys Asn Asp 
435 

Asp Phe Lys 

450 
Leu Lys Glu 
465 

lie Ala Ala 
Asp Glu Asn 

Trp His Leu 

515 

Gin Ala Ala 

530 
Gin Thr Glu 

545 

Ala Glu Asn 

Val lie Asn 

Glu Ala Lys 
595 

Thr Ser Leu 

610 
His Glu Asn 
625 

Arg Ser Ser 

Asp Lys Leu 

Glu Glu Val 
675 

Leu Asp Glu 

690 
Asp Leu Met 
705 

Thr Ser Leu 



Arg Leu Ser 

325 
Glu Asp Lys 
340 

Arg His Asp 

Leu Lys Lys 

Ser Gly Val 
390 

Leu Arg Leu 

405 
Arg Asn Ala 
420 

Val Ser Glu 

Thr lie Asp 

Arg Arg Asn 
470 

Glu Gly Asp 

485 
Ser Gly Ala 
500 

Ala Gly Ala 

lie Phe Ala 

Ser Gly Asp 
550 

Glu Phe Asp 

565 
Ser Ser Glu 
580 

Asn Leu Glu 

Gly Lys Asn 

Phe Met Lys 
630 

Ser Pro Ala 

645 
Arg Glu Gly 
660 

Gin Thr His 

Trp Leu Thr 

Glu Leu Lys 
710 

Ser Ser 
725 



Gly Glu 

Glu Thr 

Ser Asp 
360 
Ala lie 
375 

Phe Ser 

Thr Ala 

Phe Asp 

Asn Asn 
440 
Asp His 
455 

Thr Arg 

Gin Glu 

Asn Arg 

Pro Leu 
520 
Val Leu 
535 

His Asn 

Glu Leu 

Leu Lys 

Lys Arg 
600 
Arg Asn 
615 

His Thr 

Thr Glu 

Phe Arg 

Ser Lys 
680 
Arg lie 

695 

Thr Lys 



Glu Arg Gly 

330 
Lys Arg Asn 
345 

Lys Glu Glu 

Leu Val Gin 

Cys Gly Lys 
395 

Phe Ser Arg 

410 
Leu Phe Lys 
425 

Arg Lys Arg 

Lys Thr Lys 

Asp Glu Thr 
475 

Val Leu Asp 

490 
Arg Leu lie 
505 

Gly Arg Ser 

Gin Leu Pro 

Ser Ser Pro 
555 

Thr Glu Val 

570 
Glu His Val 
585 

Leu Glu. Glu 

Asp Leu Met 

Gin Val Ser 
635 

Gin Ser Trp 

650 
Arg Ser Asn 
665 

Glu Val Lys 

Thr Asn Ala 

Ala Arg Glu 
715 



Leu Trp 

Glu Ser 

Lys Gly 
365 
Ala Ser 
380 

Gly Ala 

Pro Leu 

Leu Thr 

Glu Glu 
445 
Glu Asn 
460 

Asp Thr 

Ser Val 

Gin Glu 

Phe Gin 
525 
Leu Val 
540 

Arg Glu 

Gly Phe 

Leu Thr 

Leu Leu 
605 
Glu Leu 
620 

He Thr 

Met Glu 

Tyr Ser 

Asn Leu 
685 
Glu Lys 

700 

Leu Arg 



Ser Thr Asp 

335 
Lys Glu Lys 
350 

Arg Lys Glu 

Thr Ser Ser 

Gly Val Thr 
400 

Ser Gin Leu 

415 
Pro Glu Glu 
430 

He Pro Leu 

Lys Gin Ser 

Trp Ala Tyr 
480 

Cys Gin Ala 

495 
Ser Ser Gly 
510 

Arg Lys Glu 

He Pro Arg 

Gin Asn Trp 
560 

Arg Arg Trp 

575 
Gin Cys Lys 
590 

Thr Arg He 

Lys Thr Gin 

Lys Ser Glu 
640 

Asn Asp Phe 

655 
Glu Leu Lys 
670 

Glu Lys Arg 

Ser Leu Lys 

Asp Glu Arg 
720 



<210> 1882 
<211> 907 
<212> PRT 

<213> Homo sapiens 



<400> 1882 

Met Ala Gly Asn Val Lys Lys Ser Ser Gly Ala Gly Gly Gly Ser Gly 
1 5 . . 10 15 
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Sex* 


Glv 


Glv 


Ser 


Glv 


Ser 


Glv 


Glv 


Leu 








20 










25 


Phe 


Gin 


Pro 


His 


His 


His 


His 


His 


His 






35 










40 




Glv 


Thr 


Val 


ASD 


Lvs 


Lys 


Met 


Val 


Glu 




50 










55 






Lvs 


Val 


Val 


Arcr 


Leu 


Cvs 


Gin 


Asn 


Pro 


65 










70 








Pro 


Pro 


Tvr 


lie 


Leu 


ASD 


Leu 


Leu 


Pro 










85 










Thr 


lie 


Leu 


Ser 


Arcr 


Tvr 


Glu 


Glv 


Lys 








100 




Phe^ 






105 


Glu 


Tvr 


Phe 


Arcr 


Val 


Met 


Glu 


Asn 






115 










120 




Thr 


lie 


Ser 

VI* wm 


Leu 


Phe 


Lvs 


Glu 


Glv 
wxy 


Lvs 

^jy w 




130 








/ 

i 


135 






Ser 


Gin 


Pro 


Arg 


AroT 


Asn 


Leu 


Thr 


Lvs 

Ajy 19 


»145 










150 

w w 








Met 


Leu 


Ala 


Glu 


L@u 


Lvs 


Glv 


lie 

xxc 


Phe 










165 

«M «ir 












Thir 


Phe 


Arg 


lie 




Lva 


Ala 
nxa 










180 










185 

•JU w ^ 


Ala 


Phe 


Gly Glu 


Lvs 


Thif 


Tie 


Val 

V CLX 


f X 






1 QC 










200 

A V V 




W> M 


His 


rsl 11 

V3XU 






X w 


Tie 

xxc 


OCX 


Sot* 

OCX 




210 










215 

mm v# 






IjVS 




T^i V* 

±111. 






XJwU 


X AAX 


Va^jr fi> 


AO XX 


225 










230 


















«xa 


xns u 




m n 










245 












lip 


Asn 


OCX 




Ala 
MX a 


Val 

V CIX 


TVi y* 

1 XlX 


XIX s 


















^ w ^ 


Thif 


TVTf 


Asp 


m n 

\3XU 


V nx 


TiVfi 


Ala 

x^x n 


Ax^ 








275 










280 




Glv 


Sgit 


Tyr 


lie 




At'CT 
nxvj 




QCX 






290 










295 






lie 


Glv 


Tyr 


Val 


Thir 


Ala 




Glv 

wX jr 


4*ViaXX 


305 










310 








Asn 


Lvs ' 


Pro 


Leu 


Phe 


Gin 


Ala 


XlClal 


Tip 
xxc 










325 

c «^ 










Tvir 
* J** 


Leu 


Phe 


Pro 




Glv 


AX 


AS XX 


wXiX 








340 










345 


Cvs 


Glu 


Pro 


Thr 


f ^ 


Gin 


AQn 


XIX D 


Tip 

XX6 






355 










360 




Glu 

%A 


Ijeii 


Tyr 


Cys 


Glu 


Met 


Glv 


OCX 


Thy 




370 










375 






Ala 


Glu 


Asn 


Asp 


Lvs 


AST3 


Val 


Lvs 


lie 


385 










390 








Cvs 


Thr 


Ser 


Cys 


Leu 


Thr* 


Ser 


XX]^ 


Gin 










405 










Pro 


Phe 


Cys 


Arg 


Cvs 


Glu 


lie 

«k 


Lvs 


Glv 








420 










425 


Pro 


Phe 


Asp 


Pro 


Arcr 


Glv 


Ser 


Glv 
oxy 


Ser 






435 










440 




Glv 


Ala 


Pro 


Ser 


Pro 

^ ^ 


Asn 


Tvr 


Asn 






450 










455 

^ 








Thr 


Leu 


Phe 






JjyS 


VaxU 


ijeu 


465 










470 








Pro 


Pro 


Ser 


Pro 


Phe 


Ser 


Met 


Ala 


Pro 










485 










Pro 


Pro Arg 


Leu 


Asp 


Leu 


Leu 


Pro 


Gin 








500 










505 


Ala 


Ser 


Ala 


Leu 


Gly 


Thr 


Ala 


Ser 


Lys 






515 










520 
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lie Gly 


Leu 


Met 


Lvs 


ASD 


Ala 








30 






His Leu 


Ser 


Pro 


His 


Pro 


Pro 






45 








Lvs Cvs 


Trp 


Lvs 


Leu 


Met 


Asn 




60 










Lys Leu 


Ala 


Leu 


Lvs 


Asn 


Ser 


75 










80 


Asp Thr 


Tvr 


Gin 


His 


Leu 


Atq 


90 








95 




Met Glu 


Thr 


Leu 


Glv 


Glu 


Asn 








110 






Leu Met 


Lvs 


Lvs 


Thr 


Lvs 


Gin 






125 








Glu Arcr 


Met 


Tvr 


Glu 


Glu 


Asn 




140 










Leu Ser 


Leu 


lie 


Phe 


Ser 


His 


155 










160 


Pro Ser 


Glv 


Leu 

^^^^ 


Phe 


Gin 
\2 AAA 


Glv 


170 








175 




Ala Ala 


Glu 


Phe 


Tm 


Arcr 


Lvs 

xj y 13 








190 

*r V 






TrD TiVfi 




Phe 


Aro 

AX^ 


Gin 

wXXX 


Ala 
nxa 






205 

M W W 








Glv L^u 


Glu 


Ala 


Met 


Ala 


xieu 




220 

w 4H W 










Asn Tvr 

xy^ 


Tie 


j^pr 


Val 


Php 

f xxc 


Gl 11 


235 










240 


Pro Tm 


Rpr 


flpr 

wCX 


T»Pu 
juc wx 


TiPu 

XJCU 


Axy 


250 








A 9 ^ 




Pro Glv 






Al a 


Php 

XT XXC 


T>A11 
xJCU 








270 






Gin Lvs 




Tip 

-Xi c 


His 


xj y o 


XrX Vi' 






285 








Thr Arcr 


Lpu 


Glv 
y 


Gin 


Tm 

AXp 


Ala 




300 










lie Leu 


Gin 

^7^lA 


Thr 

A Xl 1 


lie 


Pro 


His 

XX J. o 


315 










320 


Ast) Glv 


Phe 


Arcr 
AX y 


Glu 


Glv 


Phe 

« xxc 


330 








335 




Asn Pro 






Thr 

X xx^ 


Glv 

VJX jf 


TiPii 

XICU 








350 






Lvs Va 1 

xjy o V Gft^ 


Thr 

iL XXX 


Gin 

IX 


Glu 

wX U 


Gin 

wXXX 


Tvr 






365 








Phe Gin 


TiPii 


Pvs 


TiV«5 
*j y o 


Tie 






380 










Glu Pro 


Cvs 


Glv 


His 


Leu 


Met 


395 










400 


Glu Ser 

\^m^KJL ^^^^^ 


Glu 


Glv 


Gin 


Glv 


y 0 


410 








415 




Thr Glu 


Pro 


lie 


Val 


Val 


Asn 








430 






Leu Leu 


Atq 


Gin 


Glv 


Ala 


Glu 






445 










Aso 


Glu 


Arcr 


Ala 


Asn 




460 










Ala Gly 


Ala 


Lys 


Val 


Glu 


Arg 


475 










480 


Gin Ala 


Ser 


Leu 


Pro 


Pro 


Val 


490 








495 




Arg Val 


Cys 


Val 


Pro 


Ser 


Ser 








510 






Ala Ala 


Ser 


Gly 


Ser 


Leu 


His 



525 
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Lys 


Asp 


Lys 


Pro 


Leu 


Pro 


Val 


Pro 


Pro 


Thr 


Leu Arg Asp 


Leu 


Pro 


Pro 




530 










535 










540 








Pro 


Pro 


Pro 


Pro 


Asp 


Arg 


Pro 


Tyr 


Ser 


Val 


Gly Ala Glu 


Ser 


Arg 


Pro 


545 










550 










555 








560 


Gin Arg 


Arg 


Pro 


Leu 


Pro 


Cys 


Thr 


Pro 


Gly 


Asp 


Cys Pro 


Ser 


Arg 


Asp 










565 










570 








575 




Lys 


Leu 


Pro 


Pro 


Val 


Pro 


Ser 


Ser 


Arg 


Leu 


Gly Asp Ser 


Trp 


Leu 


Pro 








580 










585 








590 






Arg 


Pro 


He 
595 


Pro 


Lys 


Val 


Pro 


Val 
600 


Ser 


Ala 


Pro 


Ser Ser 
605 


Ser 


Asp 


Pro 


Trp 


Thr 
610 


Gly 


Arg 


Glu 


Leu 


Thr 
615 


Asn 


Arg 


His 


Ser 


Leu Pro 
620 


Phe 


Ser 


Leu 


Pro 


Ser 


Gin 


Met 


Glu 


Pro 


Arg 


Pro 


Asp 


Val 


Pro 


Arg Leu 


Gly 


Ser 


Thr 


625 










630 










635 








640 


Phe 


Ser 


Leu 


Asp 


Thr 
645 


Ser 


Met 


Ser 


Met 


Asn 
650 


Ser 


Ser Pro 


Leu 


Val 
655 


Gly 


Pro 


Glu 


Cys 


Asp 
660 


His 


Pro 


Lys 


He 


Lys 
665 


Pro 


Ser 


Ser Ser 


Ala 
670 


Asn 


Ala 


He 


Tyr 


Ser 
675 


Leu 


Ala 


Ala 


Arg 


Pro 
680 


Leu 


Pro 


Val 


Pro Lys 
685 


Leu 


Pro 


Pro 


Gly Glu 


Gin 


Cys 


Glu 


Gly 


Glu 


Glu 


Asp 


Thr 


Glu 


Tyr Met 


Thr 


Pro 


Ser 




690 










695 










700 








Ser 


Arg 


Pro 


Leu 


Arg 


Pro 


Leu Asp 


Thr 


Ser 


Gin 


Ser Ser 


Arcr 


Ala 


Cys 


705 










710 










715 








720 


Asp 


Cys 


Asp 


Gin 


Gin 
725 


He 


Asp 


Ser 


Cys 


Thr 
730 


Tyr 


Glu Ala 


Met 


Tvr 
735 


Asn 


He 


Gin 


Ser 


Gin 
740 


Ala 


Pro 


Ser 


He 


Thr 
745 


Glu 


Ser 


Ser Thr 


Phe 
750 


Glv 


Glu 


Gly Asn 


Leu 


Ala 


Ala 


Ala 


His 


Ala 


Asn 


Thr 


Gly Pro Glu 


Glu 


Ser 


Glu 

%di 






755 










760 








765 








Asn 


Glu 
770 


Asp 


Asp 


Gly 

^ J; 


Tyr 


Asp 
775 


Val 


Pro 


Lvs 


Pro 


Pro Val 
780 ' 


Pro 


Ala 


Val 


Leu 


Ala 


Arcr 


Arcr 


Thr 


Leu 


Ser Asp 


He 


Ser 


Asn 


Ala Ser 


Ser 


Ser 

mm 


Phe 


785 










790 










795 








800 


Gly Tarp 


Leu 


Ser 


Leu 


Asp 


Gly Asp 


Pro 


Thr 


Thr 


Asn Val 


Thr 


Glu 


Glv 










805 










810 








815 




Ser 


Gin 


Val 


Pro 
820 


Glu 


Arg 


Pro 


Pro 


Lys 
825 


Pro 


Phe 


Pro Arg 


Arcr 
830 


He 


Asn 


Ser 


Glu 


Arg 


Lys 


Ala 


Gly 


Ser 


Cys 


Gin 


Gin 


Gly Ser Gly 


Pro 


Ala 


Ala 






835 

O *^ 










840 








845 








Ser 


Ala 
850 


Ala 


Thr 


Ala 


Ser 


Pro 
855 


Gin 


Leu 


Ser 


Ser 


Glu He 
860 


Glu 


Asn 


Leu 


Met 


Ser 


Gin 


Gly 


Tyr 


Ser 


Tyr 


Gin 


Asp 


He 


Gin 


Lys Ala 


Leu 


Val 


He 


865 










870 










875 








880 


Ala 


Gin 


Asn 


Asn 


He 
885 


Glu 


Met 


Ala 


Lys 


Asn 
890 


He 


Leu Arg 


Glu 


Phe 
895 


Val 


Ser 


He 


Ser 


Ser 


Pro 


Ala 


His 


Val 


Ala 


Thr 


* 











900 905 906 



<210> 1883 

<211> 874 

<212> PRT 

<213> Homo sapiens 



<400> 1883 
Met Asp Gly Ala Met Gly Pro Arg 

1 5 
Val Ser Leu Leu He Leu Gin Ala 

20 

Gly Arg Ser Lys Ser Ser Glu ,Lys 
35 40 



Gly Leu Leu Met Cys Met Tyr Leu 

10 15 
Met Pro Ala Leu Gly Ser Ala Thr 

25 30 
Arg Gin Ala Val Asp Thr Ala Val 

45 
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Asp Gly Val Phe He Arg Ser Leu Lys Val Asn Cys Lys Val Thr Ser 

50 55 60 

Arg Phe Ala His Tyr Val Val Thr Ser Gin Val Val Asn Thr Ala Asn 
65 70 . 75 80 

Glu Ala Arg Glu Val Ala Phe Asp Leu Glu He Pro Asn Thr Gly Phe 

85 90 95 

He Ser Asp Phe Ala Val Thr Ala Asp Gly Asn Ala Phe He Gly Asp 

100 105 110 

He Lys Asp Lys Val Thr Ala Trp Lys Gin Tyr Arg Lys Ala Ala He 

115 120 125 

Ser Gly Glu Asn Ala Gly Leu Val Arg Ala Ser Gly Arg Thr Met Glu 

130 135 140 ' 

Gin Phe He He His Leu Thr Val Asn Pro Gin Ser Lys Val Thr Phe 
145 150 155 160 

Gin Leu Thr Tyr Glu Glu Val Leu Lys Arg Asn His Met Gin Tyr Glu 

165 170 175 

He Val He Lys Val Lys Pro Lys Gin Leu Val His His Phe Glu He 

180 185 190 

Asp Val Asp He Phe Glu Pro Gin Gly He Ser Lys Leu Asp Ala Gin 

195 200 205 

Ala Ser Phe Leu Pro Lys Glu Leu Ala Ala Gin Thr He Lys Lys Ser 

210 215 220 

Phe Ser Gly Lys Lys Gly His Val Leu Phe Arg Pro Thr Val Ser Gin 
225 230 235 240 

Gin Gin Ser Cys Pro Thr Cys Ser Thr Ser Leu Leu Asn Gly His Phe 

245 250 255 

Lys Val Thr Tyr Asp Val Ser Arg Asp Lys He Cys Asp Leu Leu Val 

260 265 270 

Ala Asn Asn His Phe Ala His Phe Phe Ala Pro Gin Asn Leu Thr Asn 

275 280 285 

Met Asn Lys Asn Val Val Phe Val He Asp He Ser Gly Ser Met Arg 

290 295 300 

Gly Gin Lys Val Lys Gin Thr Lys Glu Ala Leu Leu Lys He Leu Gly 
305 310 315 320 

Asp He His Pro Gly Asp Tyr Phe Asp Leu Val Leu Phe Gly Thr Arg 

325 330 335 

Val Gin Ser Trp Lys Gly Ser Leu Val Gin Ala Ser Glu Ala Asn Leu 

340 345 350 

Gin Ala Ala Gin Asp Phe Val Arg Gly Phe Ser Leu Asp Glu Ala Thr 

355 360 365 

Asn Leu Asn Gly Gly Leu Leu Arg Gly He Glu He Leu Asn Gin Val 

370 375 380 

Gin Glu Ser Leu Pro Glu Leu Ser Asn His Ala Ser He Leu He Met 
385 390 395 400 

Leu Thr Asp Gly Asp Pro Thr Glu Gly Val Thr Asp Arg Ser Gin He 

405 410 415 

Leu Lys Asn Val Arg Asn Ala He Arg Gly Arg Phe Pro Leu Tyr Asn 

420 425 430 

Leu Gly Phe Gly His Asn Val Asp Phe Asn Phe Leu Glu Val Met Ser 

435 440 445 

Met Glu Asn Asn Gly Arg Ala Gin Arg He Tyr Glu Asp His Asp Ala 

450 455 460 

Thr Gin Gin Leu Gin Gly Phe Tyr Ser Gin Val Ala Lys Pro Leu Leu 
465 470 475 480 

Val Asp Val Asp Leu Gin Tyr Pro Gin Asp Ala Val Leu Ala Leu Thr 

485 490 495 

Gin Asn His His Lys Gin Tyr Tyr Glu Gly Ser Glu He Val Val Ala 

500 505 510 

Gly Arg He Ala Asp Asn Lys Gin Ser Ser Phe Lys Ala Asp Val Gin 

515 520 525 

Ala His Gly Glu Gly Gin Glu Phe Ser He Thr Cys Leu Val Asp Glu 

530 535 540 

Glu Glu Met Lys Lys Leu Leu Arg Glu Arg Gly His Met Leu Glu Asn 
545 550 555 560 
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His 


Val 


Glu 


Arg Leu Trp Ala Tyr 








565 


Lys 


Arg 


Met 


Lys Val Asp Arg Glu 








580 


Ala 


Leu 


Arg 


Met Ser Leu Asp Tyr 






595 


600 


Met 


Ser 


He 


Arg Gly Met Ala Asp 




610 




615 


Asp 


Lys 


Pro 


Ser Glu Asp Ser Pro 


625 






630 


Arg 


Thr 


Phe 


Val Leu Ser Ala Leu 








645 


Ser 


Asn 


Thr 


Gin Arg Leu Pro Asp 








660 


Asn 


Gly 


Gin 


Leu He Gly Asn Lys 






675 


680 


Gly 


Thr 


Tyr 


Phe Gly Arg Leu Gly 




690 




695 


Gin 


Leu 


Glu 


Val Thr Pro Gin Asn 


705 






710 


Gly 


Pro 


Val 


Phe Ser Trp Arg Asp 








725 


Val 


Val 


Val 


Thr He Asn Lys Lys 








740 


Asp 


Gly 


Gly 


Thr Phe Glu Val Val 






755 


760 


Ser 


Val 


His 


Gin Asp Phe Leu Gly 




770 




775 


Met 


Ser 


/aa 


Arg Thr His Gly Leu 

«^ J ^^^^ 


785 






790 


Gly 


Phe 


Glu 


Val Ser Asp He His 








805 


Asp 


Ala 


Thr 


Met Val Val Aro Asn 








820 


Leu 


Gin 


Lys 


Asp Tyr Ser Lys Asp 






835 


840 


Cys 


Trp 


Phe 


He His Asn Asn Gly 




850 




855 


Thr 


Asp 


Tyr 


He Val Pro Asp He 


865 






870 



' <2X0> 1884 
<211> 540 
<212> PRT 
<213> Homo sapiens 



<400> 1884 



Met 


Asn Leu Glu Leu 


Leu 


Glu 


Ser 


1 


5 








Ala 


Asp Gly Thr Leu 


Asp 


Cys 


He 




20 








Asn 


Arg Trp Gly Thr 


Leu 


Leu 


Ala 




35 






40 


Val 


He Trp Asp Phe 


Leu 


Thr 


Arg 




50 




55 




Ala 


His He His Pro 


Val 


Cys 


Ser 


65 




70 






Lys 


Leu Val Ser Ala 


Ser 


Thr 


Asp 




85 






Leu 


Ser Gly Asp Cys 


Asp 


Gin 


Arg 



100 



Leu 


Thr 


He Gin Glu Leu 


Leu Ala 




570 




575 


Val 


Arg 


Ala Asn Leu Ser 


Ser Gin 


585 




590 




Gly 


Phe 


Val Thr Pro Leu 


Thr Ser 






605 




Gin 


Asp Gly Leu Lys Pro 


Thr He 






620 




Pro 


Leu 


Glu Met Leu Gly 


Pro Arg 






635 


640 


Gin 


Pro 


Ser Pro Thr His 


Ser Ser 




650 




655 


Arg 


Val 


Thr Gly Gly Phe 


Ser Val 


665 




670 




Ala 


Arg 


Ser Pro Gly Gin 


His Asp 






685 




lie 


Ala 


Asn Pro Ala Thr 


Asp Phe 






700 




He 


Thr 


Leu Asn Pro Gly 


Phe Gly 






715 


720 


Gin 


Ala 


Val Leu Arg Gin 


Asp Gly 




730 




735 


Arg 


Asn 


Leu Val Val Ser 


Val Asp 


745 




750 




Leu 


His 


Arg Val Trp Lys 


Gly Ser 






765 




Phe 


Tyr Val Leu Asp Ser 


His Arg 






780 




Leu 


Gly Gin Phe Phe His 


Pro He 






795 


800 


Pro 


Gly Ser Asp Pro Thr 


Lys Pro 




810 




815 


Arg 


Arg Leu Thr Val Thr 


Arg Gly 


825 




830 




Pro 


Trp 


His Gly Ala Glu 


Val Ser 






845 




Ala 


Gly Leu He Asp Gly 


Ala Tyr 






860 




Phe 


* 







873 



Phe 


Gly Gin Asn Tyr Pro 


Glu Glu 




10 




15 


Ser 


Met Ala 


Leu Thr Cys 


Thr Phe 


25 




30 




Val 


Gly Cys 


Asn Asp Gly 


Arg He 






45 




Gly 


He Ala 


Lys He Lys 


Phe Ser 






60 




Leu 


Cys Trp 


Ser Arg Asp 


Gly His 




75 




80 


Asn 


He Val 


Ser Gin Trp 


Asp Val 




90 




95 


Phe 


Arg Phe 


Pro Ser Pro 


He Leu 


105 




110 
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Lys Val Gin Tyr 

115 

Met Lys Ser Ala 
130 

Val Leu Pro Val 
145 

Asp Arg Arg Gly 

Leu Val Leu Lys 

180 

Thr Thr Gly Thr 
195 

Arg Lys Gly Ser 
210 

Val Tyr Asp Gly 

225 

Glu Pro Met Gin 

Lys Cys Cys Phe 

260 

Arg Gin His Ala 
275 

Lys lie Leu His 
290 

His Pro Val Arg 
305 

lie Trp Ala Gin 

Phe Lys Glu Leu 

340 

Phe Asp lie Glu 
355 

Asp Ala Ala Glu 

370 

Ala Ala Phe Cys 
385 

Leu Tyr Leu Pro 

Tyr Gly Pro Pro 

420 

Ala Ser Ser Glu 

435 

Pro Lys Lys Lys 
450 

Asn Asp Glu Val 
465 

Lys Lys Lys Gin 

Asp Ser Pro Phe 

500 

Leu Glu Gly Ser 

515 

Leu Thr Ala Gly 
53 Q 



His 


Pro 


Arg 


Asp 








120 


Pro 


Val 


Met 


Leu 






135 




Asp 


Asp Asp 


Ser 




150 






Glu 


Tyr 


lie 


Tyr 


165 








Thr 


Asp 


Ser 


Gin 


Ser 


Asn 


Thr 


Thr 








200 


Cys 


Phe 


Leu 


He 






215 




Arg 


Glu 


He 


Leu 




230 






Glu 


Leu 


Gin 


Asp 


245 








Ser 


Gly Asp 


Gly 


Leu 


Tyr 


He 


Tro 








280 


Gly 


Thr Arg 


Gly 






295 




Pro 


lie 


He 


Ala 




310 






Asn 


Gin 


Val 


Glu 


325 








Asp 


Glu 


Asn 


Val 


Asp 


Glu Asp 


Lys 








360 


Asp 


Glu 


Glu 


Val 




4 


375 




Ser 


Ser 


Asp 


Glu 




390 






lie 


Ala 


Pro 


Glu 



405 



Pro 


Asp Ala 


Val 


Lys 


Lys Arg 


Gin 






440 


Pro 


Lys Thr 


Thr 




455 




His 


Pro Leu 


Leu 




470 




Ala 


Gly Arg 


Pro 


485 






Lys 


Pro .Lys 


Leu 


Ala 


Lys Gly 


Lys 






520 


Gly 


Ala He 


Ser 




535 





Gin Asn Lys Val 

Thr Leu Ser Asp 

140 

Asp Leu Asn Val 
155 

Thr Gly Asn Ala 
170 

Asp Leu Val Ala 
185 

Ala He Lys Ser 

Asn Thr Ala Asp 

220 

Thr Cys Gly Arg 
235 

Leu Val Asn Arg 
250 

Glu Tyr He Val 
265 

Glu Lys Ser He 

Glu Leu Leu Leu 

300 

Ser He Ser Ser 
315 

Asn Trp Ser Ala 
330 

Glu Tyr Glu Glu 
345 

Ser Glu Pro Glu 

Asp Val Thr Ser 

380 

Glu Leu Glu Asp 
395 

Val Glu Asp Pro 
410 

Gin Thr Ser Leu 
425 

Ser Ser Ala Asp 

Asn He Glu Leu 

460 

Gly Val Lys Gly 
475 

Lys Gly Ser Lys 
490 

Tyr Lys Gly Asp 
505 

Val Gin Ala Glu 

Glu Leu Leu * 
539 



Leu Val Cys Pro 
125 

Ser Lys His Val 

Val Ala Ser Phe 

160 

Lys Gly Lys He 
175 

Ser Phe Arg Val 
190 

He Glu Phe Ala 
205 

Arg He He Arg 

Asp Gly Glu Pro 

240 

Thr Pro Trp Lys 
255 

Ala Gly Ser Ala 
270 

Gly Asn Leu Val 
285 

Asp Val Ala Trp 

Gly Val Val Ser 

320 

Phe Ala Pro Asp 
335 

Arg Glu Ser Gly 
350 

Gin Thr Gly Ala 
365 

Val Asp Pro He 

Ser Lys Ala Leu 

400 

Glu Glu Asn Pro 
415 

Met Asp Glu Gly 
430 

Gly Ser Gin Pro 
445 

Gin Gly Val Pro 

Asp Gly Lys Ser 

480 

Gly Lys Glu Lys 
495 

Arg Gly Leu Pro 
510 

Leu Ser Gin Pro 
525 



<210> 1885 

<211> 767 

<212> PRT 

<213> Homo sapiens 



<400> 1885 
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Met 


Glu 


Glu 


Thr 


Gin 


Glv 


1 








5 




Met 


Ala 


Asn 


Val 


Ser 


Leu 








20 






Gin 


Glu 


Glu 


Trp 


Glu 


Cvs 






35 








Asp 


Val 


Met 


Leu 


Glu 


Asn 




50 










Tvr 


Lvs 


Tvr 


He 


Thr 


Lvs 


65 










70 


lie 


Tyr 


Leu 


Ser 


Gin 


Leu 










85 




His 


Glu 


Asp 


Thr 


He 


Phe 








100 






Glu 


Arcr 


Gin 


Glu 


Arcr 


His 






115 








Gin 


Lvs 


Gin 


He 


Ser 


His 




130 










LVS 


Ser 


Tvr 


Glu 


Cvs 


Lvs 


145 










ISO 


Tvx 


Leu 


lie 


Gin 


His 


Leu 










165 




Cvs 


Met 


Glu 


Cvs 


Glv 


Lvs 








180 






His 


His 


Th.r 


He 


His 


Ala 






195 








Glv 


XjVS 


Ala 


Phe 




Leu 




210 

«M W 










His 




Glv 


Val 


Lva 


Pro 


225 










230 


^ w JU 


Arcr 


Val 
















245 






Pro 


Tvr" 


Glu 


Cvs 


Lvs 








260 






Gin 


Leu 


Thr 


Glu 


His 


Gin 






275 








Cvs 


Lvs 

mam J 


Val 


Cvs 


Glv 


Lvs 




290 










His 


Gin 

XiP 


Lvs 


He 


His 


Thr 


305 










310 


Glv 


Lvs 


Ala 


Phe 


Ser 


His 










325 




His 




Glv 


Glu 


Lvs 


Pro 








340 






Ser 


Phe 


His 

•Mk ate Ha^ 


Ala 


Glu 


Leu 






355 








LVS 


Pro 


Tvr 


Glu 


Cvs 


Atq 




370 










Glu 


Leu 


Thr 


Arcr 


His 


His 


385 










390 


Cvs 


Lvs 


Glu 


Cvs 


Glv 


Lvs 










405 




His 


Leu 


Aror 


Thr 


His 


Thr 








420 






Glv 


Lvs 


Thr 


Phe 


Ser 


Ser 






'3 J 






< 


His 


Thr 


Gly 


Glu 


Lys 


Pro 




450 










Arg 


Leu 


Gin 


Gly 


Glu 


Leu 


465 










470 


Lys 


Pro 


Tyr 


Glu 


Cys 


Lys 










485 




Gin 


Phe 


He 


Ser 


His 


Gin 



500 



Glu 


Leu 


Thr 


Ser 


Ser 


Cvs 








10 






Ala 


Phe 


Arcr 


ASD 


Val 


Ser 






25 








Leu 


Asp 


Ala 


Val 


Gin 


Arcr 




40 










Tvr 


Ser 


Asn 


Leu 


Val 


Ser 


55 










60 


Asn 


Leu 


Leu 


Ser 


Glu 


Lvs 










75 




Gin 


Thr 


Glv 


Glu 


Lvs 


Ser 








90 






Arcr 


Asn 


Glv 


Leu 


Gin 


Cvs 






105 








Gin 


Met 


Glv 


Cvs 


Val 


Ser 




120 










Pro 


Leu 


His 


Pro 


Lvs 


He 


135 










140 


Glu 

^to %A 


Cvs 


Arcr 


Lvs 


Ala 


Phe 










155 




Arcr 


He 


His 


Thr 


Glv 


Glu 








170 






Ala 


Phe 


Cva 


Aro" 


Val 

V 


Glv 






185 








Glv 


Glu 


Arcr 


Pro 


Tvr 


Glu 




200 










His 


Tvr 


His 


XJCU 


Thr 

X XXXa 


Glu 


215 

«^ 










220 










Glu 












235 

A 






Val 


His 

xx^o 


Gin 


Thr 

X XXX, 


He 

■ xxc 








250 






Glu 


Cvs 

w jr 


Glv 


XJ jr «9 


Ala 


Phe 






265 








Arcf 


He 

JL w 


His 


Thr 

X xx^ 


Glv 


Glu 




280 










Thr 

A A Ami 


Phe 


Arcr 


Val 


Gin 


Aro 


295 










300 


Glv 


Val 


xj y o 


Pro 


Tvr 












315 




Glv 


Ser 


Tvr 




Val 


Gin 








330 






Tvr 


Glu 


Cvs 


Lvs 

XJ y o 


Glu 


Cvs 

\* y w 






345 








Ala 


Arci 


His 


Arcr 


Arcr 


He 

X C 




360 










Glu 


Cvs 


Glv 


Lvs 

mm jf wm 


Ala 


Phe 


375 










380 


Arcr 


Thr 


His 


Thr 


Glv 


Glu 










395 




Ala 


Phe 


He 


Cys 


Glv 


Tvr 








410 






Glv 


Glu 


He 


Pro 


Tvr 


Glu 

%A 






425 








Arcr 


Tvr 


His 


Xieu 


Thr 


Gin 




440 










Tyr 


He 


Cys 


Asn 


Glu 


Cys 


455 










460 


Thr 


Arg 


His 


His 


Arg 


He 










475 




Glu 


Cys 


Gly 


Lys 


Ala 


Phe 








490 






Arg 


He 


His 


Thr 


Ser 


Glu 



505 
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Gly 


Ser 


Lys 


Thr 






15 




He 


Asp 


Leu 


Ser 




30 






Asp 


Leu 


Tvr 


Lvs 


45 








Leu 


Asp 


Leu 


Glu 


Asn 


Val 


Cvs 


Lvs 








80 


Lys 


Asn 


Thr 


He 






95 




Lys 


His 


Glu 


Phe 




110 






Gin 


Met 


Leu 


He 

«v mm 


125 








His 


Ala 


Arcr 


Glu 


Arcr 


Gin 


Gin 


Ser 








160 


Arg 


Pro 


Tyr 


Lys 






175 




ASD 


Leu 


Arcr 

AX^ 


Val 




190 






Cvs 


TjVS 


Glu 

\JI ^ vx 


Cvs 


205 








His 


Gin 


Arcr 


He 


Glv 


XJ y o 


Ala 


Phe 

xxc 








240 


His 


Ala 


Gly 


Glu 






255 




AXy 




His 

XX Xi 0 


Tvr 




270 






Arcr 


Pro 


Tvr 

xyx 


Glu 


285 








His 

AAA 0 


He 


Ser 

kJ ^ 


Gin 


Cvs 




Glu 


Cvs 








320 


His 


Gin 


Lys 


He 






335 




Glv 


LiVS 

XJ y 0 


Ser 


Phe 

* XXw 




350 






His 


Thr 


Glv 


Glu 


365 








Aro 


Leu 


Gin 


Thr 

X ■ 1 X 


Lvs 


Pro 


Tvr 

X y X 


Glu 








400 


Gin 


Leu 


Thr 


Leu 






415 




Cvs 


Lys 


Glu 


Cvs 




430 






His 

AA ^b 


Tvr 

* Jf X 


Arcr 


He 


445 










Xjys 


Ala 


irne 


His 


Thr 


Cys 


Glu 








480 


He 


His 


Ser 


Asn 






495 




Ser 


Thr 


Tyr 


He 




510 
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Cys 


Lys 


Glu 


Cys 


Gly 


Lys 


He 


Phe Ser Arg Arg 


Tyr Asn Leu Thr Gin 






515 










520 


525 


His 


Phe 


Lys 


He 


His 


Thr 


Gly 


Glu Lys Pro Tyr 


He Cys Asn Glu Cys 




530 










535 




540 


Gly 


Lys 


Ala 


Phe 


Arg 


Phe 


Gin 


Thr Glu Leu Thr 


Gin His His Arg He 


545 










550 




555 


560 


His 


Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 


Lys Cys Thr Glu 


Cys Gly Lys Ala Phe 










565 






570 


575 


He 


Arg 


Ser 


Thr 


His 


Leu 


Thr 


Gin His His Arg 


He His Thr Gly Glu 








580 








585 


590 


Lys 


Pro 


Tyr 


Glu 


Cys 


Thr 


Glu 


Cys Gly Lys Thr 


Phe Ser Arg His Tyr 






595 










600 


605 


His 


Leu 


Thr 


Gin 


His 


His 


Arg 


Gly His Thr Gly 


Glu Lys Pro Tyr He 




610 










615 




620 


Cys 


Asn 


Glu 


Cys 


Gly 


Asn 


Ala 


Phe He Cys Ser 


Tyr Arg Leu Thr Leu 


625 










630 




635 


640 


His 


Gin 


Arg 


He 


His 


Thr 


Gly 


Glu Leu Pro Tyr 


Glu Cys Lys Glu Cys 










645 






650 


655 


Gly 


Lys 


Thr 


Phe 


Ser 


Arg 


Arg 


Tyr His Leu Thr 


Gin His Phe Arg Leu 








660 








665 


670 


His 


Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 


Ser Cys Lys Glu 


Cvs Glv Asn Ala Phe 






675 










680 


685 


Arcs 


Leu 


Gin 


Ala 


Glu 


Leu 


Thr 


Ara His His He 


Val His Thr Glv Glu 




690 










695 




700 


Lys 


Pro 


Tyr 


Lys 


Cys 


Lys 


Glu 


Cys Gly Lys Ala 


Phe Ser Val Asn Ser 


705 










710 




715 


720 


Glu 


Leu 


Thr 


Arg 


His 


His 


Arg 


He His Thr Gly 


Glu Lys Pro Tyr Gin 










725 






730 


735 


Cvs 


Lys 


Glu 


Cys 


Glv 


Lys 


Ala 


Phe He Ara Ser 


ASD Gin Leu Thr Leu 








740 








745 


750 


His 


Gin 


Arg 


Asn 


His 


He 


Ser 


Glu Glu Val Leu 


Cvs He Met * 






755 










760 


765 766 




<210> 1886 














<211> 177 














<212> PRT 














<213> Homo 


sapiens 










<400> 1886 












Met 


Glu 


Pro 


Gly 


Ser 


Lys 


Trp 


Arg Arg Asn Pro 


Ser AsD Val Ser Asd 


1 








5 






10 


15 


Glu 


Ser 


Asp 


Lys 


Ser 


Thr 


Ser 


Glv Lvs Lvs Asn 


Pro Val lie Ser Gin 








20 








25 


30 


Thr 


Gly 


Ser 


Trp 


Arg 


Arg 


Gly 


Met Thr Ala Gin 


Val Gly He Thr Met 






35 










40 


45 


Pro 


Arg 


Thr 


Lys 


Ala 


Ser 


Ala 


Pro Ala Gly Ala 


Leu Lys Thr Pro Gly 




50 










55 




60 


Thr 


Gly 


Lys 


Arg 


Pro 


Gly 


Leu 


Ser Trp Pro Trp 


Gly Thr Asn Ala Ser 


65 










70 




75 


80 


Ser 


Ser 


Ser 


Ala 


Val 


Ser 


Lys 


Asp Gly Leu Gly 


Phe Gin Ser Val Ser 










85 






90 


95 


Ser 


Leu 


His 


Thr 


Ser 


Cys 


Glu 


Ser He Asp He 


Ser Leu Ser Ser Gly 








100 








105 


110 


Glv 


Val 


Pro 


Ser 


His 


Asn 


Ser 


Ser Thr Glv Leu 


Tie Ala. Ser Ser Lvs 






115 










120 


125 • 


Asp 


Asp 


Ser 


Leu 


Thr 


Pro 


Phe 


Val Arg Thr Asn 


Ser Val Lys Thr Thr 




130 










135 




140 


Leu 


Ser 


Glu 


Arg 


Leu 


Val 


Leu 


Cys Leu Trp Leu 


Pro Phe Ser Glu Arg 


145 










150 




155 


160 


His 


Pro 


Ser 


Lys 


Asn 


Lys 


Lys 


He Ser Leu Gly 


He Pro Asn Val Glu 










165 






170 


175 176 
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★ 



<210> 1887 

<211> 216 

<212> PRT 

<213> Homo sapiens 



<400> 1887 



Met 




OCX 


TV y^CT 

/*xy 


Sot* 

OCX 


XIlx AXd nxg 


Pro Asn Gly Gin Pro Gin Ala 


oer 


1 












10 




15 




TjVS 


Axes 


v» jr o 


m n 


file 


Jjjro IJCU VAX 


Leu Leu Gly Glu Ser Ala Val 


«xy 








20 






25 




30 






OCX 


OCX 


JJCU 


vax 


JLicu Axg irXie 


Val Lys Gly Gin Phe His Glu 


Tyr 


















45 








OCX 


mr 


Tl A 

X j.e 


uxy AJia Axa 


Phe Leu 


Thr Gin 


Ser Val Cys 


Leu 
















60 






Asp 


Asp 


Thr 


Thr 


Val 


Lys Phe Glu 


lie Trp Asp Thr Ala Gly Gin 


Glu 


65 










70 




75 




80 


Arg 


Tyr 


His 


Ser 


Leu 


Ala Pro Met 


Tyr Tyr Arg Gly Ala Gin Ala 


Ala 










85 




90 




95 






Val 


Val 


Tyr 


ASp 


xxe Tnr Asn 


Gin Glu 


Thr Phe Ala Arg Ala 


Lys 








100 






105 




110 






Trp 


Val 


Lys 


uXU 


Lieu uxn Arg 


Gin Ala 


Ser Pro 


Ser He Val 


lie 






115 






120 






125 




Ala 


Leu 


Ala 


Gly 


Asn 


Lys Ala Asp 


Leu Ala 


Asn Lys 


Arg Met Val 


oXU 




130 








135 




140 






xyr 


Glu 


Glu 


Ala 


Gin 


Ala Tyr Ala 


Asp Asp 


Asn Ser 


Leu Leu Phe 


Met 


145 
A V ^ 










150 




155 




xb U 




Thr 


Ser 


Ala 


Lys 


Thr Ala Met 


Asn Val 


Asn Asp 


Leu Phe Leu 


Ala 










165 




170 




175 




Tie 


Ala 


Lys 


Lys 


Leu 


Pro Lys Ser 


Glu Pro 


Gin Asn 


Leu Gly Gly 


Ala 








180 






185 




190 




Ala 


Gly 


Arg 


Ser 


Arg 


Gly Val Asp 


Leu His 


Glu Gin 


Ser Gin Gin 


Asn 






195 






200 






205 




TjVS 


Ser 


Gin 


Cys 


Cys 


Ser Asn * 












210 








215 












<210> 1888 
















<211> 798 
















<212> PRT 
















<213> Homo 


sapiens 












<400>' 1888 














Met 


Gin 


Asp 


Gly 


Asn 


Phe Leu Leu 


Ser Ala 


Leu Gin 


Pro Glu Ala 


Gly 


1 








5 




10 




15 




Val 


Cys 


Ser 


Leu 


Ala 


Leu Pro Ser 


Asp Leu Gin Leu Asp Arg Arg 


Gly 








20 






25 




30 




Ala 


Glu 


Gly 


Pro 


Glu 


Ala Glu Arg 


Leu Arg Ala Ala Arg Val Gin 


Glu 






35 






40 






45 




Gin 


Val 


Arg 


Ala 


Arg 


Leu Leu Gin 


Leu Gly Gin Gin Pro Arg His 


Asn 




50 








55 




60 






Gly 


Ala 


Ala 


Glu 


Pro 


Glu Pro Glu 


Ala Glu Thr Ala Arg Gly Thr 


Ser 


65 










70 




75 




80 


Arg 


Gly 


Gin 


Tyr 


His 


Thr Leu Gin 


Ala Gly Phe Ser Ser Arg Ser 


Gin 










85 




90 




95 




Gly 


Leu 


Ser 


Gly 


Asp 


Lys Thr Ser 


Gly Phe Arg Pro lie Ala Lys 


Pro 








100 






105 




110 
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Ala 


Tyr 


Ser 
115 


Pro 


Ala 


Ser 


Trp 


Ser Ser 
120 


Arg 


Ser 


Ala 


Val 
125 


Asp 


Leu 


Ser 


Cys 


Ser 
130 


Arg 


Arg 


Leu 


Ser 


Ser 
135 


Ala His 


Asn 


Gly 


Gly 
140 


Ser 


Ala 


Phe 


Gly 


Ala 


Ala 


Gly 


Tyr 


Gly 


Gly 


Ala 


Gin Pro 


Thr 


Pro 


Pro 


Met 


Pro 


Thr 


Arg 


145 










150 








155 










160 


Pro 


Val 


Ser 


Phe 


His 
165 


Glu 


Arg 


Gly Gly 


Val 
170 


Gly 


Ser 


Arg 


Ala 


Asp 

175 


Tyr 


Asp 


Thr 


Leu 


Ser 
180 


Leu 


Arg 


Ser 


Leu Arg 
185 


Leu 


Gly 


Pro 


Gly 


Gly 
190 


Leu 


Asp 


Asp 


Arg 


Tyr 
195 


Ser 


Leu 


Val 


Ser 


Glu Gin 
200 


Leu 


Glu 


Pro 


Ala 
205 


Ala 


Thr 


Ser 


Thr 


Tyr 
210 


Arg 


Ala 


Phe 


Ala 


Tyr 
215 


Glu Arg 


Gin 


Ala 


Ser 
220 


Ser 


Ser 


Ser 


Ser 


Arg 


Ala 


Gly 


Gly 


Leu 


Asp 


Trp 


Pro Glu 


Ala 


Thr 


Glu 


Val 


Ser 


Pro 


Ser 


225 










230 








235 










240 


Arg 


Thr 


He 


Arg 


Ala 
245 


Pro 


Ala 


Val Arg 


Thr 
250 


Leu 


Gin 


Arg 

3 


Phe 


Gin 
255 


Ser 


Ser 


His 


Arg 


Ser 

260 


Arg 


Gly 


Val 


Gly Gly 
265 


Ala 


Val 


Pro 


Gly 


Ala 
270 


Val 


Leu 


Glu 


Pro 


Val 

275 


Ala 


Arg 


Ala 


Pro 


Ser Val 
280 


Arcr 


Ser 


Leu 


Ser 
285 


Leu 


Ser 


Leu 


Ala 


Asp 
290 


Ser 


Glv 


His 


Leu 


Pro 
295 


Asp Val 


His 


Glv 


Phe 
300 


Asn 


Ser 


Tvr 


Glv 


Ser 


His 


Arcr 


Thr 


Leu 


Gin 


Arcr 


Leu Ser 


Ser 

Stf M 


Glv 


Phe 


Asp 


Asp 


He 

^ ^ 


Asp 


305 










310 








315 










320 


Leu 


Pro 


Ser 


Ala 


Val 
325 


Lvs 


Tvr 


Leu Met 


Ala 

330 


Ser 


Asp 


Pro 


Asn 


Leu 
335 


Gin 

«A»X A 


Val 


Leu 


Glv 


Ala 
340 


Ala 


Tvr 


He 


Gin His 
345 


Lvs 


Cvs 


Tvr 


Ser 


Asp 
350 


Ala 


Ala 


Ala 


Lvs 


Lys 
355 


Gin 


Ala 


Ara 


Ser 


Leu Gin 
360 


Ala 


Val 


Pro 


Arcr 
365 


Leu 


Val 


Lvs 


Leu 


Phe 
370 


Asn 


His 


Ala 


Asn 


Gin 
375 


Glu Val 


Gin 


Arcr 


His 
380 


Ala 


Thr 


Glv 


Ala 


Met 


Arg 


Asn 


Leu 


He 


Tvr 


Asp 


Asn Ala 


Asp 


Asn 


Lys 


Leu 


Ala 


Leu 


Val 


385 










390 








395 










400 


Glu 


Glu 


Asn 


Gly 


He 
405 


Phe 


Glu 


Leu Leu 


Arcr 
410 


Thr 


Leu 


Arcr 


Glu 


Gin 
415 


Asp 


Asp 


Glu 


Leu 


Arci 
420 


Lvs 


Asn 


Val 


Thr Gly 
425 


He 


Leu 


Trp 


Asn 


Leu 

4-4 >M> 

430 


Ser 


Ser 


Ser 


Asp 


His 
435 


Leu 


Lvs 


Asp 


Arcr 


Leu Al^ 
440 


Arcr 


Asp 


Thr 


Leu 
445 


Glu 


Gin 


Leu 

1b% 


Thx 


Asp 
450 


Leu 


Val 


Leu 


Ser 


Pro 
455 


Leu Ser 


Glv 


Ala 


Glv 
460 


Glv 


Pro 


Pro 


Leu 


He 


Gin 


Gin 


Asn 


Ala 


Ser 


Glu 


Ala Glu 


He 


Phe 


Tvr 


Asn 


Ala 


Thr 


Gly 


465 










470 








475 










480 


Phe 


Leu 


Arg 


Asn 


Leu 
485 


Ser 


Ser 


Ala Ser 


Gin 
490 


Ala 


Thr 


Arcr 


Gin 


Lvs 
495 


Met 


Arg 


Glu 


Cys 


His 
500 


Gly 


Leu 


Val 


Asp Ala 
505 


Leu 


Val 


Thr 


Ser 


He 

510 


Asn 


His 


Ala 


Leu 


Asp 
515 


Ala 


Gly 


Lvs 


Cys 


Glu Asp 
520 


Lvs 


Ser 


Val 


Glu 
525 


Asn 


Ala 


Val 


Cys 


Val 
530 


Leu 


Arg 


Asn 


Leu 


Ser 
535 


Tyr Arg 


Leu 


Tyr 


Asp 
540 


Glu 


Met 


Pro 


Pro 


Ser 


Ala 


Leu 


Gin 


Arg 


Leu 


Glu 


Gly Arg 


Glv 


Arg 


Arg 


Asp 


Leu 


Ala 


Gly 


545 










550 








555 










560 


Ala 








565 


V cix 


VCLX 




570 






V7XX1 


OCX 


575 


>irg 


Leu 


Arg 


Glu 


Leu 

580 


Pro 


Leu 


Ala 


Ala Asp 
585 


Ala 


Leu 


Thr 


Phe 


Ala 
590 


Glu 


Val 


Ser 


Lys 


Asp 
595 


Pro 


Lys 


Gly 


Leu 


Glu Trp 
600 


Leu 


Trp 


Ser 


Pro 
605 


Gin 


He 


Val 


Gly 


Leu 
610 


Tyr 


Asn 


Arg 


Leu 


Leu 
615 


Gin Arg 


Cys 


Glu 


Leu 
620 


Asn 


Arg 


His 


Thr 
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Thr 


Glu 


Ala 


Ala 


Ala 


Gly 


Ala 


Leu Gin 


Asn 


He 


Thr Ala, 


Gly Asp Arg 


625 










630 








635 




640 


Arg 


Trp 


Ala 


Gly 


Val 


Leu 


Ser 


Arg Leu 


Ala 


Leu 


Glu Gin 


Glu Arg He 










645 








650 






655 


Leu 


Asn 


Pro 


Leu 


Leu 


Asp 


Arg 


Val Arg 


Thr 


Ala 


Asp His 


His Gin Leu 








660 








665 








670 


Arg 


Ser 


Leu 


Thr 


Gly 


Leu 


He 


Arg Asn 


Leu 


Ser 


Arg Asn Ala Arg Asn 






675 










680 






685 




Lys 


Asp 


Glu 


Met 


Ser 


Thr 


Lys 


Val Val 


Ser 


His 


Leu He 


Glu Lys Leu 




690 










695 








700 




Pro 


Gly 


Ser 


Val 


Gly 


Glu 


Lys 


Ser Pro 


Pro 


Ala 


Glu Val 


Leu Val Asn 


705 










710 








715 




720 


He 


lie 


Ala 


Val 


Leu 


Asn 


Asn 


Leu Val 


Val 


Ala 


Ser Pro 


He Ala Ala 










725 








730 






735 


Arcr 


Asn 


Xieu 


Leu 


Tvr 


Phe 


ASD 


Glv Leu 


Arcr 


Lvs 


Leu He 


Phe He Lys 








740 








745 








750 


Lys 


Lys 


Arg 


Asp 


Ser 


Pro 


Asp 


Ser Glu 


Lys 


Ser 


Ser Arg Ala Ala Ser 






755 










760 






765 




Ser 


Leu 


Leu 


Ala 


Asn 


Leu 


Trp 


Gin Tyr 


Asn 


Lys 


Leu His 


Arg Asp Phe 




770 










775 








780 




Arg 


Ala 


Lys 


Gly 


Tyr 


Arg 


Lys 


Glu Asp 


Phe 


Leu 


Gly Pro 


* 


785 










790 








795 


797 





<210> 1889 
<211> 184 
<212> PRT 

<213> Homo sapiens 



<400> 1889 



Met 


Glu 


Lys Arg 


Glu 


Leu 


Lys 


Ala 


Ser 


Val 


Pro 


Lys Phe Asp Lys 


He 


1 






5 










10 




15 




Pro 


Trp 


Leu Ser 


Glu 


Ala 


Ser 


Leu 


Val 


Asn 


Lys 


Pro Leu Val Leu 


Ser 






20 










25 






30 




Leu 


Pro 


Arg Arg 


Tyr 


Pro 


His 


Thr 


Ser 


Ala 


Thr 


Phe Leu Thr Ser 


Ser 






35 








40 








45 




Lys 


Lys 


Asn Met 


Asn 


Leu 


Pro 


He 


Leu 


Phe 


Gin 


Val Pro Asp Val 


Leu 




50 








55 










60 




Ser 


Lys 


Ala Arg 


Arg 


Asn 


Gin 


Cys 


Asp 


Ser 


Met 


Leu Leu Arg Asn Gin 


65 








70 










75 




80 


Gin 


Leu 


Cys Ser 


Thr 


Cys 


Gin 


Glu 


Met 


Lys 


Met 


Val Gin Pro Arg 


Thr 








85 










90 




95 




Met 


Lys 


He Pro 


Asp 


Asp 


Pro 


Lys 


Ala 


Ser 


Phe 


Glu Asn Cys Met 


Ser 






100 










105 






110 




Tyr 


Arg 


Met Ser 


Leu 


His 


Gin 


Pro 


Lys 


Phe 


Gin 


Thr Thr Pro Glu 


Pro 






115 








120 








125 




Phe 


His 


Asp Asp 


He 


Pro 


Thr 


Glu 


Asn 


He 


His 


Tyr Arg Leu Pro 


He 




130 








135 










140 




Leu 


Gly 


Pro Arg 


Thr 


Ala 


Val 


Phe 


His 


Gly 


Leu 


Leu Thr Glu Ala 


Tyr 


145 








150 










155 




160 


Lys 


Thr 


Leu Lys 


Glu 


Arg 


Gin 


Arg 


Ser 


Ser 


Leu 


Pro Arg Lys Glu 


Pro 








165 










170 




175 




He 


Gly 


Lys Thr 


Thr 


Arg 


Gin 


* 













180 183 



<210> 1890 
<211> 1069 
<212> PRT 

<213> Homo sapiens 
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<400> 1890 



Met 


Ala 


Pro 


Arg 


Lys 


Arg Gly Gly 


1 








5 




Cys 


Phe 


Arg 


Asn 


Asn 


Asp His Pro 








20 






Asp 


Ser 


Asn 


Phe 


Ala 


Leu Gin Thr 






35 






40 


Pro 


Val 


Glu 


Glu 


Leu 


Asp Val Met 




50 








55 


Asp 


Leu 


Thr 


Asp 


Lys 


His Arg Glu 


65 






• 




70 


Lys 


Lys 


Trp 


Gin 


He 


Tyr Cys Ser 










85 




Lys 


Gly 


Ala 


Thr 


Ser 


Trp Pro Glu 








100 






Met 


Ala 


Ala 


Arg 


Lys 


Ser Leu Leu 






115 






120 


Glu 


Arg 


Ser 


Lys 


Thr 


He Glu Ser 




130 








135 


Pro 


Met 


Arg 


Phe 


Val 


Thr Arg Phe 


145 










150 


lie 


Leu 


Asn 


Phe 


Leu 


Lys Thr Met 










165 




He 


His 


Thr 


Ser 


Leu 


He Gly Cys 








180 






Gin 


Gly 


Arg 


Ala 


His 


Val Leu Ala 






195 






200 


Ala 


Gin 


Ser 


Leu 


Ser 


Thr Glu Asn 




210 








215 


Glu 


He 


Leu 


Gly Ala 


Val Cys Leu 


225 










230 


Leu 


Gin 


Ala 


Met 


Leu 


His Tyr Gin 










245 




Phe 


Gin 


Thr 


Leu 


He 


Asn Asp Leu 








260 






Asp 


Glu 

* 


Val 


Ser 


Leu 


hys Thr Ala 






275 






280 


Leu 


Ser 


Gin 


Gly 


Ala 


Gly Val Glu 




290 








295 


Arg 


Tyr 


Glu 


Phe 


Leu 


Met Leu Gly 


305 










310 


Arg 


Glu 


His 


Glu 


Asn 


Ser Thr Leu 










325 




Met 


Leu 


Arg 


Asn 


Glu 


Asp Glu Leu 








340 






Val 


His 


He 


Asp 


Thr 


Lys Ser Ala 




- 


355 






360 


Lys 


Arg 


Leu 


Thr 


His 


Ser Glu Ala 




370 








375 


His 


His 


Cys 


Leu 


Gin 


Met Pro Tyr 


385 










390 


Tyr 


Trp 


Leu 


Leu 


Leu 


Asp Arg He 










405 




Asp 


Lys 


Gly 


Gin 


Asp 


Pro Asp Ser 








420 






Lys 


Asn 


Val 


Val 


Arg 


Met Leu Val 






435 






440 


Lys 


Glu 


Gin 


Ala 


Glu 


Lys Met Arg 




450 








455 


Lys 


Leu 


Glu 


Lys 


Lys 


Glu Arg Glu 


465 










470 


Glu 


Glu 


Met 


Met 


Gin 


Thr Leu Asn 



485 



Arg 


Gly 
10 


He 


Ser Phe 


He 


Phe 
15 


Cys 


Glu 


He 


Thr 


Tyr Arg 


Leu 


Arg 


Asn 


25 








30 






Met 


Glu 


Pro 


Ala Leu 
45 


Pro 


Met 


Pro 


Phe 


Ser 


Glu 


Leu Val 
60 


Asp 


Glu 


Leu 


Ala 


Met 


Phe 
75 


Ala Leu 


Pro 


Ala 


Glu 
80 


Lys 


Lys 
90 


Lys 


Asp Gin 


Glu 


Glu 

95 


Asn 


Phe 


Tyr 


He 


Asp Gin 


Leu 


Asn 


Ser 


105 








110 






Ala 


Leu 


Glu 


Lys Glu 
125 


Glu 


Glu 


Glu 


Leu 


Lys 


Thr 


Ala Leu 
140 


Arg 


Thr 


Lys 


He 


Asp 


Leu 
155 


Asp Gly 


Leu 


Ser 


Cys 
* 

160 


Asp 


Tyr 
170 


Glu 


Thr Ser 


Glu 


Ser 
175 


Arg 


He 


Lys 


Ala 


Leu Met 


Asn 


Asn 


Ser 


185 








190 






His 


Ser 


Glu 


Ser He 
205 


Asn 


Val 


He 


He 


Lys 


Thr 


Lys Val 
220 


Ala 


Val 


Leu 


Val 


Pro 


Gly 
235 


Gly His 


Lys 


Lys 


Val 
240 


Lys 


Tyr 
250 


Ala 


Ser Glu 


Arg 


Thr 
255 


Arg 


Asp 


Lys 


Ser 


Thr Gly 


Arg 


Tyr 


Arg 


265 








270 






He 


Met 


Ser 


Phe He 
285 


Asn 


Ala 


Val 


Ser 


Leu 


Asp 


Phe Arg 

300 


Leu 


His 


Leu 


He 


Gin 


Pro 
315 


Val He 


Asp 


Lys 


Leu 
320 


Asp 


Arg 
330 


His 


Leu Asp 


Phe 


Phe 
335 


Glu 


Glu 


Phe 


Ala 


Lys Arg 


Phe 


Glu 


Leu 


345 








350 






Thr 


Gin 


Met 


Phe Glu 
365 


Leu 


Thr 


Arg 


Tyr 


Pro 


His 


Phe Met 
380 


Ser 


He 


Leu 


Lys 


Arg 


Ser 
395 


Gly Asn 


Thr 


Val 


Gin 
400 


He 


Gin 
410 


Gin 


He Val 


He 


Gin 
415 


Asn 


Thr 


Pro 


Leu 


Glu Asn 


Phe 


Asn 


He 


425 








430 






Asn 


Glu 


Asn 


Glu Val 
445 


Lys 


Gin 


Trp 


Lys 


Glu 


His 


Asn Glu 
460 


Leu 


Gin 


Glii 


Cys 


Asp 


Ala 
475 


Lys Thr 


Gin 


Glu 


Lys 
480 


Lys 


Met 
490 


Lys 


Glu Lys 


Leu 


Glu 
495 


Lys 
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6lu 


Thr 


Thr 


Glu 


His 


Lys 


Gin 


Val 


Lys 


Gin 


Gin 


Val 


Ala 


Asp Leu 


Thr 








500 










505 










510 




Ala 


Gin 


Leu 


His 


Glu 


Leu 


Ser 


Arg 


Arg 


Ala 


Val 


Cys 


Ala 


Ser He 


Pro 






515 










520 










525 






Gly 


Gly 


Pro 


Ser 


Pro 


Gly 


Ala 


Pro 


Gly 


Gly Pro 


Phe 


Pro 


Ser Ser 


Val 




530 










535 










540 








Pro 


Gly 


Ser 


Leu 


Leu 


Pro 


Pro 


Pro 


Pro 


Pro 


Pro 


Pro 


Leu 


Pro Gly 


Gly 


545 










550 










555 








560 


Met 


Leu 


Pro 


Pro 


Pro 


Pro 


Pro 


Pro 


Leu 


Pro 


Pro 


Gly Gly 


Pro Pro 


Pro 










565 










570 








575 




Pro 


Pro 


Gly 


Pro 


Pro 


Pro 


Leu 


Gly 


Ala 


He 


Met 


Pro 


Pro 


Pro Gly 


Ala 








580 










585 










590 




Pro 


Met 


Gly 


Leu 


Ala 


Leu 


Lys 


Lys 


Lys 


Ser 


He 


Pro 


Gin 


Pro Thr 


Asn 






595 










600 










605 






Ala 


Leu 


Lys 


Ser 


Phe 


Asn 


Trp 


Ser 


Lys 


Leu 


Pro 


Glu 


Asn 


Lys Leu 


Glu 




610 










615 










620 








Gly 


Thr 


Val 


Trp 


Thr 


Glu 


He 


Asp 


Asp 


Thr 


Lys 


Val 


Phe 


Lys He 


Leu 


625 










630 










635 








640 


Asp 


Leu 


Glu 


Asp 


Leu 


Glu 


Arg 


Thr 


Phe 


Ser 


Ala 


Tyr 


Gin 


Arg Gin 


Gin 








- 


645 










650 








655 




Lys 


Glu 


Ala 


Asp 


Ala 


He 


Asp 


Asp 


Thr 


Leu 


Ser 


Ser 


Lys 


Leu Lys 


Val 








660 










665 










670 




Lys 


Glu 


Leu 


Ser 


Val 


He 


Asp 


Gly 


Arg 


Arg Ala 


Gin 


Asn 


Cys Asn 


He 






675 










680 










685 






Leu 


Leu 


Ser 


Arg 


Leu 


Lys 


Leu 


Ser 


Asn 


Asp Glu 


He 


Lys 


Arg Ala 


He 




690 










695 










700 








Leu 


Thr 


Met 


Asp 


Glu 


Gin 


Glu 


Asp 


Leu 


Pro Lys 


Asp Met 


Leu Glu 


Gin 


705 










710 










715 








720 


Leu 


Leu 


Lys 


Phe 


Val 


Pro 


Glu 


Lys 


Ser 


Asp 


He 


Asp Leu 


Leu Glu 


Glu 










725 










730 








735 




His 


Lys 


His 


Glu 


Leu 


Asp 


Arg 


Met 


Ala 


Lys 


Ala 


Asp Arg 


Phe Leu 


Phe 








740 










745 










750 




Glu 


Met 


Ser 


Arg 


He 


Asn 


His 


Tyr 


Gin 


Gin Arg 


Leu 


Gin 


Ser Leu 


Tyr 






755 








■ 


760 










765 






Phe 


Lys 


Lys 


Lys 


Phe 


Ala 


Glu 


Arg 


Val 


Ala 


Glu 


Val 


Lys 


Pro Lys 


Val 




770 










775 










780 








Glu 


Ala 


He 


Arg 


Ser 


Gly 


Ser 


Glu 


Glu 


Val 


Phe 


Arg Ser 


Gly Ala 


Leu 


785 










790 










795 








800 


Lys 


Gin 


Leu 


Leu 


Glu 


Val 


Val 


Leu 


Ala 


Phe Gly 


Asn Tyr 


Met Asn 


Lys 










805 










810 








815 




Gly 


Gin 


Arg 


Gly 


Asn 


Ala 


Tyr 


Gly 


Phe 


Lys 


He 


Ser 


Ser 


Leu Asn 


Lys 








820 










825 










830 


lie 


Ala 


Asp 


Thr 


Lys 


Ser 


Ser 


He 


Asp 


Lys 


Asn 


He 


Thr 


Leu Leu 


His 






835 










840 










845 






Tyr 


Leu 


lie 


Thr 


He 


Val 


Glu 


Asn 


Lys 


Tyr 


Pro 


Ser 


Val 


Leu Asn 


Leu 




850 










855 










860 








Asn 


Glu 


Glu 


Leu 


Arg 


Asp 


He 


Pro 


Gin 


Ala 


Ala 


Lys 


Val 


Asn Met 


Thr 


865 










870 










875 








880 


Glu 


Leu 


Asp 


Lys 


Glu 


He 


Ser 


Thr 


Leu 


Arg 


Ser 


Gly Leu 


Lys Ala 


Val 










885 










890 








895 




Glu 


Thr 


Glu 


Leu 


Glu 


Tyr 


Gin 


Lys 


Ser 


Gin 


Pro 


Pro 


Gin 


Pro Gly 


Asp 








900 










905 










910 


Lys 


Phe 


Val 


Ser 


Val 


Val 


Ser 


Gin 


Phe 


He 


Thr 


Val 


Ala 


Ser Phe 


Ser 






915 










920 










925 






Phe 


Ser 


Asp 


Val 


Glu 


Asp 


Leu 


Leu 


Ala 


Glu 


Ala 


Lys 


Asp 


Leu Phe 


Thr 




930 










935 










940 








Lys 


Ala 


Val 


Lys 


His 


Phe 


Gly 


Glu 


Glu 


Ala Gly 


Lys 


He 


Gin Pro 


Asp 


945 










950 










955 








960 


Glu 


Phe 


Phe 


Gly 


He 


Phe 


Asp 


Gin 


Phe 


Leu 


Gin 


Ala 


Val 


Ser Glu 


Ala 










965 










970 








975 




Lys 


Gin 


Glu 


Asn 


Glu 


Asn 


Met 


Arg 


Lys 


Lys 


Lys 


Glu 


Glu 


Glu Glu 


Arg 








980 










985 










990 




Arg 


Ala 


Arg 


Met 


Glu 


Ala 


Gin 


Leu 


Lys 


Glu 


Gin 


Arg Glu 


Arg Glu 


Arg 



995 1000 lOOS 
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Lys Met Arg Lys Ala Lys Glu Asn Ser Glu Glu Ser Gly Glu Phe Asp 

1010 1015 1020 

Asp Leu Val Ser Ala Leu Arg Ser Gly Glu Val Phe Asp Lys Asp Leu 
1025 1030 1035 1040 

Ser Lys Leu Lys Arg Asn Arg Lys Arg lie Thr Asn Gin Met Thr Asp 

1045 1050 1055 

Ser Ser Arg Glu Arg Pro lie Thr Lys Leu Asn Phe * 

1060 1065 1068 



<210> 1891 

<211> 521 ' 

<212> PRT 

<213> Homo sapiens 



<400> 1891 



Met 


Ser 


TjOvi 


Glu Gly 




Ala Gin Pro Gin Tyr Ser Pro Val Gin Ala 


1 








5 






10 15 


Thi? 


Phe 


Glu 

\3 U 


Val 


Leu 




Phe 


He Thr His Leu Tyr Ala Gly Ala Asp 








20 








25 30 


Val 


His 




His 


Leu 




Val 


Arg He Leu Leu Thr Asn He Arg Thr 






35 










40 45 


Lvs 




TItt* 
X ' ' ' 


Phe 


Leu 


XT X \J 


Pro 


Leu Pro Thr Ser Val Gin Asn Leu Ala 




50 










55 


60 


His 


Pro 


Pro 


Glu 


Val 


Val 


Leu Thr Asp Phe Gin Thr Leu Asp Gly Ser 


65 










70 




75 80 


Gin 


Tvr 
* Jr ^ 


Asn 


Pro 


Val 


T»VR 

XJjr O 


Gin 


Gin Leu Val Arg Tyr Ala Thr Ser Cys 










85 






90 95 


Tvr 


Ser 


Cvs 

N» t9 


Cys 


Pro 




Leu 


Ala Ser Val Leu Leu Tyr Ser Asp Tyr 








100 








105 110 


Glv 


lie 


Glv 


Glu 


Val 


Pro 


Val 


Glu Pro Leu Asp Val Pro Leu Pro Ser 






115 










120 125 


Thr 


He 


Arcr 


Pro 


Ala 


Ser 


Pro 


Val Ala Gly Ser Pro Lys Gin Pro Val 




130 










135 


140 


ArcT 


Gly 


Tvr 


Tyr Arg 


Gly 


Ala 


Val Gly Gly Thr Phe Asp Arg Leu His 


145 










150 




155 160 


Asn 


Ala 


His 


Lys 


Val 




Leu 


Ser Val Ala Cys He Leu Ala Gin Glu 










165 






170 175 


Gin 


Leu 


Val 


Val Gly 


Val 


Ala 


Asp Lys Asp Leu Leu Lys Ser Lys Leu 








180 








185 190 


Leu 


Pro 


Glu 


Leu 


Leu 


Gin 

• 


Pro 


Tyr Thr Glu Arg Val Glu His Leu Ser 






195 










200 205 


Glu 


Phe 


Leu 


Val 


Asp 


He 


Lys 


Pro Ser Leu Thr Phe Asp Val He Pro 




210 










215 


220 


Leu 


Leu 


Asp 


Pro 


Tyr 


Gly 


Pro Ala Gly Ser Asp Pro Ser Leu Glu Phe 


225 










230 




235 240 


Leu 


Val 


Val 


Ser 


Glu 


Glu 


Thr 


Tyr Arg Gly Gly Met Ala He Asn Arg 










245 






250 255 


Phe 


Arg 


Leu 


Glu 


Asn 


Asp 


Leu 


Glu Glu Leu Ala Leu Tyr Gin He Gin 








260 








265 270 


Leu 


Leu 


Lys 


Asp 


Leu 


Arg 


His 


Thr Glu Asn Glu Glu Asp Lys Val Ser 






275 










280 285 


Ser 


Ser 


Ser 


Phe 


Arg 


Gin 


Arg Met Leu Gly Asn Leu Leu Arg Pro Pro 




290 










295 


300 


Tyr 


Glu 


Arg 


Pro 


Glu 


Leu 


Pro 


Thr Cys Leu Tyr Val He Gly Leu Thr 


305 










310 




315 320 


Gly 


He 


Ser 


Gly Ser 


Gly 


Lys 


Ser Ser He Ala Gin Arg Leu Lys Gly 










325 






330 335 


Leu 


Gly 


Ala 


Phe 


Val 


He 


Asp Ser Asp His Leu Gly His Arg Ala Tyr 








340 








345 350 


Ala 


Pro 


Gly 


Gly Pro 


Ala 


Tyr 


Gin Pro Val Val Glu Ala Phe Gly Thr 






355 










360 365 
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Asp 


He 


Leu 


His 


Lys 


Asp Gly 


He 


He 




370 










375 






Arg Val 


Phe 


Gly Asn 


Lys 


Lys 


Gin 


Leu 


385 










390 








Trp 


Pro 


He 


He 


Ala 
405 


Lys 


Leu 


Ala 


Arg 


Ala 


Glu 


Gly 


Lys 
420 


Arg 


Val 


Cys 


Val 


He 
425 


Ala Gly 


Trp 


Gin 


Asn 


Leu 


Val 


His 


Glu 






435 










440 




Glu 


Thr 


Glu 


Ala 


Val 


Arg Arg 


He 


Val 




450 










455 






Ala 


Ala 


Ala 


Gin 


Ser 


Arg 


Leu 


Gin 


Ser 


465 










470 








Val 


Glu 


Gin 


Ser 


His 
485 


Val 


Val 


Leu 


Ser 


Thr 


Gin 


Arg 


Gin 
500 


Val 


Glu 


Lys 


Ala 


Trp 
505 


Pro 


Lys 


Thr 
515 


His 


Gin 


Ala 


Leu 


Asp 
520 


* 
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Asn Arg 


Lys Val Leu 


Gly Ser 






380 






Lys 


He 


Leu Thr Asp 


He 


Met 




395 






400 


Glu 


Glu 


Met Asp Arg 


Ala 


Val 


410 






415 




Asp 


Ala 


Ala Val Leu 


Leu 


Glu 






430 






Val 


Trp 


Thr Ala Val 


He 


Pro 






445 






Glu Arg 


Asp Glv Leu 


Ser 


Glu 






460 






Gin 


Met 


Ser Gly Gin 


Gin 


Leu 




475 






480 


Thr 


Leu 


Trp Glu Pro 


His 


He 


490 






495 




Ala 


Leu 


Leu Gin Lys 


Arg 


He 






510 







<210> 1892 
<211> 1331 
<212> PRT 

<213> Homo sapiens 



<400> 1892 
Met Glu Asp Gly 
1 

Ser Gin Ser Leu 

20 

Thr Thr Ala Glu 
35 

Ser Arg Arg Asn 
50 

Ser Glu Asp Arg 
65 

Asn He Cys Thr 

Asp Pro Ser Glu 

100 

Gly Leu Ser Ser 
115 

Asn Pro Asn Lys 
130 

Leu Val Ala Asn 

145 

Asp Leu He Gly 

Asp Val Val Glu 

180 

Ala Ala Val Val 
195 

Glu Lys He Pro 
210 

Arg Leu Cys Cys 

225 

Trp Val Ala Phe 

Phe Ala His Leu 

260 



Gly 


Leu Thr 


Ala 


5 






Pro 


Leu Pro 


Val 


Pro 


Ser Arg 


Ser 






40 


Gly 


Leu Ser 


Arg 




55 




Trp 


Ser Ser 


Tyr 




70 




Ser 


Lys Leu 


His 


85 






Pro 


Arg Gly 


Ser 


Gly 


Trp Ser 


Ser 






120 


Ala 


He Phe 


Thr 




. 135 




Asp 


Lys Ala 


Cys 




150 




Gin 


Lys Leu 


Thr 


165 






Ala 


Leu Ser 


Glu 


Phe 


Gly Thr 


Val 






200 


Val 


Ser Val 


Trp 




215 




Val 


Val Val 


Leu 




230 




Gin 


Ser Asp 


Gly 


245 






His 


Gly Tyr 


Val 



Phe Glu Glu Asp 

Ser Ala Glu Gly 
25 

Phe Ser Ser Ala 

Leu Cys Gin Ser 

60 

Cys Leu Ser Ser 

• 75 

Cys Pro Ala Ala 
90 

Val Ser Cys Cys 
105 

Pro Leu Leu Pro 

Val Asp Ala Lys 

140 

Gly Leu Leu Gly 
155 

Gin Phe Phe Leu 
170 

Glu His Met Glu 
185 

Val Asp He He 

Met Lys Arg Met 

220 

Glu Pro Val Glu 
235 

Thr Val Thr Ser 
250 

Ser Gly Glu Asp 
265 



Gin Arg 


Cys 


Leu 




15 




Pro Ala 


Ala 


Gin 


30 






His Arg 


His 


Leu 


45 






Arg Thr 


Ala 


Leu 


Leu Ala 


Ala 


Gin 






80 


Pro Glu 


His 


Thr 




95 




Ser Leu 


Leu 


Arg 


110 






Ala Pro 


Val 


Cys 


125 






Thr Thr 


Glu 


He 


Tyr Ser 


Ser 


Gin 






160 


Arg Ser 


Asp 


Ser 




175 




Ala Asp 


Gly 


His 


190 






Ser Arg 


Ser 


Gly 


205 






Arg Gin 


Glu 


Arg 


Arg Val 


Ser 


Thr 






240 


Cys Asp 


Ser 


Leu 




255 




Val Ala 


Gly 


Gin 


270 
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His He Thr Asp Leu He Pro Ser Val Gin Leu Pro Pro Ser Gly Gin 

275 280 285 

His He Pro Lys Asn Leu Lys He Gin Arg Ser Val Gly Arg Ala Arg 

290 295 300 

Asp Gly Thr Thr Phe Pro Leu Ser Leu Lys Leu Lys Ser Gin Pro Ser 
305 310 315 320 

Ser Glu Glu Ala Thr Thr Gly Glu Ala Ala Pro Val Ser Gly Tyr Arg 

325 330 335 

Ala Ser Val Trp Val Phe Cys Thr He Ser Gly Leu lie Thr Leu Leu 

340 345 350 

Pro Asp Gly Thr He His Gly He Asn His Ser Phe Ala Leu Thr Leu 

355 360 365 

Phe Gly Tyr Gly Lys Thr Glu Leu Leu Gly Lys Asn He Thr Phe Leu 

370 375 380 

He Pro Gly Phe Tyr Ser Tyr Met Asp Leu Ala Tyr Asn Ser Ser Leu 
385 390 395 400 

Gin Leu Pro Asp Leu Ala Ser Cys Leu Asp Val Gly Asn Glu Ser Gly 

405 410 415 

Cys Gly Glu Arg Thr Leu Asp Pro Trp Gin Gly Gin Asp Pro Ala Glu 

420 425 430 

Gly Gly Gin Asp Pro Arg He Asn Val Val Leu Ala Gly Gly His Val 

435 440 445 

Val Pro Arg Asp Glu He Arg Lys Leu Met Glu Ser Gin Asp He Phe 

450 455 460 

Thr Gly Thr Gin Thr Glu Leu He Ala Gly Gly Gin Leu Leu Ser Cys 
465 470 475 480 . 

Leu Ser Pro Gin Pro Ala Pro Gly Val Asp Asn Val Pro Glu Gly Ser 

485 490 495 

Leu Pro Val His Gly Glu Gin Ala Leu Pro Lys Asp Gin Gin He Thr 

500 505 510 

Ala Leu Gly Arg Glu Glu Pro Val Ala He Glu Ser Pro Gly Gin Asp 

515 520 525 

Leu Leu Gly Glu Ser Arg Ser Glu Pro Val Asp Val Lys Pro Phe Ala 

530 535 540 

Ser Cys Glu Asp Ser Glu Ala Pro Val Pro Ala Glu Asp Gly Gly Ser 
545 550 555 . 560 

Asp Ala Gly Met Cys Gly Leu Cys Gin Lys Ala Gin Leu Glu Arg Met 

565 570 575 

Gly Val Ser Gly Pro Ser Gly Ser Asp Leu Trp Ala Gly Ala Ala Val 

580 585 590 

Ala Lys Pro Gin Ala Lys Gly Gin Leu Ala Gly Gly Ser Leu Leu Met 

595 600 605 

His Cys Pro Cys Tyr Gly Ser Glu Trp Gly Leu Trp Trp Arg Ser Gin 

610 615 620 

Asp Leu Ala Pro Ser Pro Ser Gly Met Ala Gly Leu Ser Phe Gly Thr 
625 630 635 640 

Pro Thr Leu Asp Glu Pro Trp Leu Gly Val Glu Asn Asp Arg Glu Glu 

645 650 655 

Leu Gin Thr Cys Leu He Lys Glu Gin Leu Ser Gin Leu Ser Leu Ala 

660 665 670 

Gly Ala Leu Asp Val Pro His Ala Glu Leu Val Pro Thr Glu Cys Gin 

675 680 685 

Ala Val Thr Ala Pro Val Ser Ser Cys Asp Leu Gly Gly Arg Asp Leu 

690 695 700 

Cys Gly Gly Cys Thr Gly Ser Ser Ser Ala Cys Tyr Ala Leu Ala Thr 
705 710 715 720 

Asp Leu Pro Gly Gly Leu Glu Ala Val Glu Ala Gin Glu Val Asp Val 

725 730 735 

Asn Ser Phe Ser Trp Asn Leu Lys Glu Leu Phe Phe Ser Asp Gin Thr 

740 745 750 

Asp Gin Thr Ser Ser Asn Cys Ser Cys Ala Thr Ser Glu Leu Arg Glu 
755 760 765 

Thr Pro Ser Ser Leu Ala Val Gly Ser Asp Pro Asp Val Gly Ser Leu 
770 775 780 
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Gin 


Glu 


Gin Glv Ser Cvs 


Val 


Leu 

1M* «ni 


Asp 


Asp 


Arg 


Glu 


Leu 


Leu 


Leu 


Leu 


785 




790 










795 










800 


Thr 


Gly 


Thr Cys Val Asp 

805 


Leu 


Glv 


Gin 


Gly 
810 


Ara 


Ar<7 


Phe 


Arcr 


Glu 
815 


Ser 


Cvs 


Val 


Glv His Asp Pro 
820 


Thr 


Glu 


Pro 
825 


Leu 


Glu 


Val 


Cvs 


Leu 
830 


Val 


Ser 


Ser 


Glu 


His Tyr Ala Ala 
835 


Ser 


Asp 
840 


ArQ 


Glu 


Ser 


Pro 


Gly 
845 


His 


Val 


Pro 


Ser 


Thr 
850 


Leu Asp Ala Gly 


Pro 
855 


Glu 


Asp 


Thr 


Cys 


Pro 
860 


Ser 


Ala 


Glu 


Glu 


Pro 


ArQ 


Leu Asn Val Gin 


Val 


Thr 


Ser 


Thr 


Pro 


Val 


He 


Val 


Met 


Arg 


865 




870 










875 










880 


Glv 


Ala 


Ala Glv Leu Gin 
885 


Arcr 


Glu 


He 


Gin 
890 


Glu 


Glv 


Ala 


Tvr 


Ser 
895 


Glv 


Ser 


Cvs 


Tvr His Arcr Asp 
900 


Glv 


Leu 


Arcr 
905 


Leu 


Ser 


He 


Gin 


Phe 
910 


Glu 


Val 


Aira 


Arci 


Val Glu Leu Gin 
915 


Glv 


Pro 
920 


Thr 


Pro 


Leu 


Phe 


Cvs 
925 


Cvs 


Tim 


Leu 


Val 


Lvs 
930 


Asp Leu Leu His 


Ser 
935 


Gin 


Ara 


Asp 


Ser 

fwr A» 


Ala 
940 


Ala 










Phe 


TjOii Ala Ser Leu 


Pro 


Gly 


Self 


Thr 


His 


Ser 


Thr 


Ala 


Ala 


Glu 


945 




950 










955 










960 


Leu 


Thr 


Gly Pro Ser Leu 
965 


Val 


Glu 


Val 


Leu 
970 


Arg 


Ala 


Arg 


Pro 


Trp 
975 




Glu 


Glu 


Pro Pro Lys Ala 
980 


Val 


Glu 


985 


Glu 


Gly 


Leu 


Ala 


Ala 
990 


Cys 


Glu 


Gly 


Glu 


Tyr Ser Gin Lys 


Tyr 


Ser 


Thr 


Met 


Ser 


Pro 


Leu 


Gly Ser 


Gly 






995 


1000 








1005 








Ala 


Phe 


Gly Phe Val Trp 


Thr 


Ala 


Val 


Asp 


Lys 


Glu 


Lys 


Asn Lys 


Glu 


1010 


1015 








1020 










Val 


Val 


Val Lys Phe lie 


Lys 


Lys 


Glu 


Lys 


Val 


Leu 


Glu 


Asp 


Cys 


Trp 


1025 




1030 








1035 








1040 


lie 


Glu 


Asp Pro Lys Leu Gly Lys 


Val 


Thr 


Leu 


Glu 


He 


Ala 


He 


Leu 






1045 






1050 








1055 




Ser Arg 


Val Glu His Ala 


Asn 


He 


He 


Lys 


Val 


Leu 


Asp 


He 


Phe 


Glu 






1060 




1065 








1070 






Asn 


Gin 


Gly Phe Phe Gin 


Leu 


Val 


Met 


Glu 


Lys 


His 


Gly Ser Gly Leu 




1075 


1080 








1085 








Asp 


Leu 


Phe Ala Phe lie 


Asp 


Arg 


His 


Pro Arg 


Leu Asp 


Glu 


Pro 


Leu 


1090 


1095 








1100 










7U.a 


Ser 


Tyr He Phe Arg Gin Val Arg Ala Gly Gin Ser Arg Leu Val 


1105 




1110 








1115 








1120 


Ser 


Ala 


Val Gly Tyr Leu Arg 


Leu 


Lys 


Asp 


He 


He 


His 


Arg 


Asp 


He 






1125 






1130 








1135 




Lys 


Asp 


Glu Asn He Val 


He 


Ala 


Glu Asp 


Phe 


Thr 


He 


Lys 


Leu 


He 






1140 




1145 








1150 






Asp 


Phe 


Gly Ser Ala Ala Tyr Leu Glu Arg Gly Lys 


Leu 


Phe 


Tyr 


Thr 




1155 


1160 








1165 








Phe 


Cys 


Gly Thr He Glu 


Tyr 


Cys 


Ala 


Pro 


Glu 


Val 


Leu Met Gly Asn 


1170 


1175 








1180 










Pro Tyr Arg Gly Pro Glu Leu Glu Met Trp 


Ser 


Leu Gly Val 


Thr 


Leu 


1185 




1190 








1195 








1200 


Tyr Thr Leu Val Phe Glu 


Glu 


Asn 


Pro 


Phe 


Cys 


Glu 


Leu 


Glu 


Glu 


Thr 






1205 






1210 








1215 




Val 


Glu 


Ala Ala He His 


Pro 


Pro 


Tyr 


Leu 


Val 


Ser 


Lys 


Glu 


Leu 


Met 






1220 




1225 








1230 






Ser 


Leu 


Val Ser Gly Leu Leu Gin Pro Val 


Pro Glu Arg Arg Thr Thr 




1235 


1240 








1245 








Leu 


Glu 


Lys Leu Val Thr 


Asp 


Pro Trp Val 


Thr 


Gin 


Pro 


Val 


Asn 


Leu 


1250 


1255 








1260 










Ala Asp Tyr Thr Trp Glu 


Glu 


Val 


Phe Arg Val Asn Lys 


Pro 


Glu 


Ser 



1265 1270 1275 1280 

Gly Val Leu Ser Ala Ala Ser Leu Glu Met Gly Asn Arg Ser Leu Ser 

1285 1290 1295 



3802 



wo 01/57190 



PCT/lISOl/04098 



Asp Val Ala Gin Ala Gin Glu Leu Cys Gly Gly Pro Val Pro Gly Glu 

1300 1305 ' 1310 

Ala Pro Asn Gly Gin Gly Cys Leu His Pro Gly Asp Pro Arg Leu Leu 

1315 1320 1325 

Thr Ser * 
1330 



<210> 1893 
<211> 1324 
<212> PRT 

<213> Homo sapiens 



<400> 1893 



Met 


Glu 


Asp 


Gly Gly 


Leu 


Thr 


Ala 


1 








5 








Ser 


Gin 


Ser 


Leu 


Pro 


Leu 


Pro 


Val 








20 










Thr 


Thr 


Ala 


Glu 


Pro 


Ser Arg 


Ser 
















A t\ 

40 


Ser 


Arg 


Arg 


Asn Gly 


Leu 


Ser 


Arg 














55 




Ser 


Glu 


Asp 


Arg 


Trp 


Ser 


Ser 


Tyr 


65 










70 






Asn 


lie 


Cys 


Thr 


Ser 


Lys 


Leu 


His 










85 








Asp 


Pro 


Ser 


Glu 


Pro 


Arg Gly 


Ser 








100 










Gly 


Leu 


Ser 


Ser Gly 


Trp 


Ser 


Ser 
















X^ u 


Asn 


Pro 


Asn 


Lys 


Ala 


He 


Phe 


Thr 




X J U 










135 




Leu 


vaj. 


TV 1 


Asn Asp 


Lys 


Ala 


cys 












150 






TV ^^^^ 

ASp 


iiSU 


xxe 


Gly Gin 


Lys 


Leu 


inr 










165 








TV ^^vH 

ASp 


vax 


vax 


Glu 


Ala 


Leu 


Ser 


CslU 








180 










Ala 


Ala 


Val 


Val 


Phe 


Gly Thr 


Val 






195 










200 


Glu 


Lys 


He 


Pro 


Val 


Ser 


Val 


Trp 




210 










215 




Arg 


Leu 


Cys 


Cys 


Val 


Val 


Val 


Leu 


225 










230 






Trp 


Val 


Ala 


Phe 


Gin 


Ser Asp 


Gly 










245 








Phe 


Ala 


His 


Leu 


His 


Gly Tyr 


Val 








260 










His 


He 


Thr 


Asp 


Leu 


He 


Pro 


Ser 






275 










280 


His 


He 


Pro 


Lys 


Asn 


Leu 


Lys 


He 




290 










295 




Asp 


Gly 


Thr 


Thr 


Phe 


Pro 


Leu 


Ser 


305 










310 






Ser 


Glu 


Glu 


Ala 


Thr 


Thr Gly 


Glu 










325 








Ala 

* 


Ser 


Val 


Trp Val 


Phe 


Cys 


Thr 








340 










Pro 


Asp 


Gly 


Thr 


He 


His Gly 


He 






355 










360 


Phe 


Gly 


Tyr 


Gly Lys 


Thr 


Glu 


Leu 




370 










375 





pne 


QJ.U 


(aXU 


Asp 


Caxn 


Arg 


Cys 


Leu 




xu 










15 




Ser 


AX a 


oXU 


Giy 


Pro 


Ala 


Ala 


Gin 












30 






Pile 


Ser 


Ser 


Ala 


His 


Arg His 


Leu 










45 








Leu 


Cys 


Gin 


Ser 


Arg 


Thr 


Ala 


Leu 








60 










Cys 


Leu 


Ser 


Ser 


Leu 


Ala 


Ala 


Gin 






75 










D A 

oO 


Cys 


Pro 


Ala 


Ala 


Pro 


Glu 


His 


Thr 




90 










95 




Val 


Ser 


Cys 


Cys 


Ser 


Leu 


Leu 


Arg 


XU3 










110 






Pro 


Leu 


Leu 


Pro 


TV 1 

Ala 


Pro 


Val 


Cys 










XZ3 








Val 


Asp 


Ala 


Lys 


Thr 


Thr 


Glu 


lie 








x*t u 










ijxy 


Leu 


Leu 


vsxy 


Tyr 


Ser 


Ser 


Vjxn 






155 










T C A 

X b U 


vxn 


Phe 


Phe 


iJcU 


TV ^^^T 

Arg 


Ser 


Asp 


^er 




170 










175 




oXU 


His 


Met 


urXU 


AX a 


Asp 


Gly 


Tin es 












190 






Val 


Asp 


He 


He 


Ser 


Arg 


Ser 


Gly 










205 








Met 


Lys 


Arg 


Met 


Arg 


Gin 


Glu 


Arg 








220 










Glu 


Pro 


Val 


Glu 


Arg 


Val 


Ser 


Thr 






235 










240 


Thr 


Val 


Thr 


Ser 


Cys 


Asp 


Ser 


Leu 




250 










255 




Ser 


Gly Glu 


Asp 


Val 


Ala Gly 


Gin 


265 










270 






Val 


Gin 


Leu 


Pro 


Pro 


Ser Gly 


Gin 










285 








Gin 


Arg 


Ser 


Val 


Gly 


Arg Ala 


Arg 








300 










Leu 


Lys 


Leu 


Lys 


Ser 


Gin 


Pro 


Ser 






315 










320 


Ala 


Ala 


Pro 


Val 


Ser 


Gly Tyr 


Arg 




330 










335 




He 


Ser Gly 


Leu 


He 


Thr 


Leu 


Leu 


345 










350 






Asn 


His 


Ser 


Phe 


Ala 


Leu 


Thr 


Leu 










365 








Leu 


Gly Lys 


Asn 


He 


Thr 


Phe 


Leu 



380 



3803 
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lie 


Pro 


Gly 


Phe 


Tyr 


Ser 


Tyr 


Met 


385 










390 






Gin 


Leu 


Pro Asp 


Leu 


Ala 


Ser 


Cys 










405 








Cys 


Gly 


Glu Arg Thr 


Leu 


Asp 


Pro 








420 










Gly 


Gly 


Gin Asp 


Pro 


Arg 


He 


Asn 






435 










440 


Val 


Pro 


Arg Asp 


Glu 


He 


Arg 


Lys 




450 










455 




Thr 


Gly 


Thr 


Gin 


Thr 


Glu 


Leu 


He 


465 










470 






Leu 


Ser 


Pro 


Gin 


Pro 


Ala 


Pro 


Gly 










485 








Leu 


Pro 


Val 


His 


Gly 


Glu 


Gin 


Ala 








500 










Ala 


Leu 


Gly Arg Glu 


Glu 


Pro 


Val 






515 










520 


Leu 


Leu 


Gly Glu Ser 


Arcr 


Ser 


Glu 




530 










535 




Ser 


Cvs 


Glu Asp Ser 


Glu 


Ala 


Pro 


545 










550 






Asp 


Ala 


Gly Met Cys 


Glv 


Leu 


Cvs 


















Glv 


Val 


Ser Gly 




Ser 


Glv 


Ser 








580 










Ala 


Lvs 


Pro 


Gin 


Ala 


Lvs 


Glv 


Gin 






595 










600 


His 


Cys 


Pro 


Cys 




Glv 


Ser 


Glu 




610 










615 




Asp 


Leu 


AJ.a 


Pro 




Pro 


Ser 


Glv 


625 










630 






Pro 


Thr 


Leu Asp 


Glu 

^^^^ 


Pro 


Trp 


Leu 










645 








Leu 


Gin 


Thr Cys 


Leu 


He 


Lvs 


Glu 








660 










Gly 


Ala 


Leu Asp 


Val 


Pro 


His 


Ala 






675 










680 


Ala 


Val 


Thr 


Ala 


Pro 


Val 


Ser 


Ser 




690 










695 




Cys 


Gly 


Gly 


Cys 


Thr 


Gly 


Ser 


Ser 


705 










710 






ASD 


Leu 


Pro 


Gly 


Gly 


Leu 


Glu 


Ala 










725 








Asn 


Ser 


Phe 


Ser 


Trp 


Asn 


Leu 


Lys 








740 










Asp 


Gin 


Thr 


Ser 


Ser 


Asn 


Cvs 


Ser 






755 










760 


Thr 


Pro 


Ser 


Ser 


Leu 


Ala 


Val 


Gly 




770 










775 




Gin 


Glu 


Gin 


Gly 


Ser 


Cys 


Val 


Leu 


785 










790 






Thr 


Gly 


Thr 


Cys 


Val 


Asp 


Leu 


Gly 










805 








Cys 


Val 


Gly 


His 


Asp 


Pro 


Thr 


Glu 








820 










Ser 


Glu 


His 


Tyr 


Ala 


Ala 


Ser 


Asp 






835 










840 


Ser 


Thr 


Leu 


Asp 


Ala 


Gly 


Pro 


Glu 




850 










855 




Pro 


Arg 


Leu 


Asn 


Val 


Gin 


Val 


Thr- 


865 










870 






Gly 


Ala 


Ala 


Gly 


Leu 


Gin 


Arg 


Glu 



885 



Asp 
***** 


Leu 


Ala Tvr Asn 


Ser 


Ser Leu 






395 




400 


Leu 


Asp 


Val Glv Asn 


Glu 


Ser Gly 




410 






415 


Trp 


Gin 


Gly Gin Asp 


Pro 


Ala Glu 


425 






430 




Val 


Val 


Leu Ala Gly 


Gly 


His Val 






445 






Leu 


Met 


Glu Ser Gin 


Asp 


He Phe 






460 






Ala 


Gly 


Gly Gin Leu 


Leu 


Ser Cvs 






475 




480 


Val 


Asp 


Asn Val Pro 


Glu 


Glv Ser 




490 






495 


Leu 


Pro 


Lvs Asp Gin 


Gin 

Am 


He Thr 


505 






510 




Ala 


He 


Glu Ser Pro 


Glv 


Gin Asp 






525 






Pro 


Val 


Asp Val Lvs 


Pro 


Phe Ala 






540 






Val 


Pro 


Ala Glu Ast) 


Glv 
ox/ 


Glv Ser 






555 




560 


Gin 


IjVS 


Ala GTn Ij^ti 

f^XG* N9db*A AJCU 


Glu 






570 






575 


Asp 


Leu 

•Jkmi Sitm VpA 


Tm Ala Glv 


Ala 


Ala Val 

<%xci vox 


585 






590 




Leu 


Ala 


Glv Glv Seir 


lieu 


Lieu Met" 






w U ^ 






Trp 


Glv 


Leu Tinn Tttt^ 




Ser* Gl n 






620 

A W 






Met 


Ala 


GXv Ijeu Ser 


Phe 


Glv THi^ 






635 




640 


Glv 


Val 


Glu Asn A'jsn 


At"or 


GO 11 Gl 11 

V7X LA wXU 




650 






655 


Gin 


Leu 


Ser Glu T^eu 


Ser* 


Lieii AT A 

J-ICvA ^%XCl 


665 






670 




Glu 


Leu 

^mmm^ Wit 


Val Pro Thr 


Glu 

-A- U 


Cv<3 Gin 






685 






Cvs 




Lieu Glv Glv 










700 






Ser 


Ala 


Cvs Tvr Ala 


Leu 


Ala Thr 






715 




720 


Val 


Glu 


Ala Gin. Glu 


Val 


Ast5 Val 




730 






735 


Glu 


Leu 


Phe Phe Ser 




Gin Thr 

^3 JLAA X AA^ 


745 






750 




Cvs 


Ala 


Thr Ser Glu 


Leu 


Arcr Glu 






765 






Ser 


Asp 


Pro Asn Val 


Glv 


Ser Leu 






780 






Asp 


Asp 


Arci Glu Leu 


Leu 


Leu Leu 






795 




800 


Gin 


Glv 


Arci Ara Phe 


Arci 


Glu Ser 




810 






815 


Pro 


Leu 

4m «v «A 


Glu Val Cvs 


Leu 


Val Ser 


825 






830 








£>etX Irf^O V7Xy 




VclX ATXO 






845 






Asp 


Thr 


Cys Pro Ser 


Ala 


Glu Glu 






860 






Ser 


Thr 


Pro Val He 


Val 


Met Arg 






875 




880 


He 


Gin 


Glu Gly Ala 


Tyr 


Ser Gly 




890 






895 



3X04 



wo 01/57190 
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Ser Cys Tyr His Arg Asp Gly Leu Arg Leu Ser lie Gin Phe Glu Val 

900 905 910 

Arg Arg Val Glu Leu Gin Gly Pro Thr Pro Leu Phe Cys Cys Trp Leu 

915 920 925 

Val Lys Asp Leu Leu His Ser Gin Arg Asp Ser Ala Ala Arg Thr Arg 

930 935 940 

Leu Phe Leu Ala Ser Leu Pro Gly Ser Thr His Ser Thr Ala Ala Glu 
945 950 955 960 

Leu Thr Gly Pro Ser Leu Val Glu Val Leu Arg Ala Arg Pro Trp Phe 

965 970 975 

Glu Glu Pro Pro Lys Ala Val Glu Leu Glu Gly Leu Ala Ala Cys Glu 

980 985 990 

r Gly Glu Tyr Ser Gin Lys Tyr Ser Thr Met Ser Pro Leu Gly Ser Gly 
995 1000 1005 

Ala Phe Gly Phe Val Trp Thr Ala Val Asp Lys Glu Lys Asn Lys Glu 

1010 / 1015 1020 

Val Val Val Lys Phe lie Lys Lys Glu Lys Val Leu Glu Asp Cys Trp 
1025 1030 1035 1040 

lie Glu Asp Pro Lys Leu Gly Lys Val Thr Leu Glu lie Ala lie Leu 

1045 1050 1055 

Ser Arg Val Glu His Ala Asn He He Lys Val Leu Asp He Phe Glu 

1060 1065 1070 

Asn Gin Gly Phe Phe Gin Leu Val Met Glu Lys His Gly Ser Gly Leu 

1075 1080 1085 

Asp Leu Phe Ala Phe He Asp Arg His Pro Arg Leu Asp Glu Pro Leu 

1090 1095 1100 

Ala Ser Tyr He Phe Arg Gin Leu Val Ser Ala Val Gly Tyr Leu Arg 
1105 1110 1115 1120 

Leu Lys Asp He He His Arg Asp He Lys Asp Glu Asn He Val He 

1125 1130 1135 

Ala Glu Asp Phe Thr He Lys Leu He Asp Phe Gly Ser Ala Ala Tyr 

1140 1145 1150 

Leu Glu Arg Gly Lys Leu Phe Tyr Thr Phe Cys Gly Thr He Glu Tyr 

1155 1160 1165 

Cys Ala Pro Glu Val Leu Met Gly Asn Pro Tyr Arg Gly Pro Glu Leu 

1170 1175 1180 

Glu Met Trp Ser Leu Gly Val Thr Leu Tyr Thr Leu Val Phe Glu Glu 
1185 1190 1195 1200 

Asn Pro Phe Cys Glu Leu Glu Glu Thr Val Glu Ala Ala He His Pro 

1205 1210 1215 

Pro Tyr Leu Val Ser Lys Glu Leu Met Ser Leu Val Ser Gly Leu Leu 

1220 . 1225 1230 

Gin Pro Val Pro Glu Arg Arg Thr Thr Leu Glu Lys Leu Val Thr Asp 

1235 1240 1245 

Pro Trp Val Thr Gin Pro Val Asn Leu Ala Asp Tyr Thr Trp Glu Glu 

1250 1255 1260 

Val Phe Arg Val Asn Lys Pro Glu Ser Gly Val Leu Ser Ala Ala Ser 
1265 1270 1275 1280 

Leu Glu Met Gly Asn Arg Ser Leu Ser Asp Val Ala Gin Ala Gin Glu 

1285 1290 1295 

Leu Cys Gly Gly Pro Val Pro Gly Glu Ala Pro Asn Gly Gin Gly Cys 

1300 1305 1310 

Leu His Pro Gly Asp Pro Arg Leu Leu Thr Ser * 
1315 1320 1323 



<210> 1894 
<211> 556 
<212> PRT 

<213> Homo sapiens 



<400> 1894 
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Met Asp 
1 

Glu Arg 

Ser Gin 

Ala Phe 
50 

Gly Ser 

65 
Gly Gin 

Asn Met 

lie Leu 

Asn Leu 
130 
Ala Val 
145 

Leu Thr 

Ala Val 

Met Gly 

Pro Glu 
210 
Ser Tyr 
225 

Pro Asp 

Phe Gin 

Phe Asn 

lie Gly 
290 
Gin Glu 
305 

Lys Ala 

His Lys 

Ser Asp 

Pro Tyr 
370 
Pro Phe 
385 

Asp Leu 

Pro Gly 

Pro Pro 

His Gin 
450 
Gly Pro 
465 

Pro Pro 
Met Asp 



Arg Ser Lys Arg Asn Ser lie Ala Gly Phe Pro Pro Arg Val 

5 10 15 

Leu Glu Glu Phe Glu Gly Gly Gly Gly Gly Glu Gly Asn Val 

20 25 30 

Val Gly Arg Val Trp Pro Ser Ser Tyr Arg Ala Leu He Ser 

35 40 45 

Ser Arg Leu Thr Arg Leu Asp Asp Phe Thr Cys Glu Lys He 

55 60 
Gly Phe Phe Ser Glu Val Phe Lys Val Arg His Arg Ala Ser 

70 75 80 

Val Met Ala Leu Lys Met Asn Thr Leu Ser Ser Asn Arg Ala 

85 90 95 

Leu Lys Glu Val Gin Leu Met Asn Arg Leu Ser His Pro Asn 

100 105 110 

Arg Tyr He Asn Ser Gly Asn Leu Glu Gin Leu Leu Asp Ser 
115 120 125 

His Leu Pro Trp Thr Val Arg Val Lys Leu Ala Tyr Asp He 

135 140 
Gly Leu Ser Tyr Leu His Phe Lys Gly He Phe His Arg Asp 

,150 155 160 

Ser Lys Asn Cys Leu He Lys Arg Asp Glu Asn Gly Tyr Ser 

165 170 175 

Val Ala Asp Phe Gly Leu Ala Glu Lys He Pro Asp Val Ser 

180 185 190 

Ser Glu Lys Leu Ala Val Val Gly Ser Pro Phe Trp Met Ala 
195 200 -205 

Val Leu Arg Asp Glu Pro Tyr Asn Glu Lys Ala Asp Val Phe 

215 220 
Gly He He Leu Cys Glu He He Ala Arg He Gin Ala Asp 

230 235 240 

Tyr Leu Pro Arg Thr Glu Asn Phe Gly Leu TVsp Tyr Asp Ala 

245 250 255 

His Met Val Gly Asp Cys Pro Pro Asp Phe Leu Gin Leu Thr 

260 265 270 

Cys Cys Asn Met Asp Pro Lys Leu Arg Pro Ser Phe Val Glu 
275 280 285 

Lys Thr Leu Glu Glu He Leu Ser Arg Leu Gin Glu Glu Glu 

295 300 
Arg Asp Arg Lys Leu Gin Pro Thr Ala Arg Gly Leu Leu Glu 

310 315 320 

Pro Gly Val Lys Arg Leu Ser Ser Leu Asp Asp Lys He Pro 

325 330 335 

Ser Pro Cys Pro Arg Arg Thr He Trp Leu Ser Arg Ser Gin 

340 345 350 

He Phe Ser Arg Lys Pro Pro Arg Thr Val Ser Val Leu Asp 
355 360 365 

Tyr Arg Pro Arg Asp Gly Ala Ala Arg Thr Pro Lys Val Asn 

375 380 
Ser Ala Arg Gin Asp Leu Met Gly Gly Lys He Lys Phe Phe 

390 395 400 

Pro Ser Lys Ser Val He Ser Leu Val Phe Asp Leu Asp Ala 

405 410 415 

Pro Gly Thr Met Pro Leu Ala Asp Trp Gin Glu Pro Leu Ala 

420 425 430 

He Arg Arg Trp Arg Ser Leu Pro Gly Ser Pro Glu Phe Leu 
435 440 445 

Glu Ala Cys Pro Phe Val Gly Arg Glu Glu Ser Leu Ser Asp 

455 460 
Pro Pro Arg Leu Ser Ser Leu Lys Tyr Arg Val Lys Glu He 

470 475 480 

Phe Arg Ala Ser Ala Leu Pro Ala Ala Gin Ala His Glu Ala 

485 490 495 

Cys Ser He Leu Gin Glu Glu Asn Gly Phe Gly Ser Arg Pro 
500 505 510 



3806 
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Gin 


Gly Thr 


Ser 


Pro 


Cys 


Pro Ala Gly 


Ala Ser 


Glu 


Glu 


Met 


Glu Val 






515 








520 






525 






Glu 


Glu Arg 


Pro 


Ala Gly 


Ser Thr Pro 


Ala Thr 


Phe 


Ser 


Thr 


Ser Glv 

mmm^^m , mm W 




530 










535 




540 








lie 


Gly Leu 


Gin 


Thr 


Gin 


Glv Lvs Gin 


Asp Gly 










545 










550 




555 












<210> 1895 




















<211> 528 




















<212> PRT 






• 














<213> Homo 


sapiens 
















<400> 1895 


















Met 


Asp 


Arcr 


Ser 


Lvs 




Asn Ser He 

m mm^mm m^ ^^^^ 


Ala Glv 


Phe 


Pro 


Pro 


Arcr Val 


1 








5 






10 








15 


Glu 


Ara 


Leu 

\m hn 


Glu 


Glu 


Phe 


Glu Glv Glv 


Glv Glv 

mm mm j mm J 


Glv 


Glu Gly 


Asn Val 








20 






25 








30 




Ser 


Glri 


Val 


Glv 




Val 


Trp Pro Ser 


Ser Tvr 


Arcr 


Ala 


Leu 


Tie Ser 






35 








40 






45 






Ala 


Phe 




Arcr 






Arcr Leu Aso 


AsD Phe 


Thr 


Cys 


Glu 


Lvs Tl^ 




50 










55 




60 








Glv 


G Urn 


Glv 


Phe 


XT X ACS 


Gov 
OCX 


Glu Val Phe 


Lvs Val 




His 


Arg 


2i.la R^ir 

£%JLCk OCX 


65 










70 




75 








80 


Glv 


Gin 


Val 


'Met 


Ala 




Lvs Met Asn 


Thi" Leu 


Sen* 

OCX 


Ser 


Asn 


2SLT*<*r Al a 










85 






90 








95 


Asn 


Met 


Leu 


Lvs 


Gill 


Val 

V AJL 


Gin Leu Met 


Asn Ai?cf 


Tieu 

4JCU 


Ser 


His 


ir X nsxi. 








100 






105 








110 




lie 


Leu 


Arcr 


Tvr 


Tie 

X X w 




Ser Glv Asn 


Leu Glu 


Gin 


Leu 


Leu 


OCX 






115 








120 






125 






Aszi 


Leu 


His 


Leu 






Thr Val Aro' 


Val Lvs 


Leu 


Ala 


Tyr 






130 










135 




140 








Ala 


Val 


Gly 


Leu 


Ser 

li^ A» 


Tvr 


Leu His Phe 


TjVS C3lv 


lie 

^ ^ 


Phe 


His 


^%X V4 


145 










150 




155 








160 

w w 


Leu 


Thr 


Ser 


Lys 


Asn 


Cys 


Leu Xle Lvs 


Aircr Asn 


Glu 


Asn Gly 


X y X OCX 










165 






170 








175 


Ala 


Val 


Val 


Ala 


Asp 


Phe 


Glv Leu Ala 


Glu Lvs 

^^^^ «A maMjf 


lie 

^ ^ 


Pro Asp 


Val Ser* 

VAX OCX 








180 






185 








190 




Met 


Glv 


Set" 


V7 J. LA 


Lvs 


Leu 


Ala Val Val 


Glv Ser 


Pro 


Phe 


Trp 


Met Ala 






195 








200 






205 






Pro 


Glu 


Val 


Leu 


TV «t*<T 




Glu Pro Tvr 


Asn Glu 


Lvs 


Asn 


Phe 


wXy XICLL 




210 










215 




220 








Asp 


Tyr 


Asp 


Ala 


Phe 


Gin 


His Met Val 

m m mm • mmm ^m V 


Glv Aso 


Gvs 

mmjf 10 


Pro 


Pro 


A^n PVie 

tVDWf £ X4,C 


225 










230 




235 








240 


Leu 


Gin 


Leu 


Thr 


Phe 


Asn 


Cvs Cvs Asn 

W ^m mm W mm mmmm^m 


Met AsD 

• %v m^mmm mm 


Pro 


Lys 


Leu 


Aircr Pifo 

^ f X V 










245 






250 








255 


Ser 


Phe 


Val 


Glu 


He 


Gly 


Lvs Thr Leu 

mim J wtm mmrwm ^m 


Glu Glu 


lie 


Leu 


Ser 


Arcr Leu 








260 






265 








270 




Gin 


Glu 


Glu 


Glu 


Gin 


Glu 


Ara Asp Arcr 


Lvs Leu 


Gin 


Pro 


Thr 


Ala Arcr 






275 








280 






285 






Gly 


Leu 


Leu 


Glu 


Lys 


Ala 


Pro Gly Val 


Lvs Arcr 


Leu 


Ser 


Ser 


Leu Asn 




290 










295 




300 








Asp 


Lys 


lie 


Pro 


His 


Lys 


Ser Pro Cvs 

mm mm ^m 4v ^» y 


Pro ArQ 


Arcr 


Thr 


He 


Tm Leu 


305 










310 




315 








320 

^ ^ w 


Self 


Arg 


Ser 


Gin 


Ser 


Asp 


XXCS f U6 OCX 




XT X U 


Pro Arg 


inir vax 










325 






330 








335 


Ser 


Val 


Leu 


Asp 


Pro 


Tyr 


Tyr Arg Pro 


Arg Asp 


Gly 


Ala 


Ala 


Arg Thr 








340 






345 








350 




Pro 


Lys 


Val 


Asn 


Pro 


Phe 


Ser Ala Arg 


Gin Asp 


Leu 


Met Gly 


Gly Lys 






355 








360 






365 






lie 


Lys 


Phe 


Phe 


Asp 


Leu 


Pro Ser Lys 


Ser Val 


He 


Ser 


Leu 


Val Phe 




370 










375 




380 
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Asp Leu Asp Ala 

385 

61u Pro Leu Ala 

Pro Glu Phe Leu 

420 

Ser Leu Ser Asp 
435 

Val Lys Glu lie 

450 

Ala His Glu Ala 
. 465 
Gly Ser Arg Pro 

Glu Net Glu Val 

500 

Ser Thr Ser Gly 
• 515 



Pro 


Gly Pro Gly 




390 


Pro 


Pro He Arcr 


405 




His 


Gin Glu Ala 


Glv 


Pro Pro Pro 




440 


Pro 


Pro Phe Arg 




455 


Met 


AQn rH/'c G^v* 

nojjj v^jro 




470 


Gin 


Gly Thr Ser 


485 




Glu 


Glu Arg Pro 


He 


Gly Leu Gin 




520 



Thr Met Pro Leu 
395 

Arg Trp Arg Ser 
410 

Cys Pro Phe Val 
425 

Arg Leu Ser Ser 

Ala Ser Ala Leu 

460 

He Leu Gin Glu 
475 

Pro Cys Pro Ala 
490 

Ala Gly Ser Thr 
505 

Thr Gin Gly Lys 



Ala Asp Trp Gin 

400 

Leu Pro Gly Ser 
415 

Gly Arg Glu Glu 
430 

Leu Lys Tyr Arg 
445 

Pro Ala Ala Gin 

Glu Asn Gly Phe 

480 

Gly Ala Ser Glu 
495 

Pro Ala Thr Phe 
510 

Gin Asp Gly * 
525 527 



<210> 1896 
<211> 301 
<212> PRT 

<213> Homo sapiens 





<4oo> : 


1 O Of 

Lo9o 










Met 


Asp 




Asp oer 


Cys Ala Ala Ala Phe 


His 


Pro Glu Glu Tyr 


Ser 


1 






5 


10 




15 




Pro 


Ser 


Cys 


Lys Arg 


Arg Arg Thr Val Glu 


Asp 


Phe Asn Lys Phe 


Cys 








20 


25 




30 




Thr 


Phe 


Val 


Leu Ala 


Tyr Ala Gly Tyr He 


Pro 


Tyr Pro Lys Glu 


Glu 






35 




40 




45 




Leu 


Pro 


Leu 


Arg Ser 


Ser Pro Ser Pro Ala 


Asn 


Ser Thr Ala Gly Thr 




50 






55 




60 




He 


Asp 


Ser 


Asp Gly 


Trp Asp Ala Gly Phe 


Ser 


Asp He Ala Ser 


Ser 


65 








70 


75 




80 


Val 


Pro 


Leu 


Pro Val 


Ser Asp Arg Cys Phe 


Ser 


His Leu Gin Pro 


Thr 








85 


90 




95 




Leu 


Leu 


Gin 


Arg Ala 


Lys Pro Ser Asn Phe 


Leu 


Leu Asp Arg Lys 


Lys 








100 


105 




110 




Thr Asp 


Lys 


Leu Lys 


Lys Lys Lys Lys Arg 


Lys 


Arg Arg Asp Ser Asp 






115 




120 




125 




Ala 


Pro 


Gly 


Lys Glu 


Gly Tyr Arg Gly Gly Leu 


Leu Lys Leu Glu 


Ala 




130 






135 




140 




Ala 


Asp 


Pro 


Tyr Val 


Glu Thr Pro Thr Ser 


Pro 


Thr Leu Gin Asp 


He 


145 








150 


155 




160 


Pro 


Gin 


Ala 


Pro Ser 


Asp Pro Cys Ser Gly Trp 


Asp Ser Asp Thr 


Pro 








165 


170 




175 




Ser 


Ser 


Gly 


Ser Cys 


Ala Thr Val Ser Pro Asp 


Gin Val Lys Lys 


Lys 








180 


185 




190 




Lys 


Thr 


Glu 


Gly Lys 


Arg Thr He Val Arg 


Gin 


Gly Lys Gin Val Val 






195 




200 




205 




Phe 


Arg 


Asp 


Glu Asp 


Ser Thr Gly Asn Asp Glu 


Asp He Met Val 


Asp 




210 






215 




220 




Ser Asp 


Asp 


Asp Ser 


Trp Asp Leu Val Thr 


Cys 


Phe Cys Met Lys 


Pro 


225 








230 


235 




240 


Phe 


Ala 


Gly 


Arg Pro 


Met He Glu Cys Asn Glu 


Cys His Thr Trp 


He 








245 


250 




255 




His 


Leu 


Ser 


Cys Ala 


Lys He Arg Lys Ser Asn 


Val Pro Glu Val 


Phe 








260 


265 




270 ' 




Val 


Cys 


Gin 


Lys Cys 


Arg Asp Ser Lys Phe Asp 


He Arg Arg Ser Asn 






275 




280 




285 





' 3808 



wo 01/57190 



PCT/USOl/04098 



Arg Ser Arg Thr Gly Ser Arg Lys Leu Phe Leu Asp * 
290 295 300 



<210> 1897 
<211> 648 
<212> PRT 

<213> Homo sapiens 



<400> 1897 



Met 


Pro 


Val 


Ser Leu 


Glu Asp 


Ser Glv Glu Pro Thr 


Ser Cvs Pro 


Ala 


1 






5 






10 


15 




Thr 


Asp 


Ala 


Glu Thr 


Ala 


Ser 


Glu Glv Ser Val Glu 


Cor* Al a j?er 

^IXCL OCX 


Gl 11 

wXU 








20 






25 


30 




Thr 


ArQ 


Ser 


Glv Pro 


Gin 


Ser 


Ala Ser Thr Ala Val 


XJJ^ O wX U AX ^ 


Pt"^ 
IrxU 






35 








40 


45 




Ala 


Ser 


Ser 


Glu Lvs 


Val 


Lys 


W JL NSXjr ASj^ flXO 


A an Ti. ot\ Tin 
a£>P X Xlx 


06x 




50 








55 


60 






ASD 


Ser 

A* 


Asis 


Ser 


Gly Leu 


XJiXi. JJCU. JUj^O VjXU J_icSU 


vvxn ASH Arg 


jjieu 


65 








70 




75 




nn 
ou 




Arcr 


Lvs 


Arcr Glu 


Gin 


Glu 


^i.\J XAXJl aJL^ It XV 


Xtcu liys v7JLy 










85 






90 


95 




Gin 


Ser 


Arcr 


Leu Arcr 


Lys 


Lys 


eX*,^ AX.tj V3JLU V9XU V3Xy 


trxO nxa V9±U 


mr 








100 






105 


XX w 




Val 


Glv 


Ser 


Glu Ala 


Ser Asp 


Thr Val fllii nlv Val 
xi^Jm vcLX \3XU wXjr VaX 


T.A11 T)v*^^ O^kv* 
XicU irxO 06x 


ojys 






115 








120 


X A 13 




Gin 


Glu 


Pro 


Glu Asn 


Asp 


Gin 


Glv Val Val Qor* nln 
Va<Ljr vax vcix otS£ VjXxi 


nxa oxy ijys 


ASp 




130 








135 


x^ w 






AfD 


Arcr 


Glu 


Ser Lvs 


Leu 


Glu 


fil V TiVQ Al a Ala m n 
wXjr *-*y^ nXa AXd VsrXIl 


nSp X X c lays 




145 








150 




X ^ ^ 




1 (in 
xo u 


Glu 


Glu 


Pro 


Glv Asn 


Leu Gly 


Arcf Pro Tivs PT"r> CZl n 




ryr 








165 






170 


175 




Asp 


Pro 


Asn 


Ala Leu 


Tyr 


Cys 


Tie Cvs Arcr Rl n Pro 


MCaii /"isAi 


Arg 








180 






185 


190 




Phe 


Met 


lie 


Cvs Cvs 


Asp 


Arg 


Cvs Glu Glu Tm Phe 


PTt q f3l v Aon 
xi^a wxjr 4"ij9L/ 








195 








200 


205 




Val 


Gly 


lie 


Ser Glu 


Ala 


Arg 


Glv Arcr Leu Leu Glu 


ArCT A^n Ol v 


Gl 13 
wXU 




210 








215 


220 






Asp 


Tyr 


lie 


Cys Pro 


Asn 


Cys 


Thr lie Leu Gin Val 


Gin Asn Glu 


X J.iX 


225 








230 




235 




240 

A# w 


His 


Ser 


Glu 


Thr Ala 


Asp 


Gin 


Gin Glu Ala Lvs Tm 


Arcr Pro Glv 


A^n 








245 






250 


255 




Ala 


ASD 


Glv 


Thr AsT5 


Cys 


Thr 


Ser Tie rtl v TViy* Tie 

0CX XXB VsXjr XXIX XXC? 


V7XU V9XI1 xsys 


oer 








260 






265 


270 




Ser 


Glu 


Asp 


Gin Gly 


He 


Lys 


Gly Arg lie Glu Lys 


Ala Ala Asn 


Pro 






275 








280 


285 




Ser 


Gly 


Lys 


Lys Lys 


Leu 


Lys 


lie Phe Gin Pro Gly 


Pro Gly Pro 


Val 




290 








295 


300 






Pro 


Thr 


Gin 


Leu Pro 


Val 


Leu 


Trp Gin Val Leu Glu 


lie Ala Val 


Ser 


305 








310 




315 




320 


Arg 


Ser 


He 


Ser Ala 


Phe 


Thr 


Leu Leu His Cys lie 


Ser Cys Lys 


Val 








325 






330 


335 




lie 


Glu 


Ala 


Pro Gly 


Ala 


Ser 


Lys Cys lie Gly Pro 


Gly Cys Cys 


His 








340 






345 


350 




Val 


Ala 


Gin 


Pro Asp 


Ser 


Val 


Tyr Cys Ser Asn Asp 


Cys lie Leu 


Lys 






355 








360 


365 




His 


Ala 


Ala 


Ala Thr 


Met 


Lys 


Phe Leu Ser Ser Gly 


Lys Glu Gin 


Lys 




370 








375 


380 






Pro 


Lys 


Pro 


Lys Glu 


Lys 


Met 


Lys Met Lys Pro Glu 


Lys Pro Ser 


Leu 


3B5 








390 




395 




400 


Pro 


Lys 


Cys 


Gly Ala 


Gin 


Ala 


Gly lie Lys lie Ser 


Ser Val His 


Lys 








405 






410 


4X5 
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Arg 


Pro 


Ala 


Pro 


Glu 


Lys 


Lys Glu Thr Thr 


Val 


Lys Lys Ala Val 


Val 








420 






425 




430 




• 


Val 


Pro 


Ala 


Arg Ser 


Glu Ala Leu Gly Lys 


Glu 


Ala Ala Cys 


Glu 


Ser 






435 








440 




445 






Ser 


Thr 


Pro 


Ser Trp 


Ala Ser Asp His Asn Tyr Asn Ala Val 


Lys 


Pro 




450 










455 




460 




Glu 


Lys 


Thr 


Ala 


Ala 


Pro 


Ser Pro Ser Leu 


Leu 


Tyr Lys Ser 


Thr 


Lys 


465 










470 




475 






480 


Glu Asp 


Arg 


Arg 


Ser 


Glu 


Glu Lys Ala Ala 


Ala 


Thr Ala Ala 


Ser 


Lys 










485 




490 






495 


Lys 


Thr 


Ala 


Pro 


Pro 


Gly Ser Thr Val Gly Lys 


Gin Pro Ala 


Pro 


Arg 








500 






505 




510 




Asn 


Leu 


Val 
515 


Pro 


Lys 


Lys 


Ser Ser Phe Ala 
520 


Asn 


Val Ala Ala 
525 


Ala 


Thr 


Pro 


Ala 


He 


Lys 


Lys 


Pro 


Pro Ser Gly Phe 


Lys Gly Thr He 


Pro 


Lys 




530 










535 




540 




Arg 


Pro 


Trp 


Leu 


Ser 


Ala 


Thr Pro Ser Ser Gly Ala Ser Ala Ala Arg 


545 










550 




555 






560 


Gin 


Ala 


Gly 


Pro 


Ala 
565 


Pro 


Ala Ala Ala Thr 

570 


Ala 


Ala Ser Lys 


Lys 
575 


Phe 


Pro Gly 


Ser 


Ala 


Ala 


Leu 


Val Gly. Ala Val 


Arg 


Lys Pro Val 


Val 


Pro 








580 






585 




590 






Ser 


Val 


Pro 


Met 


Ala 


Ser 


Pro Ala Pro Gly Arg Leu Gly Ala Met Ser 






595 








600 




605 






Ala 


Ala 


Pro 


Ser 


Gin 


Pro 


Asn Ser Gin He 


Arg 


Gin Asn He 


Arg 


Arg 




610 










615 




620 




Ser 


Leu 


Lys 


Glu 


lie 


Leu 


Trp Lys Ser Ser 


Phe 


Phe Leu Phe 


Cys 


Ser 


625 










630 




635 




640 


Glu 


Ser 


Met 


Thr 


Ala 
645 


Met 


Thr * 
647 











<210> 1898 
<211> 1016 
<212> PRT 

<213> Homo sapiens 



<400> 1898 



Met Arg Arg 


Phe 


Leu 


Arg Pro Gly His Asp 


Pro Val Arg Glu Arg Leu 


1 




5 


10 


15 


Lys Arg Asp 


Leu 


Phe 


Gin Phe Asn Lys Thr 


Val Glu His Gly Phe Pro 




20 




25 


30 


His Gin Pro 


Ser 


Ala 


Leu Gly Tyr Ser Pro 


Ser Leu Arg He Leu Ala 


35 






40 


45 


He Gly Thr 


Arg 


Ser 


Gly Ala He Lys Leu 


Tyr Gly Ala Pro Gly Val 


50 






55 


60 


Glu Phe Met 


Gly Leu 


His Gin Glu Asn Asn 


Ala Val Thr Gin He His 


65 






70 


75 80 


Leu Leu Pro 


Gly Gin 


Cys Gin Leu Val Thr 


Leu Leu Asp Asp Asn Ser 






85 


90 


95 


Leu His Leu 


Trp 


Ser 


Leu Lys Val Lys Gly Gly Ala Ser Glu Leu Gin 




100 




105 


110 


Glu Asp Glu 


Ser 


Phe 


Thr Leu Arg Gly Pro Pro Gly Ala Ala Pro Ser 


115 






120 


125 


Ala Thr Gin 


He 


Thr 


Val Val Leu Pro His 


Ser Ser Cys Glu Leu Leu 


130 






135 


140 


Tyr Leu Gly 


Thr 


Glu 


Ser Gly Asn Val Phe 


Val Val Gin Leu Pro Ala 


145 






150 


155 160 


Phe Arg Ala 


Leu 


Glu 


Asp Arg Thr He Ser 


Ser hsp Ala Val Leu Gin 






165 


170 


175 


Arg Leu Pro 


Glu 


Glu 


Ala Arg His Arg Arg Val Phe Glu Met Val Glu 




180 




185 


190 
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Ala Leu Gin Glu His Pro Arg Asp Pro Asn Gin He Leu He Gly Tyr 

195 200 205 

Ser Arg Gly Leu Val Val He Trp Asp Leu Gin Gly Ser Arg Val Leu 

210 215 220 

Tyr His Phe Leu Ser Ser Gin Gin Leu Glu Asn He Trp Trp Gin Arg 
225 230 235 240 

Asp Gly Arg Leu Leu Val Ser Cys His Ser Asp Gly Ser Tyr Cys Gin 

245 250 255 

Trp Pro Val Ser Ser Glu Ala Gin Gin Pro Glu Pro Leu Arg Ser Leu 

260 265 270 

Val Pro Tyr Gly Pro Phe Pro Cys Lys Ala He Thr Arg He Leu Trp 
275 280 285 

rLeu Thr Thr Arg Gin Gl>f Leu Pro Phe Thr He Phe Gin Gly Gly Met 
290 295 300 

Pro Arg Ala Ser Tyr Gly Asp Arg His Cys He Ser Val He His Asp 
305 310 315 320 

Gly Gin Gin Thr Ala Phe Asp Phe Thr Ser Arg Val He Gly Phe Thr 
\ 325 330 335 

Val Leu Thr Glu Ala Asp Pro Ala Ala Thr Phe Asp Asp Pro Tyr Ala 

340 345 350 

Leu Val Val Leu Ala Glu Glu Glu Leu Val Val He Asp Leu Gin Thr 

355 360 . 365 

Ala Gly Trp Pro Pro Val Gin Leu Pro Tyr Leu Ala Ser Leu His Cys 

370 375 380 

Ser Ala He Thr Cys Ser His His Val Ser Asn He Pro Leu Lys Leu 
385 390 395 400 

Trp Glu Arg He He Ala Ala Gly Ser Arg Gin Asn Ala His Phe Ser 

405 410 415 

Thr Met Glu Trp Pro He Asp Gly Gly Thr Ser Leu Thr Pro Ala Pro 

420 425 430 

Pro Gin Arg Asp Leu Leu Leu Thr Gly His Glu Asp Gly Thr Val Arg 

435 440 445 

Phe Trp Asp Ala Ser Gly Val Cys Leu Arg Leu Leu Tyr Lys Leu Ser 

450 455 460 

Thr Val Arg Val Phe Leu Thr Asp Thr Asp Pro Asn Glu Asn Phe Ser 
465 470 475 480 

Ala Gin Gly Glu Asp Glu Trp Pro Pro Leu Arg Lys Val Gly Ser Phe 

485 490 495 

Asp Pro Tyr Ser Asp Asp Pro Arg Leu Gly He Gin Lys He Phe Leu 

500 505 510 

Cys Lys Tyr Ser Gly Tyr Leu Ala Val Ala Gly Thr Ala Gly Gin Val 

515 520 525 

Leu Val Leu Glu Leu Asn Asp Glu Ala Ala Glu Gin Ala Val Glu Gin 

530 535 540 

Val Glu Ala Asp Leu Leu Gin Asp Gin Glu Gly Tyr Arg Trp Lys Gly 
545 550 555 560 

His Glu Arg Leu Ala Ala Arg Ser Gly Pro Val Arg Phe Glu Pro Gly 

565 570 575 

Phe Gin Pro Phe Val Leu Val Gin Cys Gin Pro Pro Ala Val Val Thr 

580 585 590 

Ser Leu Ala Leu His Ser Glu Trp Arg Leu Val Ala Phe Gly Thr Ser 

595 600 605 

His Gly Phe Gly Leu Phe Asp His Gin Gin Arg Arg Gin Val Phe Val 

610 615 620 

Lys Cys Thr Leu His Pro Ser Asp Gin Leu Ala Leu Glu Gly Pro Leu 
625 630 635 640 

Ser Arg Val Lys Ser Leu Lys Lys Ser Leu Arg Gin Ser Phe Arg Arg 

645 650 655 

Met Arg Arg Ser Arg Val Ser Ser Arg Lys Arg His Pro Ala Gly Pro 

660 665 670 

Pro Gly Glu Ala Gin Glu Gly Ser Ala Lys Ala Glu Arg Pro Gly Leu 

675 680 685 

Gin Asn Met Glu Leu Ala Pro Val Gin Arg Lys He Glu Ala Arg Ser 
690 695 700 
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Ala 


Glu Asp Ser Phe 


Thr Gly Phe 


Val 


Arg 


Thr 


Leu 


Tyr 
* 


Phe 


Ala 


Asp 


705 




710 






715 










720 


Thr 


Tyr Leu Lys Asp 


Ser Ser Arg 


His 


Cys 


Pro 


Ser 


Leu 


Trp 


Ala 


Gly 

^2 




725 






730 










735 




Thr 


Asn Gly Gly Thr 


lie Tyr Ala 


Phe 


Ser 


Leu 


Arg 


Val 


Pro 


Pro 


Ala 




740 




745 










750 






Glu 


Arg Arg Net Asp 


Glu Pro Val 


Arg 


Ala 


Glu 


Gin 


Ala 


Lys 


Glu 


He 




755 


760 










765 








Gin 


Leu Met His Arg 


Ala Pro Val 


Val 


Gly 


He 


Leu 


Val 


Leu 


Asp 


Gly 




770 


775 








780 










His 


Ser Val Pro Leu 


Pro Glu Pro 


Leu 


Glu 


Val 


Ala 


His 


Asp 


Leu 


Ser 


785 


• 


790 






795 










800 


Lys 


Ser Pro Asp Met 


Gin Gly Ser 


His 


Gin 


Leu 


Leu 


Val 


Val 


Ser 


Glu 




805 






810 










815 




Glu 


Gin Phe Lys Val 


Phe Thr Leu 


Pro 


Lys 


Val 


Ser 


Ala 


Lys 

2 


Leu 


Lvs 

*^2 




820 




825 










830 






Leu 


Lys Leu Thr Ala 


Leu Glu Gly 


Ser 


Arg 


Val 


Arg 


Arg 


Val 


Ser 


Val 




835 


840 










845 








Ala 


His Phe Gly Ser 


Arg Arg Ala 


Glu 


Asp 


Tvr 


Gly 


Glu 


His 


His 


Leu 




850 


855 








860 










Ala 


Val Leu Thr Asn 


Leu Gly Asp 


lie 


Gin 


Val 


Val 


Ser 


Leu 


Pro 


Leu 


865 




870 






875 










880 


Leu 


Lys Pro Gin Val 


Arg Tyr Ser 


Cvs 


lie 


Arcr 


Arcr 


Glu 


Asp 


Val 


Ser 




885 






890 










895 




Gly 


lie Ala Ser Cys 


Val Phe Thr 


Lvs 


Tvr 


Gly 


Gin 


Glv 


Phe 


Tvr 


Leu 




900 




905 








910 






lie 


Ser Pro Ser Glu 


Phe Glu Arg 


Phe 


Ser 


Leu 


Ser 


Thr 


Lvs 


Tro 


Leu 




915 


920 










925 








Val 


Glu Pro Arg Cys 


Leu Val Asp 


Ser 


Ala 


Glu 


Thr 


Lys 


Asn 


His 


Arcr 




930 


935 








940 










Pro 


Gly Asn Gly Ala 


Glv Pro Lvs 


Lvs 


Ala 


Pro 


Ser 


Arg 


Ala 


Arcr 


Asn. 


945 




950 






955 










960 


Ser 


Gly Thr Gin Ser 


Asp Gly Glu 


Glu 


Lys 


Gin 


Pro 


Gly 


Leu 


Val 


Met 




965 






970 










975 




Glu 


Arg Ala Leu Leu 


Ser Asp Glu 


Arg 


Ala 


Ala 


Thr 


Gly 


Val 


His 


He 




980 




985 










990 






Glu 


Pro Pro Trp Gly 


Ala Ala Ser 


Ala 


Met 


Ala 


Glu 


Gin 


Ser 


Glu 


Tm 




995 


1000 








1005 








Leu 


Ser Val Gin Ala 


Ala Arg * 






- 












1010 


1015 




















<210> 1899 






















<211> 946 






















<212> PRT 






















<213> Homo sapiens 




















• 

<400> 1899 




















Met 


Arg Arg Phe Leu 


Arg Pro Gly 


His 


Asp 


Pro 


Val 


Arg 


Glu 


Arcr 


Leu 


1 


5 






10 










15 




Lys 


Arg Asp Leu Phe 


Gin Phe Asn 


Lys 


Thr 


Val 


Glu 


His 


Gly 


Phe 


Pro 




20 




25 










30 






His 


Gin Pro Ser Ala 


Leu Gly Tyr 


Ser 


Pro 


Ser 


Leu Arg 


He 


Leu 


Ala 




35 


40 










45 








lie 


Gly Thr Arg Ser 


Gly Ala lie 


Lvs 


Leu 


Tvr 


Gly Ala 


Pro 


Glv 


V Ci X 




50 


55 








60 










Glu 


Phe Met Gly Leu 


His Gin Glu 


Asn 


Asn 


Ala 


Val 


Thr 


Gin 


He 


His 


65 




70 






75 










80 


Leu 


Leu Pro Gly Gin 


Cys Gin Leu 


Val 


Thr 


Leu 


Leu Asp 


Asp 


Asn 


Ser 




85 






90 










95 




Leu 


His Leu Trp Ser 


Leu Lys Val 


Lys 


Gly 


Gly 


Ala 


Ser 


Glu 


Leu 


Gin 




100 




105 










110 
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Glu Asp Glu 


Ser 


115 




Ala Thr Gin 


lie 


130 




Tyr Leu Gly 


Thr 


145 




Phe Ara Ala 


Leu 


Ar^ Leu Pro 


Glu 




180 


Ala Leu Gin 


Glu 


195 




Ser Arcr Glv 


Leu 


210 




Tvx His Plie 


Leu 


225 




ASD Glv AiTcr 


Leu 


TiTD Pro Val 


Ser 




260 


Val Pro Tyr 


Ala 


275 




Glu Glu Leu 


Val 


290 




Gin. Leu Piro 




305 

V \0 




His His Val 


Ser 


A^la t3lv R^T* 

n^ci w^jT 






340 


Asp Gly Gly 


Thr 


355 




Leu Tluf Glv 


His 


370 




Val C?vs Leu 


Aro 


385 

V V V 




TKit Asn Thr 




Pro Pro 






420 


Pro Arg Leu 


Gly 


435 




Leu Ala Val 


Ala 


450 




AsT5 Glu Ala 


Ala 


465 




Gin AsD Gin 


Glu 


Arcr Ser Glv 


Pro 




500 


Val Gin Cys 


Gin 


515 




Glu Trp Arcr 


Leu 


530 




AsD His Gin 


Gin 


545 




oer Asp V3j.n 


Leu 


Lys Lys Ser 


Leu 




580 


Ser Ser Arg 


Lys 


595 




Gly Ser .Ala 


Lys 


610 





Phe Thr Leu Arg 

120 

Thr Val Val Leu 
135 

Glu Ser Gly Asn 
150 

Glu Asp Arg Thr 



165 




Glu 


Ala Arcr His 


His 


Pro Arcf Asn 




200 


Val 

V CIA 


Val Tie Tm 

VCiX XX6 X<L^ 






Ser 


Ser Gin Gin 




230 


XJCSU 


vc&X OBx w>ys 


OAR 




Ser 


Glu Ala Gin 

V7«LU JnJLCL wAlX 


Phe 

XT iVS 


Zi^n Zk4n P'T'rt 




O Q A 


vajL 


XXe ASp i-iGU 




o o c 


Leu 


Ala Ser Leu 




310 


noli 


XXC IrxO JLICU 






Gin 


AOlX f%XCt 


oer 


ueu inr Fro 






Glu 


Aon Gl \r TVit* 




o c 


Leu 


Leu Tyr Lys 




390 


xrX \J 


n^lx KJXXJL *\SH 


4 n Q 

4 U D 




nx y 


TtVQ Va 1 Gl V 


lie 

A W 


Gin TiV^ Tie 




A A n 


Glv 


Thr Ala GTv 

xxxjk. x^^cL ySt^Y 






Glu 


Gin Ala Val 




470 


Glv 


Tvr Arcr Tm 

XJTJ. n^V^ 


*x O ^ 




Val 


Arcr PHe Gl ii 

JHL^M JTXXw iJ^U 


Pro 


Pro Ala Val 




520 


Val 


Ala Phe Gly 




535 


Arg 


Arg Gin Val 




550 


Aia 


Leu Glu Gly 


565 




Arg 


Gin Ser Phe 


Arg 


His Pro Ala 




600 


Ala 


Glu Arg Pro 




615 



Gly Pro Pro Gly 

Pro His Ser Ser 

140 

Val Phe Val Val 
155 

lie Ser Ser Asp 
170 

Arg Arg Val Phe 
185 

Pro Asn Gin He 

Asp Leu Gin Gly 

220 

Leu Glu Asn lie 
235 

His Ser Asp Gly 
250 

Gin Pro Glu Pro 
265 

Tyr Ala Leu Val 

Gin Thr Ala Gly 

300 

His Cys Ser Ala 
315 

Lys Leu Trp Glu 
330 

Phe Ser Thr Met 
345 

Ala Pro Pro Gin 

Val Arg Phe Trp 

380 

Leu Ser Thr Val 
395 

Phe Ser Ala Gin 
410 

Ser Phe Asp Pro 
425 

Phe Leu Cys Lys 

Gin Val Leu Val 

460 

Glu Gin Val Glu 
475 

Lys Gly His Glu 
490 

Pro Gly Phe Gin 
505 

Val Thr Ser Leu 

Thr Ser His Gly 

540 

Phe Val Lys Cys 
555 

Pro Leu Ser Tlrg 
570. 

Arg Arg Met Arg 
585 

Gly Pro Pro Gly 

Gly Leu Gin Asn 

620 



Ala Ala Pro Ser 
125 

Cys Glu Leu Leu 

Gin Leu Pro Ala 

160 

Ala Val Leu Gin 
175 

Glu Met Val Glu 
190 

Leu He Gly Tyr 
205 

Ser Arg Val Leu 

Trp Trp Gin Arg 

240 

Ser Tyr Cys Gin 
255 

Leu Arg Ser Leu 
270 

Val Leu Ala Glu 
285 

Trp Pro Pro Val 

He Thr Cys Ser 

320 

Arg He He Ala 
335 

Glu Trp Pro He 
350 

Arg Asp Leu Leu 
365 

Asp Ala Ser Gly 

Arg Val Phe Leu 

400 

Gly Glu Asp Glu 
415 

Tyr Ser Asp Asp 
430 

Tyr Ser Gly Tyr 
445 

Leu Glu Leu Asn 

Ala Asp Leu Leu 

480 

Arg Leu Ala Ala 
495 

Pro Phe Val Leu 
510 

Ala Leu His Ser 

525 

Phe Gly Leu Phe 

Thr Leu His Pro 

560 

Val Lys Ser Leu 
575 

Arg Ser Arg Val 
590 

Glu Ala Gin Glu 
60S 

Met Glu Leu Ala 
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Pro Val 


Gin 


Arg 


625 






Gly Phe Val 


Arg 


Ser Arg 


His 


Cys 






660 


Tyr Ala 


Phe 


Ser 




675 




Pro Val 


Arg 


Ala 


690 






Pro Val 


Val 


Gly 


705 






Glu Pro 


Leu 


Glu 


Gly Ser His 


Gin 






740 


Thr Leu 


Pro 


Lys 




755 




Glu Gly Ser 


Arg 


770 






Arg Ala 


Glu 


Asp 


785 






Gly Asp 


He 


Gin 


Tyr Ser 


Cys 


He 






820 


Phe Thr 


Lys 


Tyr 




835 




Glu Arg 


Phe 


Ser 


850 






Val Asp Ser 




865 






Pro Lys 


Lys 


AX A 


Gly Glu Glu 


Lys 






900 


Asp Glu Arg 


Ala 




915 




Ala Ser 


Ala 


Met 


930 







Arg * 

945 



Lys 


He 


Glu 


Ala 




630 






Thr 


Leu 


Tyr 


Phe 


645 








Pro 


Ser 


Leu 


Trp 


Leu 


Arg 


Val 


Pro 








680 


Glu 


Gin 


Ala 


Lys 






695 




He 


Leu 


Val 


Leu 




710 






Val 


Ala 


Hi9 


Asp 


725 








Leu 


Leu 


Val 


Val 


Val 


Ser 


Ala 


Lys 
< 








760 


Val 


Arg 


Arg 


Val 






775 




Tyr 


Gly 


Glu 


His 




790 






Val 


Val 


Ser 


Leu 


805 








Arcr 


Arcr 


Glu 


ASD 


Gly 


Gin 


Gly 


Phe 








840 


Leu 


Ser 


Thr 


Lys 






855 




Glu 


Thr 


Lvs 


Asn 




870 






• ^ v</ 






Ala 


885 








Gin 


Pro 


Gly 


Leu 


Ala 


Thr 


Gly 


Val 








920 


Ala 


Glu 


Gin 


Ser 






935 





Arg Ser Ala Glu 
635 

Ala Asp Thr Tyr 
650 

Ala Gly Thr Asn 
665 

Pro Ala .Glu Arg 

Glu He Gin Leu 

700 

Asp Gly His Ser 
715 

Leu Ser Lys Ser 
730 

Ser Glu Glu Gin 
745 

Leu Lys Leu Lys 

Ser Val Ala His 

780 

His Leu Ala Val 
795 

Pro Leu Leu Lys 
810 

Val Ser Gly He 
825 

Tyr Leu He Ser 

Trp Leu Val Glu 

860 

His Arg Pro Gly 
875 

Arg Asn Ser Gly 
890 

Val Met Glu Arg 
905 

His He Glu Pro 

Glu Trp Leu Ser 

940 



Asp 


Ser Phe 


Thr 






640 


Leu 


Lys Asp 


Ser 




655 




Gly Gly Thr 


He 




670 




Arg Met Asp 


Glu 


685 






Met 


His Arg 


Ala 


Val 


Pro Leu 


Pro 






720 


Pro 


Asp Met 


Gin 




735 




Phe Lys Val 


Phe 




750 




Leu 


Thr Ala 


Leu 


765 






Phe Gly Ser 


Arcr 


Leu 


Thr Asn 


Leu 






800 


Pro 


Gin Val 


Arg 




815 




Ala 


Ser Cys 


Val 




830 




Pro 


Ser Glu 


Phe 


845 






Pro 


Arg Cys 




Asn Gly Ala 


Glv 






n 0 n 


Thr 


Gin Ser 


Asp 




895 




Ala 


Leu Leu 


Ser 




910 




Pro 


Trp Gly 


Ala 


925 






Val 


Gin Ala 


Ala 



<210> 1900 

<211> 778 

<212> PRT 

<213> Homo sapiens 



<400> 1900 
Met Pro Leu Ala 
1 

Ala Trp Pro. Thr 

20 

Ser Met Gin Ala 

35 

Lys Leu Gin Glu 

50 • 

Val Val Gly Gly 
65 

Ser Leu Lys Glu 



Pro Thr Met Ala 
5 

Ser Pro Glu Ser 

Leu Ser Thr Val 

40 

Cys Gly Ala Arg 

55 

Phe Gly Ala Ala 
70 

Gly Ser Arg His 
85 



Pro Ala Pro Ala 
10 

Pro Val Val Ser 
25 

Pro Leu Asp Trp 

Pro Ala Met Glu 

60 

Ser Gly Glu Val 
75 

Phe Cys Gly Ala 
90 



Ala Pro Ser Thr 
15 

Thr Pro Thr Lys 
30 

Val Thr Val Pro 
45 

Lys Pro Thr Arg 

Pro Trp Gin Val 

80 

Thr Val Val Gly 
95 
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TrD 


Leu 


Leu 


Ser 


Ala 


Ala 


His 


Cvs 


Phe 


Asn 


His 


Thr 


Lvs 


Val 








100 










105 










110 






Glu 


Gin 


Val 


Arcr 


Ala 


His 


Leu 


Gly 


Thr 


Ala 


Ser 


Leu 
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Glu 

W Ja iX 


TjVC! 
y 0 


Ala 


Glu 
ox u 


Val 

V AX 










725 










730 










735 




Qlu 


Met 


Lvs 


Pro 


Asn 


OCX 


5?er 

OCX 


Prft 

f X W 


OCX 


Glu 


Val 

V AX 


Pro 


Glu 

wX IX 


Glv 
wx y 


Val 

VAX 


filar 

OCX 








740 










745 










750 






Glu 




Glu 


Glv 


Ala 

fXX A 


XICU 


ni n 

wXXl 


X Xc 


Q^r 

OCX 


Al a 

XVX A 


Al a 

nX A 


Pro 

XT X U 


Gl 11 

ox IX 


Pvo 

It X U 


TVi t* 

XxlX 


xiix 






755 










760 










765 








Val 


-TT X. 


Rlv 
vj J. jr 


AT*cr 




X xc 


Val 

V ctx 


Al A 
AX CI 


Val 

VAX 


Gl V 


OCX 


i*lC u 


Gl 11 

v9X U 


Gl 11 

OX ix 


al a 

aX A 


Va 1 

V AX 




HQ 










775 










780 










•L ^ w 


%^ u 


£^ X \J 




Aro 
ax y 


He 

X xc 


Pro 

J. X u 


Pro 

«r X u 


Pro 

Jk X w 


Pro 


XJC kX 


Ala 

^^X A 


^er 

OCX 


Val 

VAX 


AO^ 


ucu 


785 










790 










795 










0 U w 




Gill 






X X c 


<r XIC 


X IIX 


Gl U 
V3X U 


It X w 


XJC ix 


C X W 


C X u 


xrX U 


T .01 1 

XlC IX 


Gl 11 
ox IX 


Ph^ 










O \J J 










O X \/ 










81 R 
0x9 










XT Alc: 




Tie 

X Xc 


£rX w 


A QT^ 




-fixg 


Al a 

nX A 


Al a 

aX A 


C 0 Y" 
OCX 


VAX 


P*"0 
XT X U 


al 51 
aX A 








820 










825 










830 






w u 




J^Ct Li 




Val 

V CI il. 


xjjr s 


Gin 

wXXX 


T iVQ 

xj y t3 


xijr 9 


OCX 




Thr 
xxxx 


Pyo 
fx U 


nl n 

ox XI 


OCX 


Pyo 
X U 






O 










840 

o " v 










84 R 
0 T 








Sat" 






G Q -f^ 

OCX 


wcSX 


Gin 


Pro 


X XXX 


7\ CJTI 
AO XI 


OCX 


Al a 

aX A 




OCX 


XJ Jr Sa 


xjjr £> 


Py*o 
xrx I./ 




850 

w 










855 










860 

U W w 










Ala 






OCX 


Aqti 


r^vQ 


XJC LI 


Pro 

Xr Xw 


Ala 

X^X A 


Q^r 

OCX 


Ph A 

f xxc 


XJC IX 


Pro 


Pro 


Pro 
XT X w 


Gl n 
ox u 


865 










870 










875 










880 

\J w w 


Sell* 




AQn 


Ala 


Val 


Ala 


Ai»p 


OCX 


Glv 

w X jr 


Tie 

X X c 


Glu 

V3X IX 


Gl 11 

V7X U 


Val 

VAX 


AQn 


OCX 












885 

O O 










890 
<j \j 










895 
0 J -J 








M wX 


A^n 


His 

XaX 0 


His 

nx tj 


T*eu 


Glu 

wX LI 


Thr 

X XXX 


Thr 

X XXX 


O C X 


Thr 
xxxx 


Tl A 
X xc 


OCX 


Thr 
xxxx 


Val 

VAX 








900 










905 










910 








W w 


He 




TVir 


Leu 


Ser 


Ser 


Glu 

wX> iX 


Glv 

\3X Jf 


Glv 

wX Y 


Glu 


A^n 


Val 

VAX 




Thr 
xxxx 






915 

^ ^ ^ 










920 










925 








Cvs 




Val 


iyx 


Ala 


Asn 


Glv 


Gin 

VJX XI 


Ala 


Phe 

J> xxc 


Met 


Val 

V A^ 




XJ y s 


Pro 

f X w 


Pro 

XrX 




930 










935 










940 










Val 


Pro 


Pro 


Lvs 


Pro 


Lvs 


Met 


Lys 


Pro 


He 


He 


His 


Lys 


Ser 

U ^5 


Asn 


Ala 


945 










950 










955 










960 


Leu 


Tyr 


Gin 


Aso 


Ala 


Leu 


Val 


Glu 


Glu 


Asn 


Val 


Asp 


Ser 


Phe 


Val 


He 

Jb Jk w 










965 










970 










975 




Pro 


Pro 


Pro 


Ala 


Pro 


Pro 


Pro 


Pro 


Pro 


Gly 


Ser 


Ala 


Gin 


Pro 


Gly 


Met 








980 










985 










990 






Ala 


Lys 


Val 


Leu 


Gin 


Pro 


Arg 


Thr 


Ser 


Lys 


Leu 


Trp 


Gly 


Asp 


Val 


Thr 






995 








1000 








1005 








Glu 


He 


Lys 


Ser 


Pro 


He 


Leu 


Ser 


Gly 


Pro 


Lys 


Ala 


Asn 


Val 


He 


Ser 


1010 








1015 








1020 










Glu 


Leu 


Asn 


Ser 


He 


Leu 


Gin 


Gin 


Met 


Asn 


Arg Glu Lys 


Leu 


Ala 


Lys 


L025 








1030 








1035 








1040 


Pro Gly 


Glu 


Gly 


Leu Asp 


Ser 


Pro 


Met 


Gly Ala Lys 


Ser 


Ala 


Ser 


Leu 



1045 1050 1055 



Ala Pro Arg Ser Pro Glu He Met Ser Thr He Ser Gly Thr Arg Ser 

1060 1065 1070 

Thr Thr Val Thr Phe Thr Val Arg Pro Gly Thr Ser Gin Pro He Thr 
1075 1080 1085 
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Leu Gin Ser Arg Pro Pro Asp Tyr Glu Ser Arg Thr Ser Gly Thr Arg 

1090 1095 1100 

Arg Ala Pro iser Pro Val Val Ser Pro Thr Glu Met Asn Lys Glu Thr 
1105 1110 1115 1120 

Leu Pro Ala Pro Leu Ser Ala Ala Thr Ala Ser Pro Ser Pro Ala Leu 

1125 ' 1130 1135 

Ser Asp Val Phe Ser Leu Pro Ser Gin Pro Pro Ser Gly Asp Leu Phe 

1140 1145 1150 

Gly Leu Asn Pro Ala Gly Arg Ser Arg Ser Pro Ser Pro Ser lie Leu 

1155 1160 1165 

Gin Gin Pro lie Ser Asn Lys Pro Phe Thr Thr Lys Pro Val His Leu 

1170 1175 1180 

Trp Thr Lys Pro Asp Val Ala Asp Trp Leu Glu Ser Leu Asn Leu Gly 
1185 1190 1195 1200 

Glu His Lys Glu Ala Phe Met Asp Asn Glu He Asp Gly Ser His Leu 

1205 1210 1215 

Pro Asn Leu Gin Lys Glu Asp Leu He Asp Leu Gly Val Thr Arg Val 

1220 1225 1230 

Gly His Arg Met Asn He Glu Arg Ala Leu Lys Gin Leu Leu Asp Arg 
1235 1240 1245 1248 



<210> 1903 
<211> 355 
<212> PRT 

<213> Homo sapiens 



<400> 1903 

Met Asn Leu Leu Thr Leu Asp Val Lys Lys Lys He Lys Glu Val Thr 

15 10 15 

Glu Glu Val Ala Asn Lys Val Ser Cys Ala Met Thr Asp Glu He Cys 

20 25 30 

Arg Leu Ser Val Leu Val Asp Glu Phe Cys Ser Glu Phe His Pro Asn 

35 40 45 

Pro Asp Val Leu Lys He Tyr Lys Ser Glu Leu Asn Lys His He Glu 

50 55 60 

Asp Gly Met Gly Arg Asn Leu Ala Asp Arg Cys Thr Asp Glu Val Asn 
65 70 75 80 

Ala Leu Val Leu Gin Thr Gin Gin Glu He He Glu Asn Leu Lys Pro 

85 9a 95 

Leu Leu Pro Ala Gly He Gin Asp Lys Leu His Thr Leu He Pro Cys 

100 105 110 

Lys Lys Phe Asp Leu Ser Tyr Asn Leu Asn Tyr His Lys Leu Cys Ser 

115 120 125 

Asp Phe Gin Glu Asp He Val Phe Arg Phe Ser Leu Gly Trp Ser Ser 

130 135 140 

Leu Val His Arg Phe Leu Gly Pro Arg Asn Ala Gin Arg Val Leu Leu 
145 150 155 160 

Gly Leu Ser Glu Pro He Phe Gin Leu Pro Arg Ser Leu Ala Ser Thr 

165 170 175 

Pro Thr Ala Pro Thr Thr Pro Ala Thr Pro Asp Asn Ala Ser Gin Glu 

180 185 190 

Glu Leu Met He Thr Leu Val Thr Gly Leu Ala Ser Val Thr Ser Arg 

195 200 205 

Thr Ser Met Gly He He He Val Gly Gly Val He Trp Lys Thr He 

210 215 220 

Gly Trp Lys Leu Leu Ser Val Ser Leu Thr Met Tyr Gly Ala Leu Tyr 
225 230 235 240 

Leu Tyr Glu Arg Leu Ser Trp Thr Thr His Ala Lys Glu Arg Ala Phe 

• 245 . 250 255 
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Lys 


Gin 


Gin 


Phe 
260 


Val 


Asn 


Tyr 


Ala 


Thr 
265 


Glu 


Lys Leu Arg Met 

270 


He 


Val 


Ser 


Ser 


Thr 
275 


Ser 


Ala 


Asn 


Cys 


Ser 
280 


His 


Gin 


Val Lys Gin Gin 
285 


He 


Ala 


Thr 


Thr 
290 


Phe 


Ala 


Arg 


Leu 


Cys 
295 


Gin 


Gin 


Val 


Asp He Thr Gin 
300 


Lys 


Gin 


Leu 


Glu 


Glu 


Glu 


He 


Ala 


Arg 


Leu 


Pro 


Lys 


Glu He Asp Gin Leu Glu 


305 










310 










315 




320 


Lys 


He 


Gin 


Asn 


Asn 


Ser Lys 


Leu 


Leu 


Arg 


Asn Lys Ala Val 


Gin 


Leu 










325 










330 




335 




Glu 


Asn 


Glu 


Leu 
340 


Glu 


Asn 


Phe 


Thr 


Lys 
345 


Gin 


Phe Leu Pro Ser 

350 


Ser 


Asn 



Glu Glu Ser 



355 



<210> 1904 

<211> 245 

<212> PRT 

<213> Homo sapiens 



<400> 1904 



Met 


Asn 


Leu 


Leu 


Thr 


Leu Asp 


Val 


Lys 


Lys 


Lys He 


Lys Glu Val Thr 


1 








5 










10 




15 


Glu 


Glu 


Val 


Pro 


Asn 


Lys 


Val 


Ser 


Cys 


Ala 


Met Thr Asp Glu He Cys 








20 










25 






30 


Arg 


Leu 


Ser 


Val 


Leu 


Val 


Asp 


Glu 


Phe 


Cys 


Ser Glu 


Phe His Pro Asn 






35 










40 








45 


Pro 


Asp 


Val 


Leu 


Lys 


He 


Tyr 


Lys 


Ser 


Leu 


Pro Arg Ser Leu Ala Ser 




50 










55 








60 




Thr 


Pro 


Thr 


Ala 


Pro 


Thr 


Thr 


Pro 


Ala 


Thr 


Pro Asp Asn Ala Ser Gin 


65 










70 










75 


80 


Glu 


Glu 


Leu 


Met 


He 


Thr 


Leu 


Val 


Thr 


Gly 


Leu Ala 


Ser Val Thr Ser 










85 










90 




95 


Arg 


Thr 


Ser 


Met 


Gly 


He 


He 


He 


Val 


Gly 


Gly Val 


He Trp Lys Thr 








100 










105 






110 


He 


Gly 


Trp 


Lys 


Leu 


Leu 


Ser 


Val 


Ser 


Leu 


Thr Met 


Tyr Gly Ala Leu 






115 










120 


f 






125 


Tyr 


Leu 


Tyr 


Glu 


Arg 


Leu 


Ser 


Trp 


Thr 


Thr 


His Ala 


Lys Glu Arg Ala 




130 










135 








140 




Phe 


Lys 


Gin 


Gin 


Phe 


Val 


Asn 


Tyr Ala Thr 


Glu Lys 


Leu Arg Met He 


145 










150 










155 


160 


Val 


Ser 


Ser 


Thr 


Ser 


Ala 


Asn 


Cys 


Ser 


His 


Gin Val 


Lys Gin Gin He 










165 










170 




175 


Ala 


Thr 


Thr 


Phe 


Ala 


Arg Leu 


Cys 


Gin 


Gin 


Val Asp 


He Thr His Lys 








180 










185 






190 


Gin 


Leu 


Glu 


Glu 


Glu 


He 


Ala 


Arg 


Leu 


Pro 


Lys Glu He Asp Gin Leu 






195 










200 








205 


Glu 


Lys 


He 


Gin 


Asn 


Asn 


Ser 


Lys 


Leu 


Leu 


Arg Asn Lys Ala Val Gin 




210 










215 








220 




Leu 


Glu 


Asn 


Glu 


Leu 


Glu 


Asn 


Phe 


Thr Lys 


Gin Phe 


Leu Pro Ser Ser 


225 










230 










235 


240 


Asn 


Glu 


Glu 


Ser 


* 

















244 



<210> 1905 
<211> 276 
<212> PRT 

<213> Homo sapiens 
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<400> 1905 








Met 


Thr 


Asp 


Asp 


Lys 


Asp Val Leu 


Arg 


1 








5 






Pro 


Thr 


Cys 


Phe 


Thr 


Leu Tyr Gin 


Asp 








20 




• 


25 


Glu 


Pro 


Tyr 


Tyr 


Leu 


Leu Leu Pro 


Arg 






35 






40 




Thr 


Asp 


Lys 


Val 


Lys 


Lys His Phe 


Gin 




50 








55 




He 


Ser 


Glu 


He 


Trp 


Phe Glu Tyr 


Glu 


65 










70 




Tyr 


Pro 


He 


Gly Leu 


Leu Phe Asp 


Leu 










85 






Pro Trp 


Asn 


He 


Thr 


Val His Phe 


Lys 








100 






105 


Leu 


His 


Cys- 


Pro 


Ser 


Lys Asp Ala 


He 






115 






120 




Met 


Lys 


Glu 


Ala 


Asp 


Ala Leu Lys 


His 




130 








135 




Met 


Gin 


Lys 


Lys 


Asp 


His Lys Gin 


Leu 


145 










150 




Arg 


Phe 


Asp 


Gin 


Phe 


Trp Ala He 


Asn 










165 






Ala 


Glu 


Glu 


Asn Gly 


Phe Arg Tyr 


He 








180 






185 


Thr 


Thr 


Glu 


Arg 


Pro 


Phe He Gin 


Lys 






195 






200 




Asp Gly 


Gin 


Leu 


His 


Thr Leu Gly 


Asp 




210 








215 




Ser 


Ala 


He 


Asp 


Pro 


Glu Asp Gly 


Glu 


225 










230 




His Gly 


He 


Glu 


Pro 


Met Leu Glu 


Thr 










245 






His 


Leu 


Ser 


Tyr 


Pro 


Asp Asn Phe 


Leu 








260 






265 


Pro 


Thr 


Asp 


* 









275 



<210> 1906 
<211> 128 
<212> PRT 

-<213> Homo sapiens 



<400> 1906 



Met 


Cys 


Pro 


Leu 


Pro 


Leu 


Ala 


Ala Ala 


1 








5 








Pro 


Leu 


Arg 


Leu 


Leu 


Asn Arg Gly Leu 








20 








25 


Gin 


Ser 


Leu 


Lys 


Ser 


Val 


Asp Tyr Glu 






35 










40 


Val 


Cys 


Phe 


Arg Met 


Tyr 


Thr 


Glu Asp 




50 










55 




Val 


Gly 


Trp 


Val 


Lys 


Asn 


Thr 


Ser Lys 


65 










70 






Gin Gly 


Pro 


Glu Asp 


Lys 


Val 


Asn Ser 










85 








Val Gly 


Ser 


Pro 


Ser 


Ser 


Arg 


He Asp 








100 








105 


Lys 


Thr 


He 
115 


Ser 


Lys 


Leu 


Glu 


Tyr Ser 
120 
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Asp 


Val 


Trp Phe Gly 


Arg 


He 


10 






15 




Glu 


He 


Thr Glu Arg 


Glu 


Ala 






30 






Val 


Ser 


Tyr Leu Thr 


Leu 


Val 






45 






Lys 


Val 


Met Arg Gin 


Glu 


Asp 






60 






Gly 


Thr 


Pro Leu Lys 


Trp 


His 




75 






80 


Leu 


Ala 


Ser Ser Ser 


Ala 


Leu 


90 






95 




Ser 


Phe 


Pro Glu Lys 


Asp 


Leu 






110 






Glu 


Ala 


His Phe Met 


Ser 


Cys 






125 






Lys 


Ser 


Gin Val He 


Asn 


Glu 






140 






Trp 


Met 


Gly Leu Gin 


Asn 


Asp 




155 






160 


Arg 


Lys 


Leu Met Glu 


Tyr 
* * 


Pro 


170 






175 




Pro 


Phe 


Arg He Tyr 


Gin 


Thr 






190 






Leu 


Phe 




Ala 


Ala 






205 






Leu 


Leu 


Lys Glu Val 


Cys 


Pro 






220 






Lys 


Lys 


Asn Gin Val 


Met 


He 




235 






240 


Pro 


Leu 


Gin Trp Leu 


Ser 


Glu 


250 






255 




His 


He 


Ser He He 


Pro 


Gin 






270 







Ala Val Ala Ala Pro Arg Ala 

10 15 
Ala Ala Ala Met Ser Thr Ala 

30 

Val Phe Gly Arg Val Gin Gly 

45 

Glu Ala Arg Lys He Gly Val 
60 

Gly Thr Val Thr Gly Gin Val 
75 80 
Met Lys Ser Trp Leu Ser Lys 

90 95 
Arg Thr Asn Phe Ser Asn Glu 

110 

Asn Phe Ser He Arg Tyr * 

125 127 
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<210> 1907 

<211> 287 

<212> PRT 

<213> Homo sapiens 



<400> 1907 
Met Ser Ala Pro 
1 

^Ala Arg Leu Lys 

20 

Leu Gly Asp Ser 
35 

Pro Leu Val Phe 

Ser Leu Val Ser 
65 

Ala Leu lie Thr 

Gin Lys Glu His 

100 

Val Gin Pro Leu 
115 

Gin Leu Ser Gly 
130 

Arg Leu Ser Glu 
145 

Lys Thr Arg Asn 

Gly Ser Val Met 

180 

Cys Gin lie Gly 
195 

Leu Arg Val Ser 
210 

Arg Ser Gin Pro 
225 

lie Leu Asp Gly 

Lys Pro Thr Arg 

260 

Gin Gly Gin Gin 
275 



Leu 


Asp Ala Ala 


5 




Met 


Arcr Leu Tro 


Pro 


Lvs AsD Lvs 




/ 40 


Arg 


Gly His Thr 




55 


Asn 


Leu Aya Tie* 




70 


Phe 


Asn Asn Ptt) 


85 




Thr 


Asn 

Jii>LC X^49Xlk 


Glu 


Ti^ii 13T*n Vfot" 




120 


Arg 


Arg Val Leu 




135 

W w 




\jxu jjeu ijeu 




i50 


Gly 


Gly Gly Asp 


165 




Leu 


Gly Phe Ala 


Gin 


Phe Thr Val 




200 


Pro 


Tyr Val Asn 




215 


Val 


Pro Arg Ser 




230 


Pro 


Glu Leu His 


245 




Gly 


Gly Gly Glu 


Gly 


Leu Ala Val 




280 



Leu His Ala Leu 
10 

Asp Leu Gin Gin 

25 

Val Pro Phe Ser 

Gin Gin Asp Pro 

60 

His Cys Pro Leu 
75 

Lys Val Ala Glu 
90 

Glu Glu Cys Arg 
105 

Val Thr Thr lie 

Val Thr Gly Phe 

140 

Asp Lys Leu Glu 
155 

Val Asp Val Arg 
170 

Arg Asp Gly Val 
185 

Pro Leu Gly Gly 

Gly Glu He Gin 

220 

Val Leu Val Leu 
235 

Asp Val Leu Glu 
250 

Val Glu Ala Leu 
265 

Phe Thr Ser Glu 



Gin Glu Glu Gin 
15 

Leu Arg Lys Glu 
30 

Val Pro Lys lie 
45 

Glu Val Pro Lys 

Leu Ala Gly Ser 

80 

Gin Val Leu Gin 
95 

Leu Arg Val Gin 
110 

Gin Val Ser Ser 
125 

Pro Ala Ser Leu 

He Phe Phe Gly 

160 

Glu Leu Leu Pro 
175 

Ala Gin Arg Leu 
190 

Gin Gin Val Pro 
205 

Lys Ala Glu He 

Asn He Pro Asp 

240 

He His Phe Gin 
255 

Thr Val Val Pro 

270 
Ser Gly * 
285 286 



<210> 1908 

<211> 135 

<212> PRT 

<213> Homo sapiens 



<400> 1908 
Met Met Lys Cys Pro Gin Ala Leu 

1 5 
Ser Trp Val Ser Ser Glu Asp Lys 

20 

Val Val His Glu Gly Asp Thr Val 
35 40 
Thr Asn Phe Arg Ser Leu Leu Trp 
50 55 



Leu Ala He Phe Trp Leu Leu Leu 

10 15 
Val Val Gin Ser Pro Leu Ser Leu 

25 30 
Thr Leu Asn Cys Ser Tyr Glu Val 

45 

Tyr Lys Gin Glu Lys Lys Ala Pro 

60 
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Thr 


Phe 

^ ^^^^ 


Leu 


Phe 


Met 


Leu 


Thr 


Ser 


65 










70 






Arg 


Leu 


Ser 


Ser 


He 


Leu 


Asp 


Lys 










85 








lie 


Thr 


Ala 


Thr 


Gin 


Thr 


Gly 


Asp 








100 










Glu 


Ala 


Gin 


Cys 


Ser 


Leu 


Val 


Thr 






115 










120 


Ala 


Glu 


Ala 


Leu 


Gin 


Leu 


* 






130 








134 








<210> 1909 












<211> 416 












<212> PRT 












<213> Homo 


sapiens 








<400> 1909 










Met 


1j6U 


Trp 


C A ^ 


oxy 


ijys 




Arcr 


1 








e 








Pro 






ijeu 


Arg 


vaj. 




V fit .1, 


















Seir 




Tl a 


r\Sp 


Pro 


ser 


Met 


Glv 
















40 


Gin 




VolX 


nXa 


irne 


TV M v% 

ASp 




Ala 




50 










55 




Ala 


CJI 11 


irp 


TV CT^ 


vjxn 


Jbys 


Glu 




65 










70 






Ala 






T .Oil 


laxy 


DViA 

iriie 


Glv 


Glv 

w Jf 










O 3 








Glv 


Cat* 


wX 


XR5U 


G A V* 

oer 


Arg 












100 

•L w w 










Ala 


'PVit* 






XUX 


C A V* 

OCX 


Thr 


Thir 






115 










120 


Cvs 


Ala 


Trp 


Met 


XX6 


i4Sp 




Phe 

£^XXw 




130 










135 




Phe 


Cys 


Pro 


Pro 


Leu 


Cys 


Thr 

A ail 


Met 


145 










150 








Glu 


Pro 


Gly 


Ser 


Gly 














165 








Lvs 


Lys 


Gin 


Gly 


Asp 


His 


Tvr 


He 








180 










Ser 


Gly 


Ala 


Gly 


Glu 


Ser 


ASD 


He 






195 










200 


Glv 


Pro 


Gly 


Pro 


Lys 


Gly 


He 


Ser 




210 










215 




Pro 


Gly 


Leu 


Ser 


Phe 


Gly 


Lvs 


Lvs 


225 










230 






Gin 


Pro 


Thr 


Arg 


Ala 


Val 


He 


Phe 










245 








Asn 


Arg 


He 


Gly 


Ser 


Glu 


Glv 


Gin 








260 










Leu. 


Asn 


Gly 


Gly 


Arg 


He 


Asn. 


He 






275 










280 


His 


Ala 


Ser 


Val 


He 


Leu 


Thr 


Arg 




290 










295 




Phe 


Gly 


Glu 


Pro 


Leu 


Ala 


Ser 


Asn 


305 










310 






Asp 


Met 


Ala 


Thr 


Arg 


Leu 


Val 


Ala 










325 








Ala 


Val 


Ala 


Leu 


Gin 


Glu 


Glu 


Arg 



340 



Ser 


Gly 


He Glu Lys 


Lys 


Ser Gly 






75 




80 


Lys 


Glu 


Leu Ser Ser 


He 


Leu Asn 




90 






95 


Ser 


Ala 


He Tyr Leu 


Cys 


Ala Val 


105 






110 




Cvs 


Ser 


Leu Tvr Ser 


Asn 


Ser Thr 






125 






Phe 


Glv 


Al a Ai^cr Tj^tj 


Gly Cys Leu 




10 






15 


Gin 




Glv His Ayo 

W^Jr MAS flUbM 


Ser 


Leu Thr 


25 






30 




Leu 




Gill fllii Ol n 


Lys 


Glu Phe 












Ala 


AJ.y 


Glu Met Ala 


Pro 


Asn Met 






60 










Val As-n Val 
vcxx jno^ vcsix 


Met 


Arg Lys 






75 




80 


Val 


j.yx 


Tl f> Gin THt" 

XJUC W.LXX XXXJU 


Asp 


Val Gly 




90 






95 


Thr 




Val Tl*a Php» 

V CL J. XJ.CS f XXC 


Glu 


Ala Leu 


105 






110 




Ala 


Tvy 


Tl f» Sp»r* Tl 

t>7CX JU-L.C 


His 


Asn Met 






125 






Glv 




Glu Glu Gin 


Arg 


His Lys 






140 






Glu 




Php Al a j?(3r* 

iTJIA^ l9«SJb 


Tyr 


Cys Leu 






155 




160 


Ala 


Ala 


S^i" Ij^ii Tif*ti 


Thr 


Ser Ala 




170 






175 


Leu 


Asn 


Glv Sei" TjVQ 


Ala 


Phe He 


185 






190 




Tvr 


Val 


Val Mftt r*vc! 


Arg Thr Gly 






205 






Cys 


He 

«ib 4^ 


Val Val Glu 


Lys Gly Thr 






220 






Glu 


Lvs 


Lvs Val Glv 


Trp 


Asn Ser 






235 




240 


Glu 


AsD 


Cvs Ala Val 


Pro 


Val Ala 




250 






255 


Gly 


Phe 


Leu He Ala 


Val 


Arg Gly 


265 






270 




Ala 


Ser 


Cvs Ser Leu 


Gly Ala Ala 






285 






TV on 


AXS 


ueu xisn Vax 


Arg Lys Gin 






300 






Gin 


Tyr 


Leu Gin Phe 


Thr 


Leu Ala 






315 




320 


Ala 


Arg 


Leu Met Val 


Arg Asn Ala 




330 






335 


Lys 


Asp 


Ala Val Ala 


Leu 


Cys Ser 


345 






350 
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Met 


Ala 


Lys 


Leu 


Phe Ala Thr Asp 


Glu Cys 


Phe 


Ala 


He 


Cys Asn Gin 






355 




360 








365 




Ala 


Leu 


Gin 


Met 


His Gly Gly Tyr 


Gly Tyr 


Leu 


Lys Asp 


Tyr Ala Val 




370 






375 






380 






Gin 


Gin 


Tyr 


Val 


Arg Asp Ser Arg 


Val His 


Gin 


He 


Leu Glu Gly Ser 


385 








390 




395 






400 


Asn 


Glu 


Val 


Met 


Arg He Leu He 


Ser Arg 


Ser 


Leu 


Leu 


Gin Glu * 










405 


410 








415 



<210> 1910 
<211> 282 
<212> PRT 

<213> Homo sapiens 





<400> 1910 












Met 


Ser 


Gin 


Pro 


Arg 


Thr Pro Glu 


Gin 


Ala 


Leu Aso Thr Pro GTv A^n 


1 








5 






10 




Cys 


Pro 


Pro 


Gly 


Arg 


Arg Asp Glu 


Asp Ala 


Glv Glu Glv He Gin CVs 








20 






25 






Ser 


Gin 


Arg 


Met 


Leu 


Ser Phe Ser 


Asp Ala 


Leu Leu Ser H© Tl» A.la 






35 






40 








Thr 


Val 


Met 


He 


Leu 


Pro Val Thr 


His 


Thr 


Glu He Ser Pro Gin Gin 




50 








55 






60 


Gin 


Phe 


Asp 


Arg 


Ser 


Val Gin Arg 


Leu 


Leu 


Ala Thr Ara He Ala Val 


65 










70 






75 fiO 


Tyr 


Leu 


Met 


Thr 


Phe 


Leu He Val 


Thr 


Val 


Ala Tm Ala Ala Hica Thr 










85 






90 




Arg 


Leu 


Phe 


Gin 


Val 


Val Gly Lys 


Thr Asp 


Asp Thr Leu Ala Leu Leu 








100 






105 




110 


Asn 


Leu 


Ala 


Cys 


Met 


Lys Thr He 


Thr 


Phe 


Leu Pro Tyr Thr Phe Ser 






115 






120 






125 


Leu 


Met 


Val 


Thr 


Phe 


Pro Asp Val 


Pro 


Leu 


Gly He Phe Leu Phe Cys 




130 








135 






140 


Val 


Cys 


Val 


He 


Ala 


He Gly Val 


Val 


Gin 


Ala Leu He Val Gly Tyr 


145 










150 






155 160 


Ala 


Phe 


His 


Phe 


Pro 


His Leu Leu 


Ser 


Pro 


Gin He Gin Arg Ser Ala 










165 






170 


175 


His 


Arg 


Ala 


Leu 


Tyr 


Arg Arg His 


Val 


Leu 


Gly He Val Leu Gin Gly 








180 






185 




190 


Pro 


Ala 


Leu 


Cys 


Phe 


Ala Ala Ala 


He 


Phe 


Ser Leu Phe Phe Val Pro 






195 






200 






205 


Leu 


Ser 


Tyr 


Leu 


Leu 


Met Val Thr 


Val 


He 


Leu Leu Pro Tyr Val Ser 




210 








215 






220 


Lys 


Val 


Thr 


Gly 


Trp 


Cys Arg Asp 


Arg Leu 


Leu Gly His Arg Glu Pro 


225 










230 






235 240 


Ser 


Ala 


His 


Pro 


Val 


Glu Val Phe 


Ser 


Phe 


Asp Leu His Glu Pro Leu 










245 






250 


255 


Ser 


Lys 


Glu 


Arg 


Val 


Glu Ala Phe 


Ser Asp 


Gly Val Tyr Ala He Val 








260 






265 




270 


Ala 


Thr 


Leu 


Leu 


He 


Leu Asp He 


Trp 


■k 








275 






280 


281 







<210> 1911 

<211> 343 

<212> PRT 

<213> Homo sapiens 



<400> 1911 
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Met Gin Ala Val 
1 

Cys Thr Arg Asp 

20 

Thr Val Leu Phe 
35 

lie Phe Phe Gin 
50 

Asn Thr Val lie 
65 

He Leu Ser Asp 

Cys Gin Val Thr 

100 

Ser Phe Leu Gly 
115 

Pro Phe Lys Thr 
130 

Ser Val Val He 
145 

He Leu Thr Asn 

Phe Leu Lys Ser 

180 

He Cys Gin Val 
195 

Tyr Thr Leu He 
210 

Gly Val Gly Lys 
225 

He He Ala Val 

He Pro Tyr Thr 

260 

Glu Asn Thr Leu 
275 

Leu Asn Ala Cys 
290 

Phe Arg Asn Ser 
305 

Ser Leu Ser Gin 

Asn Glu Glu Thr 

340 



Asp 


Asn 


Leu 


Thr 


5 








Tyr 


Lys 


He 


Thr 


Phe 


Val 


Gly 


Leu 








40 


He 


Arg 


Ser 


Lys 






55 




Ser 


Asp 


Leu 


Leu 




70 






Ala 


Lys 


Leu 


Gly 


85 








Ser 


Val 


He 


Phe 


Leu 


He 


Thr 


He 








120 


Ser 


Asn 


Pro 


Lys 






135 




Trp 


Ala 


Phe 


Met 




150 






ArQ 


Gin 


Pro 


Ara 


165 








Glu 


Phe 


Glv 


Leu 


He 

«U imm 


Phe 


Tro 


He 

Jk iJIm ^Mi 








200 


Thr 


Lys 


Glu 


Leu 






215 




Val 


Pro 


Arcr 


Lvs 




230 






Phe 


Phe 


He 


Cvs 


245 








Leu 


Ser 


Gin 


Thr 


Phe 


Tvr 

* Jr ^ 


Val 


Lvs 








280 


JJCSU 






IrXle 






295 




Leu 


He 


Ser 


Met 




310 






Asp 


Asn 


Arg 


Lys 


325 








Pro 


Met 


* 






342 







Ser Ala Pro Gly 
10 

Gin Val Leu Phe 
25 

He Thr Asn Gly 

Ser Asn Phe He 

60 

Met He Leu Thr 
75 

Thr Gly Pro Leu 
90 

Tyr Phe Thr Met 
105 

Asp Arg Tyr Gin 

Asn Leu Leu Gly 

140 

Phe Leu Leu Ser 
155 

Asp Lys Asn Val 
170 

Val Trp His Glu 
185 

Asn Phe Leu He 

Tyr Arg Ser Tyr 

220 

Lys Val Asn Val 
235 

Phe Val Pro Phe 
250 

Arg Asp Val Phe 
265 

Glu Ser Thr Leu 

He Tyr Phe Phe 

300 

Leu Lys Cys Pro 
315 

Lys Glu Gin Asp 
330 



Asn 


Thr Ser Leu 




15 


Pro 


Leu Leu Tyr 




30 


Leu 


Ala Met Arg 


45 




He 


Phe Leu Lys 


Phe 


Pro Phe Lvs 




80 


Arg 


Thr Phe Val 




95 


Tyr 


He Ser He 




110 


Lys 


Thr Thr Arc 


125 




Ala 


Lvs He Leu 


Leu 


Pro Asn Met 




160 


Lys 


Lys Cys Ser 




175 


He 


Val Asn Tvr 




190 


Val 


lie Val Cvs 


205 




Val 


Arcr Thr Ara 


Lvs 


Val Phe He 




240 


His 


Phe Ala T^g 




255 


ASD 


Cvs Thr Ala 




270 


X J^p 


ijcu ixir oer 


285 




Leu 


Cys Lys Ser 


Asn 


Ser Ala Thr 




320 


Gly 


Gly Asp Pro 




335 



<210> 1912 
<211> 141 
<212> PRT 

<213> Homo sapiens 



<400> 1912 



Met Val His Leu 


Thr Pro 


Glu 


Glu 


1 


5 






Gly Lys Val Asn 


Val Asp 


Glu 


Val 


20 








Leu Val Val Tyr 


Pro Trp 


Thr 


Gin 


35 






40 


Leu Ser Thr Pro 


Asp Ala 


Val 


Met 


50 




55 




Gly Lys Lys Val 


Leu Gly 


Ala 


Phe 


65 


70 







Lys Ser Ala Val Thr Ala Leu Trp 

10 15 
Gly Gly Glu Ala Leu Gly Arg Leu 

25 30 
Arg Phe Phe Glu Ser Phe Gly Asp 

45 

Gly Asn Pro Lys Val Lys Ala His 

60 

Ser Asp Gly Leu Ala His Leu Asp 
75 80 
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Asn Leu Lys Gly Thr Phe Ala Thr Leu Ser Glu Leu His Cys Asp Lys 

85 90 95 

Leu His Val Asp Pro Glu Asn Phe Arg Leu Leu Gly Asn Val Leu Val 

100 105 110 

Cys Val Leu Ala His His Phe Gly Lys Glu Phe Thr Pro Pro Val Ala 

115 120 125 

Gly Leu Pro lie Arg Lys Leu Val Ala Gly Cys Gly * 
130 135 140 



<210> 1913 
<211> 556 
<212> PRT 

<213> Homo sapiens 



<400> 1913 



Met 


Pro 


Thr 


Thr 


X 








Pile 


Pne 


Gin 


Lys 








20 


Pne 


Ala 


Pro 


He 






35 




His 


Arg 


Cys 


Arg 




50 






Trp 


Ser 


Pro 


Ala 


65 








Ala 


Gly 


Glu 


Til 

Ala 


Asn 


GXn 


Ser 


Thr 








xuu 


TV 

Asn 


Arg 


A. 

oer 


1^ ^^^^ 
Arg 






115 




Glu 


Thr 


Pro 


Gly 




J. o u 








G a V 


Trp 




x*x ^ 








Pne 


He 


Gly 


Ser 


Lys 


Leu 


Cys 


Leu 








180 


Leu 


Met 


Ala 


He 






195 




He 


Gin 


Gly 


Leu 




210 






He 


Thr 


Glu 


Phe 


225 








Tyr 


Gin 


Val 


Ala 


Tyr 


Ala 


Leu 


Pro 








260 


Asn 


Phe 


Phe 


Phe 






275 




Trp 


Leu 


He 


Ser 




290 






His 


He 


Ala 


Lys 


305 








Leu 


Arg 


lieu 


Glu 


Asp 


Leu 


Val 


Arg 








340 


Tyr 


Asn 


Trp 


Phe 






355 





Val 


Asp 


TV 

Asp 


Val 


5 








Gin 


Met 


Pne 


Pne 


Tyr Val 


Gly 


He 










O M» 

ber 


Pro 


Gly 


Val 






55 








Leu 


Asn 




70 








irro 


Arg 


Gin 










Phe 


Asp 


Cys 


val 


Leu 


Pro 


Leu 


vjiy 








ion 


Ser 


Ser 


jLie 


vai 






135 




Leu 


Asp 


Leu 


Phe 




150 






Met 


Ser 


He 


Gly 


165 








Leu 


Thr 


Thr 


Val 


Ser 


Pro 


Thr 


Tyr 








200 


Val 


Ser 


Lys 


Ala 






215 




Val 


Gly 


Arg 


Arg 




230 






Tyr 


Thr 


Val 


Gly 


245 








His 


Trp 


Arg 


Trp 


Leu 


Leu 


Tyr 


Tyr 








280 


Gin 


Asn 


Lys 


Asn 






295 




Lys 


Asn 


Gly 


Lys 




310 






Glu 


Glu 


Thr 


Gly 


325 








Thr 


Pro 


Gin 


He 


Thr 


Ser 


Ser 


Val 



360 



Leu 


Glu 


His 


Gly 










Lieu 


Leu 


Ala 


Leu 










vai 


pne 


Leu Gly 


Ala 


Glu 


Leu 


Ser 








60 


Tyr 


Thr 


Val 


Pro 






75 




Cys 


Arg 


Arg 


Tyr 










Asp 


^^^^^^ 

pro 


Leu 


Ala 










irro 


Cys 


Arg 


Asp 


xxir 


VjXU 


Phe 


Asn 








140 




oer 


Ser 


Val 






155 




Tyr 


He 


Ala 


Asp 




170 






Leu 


He 


Asn 


Ala 


185 








Thr 


Trp 


Met 


Leu 


Gly 


Trp 


Leu 


He 








220 


Tyr 


Arg 


Arg 


Thr 






235 




Leu 


Leu 


Val 


Leu 




250 






Leu 


Gin 


Phe 


Thr 


265 








Trp 


Cys 


He 


Pro 


Ala 


Glu 


Ala 


Met 








300 


Ser 


Leu 


Pro 


Ala 






315 




Lys 


Lys 


Leu 


Asn 




330 






Arg 


Lys 


His 


Thr 


345 








Leu 


Tyr 


Gin 


Gly 



Gly Glu Phe His 
15 

Leu Ser Ala Thr 
30 

Phe Thr Pro Asp 
45 

Leu Arg Cys Gly 

Gly Pro Gly Pro 

80 

Glu Val Asp Trp 
95 

Ser Leu Asp Thr 
110 

Gly Trp Val Tyr 
125 

Leu Val Cys Ala 

Asn Val Gly Phe 

160 

Arg Phe Gly Arg 
175 

Ala Ala Gly Val 
190 

He Phe Arg Leu 
205 

Gly Tyr He Leu 

Val Gly He Phe 

240 

Ala Gly Val Ala 

255 

Val Ala Leu Pro 
270 

Glu Ser Pro Arg 
285 

Arg He He Lys 

Ser Leu Gin Arg 

320 

Pro Ser Phe Leu 
335 

Met He Leu Met 
350 

Leu He Met His 
365 
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Met 


Qly 


Leu 


Ala 


Gly Asp Asn He 


Tyr Leu Asp 


Phe 


Phe Tyr Ser Ala 




370 






375 




380 




Leu 


Val 


Glu 


Phe 


Pro Ala Ala Phe 


Met He He 


Leu 


Thr He Asp Arg 


385 








390 


395 




400 


He 


Gly 


Arg 


Arg 


Tyr Pro Trp Ala 


Ala Ser Asn 


Met 


Val Ala Gly Ala 










405 


410 




415 


Ala 


Cys 


Leu 


Ala 


Ser Val Phe He 


Pro Gly Asp Leu Gin Trp Leu Lys 








420 




425 




430 


He 


He 


He 


Ser 


Cys Leu Gly Arg 


Met Gly He 


Thr 


Met Ala Tyr Glu 






435 




440 






445 


He 


Val 


Cys 


Leu 


Val TVsn Ala Glu 


Leu Tyr Pro 


Thr 


Phe He Arg Asn 




450 






455 




460 




Leu 


Gly 


Val 


His 


He Cys Ser Ser 


Met Cys Asp 


He 


Gly Gly He He 


465 








470 


475 




480 


Thr 


Pro 


Phe 


Leu 


Val Tyr Arg Leu 


Thr Asn He Trp Leu Glu Leu Pro 










485 


490 




495 


Leu 


Met 


Val 


Phe 


Gly Val Leu Glv 


Leu Val Ala Gly Gly Leu Val Leu 








500 




505 




510 


Leu 


Leu 


Pro 


Glu 


Thr Lys Gly Lys 


Ala Leu Pro 


Glu 


Thr He Glu Glu 






515 




520 






525 


Ala 


Glu 


Asn 


Met 


Gin Arg Pro Arg 


Lys Asn Lys 


Glu 


Lys Met He Tyr 




530 






535 




540 


Leu 


Gin 


Val 


Gin 


Lys Leu Asp He 


Pro Leu Asn 


* 




545 








550 


555 







<210> 1914 

<211> 283 

<212> PRT 

<213> Homo sapiens 





<400> 1914 














Met 


Leu 


Gly 


Val 


Asn 


Pro Arg 


Phe 


Asp 


Ser 


Ala Ser Ser Ser Tyr Tyr 


1 








5 








10 


15 


Leu 


Asp 


Met 


His 


Ser 


Leu Pro 


His 


Val 


He 


Asn Pro Val Glu Ser Arg 








20 








25 




30 


Leu 


Gly 


Ser 


Ser 


Ala 


Ala Ser 


Leu 


Tyr 


Pro 


Val Leu Asn Phe Leu Leu 






35 








40 






45 


Tyr 


Val 


Pro 


Glu 


Leu 


Ala His 


Ser 


Pro 


Leu 


Tyr He Gin Asp Lys Asp 




50 








55 








60 


Gly 


Ala 


Pro 


Val 


Ala 


Thr Asn 


Ala 


Phe 


His 


Ser Pro Arg Trp Gly Gly 


65 










70 








75 80 


He 


Met 


Val 


Tyr 


Asn 


Val Asp 


Ser 


Lys 


Thr 


Tyr Asn Ala Ser Val Leu 










85 








90 


95 


Pro 


Val 


Arg 


Val 


Glu 


Val Asp 


Met 


Val 


Arg 


Val Met Glu Val Phe Leu 








100 








105 




110 


Ala 


Gin 


Leu 


Arg 


Leu 


Leu Phe Gly 


He 


Ala 


Gin Pro Gin Leu Pro Pro 






115 








120 






125 


Lys 


Cys 


Leu 


Leu 


Ser 


Gly Pro Thr 


Ser Glu Gly Leu Met Thr Trp Glu 




130 








135 








140 


Leu 


Asp 


Arg 


Leu 


Leu 


Trp Ala Arg 


Ser 


Val 


Glu Asn Leu Ala Thr Ala 


145 










150 








155 160 


Thr 


Thr 


Thr 


Leu 


Thr 


Ser Leu 


Ala 


Gin 


Leu 


Leu Gly Lys He Ser Asn 










165 








170 


175 


He 


Val 


He 


Lys 


Asp 


Asp Val Ala 


Ser 


Glu 


Val Tyr Lys Ala Val Ala 








180 








185 




190 


Ala 


Val 


Gin 


Lys 


Ser 


Ala Glu 


Glu 


Leu 


Ala 


Ser Gly His Leu Ala Ser 






195 








200 






205 


Ala 


Phe 


Val 


Ala 


Ser 


Gin Glu 


Ala 


Val 


Thr 


Ser Ser Qlu Leu Ala Phe 




210 








215 








220 


Phe 


Asp 


Pro 


Ser 


Leu 


Leu His 


Leu 


Leu Tyr 


Phe Pro Asp Asp Gin Lys 


225 










230 








235 240 



wo 01/57190 

Phe Ala lie Tyr lie Pro Leu Phe Leu 

245 

Leu Ser Leu Val Lys lie Phe Leu Glu 

260 265 
Pro Glu Lys Thr Asp Cys Val Arg Asp 
275 280 



<210> 1915 ' 

<211> 788 

<212> PRT 

<213> Homo sapiens 



PCT/USOl/04098 

Pro Met Ala Val Pro lie Leu 
250 255 
Thr Arg Lys Ser Trp Arg Lys 

270 

He * 
282 



<400> 1915 

Met Gly Ser Thr Asp Ser Lys Leu Asn Phe Arg Lys Ala Val He Gin 
\ 1 5 10 15 

Leu Thr Thr Lys Thr Gin Pro Val Glu Ala Thr Asp Asp Ala Phe Trp 

20 25 30 

Asp Gin Phe Trp Ala Asp Thr Ala Thr Ser Val Gin Asp Val Phe Ala 

35 40 45 

Leu Val Pro Ala Ala Glu lie Arg Ala Val Arg Glu Glu Ser Pro Ser 

50 55 60 

Asn Leu Ala Thr Leu Cys Tyr Lys Ala Val Glu Lys Leu Val Gin Gly 
65 70 75 80 

Ala Glu Ser Gly Cys His Ser Glu Lys Glu Lys Gin He Val Leu Asn 

85 90 95 

Cys Ser Arg Leu Leu Thr Arg Val Leu Pro Tyr He Phe Glu Asp Pro 

100 105 110 

Asp Trp Arg Gly Phe Phe Trp Ser Thr Val Pro Gly Ala Gly Arg Gly 

115 120 125 

Gly Gly Glu Glu Asp Asp Glu His Ala Arg Pro Leu Ala Glu Ser Leu 

130 135 140 

Leu Leu Ala He Ala Asp Leu Leu Phe Cys Pro Asp Phe Thr Val Gin 
145 150 155 160 

Ser His Arg Arg Ser Thr Val Asp Ser Ala Glu Asp Val His Ser Leu 

165 170 175 

Asp Ser Cys Glu Tyr He Trp Glu Ala Gly Val Gly Phe Ala His Ser 

180 185 190 

Pro Gin Pro Asn Tyr He His Asp Met Asn Arg Met Glu Leu Leu Lys 

195 200 205 

Leu Leu Leu Thr Cys Phe Ser Glu Ala Met Tyr Leu Pro Pro Ala Pro 

210 215 220 

Glu Ser Gly Ser Thr Asn Pro Trp Val Gin Phe Phe Cys Ser Thr Glu 
225 230 235 240 

Asn Arg His Ala Leu Pro Leu Phe Thr Ser Leu Leu Asn Thr Val Cys 

245 250 255 

Ala Tyr Asp Pro Val Gly Tyr Gly He Pro Tyr Asn His Leu Leu Phe 

260 265 270 

Ser Asp Tyr Arg Glu Pro Leu Val Glu Glu Ala Ala Gin Val Leu He 

275 280 285 

Val Thr Leu Asp His Asp Ser Ala Ser Ser Ala Ser Pro Thr Val Asp 

290 295 300 

Gly Thr Thr Thr Gly Thr Ala Met Asp Asp Ala Asp Pro Pro Gly Pro 
305 310 315 320 

Glu Asn Leu Phe Val Asn Tyr Leu Ser Arg He His Arg Glu Glu Asp 

325 330 335 

Phe Gin Phe He Leu Lys Gly He Ala Arg Leu Leu Ser Asn Pro Leu 

340 345 350 

Leu Gin Thr Tyr Leu Pro Asn Ser Thr Lys Lys He Gin Phe His Gin 

355 360 365 

Glu Leu Leu Val Leu Phe Trp Lys Leu Cys Asp Phe Asn Lys Lys Phe 
370 375 380 
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Leu 


Phe 


Phe 


Val 


Leu 


Lys 


Ser 


Ser 


Asp 


Val Leu Asn 


He Leu Val 


Pro 


385 










390 








395 




400 


He 


Leu 


Phe 


Phe 


Leu 


Asn Asp 


Ala 


Arcr 


Ala AsD Gin 


Ser Arg Val 


Glv 










405 










410 


415 




Leu 


Met 


His 


He Gly 


Val 


Phe 


He 


Leu 


Leu Leu Leu 


Ser Glv Glu 


Arcr 








420 










425 




430 




Asn 


Phe 


Gly 


Val 


Arg 


Leu 


Asn 


Lys 


Pro 


Tyr Ser He 


Arg Val Pro 


Met 






435 










440 






445 




Asp 


lie 


Pro 


Val 


Phe 


Thr Gly 


Thr 


His 


Ala Asp Leu 


Leu He Val 


Val 




450 










455 






460 






Phe 


His 


Lys 


He 


He 


Thr 


Ser 


Gly His 


Gin Arg Leu 


Gin Pro Leu 


Phe 


465 










470 








475 




480 


Asp 


Cys 


Leu 


Leu 


Thr 


He 


Val 


Val 


Asn 


Val Ser Pro 


Tvr Leu Lvs 


Ser 










485 










490 


495 




Leu 


Ser 


Met 


Val 


Thr 


Ala 


Asn 


Lys 


Leu 


Leu His Leu 


Leu Glu Ala 


Phe 








500 










505 




510 




Ser 


Thr 


Thr 


T3:p 


Phe 


Leu 


Phe 


Ser 


Ala 


Ala Gin Asn 


His His Leu 


Val 






515 










520 






525 




Phe 


Phe 


Leu 


Leu 


Glu 


Val 


Phe 


Asn 


Asn 


He He Gin 


Tvr Gin Phe 


ASD 




530 










535 






540 






Glv 


Asn 


Ser 


Asn 


Leu 


Val 


Tvr 
* Jr ^ 


Ala 


lie 


He Arcr Lvs 


ArQ Ser Tie 


Phe 


545 


















555 




560 


His 


Gin 


Leu 


Ala 


Asn 




^ w 


Thr Asp 


Pro Pro Thr 


lie His Lvs 


Ala 










565 










570 


575 




Leu 


Gin 


Arcr 


Arg Arg 


Arcr 


Thr 


Pro 


Glu 


Pro Leu Ser 


Arcr Thr Glv 


Ser 








580 










585 




590 




Gin 


Glu 


Glv 


Thr 


Ser 


Met 


Glu 


Gly Ser 


Arcr Pro Ala 


-Ala Pro Ala 


Glu 






595 










600 






605 




Pro 


Glv 


Thr 


Leu Lys 


Thr 


Ser 


Leu 


Val 


Ala. Thr Pro 


Glv He AsD 


Lvs 




610 










615 

w ^ J 






620 






Leu 


Thr 


Glu 


Lys 


Ser 


Gin 


Val 


Ser 


Glu 


Asn V Thr* 


TjRu AiTcr Spt* 




625 










V J \J 








635 

V/ ^ 




640 

U w 


Glu 

W* 


Pro 


Glu 


Pro 


Gin 


Gin 


Ser 


Leu 


Glu 




Pi*o Ala Lvs 


Glv 










645 










650 


655 




Glu 


Pro 


Ser 


Glri 


Ala 






Glu 


Gin 


Aircr Arcr Piro 


Ser Thr Ser 










660 










665 




670 




Ala 


Ser 


Glv 


Gin 


Trp 


Ser 


Pro 


Thr 


Pro 


Glu Tm Val 


Leu Ser Tro 


Lvs 






675 










680 






685 




Ser 


Lvs 


Leu 


Pro 


Leu 


Gin 


Thr 


He 


Met 


Arcr Xjeu Lieu. 


Gin Val Leu 


Val 




690 










695 






700 






Pro 


Gin 


Val 


Glu 


Lys 


He 


Cys 


He Asp 


Lvs Glv Leu 


Thr AsD Glu 


Ser* 

^ w JU 


705 










710 








715 




720 


Glu 


He 


Leu 


Arg 


Phe 


Leu 


Gin 


His Gly 


Thr* Leu Val 


Glv Leu Leu 


Pro 










725 










730 


735 




Val 


Pro 


His 


Pro 


He 


Leu 


He 


Arg 


Lys 


Tyr Gin Ala 


Asn Ser Gly 


Thr 








74 0 










745 




750 




Ala 


Met 


Trp 


Phe 


Arg 


Thr 


Tyr 


Met 


Trp 


Gly Val He 


Tyr Leu Arg 


Asn 






755 










760 






765 




Val 


Asp 


Pro 


Pro 


Val 


Trp 


Tyr 


Asp 


Thr 


Asp Val Lys 


Leu Phe Glu 


He 




770 










775 






780 






Gin 


Arg 


Val 





















785 787 



<210> 1916 
<211> 474 
<212> PRT 

<213> Homo sapiens 



<400> 1916 

Met Gin Asn Lys Val Pro He Pro Ala Pro Asn Glu Val Leu Asn Asp 
15 10 15 
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Glu 




IjVS Lipn Gl \i Gl u 


TiVPS TiVfs TiVR 

XJ Jr O XJ Jr O XJ Jr o 


Thr 

X XAX 


Gin 


Ala Gin 

nXCL v7X u 








20 


25 






30 




lie 


Glu 


Gin 


Glu Met 


Ala Thr Leu Gin 


Tvr Thr Asn 


Pro 


Gin 


Leu Leu 

XJ\w» U u 






35 




40 




45 






Glu 

%A 


Gin 


Leu 


Lvs lie 


Glu Arcf Leu Ala 


Gin Lvs Gin 

SJi^AA AJjr 0 ^^^^^ 


Val 


Glu 


Gin lie 

^9^XX ^aLW 




50 






55 


60 








Gin 


Pro 


Pro 


Pro Ser 


Ser Glv Thr Pro 


Leu Leu Glv 

AJ^^%A \^jvjr 


Pro 

X 


Gin 


Pro Phe» 


65 








70 


75 






80 


Pro 


Glv 


Gin 


Gly Pro 


Met Ser Gin He 


Pro Gin Glv 


Phe 


Gin 


Gin Pro 








85 




90 






95 


His 


Pro 


Ser 


Gin Gin 


Met Pro Met Asn 


Met Ala Gin 


Met 


Glv 

Jr 


Pro Pro 

f XV^ JC^X\^ 








100 


105 






110 




Glv 


Pro 


Gin 


Qlv Gin 


Phe JVrcr Pro Pro 


Glv Pro Gin 

wxy c^xw \3xx& 


Glv 
oxy 


Gin 


Met Glv 

« iG \^ wx y 






115 




120 




125 






Pro 


Gin 


Glv 


Pro Pifo 


Leu His Gl n Glv 

xtcu £1X0 \7xxx wx y 


Gl V Gl V Gl V 
V7xy wxy \3xy 


Pro 

IT X U 


Gin 

vTXXX 


Gl V Pho 
wx y JTxxc 




130 






135 


140 








Met: 

ft tVr W 


Glv 

wx y 


Pro 


Gin Glv 


Pro Gl n Gl v Pro 

* X w V7XXX V3X Jr JETXv/ 


Pt*o Gl n Gl V 
xtxIhI V7XXX wxy 


XJC5LX 


pyo 

Xr X w 


2k "Y^ct P"Krt 


145 








150 


155 

x^ w 






160 

XU w 


Gin 




Met 


His Glv 


Pro Gl n Gl v Mf^t* 

XT V7XXX VJXy 


Gl n Ryrr TTt cs 
\9XXX nx^ XlXo 


Pt*o 


Gl V 


0*1^^% 17*1 CI 
Sr^\j £1X0 








165 




170 






175 


Glv 

V7JL jr 


Jr X V 




GT V PT"ft 

x3X Jr iTX w 


Gl n Gl V Ovo Dt^o 
wXXX UXy XrxU irJLsJ 


Gl \f Pi^rt Gin 
oxy irz,\j oxix 


Gl v 


Sex 


OCX uiJLy 








180 


185 

X O B# 






190 

X ^ V 






Gin 


Glv 

V3X jr 


xXX 9 1*1C5 1» 


Gl PT*rt Gl Tl Gl \r 
\jjLy vxxx vaxy 


irxO JrxO Ivxy 


P^^> 


Gl n 

OXXX 


Gl \T Wt e 

i7xy Axs 






195 




A U W 




505 

^ U 9 








Glv 


irx w 


Gl n Gl V 


cJLKJ XTxO VjXy JrxO 


fll n Gl ZtA e 
UxXX V7Xy HXS 




Gl %r 

uxy 


p^^\ ^1 M 




210 






215 

M X^ 


220 

A A W 












Jrx \J 


\3JLy xxxx 


Gl n Gl \r M<ah Gl r» 
uxxx uxy iTlCU \JrXXX 


uxy irxo c L.\j 


Gl \r 


n 

irx 0 


1^ l^^f ^il 

nirg VjrXy 


IIS 








230 


^ 0 9 








ft*IC V- 


G1 n 


Gl V 


Jtr X \J Jrxw 


AXS JrxO JCllo vjixy 


Tl o ■ Gl ri Gl V 
xXc VsxH utxy 


Gl \r 


irx 0 


vjxy oer 








^ 9 ^ 




9 50 

A 3 1/ 






9 5 5 




G1 V 

wX y 


X xc 


GT n Gl V 
\3xxx V9xy 


JETxti^ Vax OCX \3J.XX 


\3Xy JrxO Xjeu 




/2l 


jjcu Asn 








260 

M W W 


265 
^ o ^ 






770 




XT J. V</ 




G3 V 

v3X Jr 


M^h Gl n 


Gl \r Pvo Pr"r% f2l \f 

\7Xjf XrXU CLKJ \9Xy 


P >"rt TV Tret m In 
JtrxU rvL^ VjxLL 




Gl n 


rtl P**/^ 

VjXy irxO 






275 




280 
^ o u 




2R5 






Ala 


IT -L w 


Gl n 


Gl \/ Mot" 


Tl A Mof- Gl \r Wi c 
xxc V9xy nxo 


xrxw JrxO wxll 






nx^ wxy 




290 






295 


300 
■J \j \j 










His 


IT X ^ 


f X W wX Jr 


Gl \7 T.oif TiOn Gl V 
vJX Jr xjcu ucsu wxy 


XXXo v7Xy trL\J 


Gl r» 
wxXX 


Gl 11 
OX u. 


l*lC= l> nx ^ 


305 








310 

W 


315 

mJ ^ 






J ^ u 


Glv 


IT X 


Gin 


Gin Tl#a 

wX U XXvS 


2lT"fT Gl Mot* Gl n 
nx^ wXy L*JCS U V7XXX 


v7Xy irx (J XrX.U 


irx U 


Gl r\ 


/^l Cov* 
V^xy OCX 








325 




0 0 V/ 






J J 13 


Met" 




Glv 

wX Jr 


Pro Pro 


Gin Gill 2iT*fT 

OXJIX wXLL XJCIX nXM 


v7xy Jrxu Xrxu 


Gl V 


Coy* 


f2l T\ Cav* 

V3JLI1 OCX 








340 


345 
^ ^* 






350 
^ \j 




Gin 

V7XU 


Gl n 

WX AX 


Glv 

V3X Jr 


Pro Pro 

•It X £r X 


Gl n Gl \^ QoT" T.oti 

wXIl \3^Y OCX XlCU, 


V7Xy irJmKJ XrX U 


irx 0 


Gl Tl 


^31 rtl \T 

vaxy VarXy 






355 




360 
•J \j \j 




65 
«j 0 ^ 






Met 


Gin 


Glv 


c^xw X w 


Gl V Pt'o Gl n Gl \t 
wxy xrxu \jxxx \3^jf 


Gl Tl Gin ZVan 
\7XXX VJXXi AOiX 


Xrx U 


Al a 
AXd 


Ax^ oxy 




370 






375 


380 

W W w 








Pro 


His 


Pro 

f X W 


Ser Gin 

0wX ^7XXX 


Glv Pt"0 Tl <a Pt*o 
uxy xrXw xxc xrxw/ 


PYio Gl n Gl n 

XrXXCS wXXl wXXX 


Gl n 

wXXX 


xjy 0 


XXIX irxVi^ 


385 








390 


395 
«^ ^ ^ 






400 

V V/ 






Glv 
V3xy 


Aqo Gl V 


XrXU nX^ nXCl tr4,\J 


PVio ZV en Gl Tl 
irilc MoXX VjXXX 


Gl 11 


Gl "w 
wxy 


^1 T\ Cay* 
wXli OCX 








405 




4.1 0 
'z X V/ 






Al 5 

'x X 3 


Thr 


Gly 


Pro 


Pro Pro 


Leu lie Pro Gly 


Leu Gly Gin 


Gin 


Gly 


Ala Gin 








420 


425 






430 




Gly 


Arg 


He 


Pro Pro 


Leu Asn Pro Gly 


Gin Gly Pro 


Gly 


Pro 


Asn Lys 






435 




440 




445 






Val 


Ser 


Glu 


Glu Glu 


Pro Arg Arg Gly 


Met Arg Ala 


Val 


Leu 


Pro Pro 




450 






455 


460 








Glu 


Glu 


Gly 


Met Val 


Phe Leu Val Leu 


* 









465 470 473 



<210> 1917 
<211> 306 
<212> PRT 
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<213> Homo sapiens 





<400> 1917 












Met 


Tyr 


Asn 


Met 


Met 


Glu 


Thr Glu 


Leu Lvs Pro 


Pro Glv Pro Gin Gin 


1 








5 






10 




Thr 


Ser 


Gly 


Gly Gly 


Gly Gly Asn 


Ser Thr Ala 


Ala Ala Ala Glv Glv 








20 












Asn 


Gin 


Lys 


Asn 


Ser 


Pro Asp Arg 


Val Lvs Arcr 


Pro Met Asn Ala Phe 






35 








40 






Met 


Val 


Trp 


Ser Arg 


Gly Gin Arg 


Arcr Lvs Met 


Ala Gin Glu 7V<5ti Pt'o 




50 










55 




D W 


IiVS 


Met 


His 


Asn 


Ser 


Glu 


lie Ser 


T.vs Aifcr TjPu 


Glv Al A n1 11 Tttti T.vfa * 

>7J>Jf nJLCl V3J.U XX M XJjSS 












70 






on 




Leu 


Ser 


Glu 


Thr 


Glu Lys Arg 


Klm\J JtrUC J>XC 


OXU AJLd liyo xlx^ 










85 






on 






Arcf 


Ala 


Leu 


His 


Met 


Lys Glu 


nj.S fXU AajLi 


lyx ijys xyr Arg irro 








100 










IIU 




Arcr 


Lys 


Thr 


Lys 


Thr 


Leu Met 


Xjys xiys nsp 


■uys lyr inr Lieu xrro 






115 








120 








Glv 


Leu 


Leu 


Ala 


Pro Gly Gly 


Asn oer neu 


■AJia ber \3xy vai uiy 




130 










135 




140 




Glv 


Ala 


Gly Leu 


Gly Ala Gly 


vai Asn V7xn 


Arg Met Asp ser Tyr 












150 






160 




His 


Met 


Asn Gly 


Trp 


Ser Asn 


va±y oer ryr 


oer fieu nec v^xn Asp 










165 






170 


175 




Leu 


Glv 


Tyr 


Pro 


Gin 


His Pro 


V3±y jjeu Asn 


Ala rixs Gly Ala AXa 








180 








185 


190 


ril n 


Met 


Gin 


Pro 


Met 


His 


Arg Tyr 


Asp vax ser 


Ala ijeu GXn Tyr Asn 






195 








200 




o /^ p 

205 


Q A V 


IMC U 




Ser 


Met 


Ser 


Tyr Ser 


V3±n oJ.n (jjLy 


inr Pro GXy Met Ala 




210 










215 




220 


Leu 


Gly 


Ser 


Met 


Gly 


Ser 


Val Val 


Lys Ser Glu 


Ala Ser Ser Ser Pro 


225 










230 




235 


240 


Pro 


Val 


Val 


Thr 


Ser 


Ser 


Ser His 


Ser Arg Ala 


Pro Cys Gin Ala Gly 










245 






250 


255 


Asp 


Leu 


Arg 


Asp 


Met 


lie 


Ser Met 


Tyr Leu Pro 


Gly Ala Glu Val Pro 








260 








265 


270 


Glu 


Pro 


Ala 


Ala 


Pro 


Ser 


Arg Leu 


His Met Ser 


Gin His Tyr Gin Ser 






275 








280 




285 


Gly 


Pro 


Val 


Pro 


Gly 


Thr 


Ala lie 


Asn Gly Thr 


Leu Pro Leu Ser His 




290 










295 




300 



Met * 



305 



<210> 1918 

<211> 616 

<212> PRT 

<213> Homo sapiens 



<400> 1918 



Met 


Glu 


Thr 


Thr 


Leu Ala 


He 


Ser 


Thr 


Thr 


Thr 


Pro Gly Leu Ser Ma 


1 








5 








10 




15 


Lys 


Gly Gly 


He 


Leu Tyr 


Ser 


Ser 


Ser Arg 


Ser 


Pro Glu Glu Thr Leu 








20 








25 






30 


Ser 


Pro 


Ala 


Ser 


Met Arg 


Ser 


Ser 


Ser 


He 


Ser 


Gly Glu Pro Thr Ser 






35 








40 








45 


Leu 


Tyr 


Ser 


Gin 


Ala Glu 


Ser 


Thr 


His 


Thr 


Thr 


Ala Phe Pro Ala Ser 




50 








55 










60 


Thr 


Thr 


Thr 


Ser Gly Leu 


Ser 


Gin 


Glu 


Ser 


Thr 


Thr Phe His Ser Lys 


65 








70 










75 


80 
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Pro Gly Ser Thr Glu Thr Thr Leu Ser Pro Gly Ser He Thr Thr Ser 

85 90 95 

Ser Phe Ala Gin Glu Phe Thr Thr Pro His Ser Gin Pro Gly Ser Ala 

100 105 110 

Leu Ser Thr Val Ser Pro Ala Ser Thr Thr Val Pro Gly Leu Ser Glu 

115 120 125 

Glu Ser Thr Thr Phe Tyr Ser Ser Pro Gly Ser Thr Glu Thr Thr Ala 

130 135 140 

Phe Ser His Ser Asn Thr Met Ser He His Ser Gin Gin Ser Thr Pro 
145 150 155 160 

Phe Pro Asp Ser Pro Gly Phe Thr His Thr Val Leu Pro Ala Thr Leu 

165 170 175 

Thr Thr Thr Asp He Gly Gin Glu Ser Thr Ala Phe His Ser Ser Ser 

180 185 190 

Asp Ala Thr Gly Thr Thr Pro Leu Pro Ala Arg Ser Thr Ala Ser Asp 

195 200 205 

Leu Val Gly Glu Pro Thr Thr Phe Tyr He Ser Pro Ser Pro Thr Tyr 

210 215 220 

Thr Thr Leu Phe Pro Ala Ser Ser Ser Thr Ser Gly Leu Thr Glu Glu 
225 230 235 240 

Ser Thr Thr Phe His Thr Ser Pro Ser Phe Thr Ser Thr He Val Ser 

245 250 255 

Thr Glu Ser Leu Glu Thr Leu Ala Pro Gly Leu Cys Gin Glu Gly Gin 

260 265 270 

He Trp Asn Gly Lys Gin Cys Val Cys Pro Gin Gly Tyr Val Gly Tyr 

275 280 285 

Gin Cys Leu Ser Pro Leu Glu Ser Phe Pro Val Glu Thr Pro Glu Lys 

290 295 300 

Leu Asn Ala Thr Leu Gly Met Thr Val Lys Val Thr Tyr Arg Asn Phe 
305 310 315 320 

Thr Glu Lys Met Asn Asp Ala Ser Ser Gin Glu Tyr Gin Asn Phe Ser 

325 330 335 

Thr Leu Phe Lys Asn Arg Met Asp Val Val Leu Lys Gly Asp Asn Leu 

340 345 350 

Pro Gin Tyr Arg Gly Val Asn He Arg Arg Leu Leu Asn Gly Ser He 

355 360 365 " 

Val Val Lys Asn Asp Val He Leu Glu Ala Asp Tyr Thr Leu Glu Tyr 

370 375 380 

Glu Glu Leu Phe Glu Asn Leu Ala Glu He Val Lys Ala Lys He Met 
385 390 395 400 

Asn Glu Thr Arg Thr Thr Leu Leu Asp Pro Asp Ser Cys Arg Lys Ala 

405 410 415 

He Leu Cys Tyr Ser Glu Glu Asp Thr Phe Val Asp Ser Ser Val Thr 

420 425 430 

Pro Gly Phe Asp Phe Gin Glu Gin Cys Thr Gin Lys Ala Ala Glu Gly 

435 440 445 

Tyr Thr Gin Phe Tyr Tyr Val Asp Val Leu Asp Gly Lys Leu Ala Cys 

450 455 460 

Val Asn Lys Cys Thr Lys Gly Thr Lys Ser Gin Met Asn Cys Asn Leu 
465 470 475 480 

Gly Thr Cys Gin Leu Gin Arg Ser Gly Pro Arg Cys Leu Cys Pro Asn 

485 490 495 

Thr Asn Thr His Trp Tyr Trp Gly Glu Thr Cys Glu Phe Asn He Ala 

500 505 510 

Lys Ser Leu Val Tyr Gly He Val Gly Ala Val Met Ala Val Leu Leu 

515 520 525 

Leu Ala Leu He He Leu He He Leu Phe Ser Leu Ser Gin Arg Lys 

530 535 540 

Arg His Arg Glu Gin Tyr Asp Val Pro Gin Glu Trp Arg Lys Glu Gly 
545 550 555 560 

Thr Pro Gly He Phe Gin Lys Thr Ala He Trp Glu Asp Gin Asn Leu 

565 570 575 

Arg Glu Ser Arg Phe Gly Leu Glu Asn Ala Tyr Asn Asn Phe Arg Pro 

580 585 590 
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Thr Leu Glu Thr Val Asp Ser Gly 
595 600 
Glu Met Val Ala Ser Pro Val * 
610 615 



Thr Glu Leu His lie Gin Arg Pro 

605 



<210> 1919 

<211> 255 

<212> PRT 

<213> Homo sapiens 



<400> 1919 



Met 


Ala 


Glu 


Gin 


Glu 


1 








5 


Ala 


Lvs 


Lys 


Gin 


Glv 








20 




Arcr 


Leu 


Glu Asp 


^ -I- \^ 






35 








Pro 


Gly Asp 






50 










W \JL 


Phe 


His 


VAX 


65 










Ser 


Phe 


Leu 


His 


Leu 










85 


Ala 


Thr 


Val 


Gly 


Val 








100 




Lys 


Cys 


Phe 


Val 


Leu 






115 






His 


Ser 


Met 


Thr 


Arg 




130 








Met 


Tyr 


Asp 


He 


Thr 


145 










Leu 


Asp 


Cys 


Leu 


Gin 










165 


Leu 


Gly 


Asn 


Lys 


Met 








180 




Ala 


Gly 


Gin 


Gin 


Leu 






195 






Ser 


Ala 


Ala 


Leu 


Gly 




210 








Arg 


Ser 


Leu Arg 


Met 


225 










Val 


Ala 


Pro 


Lys 


Arg 



245 



Ala Gin Pro Arg Pro Ser 

10 

Pro Pro His Ser Arg Glu 

25 

Gly Met Asp Ser Arg Glu 
40 

Met Ala Gly Gly Gly Pro 
55 

He Phe I^eu Gly Asp Ser 
70 75 
Leu His Gin Asn Ser Phe 

90 

Asp Phe Arg Val Lys Thr 

105 

Gin Leu Trp Asp Thr Ala 
120 

Gin Leu Leu Arg Lys Ala 
135 

Ser Gin Glu Ser Phe Ala 
150 155 
Asp Ala Gly Ser Asp Gly 

170 

Asp Cys Glu Glu Glu Arg 

185 • 

Ala Gin Glu Leu Gly Val 
200 

His Asn He Leu Glu Pro 
215 

Gin Glu Glu Gly Leu Lys 
230 235 
Pro Pro Lys Arg Phe Gly 

250 



Leu Thr Thr Ala His 

15 

Pro Arg Ala Glu Ser . 
30 

Ala Gly Leu Thr Pro 
45 

Gin Ala Asn Pro Asp 
60 

Asn Val Gly Lys Thr 

80 

Ala Thr Gly Leu Thr 

95 

Leu Leu Val Asp Asn 
110 

Gly Gin Glu Arg Tyr 
125 

Asp Gly Val Val Leu 
140 

His Val Arg Tyr Trp 

160 

Val Val He Leu Leu 

175 

Gin Val Ser Val Glu 
190 

Tyr Phe Gly Glu Cys 
205 

Val Val Asn Leu Ala 
220 

Gly Ser Leu Val Lys 

240 

Cys Cys Ser * 
254 



<210> 1920 

<211> 952 

<212> PRT 

<213> Homo sapiens 



<400> 1920 

Met Ser Lys Ser Lys Ser T^p Asn Gin He Ser Asp Arg Ala Ala Leu 

15 10 15 

Glu Ala Lys Val Lys Asp Leu Leu Thr Leu Ala Lys Thr Lys Asp Val 

20 25 30 

Glu He Leu His Leu Arg Asn Glu Leu Arg Asp Met Arg Ala Gin Leu 

35 40 45 

Gly He Asn Glu Asp His Ser Glu Gly Asp Glu Lys Ser Glu Lys Glu 
50 55 60 
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Thr lie Met 
65 

Leu Gin Glu 

Asn Glu Asn 

Leu Glu Gin 
115 

Leu Ser Pro 

130 
Leu Thr Ser 
145 

rLeu Ser Gin 
Met Asp Asn 



Ala His Gin 

70 

Gin Asn Thr 
85 

Arg Met Leu 

100 

Arg Leu Asp 
Glu He Thr 
Ser Val Glu 



Pro Thr Asp Val 



Ala lie 

Lys Asp 

Asn Ser 
120 
Pro Gly 
135 

Gly Ser 



Arg Glu 
90 

Arg Leu 
105 

Glu Lys 
Asn Gin 
Ala Pro 



V 



Ser Ser Asp 
195 

le Pro Ser 
210 
Glu Val Ser 
225 

Asn Gin His 

Ala Asp Leu 

Leu Gly Glu 
275 

Asp Lys Leu 

290 
Leu Asp Glu 
305 

Gly Arg Tyr 

Ala Arg Phe 

Asn Thr Leu 
355 

He Gly Ala 

370 
Ser Glu Gin 
385 

Lys Ala Thr 

Gin Leu Glu 

Asn Ser Gly 
435 

Leu Asp Lys 

450 
Leu Ala His 
465 

Lys Val Glu 

lie Glu Asp 

Glu Lys Glu 
515 

Glu Asp Glu 

530 
He He Ser 
545 

His Asp Met 



150 

f 

Asp Glu Asn 

165 
Leu Asp Ser 
180 

Asp Ala Leu 

He Glu Arg 

Val Ala Cys 
230 

Ser. Thr Ser 

245 
Gin Gin He 
260 

Glu Lys Val 

Glu His Phe 

His His He 
310 

Met Glu Leu 

325 
Glu Arg Glu 
340 

Lys Met Ala 

Leu Lys Glu 

Lys Gly Lys 
390 

Val Ala Ser 

405 
Asn Glu Lys 
420 

Asp Lys Ser 

Glu Lys Ala 

Thr Arg Asn 
470 

Asp Glu Tyr 

485 
Leu Asn Met 
500 

Thr Glu Arg 

Val Glu Gin 

Asp Leu Glu 
550 

Glu Arg Glu 
565 



Thr Leu Met Asp 

170 

Glu Cys Ser Glu 
185 

Asp Ala Pro Ser 
200 

Ser Arg Lys Gly 
215 

Leu Thr Glu Arg 

Glu Glu Leu Gin 

250 

Thr Gin Glu Leu 
265 

He Leu Met Glu 
280 

Ser Arg Gin He 
295 

Ser Tyr Val He 

Glu Gin Arg Tyr 

330 

Gin Leu Leu Gly 

345 

Glu Gin Asp Asn 

360 

Arg Ser His His 
375 

Ala Ala Leu Ala 



Asp Gin 

Gin Lys 

Asp He 
440 
Glu Thr 
455 

Asp Ala 



He Glu 
410 
Val Ala 
425 

Gin Asp 
Leu Ala 
Asn Arg 



Arg Ala Phe Gin 

490 

Thr Leu Glu Lys 
505 

Ser Asp Met Lys 
520 

His Arg Ala Val 
535 

Asn Thr Val Lys 

He Lys Thr Leu 

570 



Glu Ser Thr 
75 

Glu Leu Asn 

Asn Ala Leu 

Leu Phe Gly 
125 

Ser Asp Gly 

140 
Gly Ser Val 
155 

His Gin His 

Val Tyr Gin 

Ser Ser Glu 
205 

Ser Ser Gly 

220 
He His Gin 
235 

Ala Thr Leu 

Asn Ser Glu 

Ser Leu Cys 
285 

Glu Tyr Phe 

300 
Asp Glu Asp 
315 

Met Asp Leu 

Val Gin Gin 

Lys Glu Ala 
365 

Met Glu Arg 

380 
Ala Thr Leu 
395 

Met Asn Arg 
Glu Leu Tyr 

Leu Leu Glu 

445 

Ser Ser Leu 

460 
Leu Gin Asp 
475 

Glu Glu Ala 

Leu Arg Ser 

Glu Thr He 
525 

Lys Leu His 

540 
Lys Leu Gin 
555 

His Arg Arg 



Leu Leu Gin 
80 

Gin Leu Lys 
95 

Gly Phe Ser 
110 

Tyr Gin Ser 

Gly Gly Thr 

Glu Asp Leu 
160 

Ser Asn Ser 

175 
Pro Leu Thr 
190 

Ser Glu Gly 

Asn Ala Ser 

Met Glu Glu 
^ 240 
Gin Glu Leu 

255 
Asn Glu Arg 
270 

Gin Gin Ser 

Arg Ser Leu 

Val Lys Ser 
320 

Ala Glu Asn 

335 
His Leu Ser 
350 

Gin Glu Met 

He He Glu 

Glu Glu Tyr 
400 

Leu Lys Ala 

415 
Ser He His 
430 

Ser Val Arg 

Gin Glu Asp 

Ala He Ala 
480 

Lys Lys Gin 

495 
Asp Leu Asp 
510 

Phe Glu Leu 

Asp Asn Leu 

Asp Gin Lys 
560 

lieu Arg Glu 
575 
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Glu 


Ser 


Ala 


Glu 


Tirp 


Arci 


Gin 


Phe 








580 










Val 


lie 


Ala 


Asn 


Asp 


He 


Lvs 


Ser 






595 










600 


Leu 


Lys 


Arcr 


Arcr 


Leu 


His 


Glu 


Ala 




610 










615 




Lys 


Glu 


Leu 


Glu 


Glu 


He 


Lvs 


Ser 


625 










630 






Arg Val 


Tyr 


Asn 


Tyr 


Met 


Asn 


Ala 










645 








Arg 


Gin 


Gly 


Met 


Gly 


Leu 


Ser 


Arcr 








660 










Thr 


Pro 


Thr 


Val 


Lys 


Thr 


Leu 


He 






675 










680 


Val 


Pro 


Asn 


Pro 


Ala 


Ala 


Ala 


Ala 




690 










695 




Ser 


Pro 


Met 


Lvs 


Thr 


Pro 


Pro 


Ala 


705 










710 






His 


Ser 


He 


Ser 


Glv 


Pro 


He 


Ser 










725 








Ser Asp 


Lys 


Arcr 


Pro 


Asn 


Tvr 


Glv 








740 










Leu Arg 


Thr 


Ser 

■wr IM* 


Ser 


Ala 


Sex* 


Arcr 






755 










760 


Ala 


Met 


Glu 


Ser 


Ala 


Lvs 


ThiT 


Leu 

XJ^S IX 




770 










775 




Glu 


Met 


Lvs 


Arcr 


Aso 


He 




Ala 


785 










790 






Leu 


Met 


Ala 


Met 


Glv 


Tin? 




Coy 










805 








Pro 


Thr 


Ala 


Ser* 


Val 


Thi" 


Pt*o 


Thr 

X xx^ 








820 










Arg 


Lys 


ASD 


Pro 


Leu 


Seir 


Ala 


L@u. 

Xd^ U 






835 










840 


Arg Asn 


Ala 


Leu 


Leu 


Lvs 


Tm 






850 










855 




Asn 


He 


ASD 


He 


Thr 


Asn 


Phe 


Ser 

^ ^a* ^A* 


865 










870 






Phe 


Cys 


Ala 


Leu 


Leu 


His 


Thr 


Tvr 










885 








Glu 


Leu 


TV c n 


Q o V* 




ASp 


jjys 


i\rg 








900 










Ala 


Ala 


Glu 


Ser 


Val 


Gly 


He 


Lys 






915 










920 


Val 


Arg 


Thr 


Glu 


Arg 


Pro 


Asp 


Trp 




930 










935 




Ala 


He 


Tyr 


Lys 


Tyr 


Phe 


Glu 


Thr 


945 










950 




952 



Gin 


Ala 


Asp 


Leu 


Gin 


Thr Ala Val 


585 










590 


Glu 


TLLa 


Gin 


Glu 


Glu 


He Gly Asp 










605 




Gin 


Glu 


Lys 


TVsn 


Glu 


Lys Leu Thr 








620 




■ 


Arg 


Lys 


Gin 


Glu 


Glu 


Glu Arg Gly 






635 






640 


Val 


Glu 


Arg 


Asp 


Leu 


Ala Ala Leu 




650 








655 


Arq 


Ser 


Ser 


Thr 


Ser 


Ser Glu Pro 


665 










670 


Lvs 


Ser 


Phe 


Asp 


Ser 


Ala Ser Gin 










685 




He 


Pro 


Arg 


Thr 


Pro 


Leu Ser Pro 

mm^m 1M» mm mt^m^ 4» wm ^m 








700 






Ala 


Ala 


Val 


Ser 


Pro 


Met Gin Ara 






715 






720 


Thr 


Ser 


Lys 


Pro 


Leu 


Thr Ala Leu 




730 








735 


Glu 


He 


Pro 


Val 


Gin 


Glu His Leu 

^■ff %A mmtmrnmrn mm^m0^im 


745 










750 


Pro 


Ala 


Ser 


Leu 


Pro 


Arcr Val Pro 










765 




Ser 


Val 


Ser 


Arg Arg 


Ser Ser Glu 








780 






Gin 


Glu 


Glv 


Ala 


Ser 


Pro Ala Ser 






795 






800 


Pro 


Gin 


Leu 


Ser 


Leu 


Ser Ser Ser 

•i'W^ h^C?^ 0<SX 




810 








815 


Thr 


Atq 


Ser 


Arg 


He 


Arcr Glu Qlu 


825 










830 


Ala 


Arcr 


Glu 


Tyr Gly 


Glv Ser Lvs 










845 




Gin 


Lys 


Lvs 


Thr 


Glu 


Glv Tvr Gin 








860 






Ser 


Ser 


Tro 


Asn Asp 


Glv Leu Ala. 






875 






880 


Leu 


Pro 


Ala 


His 


He 


Pro Tyr Gin 




890 








895 


Arg 


Asn 


Phe 


Met 


Leu 


Ala Phe Gin 


905 










910 


Ser 


Thr 


Leu 


Asp 


He 


Asn Glu Met 










925 




Gin 


Asn 


Val 


Met 


Leu 


Tyr Val Thr 



940 



<210> 1921 
<211> 767 
<212> PRT 

<213> Homo sapiens 



<400> 1921 



Met Phe Leu Pro 


Glu 


Asp 


Lys 


Ser 


Tyr 


Asn 


Gly 


Gly Gly 


He Gly Ser 


1 


5 










10 






15 


Ser Asn Arg He 


Met 


Asp 


Phe 


Leu 


Glu 


Glu 


Pro 


He Pro 


Gly Val Gly 


20 










25 








30 


Thr Tyr Asp Asp 


Phe 


Asn 


Thr 


He 


Asp 


Trp 


Val 


Arg Glu 


Lys Ser Arg 


35 








40 








45 
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Asp Arg Asp Arg 
50 

Trp Ala Leu lie 
65 

Met Leu Leu lie 

lie Ser Ala His 

100 

Gly Phe Trp Phe 

115 

Thr Phe Glu Glu 

130 

Leu lie lie Ser 
145 

Phe Met Tyr Val 

Leu Val Lys Val 

180 

lie Lys Thr lie 
195 

Trp Thr Leu Val 
210 

Gly Leu Ser Leu 
225 

Cys Gly Asn lie 

Ala Lys Arg Arg 

260 

Val Ala Phe Gly 
275 

Val Ser Tyr Tyr 
290 

Ala Leu Val Ala 
305 

Ser Arg Leu Val 



Phe 


Glu 


Leu Val 






340 


Gly Ala 


Leu Phe 






355 


Thr 


Thr 


Gin Leu 




370 




Ala 


lie 


Thr Ala 


385 






Thr 


Ser 


Glu Leu 


Ser 


Ser 


Lys Leu 






420 


Gly Glu 


Leu Pro 






435 


Trp 


Gin 


Leu Ala 




450 




Thr 


Phe 


Gly Met 


465 






Val Gly 


Ala lie 


Ala 


Tyr 


Tyr His 






500 


Gly Ala 


Asp Cys 






515 


Ala 


Cys 


Leu Gly 




530 




Met 


Phe 


Glu Leu 


545 







Hxs 


Arg 


Glu He 






55 


His 


Ser 


Val Ser 




70 




Gly 


Leu 


Leu Ser 


85 






Trp 


Met 


Thr Asp 


Asn 


His 


Glu His 






120 


Arg 


Asp 


Lys Cys 






135 


Thr 


Asp .Glu Gly 




150 




Leu 


Trp Ala Leu 


165 






Phe 


Ala 


Pro Tyr 


Leu 


Ser Gly Phe 






200 


He 


Lys 


Thr He 






215 


Gly 


Lys Glu Gly 




230 




Leu 


Cys 


His Cys 


245 






Glu 


Val 


Leu Ser 


Ala 


Pro 


He Gly 






280 


Phe 


Pro 


Leu Lys 






295 


Ala 


Phe 


Thr Leu 




310 




Leu 


Phe Tyr Val 


325 






Pro 


Phe 


He Leu 


He 


Arg 


Thr Asn 






360 


Gly 


Lys 


Tyr Pro 






375 


He 


Leu 


Ala Phe 




390 




He 


Ser 


Glu Leu 


405 






Cys 


Asp 


Tyr Glu 


Asp 


Arg 


Pro Ala 






440 


Leu 


Thr 


Leu He 






455 


Lys 


He 


Pro Ser 




470 




Ala 


Gly Arg Leu 


4,85 






Gin 


Glu 


Trp Thr 


He 


Thr 


Pro Gly 






520 


Gly 


Val 


Thr Arg 






535 


Thr 


Gly Gly Leu 




550 





Thr Asn Lys Ser 

60 

Asp Ala Phe Ser 
75 

Gly Ser Leu Ala 
90 

Leu Lys Glu Gly 
105 

Cys Cys Trp Asn 

Pro Glu Trp Asn 

140 

Ala Phe Ala Tyr 

155 

Leu Phe Ala Phe 
170 

Ala. Cys Gly Ser 
185 

He He Arg Gly 

Thr Leu Val Leu 

220 

Pro Leu Val His 
235 

Phe Asn Lys Tyr 
250 

Ala Ala Ala Ala 
265 

Gly Val Leu Phe 

Thr Leu Trp Arg 

300 

Arg Ser He Asn 
315 

Glu Phe His Thr 
330 

Leu Gly He Phe 
345 

He Ala Trp Cys 

Val He Glu Val 

380 

Pro Asn Glu Tyr 
395 

Phe Asn Asp Cys 
410 

Asn Arg Phe Asn 
425 

Gly Val Gly Val 

Leu Lys He Val 

460 

Gly Leu Phe He 
475 

Leu Gly Val Gly 
490 

Val Phe Asn Ser 
505 

Leu Tyr Ala Met 

Met Thr Val Ser 

540 

Glu Tyr He Val 
555 



Lys Glu Ser 


Thr 


Gly Trp Leu 


Leu 




80 


Gly Leu He 


Asp 


95 




He Cys Thr 


Gly 


110 




Ser Glu His 


Val 


125 




Ser Trp Ser 


Gin 


He Val Asn 


Tyr 




160 


Leu Ala Val 


Ser 


175 




Gly He Pro 


Glu 


190 




Tyr Leu Gly 


LVS 


205 




Ala Val Ser 


Ser 


Val Ala Cvs 


Cvs 




240 


Arg Lys Asn 


Glu 


255 




Ala Gly Val 


'Ser 


270 




Ser Leu Glu 


Glu 


285 




Ser Phe Phe 


Ala 


Pro Phe Gly Asn 




320 


Pro Trp His 


Leu 


335 




Gly Gly Leu Trp 


350 




Arg Lys Arg Lys 


365 




Leu Val Val 


Thr 


Thr Arg Met 


Ser 




400 


Gly Leu Leu Asp 


415 




Thr Ser Lys 


Gly 


430 




Tyr Ser Ala 


Met 


445 




He Thr He 


Phe 


Pro Ser Met 


Ala 




480 


Met Glu Gin 


Leu 


495 




Trp Cys Ser 


Gin 


510 




Val Gly Ala Ala 


525 




Leu Val Val 


He 


Pro Leu Met 


Ala 




560 
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Ala Ala 


Met 


Thr 


lie Tyr 


Asp 


Ala 






580 


Lys Glu 


Glu 


Pile 




595 




Arg Arg 


Asn 


Asp 


610 






Val Glu 


Asp 


Val 


625 






Pro Val 


Val 


Val 


Arg Arg 


Asp 


Leu 






660 


Gxy vax 


va± 


Ser 




675 




Leu Pro 


Pro 


Tyr 


690 






Leu Ser 


Pro 


Phe 


705 






Asp lie 


Phe 


Arg 


Gly Arg 


Leu 


Leu 






740 


Ala Gin 


Met 


Ala 




755 





Ser 


Lys 


Trp Val 


565 






His 


He 


Arg Leu 


Ala 


His 


Lys Thr 






600 


Pro 


Leu 


Leu Thr 






615 


Glu 


Thr 


He He 




630 




Ser 


Arg Glu Ser 


645 






lie 


He 


Ser He 


Thr 


Ser 


He He 






680 


Thr 


Pro 


Pro Thr 






695 


Thr 


Val 


Thr Asp 




710 




Lys 


Leu Gly Leu 


725 






Gly 


He 


He Thr 


Asn 


Gin Asp Pro 






760 



Ala Asp Ala Leu 
570 

Asn Gly Tyr Pro 
585 

Leu Ala Met Asp 

Val Leu Thr Gin 

620 

Ser Glu Thr Thr 
635 

Gin Arg Leu Val 
650 

Glu Asn Ala Arg 
665 

Tyr Phe Thr Glu 

Leu Lys Leu Arg 

700 

Leu Thr Pro Met 
715 

Arg Gin Cys Leu 
730 

Lys Lys Asp Val 
745 

Asp Ser He Leu 



Gly Arg Glu Gly 
575 

Phe Leu Glu Ala 
590 

Val Met Lys Pro 
605 

Asp Ser Met Thr 

Tyr Ser Gly Phe 
> 640 
Gly Phe Val Leu 
655 

Lys Lys Gin Asp 
670 

His Ser Pro Pro 
685 

TVsn He Leu Asp 

Glu He Val Val 

720 

Val Thr His Asn 
735 

Leu Lys His He 

750 
Phe Asn * 
765 766 



<210> 1922 

<211> 344 

<212> PRT 

<213> Homo sapiens 



<400> 1922 
Met Ser Arg Ala 
1 

Gly Gly Ala Gly 

20 

Ala Ala Ala Ala 
35 

Phe Ala Gly Thr 
50 

Ala Ala Ala Ala 
65 

Glu Arg Thr Gly 

Ala Arg Pro Glu 

100 

Ala Ala Ala Ala 
115 

Tyr His Phe Gly 
130 

Gly Leu Gin Gin 
145 

Gly Phe Pro Val 

Ser Val Pro Ala 

180 

Tyr Gin Gly Tyr 
195 

Met Val Ser Thr 
210 



Gly 


Ser 


Trp Asp 


5 






Gly 


Ala 


Pro Ala 


Ser 


Gly Gin Cys 






40 


His 


Ser 


Gly Arg 






55 


Ala 


Ala 


Ala Ser 




70 




Ser 


Ser 


Ser Ser 


85 






Ala 


Pro 


Pro Ala 


Ala 


Ala 


Pro Pro 






120 


Asn 


Gly Tyr Tyr 






135 


Asn 


Ala 


Leu Lys 




150 




Glu 


Lys 


Tyr Met 


165 






Asn 


Glu 


Val Pro 


Thr 


Ser 


Pro Tyr 






200 


Phe 


Gly Ser* Gly 






215 



Met Asp Gly Leu 
10 

Ser Ser Ser Ser 
25 

Arg Gly Phe Leu 

Ala Ala Ala Ala 

60 

Gly Phe Ala Tyr 

75 . 

Ser Ser Ser Ser 
90 

Lys Glu Cys Pro 
105 

Ser Ala Pro Ala 

Ser Cys Arg Met 

140 

Ser Ser Pro His 
155 

Asp Val Ser Gly 
170 

Ala Arg Ala Lys 
185 

Gin His Val Pro 

Glu Pro Arg His 

220 



Arg Ala Asp Gly 
15 

Ser Ser Val Ala 
30 

Ser Ala Pro Val 
45 

Ala Ala Ala Ala 

Pro Gly Thr Ser 

80 

Ala Val Val Ala 
95 

Ala Pro Thr Pro ' 
110 

Leu Gly Tyr Gly 

125 

Ser His Gly Val 

Ala Ser Leu Gly 

160 

Leu Ala . Ser Ser 
175 

Glu Val Ser Phe 

190 

Gly Tyr He Asp 
205 

Glu Ala Tyr He 
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Ser 


Met 


Glu 


Gly Tyr 


Gin Ser Trp 


225 








230 


Gin 


Val 


Tyr 


Cys Thr 


Lys Asp Gin 








245 




Ser 


Ser 


Phe 


Pro Gly 


Asp Val Ala 








260 




Tyr Arg 


Arg 


Gly Arg 


Lys Lys Arg 






275 




280 


Lys 


Glu 


Leu 


Glu Asn 


Glu Tvr Ala 




290 






295 


Lys Arg 


Arg 


Arg lie 


Ser Ala Ala 


305 








310 


Thr 


lie 


Trp 


Phe Gin 


Asn Arg Arg 








325 




Lys 


Leu 


Lys 


Asp Thr 


Val Ser * 








340 


343 



Thr Leu Ala Asn Gly Trp Asn Ser 
235 240 
Pro Gin Gly Ser His Phe Trp Lys 

250 255 
Leu Asn Gin Pro Asp Met Cys Val 

265 270 
Val Pro- Tyr Thr Lys Leu Gin Leu 

285 

lie Asn Lys Phe lie Asn Lys Asp 

300 

Thr Asn Leu Ser Glu Arg Gin Val 
315 320 
Val Lys Asp Lys Lys lie Val Ser 
330 335 



<210> 1923 

<211> 952 

<212> PRT 

<213> Homo sapiens 



<400> 1923 



Met 


Ala 


ASD 


Leu 


Ser 


Leu Leu Gin Glu Asp 


Leu Gin Glu Asp Ala Asp 


1 








5 


10 


15 


Gly Phe 


Glv 


Val 


Asp 


Asp Tyr Ser Ser Glu 


Ser Asp Val He He He 








20 




25 


30 


Pro 


Ser 




Leu Asp 


Phe Val Ser Gin Asp Glu Met Leu Thr Pro Leu 






35 






40 


45 


Gly Arg 


Leu 


Asp 


Lys 


Tyr Ala Ala Ser Glu Asn He Phe Asn Gin Thr 




50 








55 


60 


Lys 


Trp 


Trp 


Pro 


Arg 


Ser Leu Leu Asp Thr 


Leu Arg Glu Val Cys Asp 


65 










70 


75 80 


Asp 


Glu 


Arg 


Asp 


Cys 


He Ala Val Leu Glu 


Arg He Ser Arg Leu Ala 










85 


90 


95 


Asp Asp 


Ser 


Glu 


Pro 


Thr Val Arg Ala Glu 


Leu Met Glu Gin Val Pro 








100 




105 


110 


His 


He 


Ala 


Leu 


Phe 


Cys Gin Glu Asn Arg 


Pro Ser He Pro Tyr Ala 






115 






120 


125 


Phe 


Ser 


Lys 


Phe 


Leu 


Leu Pro He Val Val 


Arg Tyr Leu Ala Asp Gin 




130 








135 


140 


Asn 


Asn 


Gin 


Val 


Arg 


Lys Thr Ser Gin Ala 


Ala Leu Leu Ala Leu Leu 


145 










150 


155 160 


Glu 


Gin 


Glu 


Leu 


He 


Glu Arg Phe Asp Val 


Glu Thr Lys Val Cys Pro 










165 


170 


175 


Val 


Leu 


He 


Glu 


Leu 


Thr Ala Pro Asp Ser Asn Asp Asp Val Lys Thr 








180 




185 


190 


Glu 


Ala 


Val 


Ala 


He 


Met Cys Lys Met Ala 


Pro Met Val Gly Lys Asp 






195 






200 


205 


He 


Thr 


Glu 


Arg Leu 


He Leu Pro Arg Phe 


Cys Glu Met Cys Cys Asp 




210 








215 


220 


Cys Arg 


Met 


Phe 


His 


Val Arg Lys Val Cys Ala Ala Asn Phe Gly Asp 


225 










230 


235 240 


He 


Cys 


Ser 


Val 


Val 


Gly Gin Gin Ala Thr Glu Glu Met Leu Leu Pro 










245 


250 


255 


Arg 


Phe 


Phe 


Gin 


Leu 


Cys Ser Asp Asn Val 


Trp Gly Val Arg Lys Ala 








260 




265 


270 


Cys 


Ala 


Glu 


Cys 


Phe 


Met Ala Val Ser Cys 


Ala Thr Cys Gin Glu He 






275 






280 


285 


Arg Arg 


Thr 


Lys 


Leu 


Ser Ala Leu Phe He 


Asn Leu He Ser Asp Pro 




290 








295 


300 
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Sex 


Arg 


Trp 


Val 


Arg 


Gin 


Ala 


Ala 


Phe 


Gin 


Ser 


Leu 


Gly 


Pro 


Phe 


He 


305 










310 










315 










320 


Ser 


Thr 


Phe 


Ala 


Asn 


Pro 


Ser 


Ser 


Ser 


Gly Gin 


Tyr 


Phe 


Lys 


Glu 


Glu 










325 










330 










335 




Ser 


Lys 


Ser 


Ser 


Glu 


Glu 


Met 


Ser 


Val 


Glu 


Asn 


Lys 


Asn 


Arg 


Thr 


Arg 








340 










345 










350 






Asp 


Gin 


Glu 


Ala 


Pro 


Glu 


Asp 

mm 


Val 


Gin 


Val Arg 


Pro 


Glu 


Asp 


Thr 


Pro 






355 










360 






• 




365 








Ser 


Asp 


Leu 


Ser 


Val 


Ser 


Asn 


Ser 


Ser 


Val 


He 


Leu 


Glu 


Asn 


Thr 


Met 




370 










375 










380 










Glu 


Asp 


His 


Ala 


Ala 


Glu 


Ala 


Ser 


Gly 


Lys 


Pro 


Leu 


Gly 


Glu 


He 


Ser 


385 










390 










395 










400 


Val 


Pro 


Leu 


Asp 


Ser 


Ser 


Leu 


Leu 


Cys 


Thr 


Leu 


Ser 


Ser 


Glu 


Ser 


His 










405 










410 










415 




61X1 


Glu 


Ala 


Ala 


Ser 


Asn 


Glu 


Asn 


Asp 


Lys 


Lys 


Pro 


Gly 


Asn 


Tyr 


Lys 








420 










425 










430 






Ser 


Met 


Leu 


Arg 


Pro 


Glu 


Val 


Gly 


Thr 


Thr 


Ser 


Gin 


Asp 


Ser 


Ala 


Leu 






435 










440 










445 








Leu 


Asp 


Gin 


Glu 


Leu 


Tyr 


Asn 


Ser 


Phe 


His 


Phe 


Trv 

Br 


Arg 


Thr 


Pro 


Leu 




450 










455 










460 










Pro 


Glu 


He 


Asp 


Leu 


Asp 


He 


Glu 


Leu 


Glu 


Gin 


Asn 


Ser 


Gly 


Gly 


Lys 


465 










470 










475 










480 


Pro 


Ser 


Pro 


Glu 


Gly 


Pro 


Glu 


Glu 


Glu 


Ser 


Glu 


Gly 


Pro 


Val 


Pro 


Ser 










485 










490 










495 




Ser 


Pro 


Asn 


He 


Thr 


Met 


Ala 


Thr 


Arg 


Lys 


Glu 


Leu 


Glu 


Glu 


Met 


He 








500 










505 










510 






Glu 


Asn 


Leu 


Glu 


Pro 


His 


He 


Asp 


Asp 


Pro Asp 


Val 


Lvs 


Ala 


Gin 


Val 






515 










520 










525 








Glu 


Val 


Leu 


Ser 


Ala 


Ala 


Leu 


Arg 


Ala 


Ser 


Ser 


Leu 


ASD 


Ala 


His 


Glu 




530 










535 










540 










Glu 


Thr 


He 


Ser 


He 


Glu 


Lys 


Ara 


Ser 


Asp Leu 


Gin 


ASD 


Glu 


Leu 


AsD 


545 










550 










555 










560 


He 


Asn 


Glu 


Leu 


Pro 


Asn 


Cys 


Lys 


He 


Asn 


Gin 


Glu 


ASD 


Ser 


Val 


Pro 










565 










570 










575 




Leu 


He 


Ser 


Asp 


Ala 


Val 


Glu 


Asn 


Met 


Asp 


Ser 


Thr 


Leu 


His 


Tvr 


He 








580 










585 










590 






His 


Ser 


Asp 


Ser 


Asp 


Leu 


Ser 


Asn 


T^n 


Ser 


Ser 


Phe 


Ser 


Pro 


Asp 


Glu 






595 










600 










605 








Glu 


Arg 


Arg 


Thr 


Lys 


Val 


Gin 


Asp 


Val 


Val 


Pro 


Gin 


Ala 


Leu 


Leu 


Asp 




610 










615 










620 










Gin 


Tyr 


Leu 


Ser 


Met 


Thr 


Asp 


Pro 


Ser 


Arg 


Ala 


Gin 


Thr 


Val 


Asp 


Thr 


625 










630 










635 










640 


Glu 


He 


Ala 


Lys 


His 


Cys 


Ala 


Tyr 


Ser 


Leu 


Pro 


Gly 


Val 


Ala 


Leu 


Thr 










645 










650 










655 




Leu 


Gly 


Arg 


Gin 


Asn 


Trp 


His 


Cys 


Leu 


Arg 


Glu 


Thr 


Tyr 


Glu 


Thr 


Leu 








660 










665 










670 






Ala 


Ser 


Asp 


Met 


Gin 


Trp 


Lys 


Val 


Arg 


Arg 


Thr 


Leu 


Ala 


Phe 


Ser 


He 






675 










680 










685 








His 


Glu 


Leu 


Ala 


Val 


He 


Leu 


Gly 


Asp 


Gin 


Leu 


Thr 


Ala 


Ala 


Asp 


Leu 




690 










695 










700 










Val 


Pro 


He 


Phe 


Asn 


Gly 


Phe 


Leu 


Lys 


Asp 


Leu 


Asp 


Glu 


Val 


Arg 


He 


705 










710 










715 










720 


Gly 


Val 


Leu 


Lys 


His 


Leu 


His 


Asp 


Phe 


Leu 


Lys 


Leu 


Leu 


His 


He 


Asp 










725 










730 










735 




Lys 


Arg 


Arg 


Glu 


Tyr 


Leu 


Tyr 


Gin 


Leu 


Gin 


Glu 


Phe 


Leu 


Val 


Thr 


Asp 








740 










745 










750 






Asn 


Ser 


Arg 


Asn 


Trp 


Arg 


Phe 


Arg 


Ala 


Glu 


Leu 


Ala 


Glu 


Gin 


Leu 


He 






755 










760 










765 








Leu 


Leu 


Leu 


Glu 


Leu 


Tyr 


Ser 


Pro 


Arg 


Asp Val 


Tyr 


Asp 


Tyr 


Leu 


Arg 




770 










775 










780 










Pro 


He 


Ala 


Leu 


Asn 


Leu 


Cys 


Ala 


Asp 


Lys 


Val 


Ser 


Ser 


Val 


Arg 


Trp 


785 










790 










795 










800 


He 


Ser 


Tyr 


Lys 


Leu 


Val 


Ser 


Glu 


Met 


Val 


Lys 


Lys 


Leu 


His 


Ala 


Ala 



805 810 815 



3840 
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Thr 


Pro 


Pro 


Thr 
820 


Phe 


Gly 


Val 


ASD 


Leu 
825 


Phe 


Glv 


Arcr 
835 


Cvs 


Pro 


Lvs 


Tro 


Ser 
840 


Glv 


Cvs 


Gin 
850 


Thr 


Val 


He 


Glu 


Asp 
855 


ASD 


Cvs 


Val 


His 


Leu 


Met 


Pro 


His 


Leu 


Leu 


Thr 


865 










870 








Asn 


Val 


Arcr 


Val 


Leu 
885 


Leu 


Ala 


Lvs 


Thr 


Lys 


Asp 


Tyr 


Phe 
900 


Leu 


Ala 


Ser 


Ala 


Ser 
905 


Gin 


Thr 


He 
915 


Met 


Ala 


Leu 


Gin 


Met 
920 


Asp 


Phe 


Ala 
930 


Ser 


He 


His 


Pro 


Ala 
935 


Ser 


Thr 


Ser 


Thr 


Ala 


Ser 


Ser 


Thr 


Tyr 






^945 










950 


951 







<210> 1924 

<211> 636 

<212> PRT 

<213> Homo sapiens 



<400> 1924 



Met 


Ala 


Val 


Pro 


Pro 


Gly 


His 


Gly 


Pro 


1 








5 










Gin 


Glu 


His 


Thr 


Gin 


Val 


Leu 


Pro 


Asp 








20 










25 


Leu 


Pro 


Leu 


Ala 


Phe 


Arg 


Asp 


Ala 


Thr 






35 










40 




Ser 


Val 


Asp 


Leu 


He 


Lys 


Thr 


Tyr 


Lys 




50 










55 






Ala 


Lys 


Lys 


Lys 


Arg 


Arg 


Ala 


Gin 


Gin 


65 










70 








Asn 


Lys 


Lys 


Glu Lys 


Lys 


Val 


Leu 


Asn 










85 










His 


Asp 


Tyr 


He 


Val 


Arg 


Ser 


Gly 


Glu 








100 










105 


He 


Asp 


Ser 


Leu 


He 


Gly 


Lys 


Gly 


Ser 






115 










120 




Tyr 


Asp 


His 


Gin 


Thr 


Gin 


Glu 


Leu 


Val 




130 










135 






Lys 


Lys 


Ala 


Phe 


Leu 


Asn 


Gin 


Ala 


Gin 


145 










150 








Leu 


Met 


Asn 


Gin 


His 


Asp 


Thr 


Glu 


Met 










165 










Lys 


Arg 


His 


Phe 


Met 


Phe 


Arg 


Asn 


His 








180 










185 


Leu 


Ser 


Tyr 


Asn 


Leu 


Tyr 


Asp 


Leu 


Leu 






195 










200 




Val 


Ser 


Leu 


Asn 


Leu 


Thr 


Arg 


Lys 


Leu 




210 










215 






Leu 


Leu 


Phe 


Leu 


Ala 


Thr 


Pro 


Glu 


Leu 


225 










230 








Lys 


Pro 


Glu 


Asn 


He 


Leu 


Leu 


Cys 


Asn 










245 










He 


Val 


Asp 


Phe Gly 


Ser 


Ser 


Cys 


Gin 








260 










265 


Tyr 


He 


Gin 


Ser Arg 


Phe 


Tyr 


Arg 


Ser 






275 










280 
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He 


Asn 


Glu 


Leu 


Val 


Glu 


Asn 










830 






Arg 


Gin 


Ala 


Phe 


Val 


Phe 


Val 








845 








Leu 


Pro 


Met 


Asp 


Gin 


Phe 


Ala 






860 










Leu 


Ala 


Asn 


Asp 


Aro" 


Val 


Pro 




875 










880 


Leu 


Arg 


Gin 


Thr 


Leu 


Leu 


Glu 


890 










895 




Cys 


His 


Gin 


Glu 


Ala 


Val 


Glu 










910 






Arg 


Asp 


Ser 


Asp 


Val 


Lys 


Tyr 








925 








Lys 


He 


Ser 


Glu 


Asn 


Ala 


Met 






940 










Phe 


Ser 


Glv 


Phe 


Pro 


Glv 


Pro 


10 










15 




Val 


Atq 


Leu 


Leu 


Pro 


Arcr 


Arc 










30 






Ser 


Ala 


Pro 


Leu 


Arcr 


Lvs 


Leu 








45 








His 


He 


Asn 


Glu 


Val 


Tvr" 


Tvr 






60 










Ala 


Pro 


Pro 


Gin 


ASD 


Ser 


Ser 




75 










80 


His 


Glv 


Tvr 


Asp 


ASD 


AsD 


Asn 


90 










95 




Arcr 


Trp 


Leu 


Glu 

«fc «A 


Arcr 


Tvr 


Glu 










110 






Phe 


Glv 


Gin 

^■P 4W* 


Val 


Val 


Lvs 


Ala 








125 








Ala 


He 


Lys 


He 


He 


Lvs 


Asn 






140 










He 


Glu 


Leu 


Arcr 


Leu 


Leu 


Glu 




155 










160 


Lys 


Tvr 


Tvr 


He 


Val 


His 


Leu 


170 










175 




Leu 


Cvs 


Leu 


Val 


Phe 


Glu 


Leu 










190 






Arcr 


Asn 


Thr 


His 


Phe 


Arcr 


Glv 








205 








Ala 


Gin 


Gin 


Leu 


Cvs 


Thr 


Ala 






220 










Ser 


He 


He 


His 


Cys 


Asp 


Leu 




235 










240 


Pro 


Lys 


Arg 


Ser 


Ala 


He 


Lys 


250 










255 




Leu 


Gly 


Gin 


Arg 


He 


Tyr 


Gin 










270 






Pro 


Glu 


Val 


Leu 


Leu 


Gly 


Thr 



285 
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Pro 


Tyr Asp 


Leu 


Ala 


lie 


AST5 


Met 


Tiro 


O <■ fci 


Leu Glv Cvs He Leu Val 




290 










295 








300 


Glu 

%A 


Met 


His 


Thr Gly 


Glu 


Pro 


Leu 


Phe 


Ser 


Glv Ser Asn Glu Val Cvs 


305 










310 










315 320 


Pro 


Gin Glu Gly Val 


ASD 


Gin 


Met 


Asn 


ArQ 


He Val Glu Val Leu Glv 










325 










330 


335 


lie 


Pro 


Pro 


Ala 


Ala 


Met 


Leu 


ASD 


Gin 


Ala 


Pro Lvs Ala Ara Lvs Tvr 








340 










345 




350 


Phe 


Glu Arg Leu Pro 


Glv 


Glv 


Glv 


Tro 


Thr 


Leu Arcr Ara Thr Lvs Glu 






355 










360 






365 


Leu 


Arg Lys 


Asp Tyr 


Gin 


Glv 


Pro 


Glv 


Thr 


Arcr ArQ Leu Gin Glu Val 




370 










375 








380 


Leu 


Gly Val Gin Thr 


Glv 


Glv 


Pro 


Glv 


Glv 

\3Xy 


Arcr Arcr Ala Glv Glu Pro 


385 










390 










395 400 


Glv 


His 


Ser 


Pro 


Ala 


As 13 




Leu 


Arcr 

**xy 


Phe 


Gin AsD Leu Val Ti^ii Arcr 










405 










410 

^ «k w 


415 


Met 


Leu Glu Tyr Glu 


Pro 


Ala 


Ala 


Arcf 


lie 

X X9 


Ser Pro Leu Glv Ala Leu 








420 










425 




430 


Gin 


His Gly Phe Phe 




At"ct 




Ala 

^%XCl 


Asn 


Glu Ala Thr* Asn TVir* Glv 
u x%xoi xxxx x^dxx xxxx wxy 






435 










440 






445 




Ala Gly Ser 


Ser 


Ala 


OCX 




0CX 


JrX 


^xxa f xw xjcu <^s^ xxxx \myo 




450 










455 








460 

W V 


Pro 


Ser 


Ser 


Ser 


Thr 


Ala 




OCX 


Tl e 
xxts 


Qe V 

OCX 


.QoT* j^or* Al \7 Al V QoT* Cat* 

OCX OCX wXj^ \7Xy OCX OCX 


465 










470 










475 4Sn 


Glv 


Ser 


Ser 


Ser Asp 




Arg 






A vrr 
Axy 


xjfX OCX noxx Axy xyx i^jfo 










485 










490 


495 


Glv 


Gly Pro Gly Pro 




Tie 


X XXX 




cs 


Al 11 Ma^ Acn QoT" Dv*o Al n 

UrXU 1*1CL> JnalX OCX trLKJ UXXXX 








500 










3 V ^ 




51 n 

3 X vJ 


V CI .li. 


Pro 


Pro 


Ser 


Gin 






Axy 


IrX \J 


irp 


Al 21 Al \r Al ^/ Aar% T7ra 1 DT"r4 
nxcl \aXy \J,Ly Vctx irxVi? 






515 










520 






59 5 


His 


Lys 


Thr 


His 


Gin 






nxd 


Q AY* 

OCX 


Al a 


Go>" Gov* D>*/*> Al Tt^y* 
OCX OCX xjcU JrxO oXy Xxxx 




530 










535 








540 


Glv 


Ala 


Gin 


Leu 


Pro 




m n 


Jcr X u 


Axy 


xyr 


T.OII Al \f TV yor Ot*/^ Dvr^ Gov* 
IjCU VjXy r^Xvj <rXO trI,\J OCX 


545 










550 

w ^ w 










555 560 




Thr 


Ser 


Pro 


Pro 


ir JL \J 


ir X U 




XjC?U 




A aT^ \7a 1 Go"r" T.oii 1 Al 
nxi^ vctx OCX JjcLL velX vjJUy 










565 










570 


5 7 5 


vaxy 


Pro 


Ala 


Asp 


Cys 


C A. 

oer 


irro 


Fro 


rixS 


Fro 


Ala Pro Ala Pro Gin riis 








580 










585 




590 


Pro 


Ala 


Ala 


Ser 


Ala 


Leu 


Arg 


Thr 


Arg 


Met 


Thr Gly Gly Arg .Pro Pro 






595 










600 






605 


Leu 


Pro 


Pro 


Pro 


Asp 


Asp 


Pro 


Ala 


Thr 


Leu 


Gly Pro His Leu Gly Leu 




610 










615 








620 


Arg 


Gly Val 


Pro 


Gin 


Ser 


Thr 


Ala 


Ala 


Ser 


Ser * 


625 










630 










635 



<210> 1925 
<211> 102 
<212> PRT 

<213> Homo sapiens 



<400> 1925 



Met 


Asp 


Pro 


Ser 


Glu 


Ala 


Trp 


Ala 


Asn 


Ala 


Thr Cys Pro Gly Val Thr 


1 








5 










10 


15 


Tyr 


Asp 


Gin 


Glu 


Ser 


His 


Gin 


Val 


He 


Leu 


Arg Leu Gly Asp His Glu 








20 










25 




30 


Phe 


He 


Lys 


Ser 


Leu 


Thr 


Pro 


Leu 


Glu 


Gly 


Thr Gin Asp Thr Phe Thr 






35 










40 






45 


Asn 


Phe 


Gin 


Gin 


Val 


Tyr 


Leu 


Trp 


Lys 


Asp 


Ser Asp Met Gly Ser Arg 




50 










55 








60 


Pro 


Glu 


Ser Met Gly 


Cys 


Arg 


Lys 


Asn 


Thr 


Val Pro Arg Pro Ala Ser 


65 










70 










75 80 
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Pro Thr Glu Ala Gly Thr Asp Pro Gin Thr Phe Leu His Thr Trp Val 

85 90 95 

Ser Glu Cys Arg Asp * 

100 101 



<210> 1926 

<211> 1204 

<212> PRT 

<213> Homo sapiens 



<400> 1926 

Met Glu Gin Ala Pro Asn Met Ala Glu Pro Arg Gly Pro Val Asp His 

1 5 10 15 

Gly Val Gin lie Arg Phe He Thr Glu Pro Val Ser Gly Ala Glu Met 

20 25 30 

Gly Thr Leu Arg Arg Gly Gly Arg Arg Pro Ala Lys Asp Ala Arg Ala 

35 40 45 

Ser Thr Tyr Gly Val Ala Val Arg Val Gin Gly He Ala Gly Gin Pro 

50 55 60 

Phe Val Val Leu Asn Ser Gly Glu Lys Gly Gly Asp Ser Phe Gly Val 
65 70 75 80 

Gin He Lys Gly Ala Asn Asp Gin Gly Ala Ser Gly Ala Leu Ser Ser 

85 90 95 

Asp Leu" Glu Leu Pro Glu Asn Pro Tyr Ser Gin Val Lys Gly Phe Pro 

100 105 110 

Ala Pro Ser Gin Ser Ser Thr Ser Asp Glu Glu Pro Gly Ala Tyr Trp 

115 120 125 

Asn Gly Lys Leu Leu Arg Ser His Ser Gin Ala Ser Leu Ala Gly Pro 

130 135 140 

Gly Pro Val Asp Pro Ser Asn Arg Ser Asn Ser Met Leu Glu Leu Ala 
145 150 155 160 

Pro Lys Val Ala Ser Pro Gly Ser Thr He Asp Thr Ala Pro Leu Ser 

165 170 175 

Ser Val Asp Ser Leu He Asn Lys Phe Asp Ser Gin Leu Gly Gly Gin 

180 185 190 

Ala Arg Gly Arg Thr Gly Arg Arg Thr Arg Met Leu Pro Pro Glu Gin 

195 200 205 

Arg Lys Arg Ser Lys Ser Leu Asp Ser Arg Leu Pro Arg Asp Thr Phe 

210 215 220 

Glu Glu Arg Glu Arg Gin Ser Thr Asn His Trp Thr Ser Ser Thr Lys 
225 230 235 240 

Tyr Asp Asn His Val Gly Thr Ser Lys Gin Pro Ala Gin Ser Gin Asn 

245 250 255 

Leu Ser Pro Leu Ser Gly Phe Ser Arg Ser Arg Gin Thr Gin Asp Trp 

260 265 270 

Val Leu Gin Ser Phe Glu Glu Pro Arg Arg Ser Ala Gin Asp Pro. Thr 

275 280 285 

Met Leu Gin Phe Lys Ser Thr Pro Asp Leu Leu Arg Asp Gin Gin Glu 

290 295 300 

Ala Ala Pro Pro Gly Ser Val Asp His Met Lys Ala Thr He Tyr Gly 
305 310 315 320 

He Leu Arg Glu Gly Ser Ser Glu Ser Glu Thr Ser Val Arg Arg Lys 

325 330 ' 335 

Val Ser Leu Val Leu Glu Lys Met Gin Pro Leu Val Met Val Ser Ser 

340 345 350 

Gly Ser Thr Lys Ala Val Ala Gly Gin Gly Glu Leu Thr Arg Lys Val 

355 360 365 

Glu Glu Leu Gin Arg Lys Leu Asp Glu Glu Val Lys Lys Arg Gin Lys 

370 375 380 

Leu Glu Pro Ser Gin Val Gly Leu Glu Arg Gin Leu Glu Glu Lys Thr 
385 390 395 400 



3843 
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Glu Glu Cys Ser Arg Leu Gin Glu Leu Leu Glu Arg Arg Lys Gly Glu 

405 410 415 

Ala Gin Gin Ser T^n Lys Glu Leu Gin Asn Met Lys Arg Leu Leu Asp 

420 425 430 

Gin Gly Glu Asp Leu Arg His Gly Leu Glu Thr Gin Val Met Glu Leu 

435 440 445 

Gin Asn Lys Leu Lys His Val Gin Gly Pro Glu Pro Ala Lys Glu Val 

450 455 460 

Leu Leu Lys Asp Leu Leu Glu Thr Arg Glu Leu Leu Glu Glu Val Leu 
465 470 475 480 

Glu Gly Lys Gin Arg Val Glu Glu Gin Leu Arg Leu Arg Glu Arg Glu 

485 490 495 

Leu Thr Ala Leu Lys Gly Ala Leu Lys Glu Glu Val Ala Ser Arg Asp 

500 505 510 

Gin Glu Val Glu His Val Arg Gin Gin Tyr Gin Arg Asp Thr Glu Gin 

515 520 525 

Leu Arg Arg Ser Met Gin Asp Ala Thr Gin Asp His Ala Val Leu Glu 

530 535 540 

AlSi Glu Arg Gin Lys Met Ser Ala Leu Val Arg Gly Leu Gin Arg Glu 
545 550 555 560 

Leu Glu Glu Thr Ser Glu Glu Thr Gly Arg Trp Gin Ser Met Phe Gin 

565 570 575 

Lys Asn Lys Glu Asp Leu Arg Ala Thr Lys Gin Glu Leu Leu Gin Leu 

580 585 590 

Arg Met Glu Lys Glu Glu Met Glu Glu Glu Leu Gly Glu Lys lie Glu 

595 600 605 

Val Leu Gin Arg Glu Leu Glu Gin Ala Arg Ala Ser Ala Gly Asp Thr 

610 615 620 

Arg Gin Val Glu Val Leu Lys Lys Glu Leu Leu Arg Thr Gin Glu Glu 
625 630 635 640 

Leu Lys Glu Leu Gin Ala Glu Arg Gin Ser Gin Glu Val Ala Gly Arg 

645 650 655 

His Arg Asp Arg Glu Leu Glu Lys Gin Leu Ala Val Leu Arg Val Glu 

660 665 670 

Ala Asp Arg Gly Arg Glu Leu Glu Glu Gin Asn Leu Gin Leu Gin Lys 

675 680 685 

Thr Leu Gin Gin Leu Arg Gin Asp Cys Glu Glu Ala Ser Lys Ala Lys 

690 695 700 

Met Val Ala Glu Ala Glu Ala Thr Val Leu Gly Gin Arg Arg Ala Ala 
705 710 715 720 

Val Glu Thr Thr Leu Arg Glu Thr Gin Glu Glu Asn Asp Glu Phe Arg 

725 730 735 

Arg Arg lie Leu Gly Leu Glu Gin Gin Leu Lys Glu Thr Arg Gly Leu 

740 745 750 

Val Asp Gly Gly Glu Ala Val Glu Ala Arg Leu Arg Asp Lys Leu Gin 

755 760 765 

Arg Leu Glu Ala Glu Lys Gin Gin Leu Glu Glu Ala Leu Asn Ala Ser 

770 775 780 

Gin Glu Glu Glu Gly Ser Leu Ala Ala Ala Lys Arg Ala Leu Glu Ala 
785 790 795 800 

Arg Leu Glu Glu Ala Gin Arg Gly Leu Ala Arg Leu Gly Gin Glu Gin 

805 810 815 

Gin Thr Leu Asn Arg Ala Leu Glu Glu Glu Gly Lys Gin Arg Glu Val 

820 825 830 

Leu Arg Arg Gly Lys Ala Glu Leu Glu Glu Gin Lys Arg Leu Leu Asp 

835 840 845 

Arg Thr Val Asp Arg Leu Asn Lys Glu Leu Glu Lys lie Gly Glu Asp 

850 855 860 

Ser Lys Gin Ala Leu Gin Gin Leu Gin Ala Gin Leu Glu Asp Tyr Lys 
865 870 875 880 

Glu Lys Ala Arg Arg Glu Val Ala Asp Ala Gin Arg Gin Ala Lys Asp 

885 890 895 

Trp Ala Ser Glu Ala Glu Lys Thr S.er Gly Gly Leu Ser Arg Leu Gin 

900 905 910 
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Asp Glu lie Gin Arg Leu Arg Gin Ala Leu Gin Ala Ser Gin Ala Glu 
915 920 925 

Arg Asp Thr Ala Arg Leu Asp Lys Glu Leu Leu Ala Gin Arg Leu Gin 

930 935 940 

Gly Leu Glu Gin Glu Ala Glu Asn Lys Lys Arg Ser Gin Asp Asp Arg 
945 950 955 960 

Ala Arg Gin Leu Lys Gly Leu Glu Glu Lys Val Ser Arg Leu Glu Thr 

965 970 975 

Glu Leu Asp Glu Glu Lys Asn Thr Val Glu Leu Leu Thr Asp Arg Val 

980 985 990 

Asn Arg Gly Arg Asp Gin Val Asp Gin Leu Arg Thr Glu Leu Met Gin 

995 1000 1005 

Glu Arg Ser Ala Arg Gin Asp Leu Glu Cys Asp Lys He Ser Leu Glu 

1010 1015 1020 

Arg Gin Asn Lys Asp Leu Lys Thr Arg Leu Ala Ser Ser Glu Gly Phe 
1025 1030 1035 1040 

Gin Lys Pro Ser Ala Ser Leu Ser Gin Leu Glu Ser Gin Asn Gin Leu 

1045 1050 1055 

Leu Gin Glu Arg Leu Gin Ala Glu Glu Arg Glu Lys Thr Val Leu Gin 

1060 1065 1070 

Ser Thr Asn Arg Lys Leu Glu Arg Lys Val Lys Glu Leu Ser He Gin 

1075 1080 1085 

He Glu Asp Glu Arg Gin His Val Asn Asp Gin Lys Asp Gin Leu Ser 

1090 1095 1100 

Leu Arg Val Lys Ala Leu Lys Arg Gin Val Asp Glu Ala Glu Glu Glu 
1105 1110 1115 1120 

He Glu Arg Leu Asp Gly Leu Arg Lys Lys Ala Gin Arg Glu Val Glu 

1125 1130 1135 

Glu Gin His Glu Val Asn Glu Gin Leu Gin Ala Arg He Lys Ser Leu 

1140 1145 1150 

Glu Lys Asp Ser Trp Arg Lys Ala Ser Arg Ser Ala Ala Glu Ser Ala 

1155 1160 1165 

Leu Lys Asn Glu Gly Leu Ser Ser Asp Glu Glu Phe Asp Ser Val Tyr 

1170 1175 1180 

Asp Pro Ser Ser He Ala Ser Leu Leu Thr Glu Ser Asn Leu Gin Thr 
1185 1190 1195 1200 

Ser Ser Cys * 
1203 



<210> 1927 
<211> 555 
<212> PRT 

<213> Homo sapiens 



<400> 1927 



Met 


Ala 


Phe 


Thr 


Gin 


Leu Thr 


Phe Arg Asp 


Val Ala He Glu 


Phe 


Ser 


1 








5 




10 




15 




Gin 


Asp 


Glu 


Trp 


Lys 


Cys Leu 


Asn Ser Thr 


Gin Arg Thr Leu 


Tyr 


Arg 








20 






25 


30 






Asp 


Val 


Met 


Leu 


Glu 


Asn Tyr 


Arg Asn Leu 


Val Ser Leu Asp 


Leu 


Ser 






35 








40 


* 45 






Arg 


Asn 


Cys 


Val 


He 


Lys Glu 


Leu Ala Pro 


Gin Gin Glu Gly 


Asn 


Pro 




50 








55 




60 






Gly 


Glu 


Val 


Phe 


His 


Thr Val 


Thr Leu Glu 


Gin His Glu Lys 


His 


Asp 


65 










70 




75 




80 


He 


Glu 


Glu 


Phe 


Cys 


Phe Arg 


Glu He Lys 


Lys Lys He His 


Asp 


Phe 










85 




90 




95 




Asp 


Cys 


Gin 


Trp 


Arg 


Asp Asp 


Glu Arg Asn 


Cys Asn Lys Val 


Thr 


Thr 








100 






105 


110 






Ala 


Pro 


Lys 


Glu 


Asn 


Leu Thr 


Cys Arg Arg 


Asp Gin Arg Asp 


Arg 


Arg 






115 








120 


125 







3845 
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Gly 


He 


Gly 


Asn Lys 


Ser He Lys 


His 


Gin 


Leu Gly Leu 


Ser 


Phe Leu 




130 






135 






140 






Pro 


His 


Pro 


His Glu 


Leu Gin Gin 


Phe 


Gin 


Ala Glu Gly Lys 


He Tyr 


145 








150 






155 




160 


Glu 


Cys 


Asn 


His Val 


Glu Lys Ser 


Val 


Asn 


His Gly Ser Ser Val Ser 








165 






170 






175 


Pro 


Pro 


Gin 


He Leu 


Ser Ser Thr 


Val 


Lys 


Thr His Val 


Ser Asn Lys 








180 




185 






190 




Tyr 


Gly Thr 


Asp Phe 


He Cys Ser 


Ser 


Leu 


Leu Thr Gin 


Glu Gin Lys 






195 




200 






205 






Ser 


Cys 


He 


Arg Glu 


Lys Pro Tyr 


Arg Tyr 


He Glu Cys 


Asp 


Lys Ala 




210 






215 






220 






Leu 


Asn 


His 


Gly Ser His Met Thr 


Val 


Arg 


Gin Val Ser 


His 


Ser Gly 


225 








230 






235 




240 


Glu Lys Gly 


Tyr Lys 


Cys Asp Leu 


Cys Gly 


Lys Val Phe Ser Gin Lys 








245 






250 






255 


Ser 


Asn 


Leu 


Ala Arg His Trp Arg 


Val 


His 


Thr Gly Glu Lys 


Pro Tyr 








260 




265 






270 




Lys 


Cys 


Asn 


Glu Cys 


Asp Arg Ser 


Phe 


Ser 


Arg Asn Ser 


Cys 


Leu Ala 






275 




280 






285 






Leu 


His 


Arg 


Arg Val 


His Thr Gly 


Glu Lys 


Pro Tyr Lys 


Cys 


Tyr Glu 




290 






295 






300 






Cys Asp Lys 


Val Phe 


Ser Arg Asn 


Ser Cys 


Leu Ala Leu 


His 


Gin Lys 


305 








310 






315 




320 


Thr 


His 


He 


Gly Glu Lys Pro Tyr 


Thr 


Cys 


Lys Glu Cys 


Gly Lys Ala 








325 






330 






335 


Phe 


Ser 


Val 


Arg Ser 


Thr Leu Thr 


Asn 


His 


Gin Val He 


His 


Ser Gly 








340 




345 






350 




Lys 


Lys 


Pro 


Tyr Lys 


Cys Asn Glu 


Cys 


Gly 


Lys Val Phe 


Ser 


Gin Thr 






355 




360 






365 






Ser 


Ser 


Leu 


Ala Thr 


His Gin Arg 


He 


His 


Thr Gly Glu Lys 


Pro Tyr 




370 






375 






380 






Lys 


Cys 


Asn 


Glu Cys Gly Lys Val 


Phe 


Ser 


Gin Thr Ser 


Ser 


Leu Ala 


385 








390 






395 




400 


Arg His 


Trp 


Arg He 


His Thr Gly 


Glu 


Lys 


Pro Tyr Lys 


Cys 


Asn Glu 








405 






410 






415 


Cys 


Gly Lys 


Val Phe 


Ser Tyr Asn 


Ser 


His 


Leu Ala Ser 


His 


Arg Arg 








420 




425 






430 




Val 


His 


Thr 


Gly Glu 


Lys Pro Tyr 


Lys 


Cys 


Asn Glu Cys 


Gly Lys Ala 






435 




440 






445 






Phe 


Ser 


Val 


His Ser 


Asn Leu Thr 


Thr 


His 


Gin Val He 


His 


Thr Gly 




450 






455 






460 




Glu 


Lys 


Pro 


Tyr Lys 


Cys Asn Gin 


Cys 


Gly 


Lys Gly Phe 


Ser 


Val His 


465 








470 






475 




480 


Ser 


Ser 


Leu 


Thr Thr 


His Gin Val 


He 


His 


Thr Gly Glu Lys 


Pro Tyr 








485 






490 






495 


Lys 


Cys 


Asn 


Glu Cys 


Gly Lys Ser 


Phe 


Ser 


Val Arg Pro 


Asn 


Leu Thr 








500 




505 






510 




Arg 


His 


Gin 


He He 


His Thr Gly 


Lys 


Lys 


Pro Tyr Lys 


Cys 


Ser Asp 






515 




520 






525 






Cys Gly Lys 


Ser Phe 


Ser Val Arg 


Pro 


Asn 


Leu Phe Arg 


His 


Gin He 




530 






535 






540 






He 


His 


Thr 


Lys Glu 


Lys Pro Tyr 


Lys 


Arg 


T^n 






545 








550 






555 







<210> 1928 
<211> 214 
<212> PRT 

<213> Homo sapiens 



<400> 1928 
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Met 


Val 


Gin 


Ser 


Cys 


Ser 


Ala 


Xyr 


Gly 


Cys 


Lys Asn Arg Tyr Asp Lys 


1 








5 










10 


15 


Asp 


Lys 


Pro 


Val 
20 


Ser 


Phe 


His 


Lys 


Phe 
25 


Pro 


Leu Thr Arg Pro Ser Leu 

30 


Cys 


Lys 


Glu Trp 


Glu 


Ala 


Ala 


Val 


Arg 


Arg 


Lys Asn Phe Lys Pro Thr 






35 










40 






45 


Lys 


Tyr 
50 


Ser 


Ser 


He 


Cys 


Ser 
55 


Glu 


His 


Phe 


Thr Pro Asp Cys Phe Lys 
60 


Arg 


Glu 


Cys 


Asn 


Asn 


Lys 


Leu 


Leu 


Lys 


Glu 


Asn Ala Val Pro Thr He 


65 










70 










75 ' 80 


Phe 


Leu 


Cys 


Thr 


Glu 
85 


Pro 


His 


Asp 


Lys 


Lys 
90 


Glu Asp Leu Leu Glu Pro 

95 


Gin 


Glu 


Gin 


Leu 
100 


Pro 


Pro 


Pro 


Pro 


Leu 
105 


Pro 


Pro Pro Val Ser Gin Val 

110 


Asp 


Ala 


Ala 
115 


He 


Gly 


Leu 

/ 


Leu 


Met 
120 


Pro 


Pro 


Leu Gin Thr Pro Val Asn 

125 


Leu 


Ser 


Val 


Phe 


Cys 


Asp His 


Asn 


Tyr 


Thr 


Val Glu Asp Thr Met His 


bin 


130 










135 








140 


Arg 


Lys 


Arg 


He 


His 


Gin 


Leu 


Glu 


Gin 


Gin Val Glu Lys Leu Arg 


145 










150 










155 160 


Lys 


Lys 


Leu Lys 


Thr 


Ala 


Gin 


Gin 


Arg 


Cys 


Arg Arg Gin Glu Arg Gin 










165 










170 


175 


Leu 


Glu Lys 


Leu 


Lys 


Glu 


Val 


Val 


His 


Phe 


Gin Lys Glu Lys Asp Asp 








180 










185 




190 


Val 


Ser Glu Arg 


Gly 


Tyr Val 


He 


Leu 


Pro 


Asn Asp Tyr Phe Glu He 






195 










200 






205 


Val 


Glu 


Val 


Pro 


Ala 


* 













210 213 



<210> 1929 

<211> 155 

<212> PRT 

<213> Homo sapiens 



<400> 1929 



Met 


He 


His 


Phe 


1 








Gin 


Lys 


Trp 


Tyr 








20 


Arg 


Glu 


He 


Val 






35 




Phe 


Val 


Asp 


Trp 




50 






Leu 


Tyr 


Phe 


Cys 


65 








Leu 


Glu 


He 


Val 


Asn 


Val 


Cys 


Glu 








100 


He 


Leu 


Asp 


Glu 






115 




Lys 


He 


Ala 


Val 




130 






Ser 


Thr 


Val 


Ser 



145 



He Leu Leu Phe 
5 

He Thr Leu Pro 

Gin He He Leu 

40 

Lys Glu Leu Lys 
55 

Cys Ala He Glu 
70 

His Arg Tyr Val 
85 

Leu Asp He He 

Phe He He Gly 

120 

Lys Ala He Glu 
135 

Gin Thr Met Gly 
150 



Ser 


Arg 


Gin Gly 




10 




Asp 


Lys 


Glu Arg 


25 






Ser 


Arg 


Gly His 


Leu 


Val 


Tyr Lys 






60 


Asn 


Gin 


Asp Asn 






75 


Glu 


Leu 


Leu Asp 




90 




Phe 


Asn 


Phe Glu 


105 






Gly 


Glu 


He Gin 


Asp 


Ser 


Asp Met 






140 


Glu 


Arg 


★ 




154 





Lys Leu Arg Leu 

15 

Lys Lys He Thr 
30 

Arg Thr Ser Ser 
45 

Arg Tyr Ala Ser 

Glu Leu Leu Thr 

80 

Lys Tyr Phe Gly 
95 

Lys Ala Tyr Phe 
110 

Glu Thr Ser Lys 
125 

Leu Gin Glu Val 
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<213> Homo sapiens 



<400> 1930 



Met Ala Gly 


Leu Arg 


Asn 


Glu 


Ser 


Glu Gin Glu Pro Leu Leu 


Gly Asp 


1 






5 








10 


15 


Thr 


Pro Gly 


Ser Arg 


Glu 


Trp 


Asp 


He Leu Glu Thr Glu Glu 


His Tyr 






20 










25 30 




Lys 


Ser Arg 


Trp Arg 


Ser 


He 


Arg 


He Leu Tyr Leu Thr Met 


Phe Leu 




35 










40 


^ 45 




Ser 


Ser Val 


Gly Phe 


Ser 


Val 


Val 


Met Met Ser He Trp Pro 


Tyr Leu 




50 








55 




60 




Gin Lys lie 


Asp 


Pro 


Thr 


Ala 


Asp 


Thr Ser Phe Leu Gly Trp 


Val He 


65 








70 






75 


80 


Ala 


Ser Tyr 


Ser 


Leu 


Gly 


Gin 


Met 


Val Ala Ser Pro He Phe 


Gly Leu 








85 








90 


95 


Trp 


Ser Asn 


Tyr Arg 


Pro 


Arg 


Lys 


Glu Pro Leu He Val Ser 


He Leu 






100 










105 110 




He 


Ser Val 


Ala 


Ala 


Asn 


Cys 


Leu 


Tyr Ala Tyr Leu His He 


Pro Ala 




115 










120 


125 




Ser 


His Asn 


Lys 


Tyr 


Tyr 


Met 


Leu 


Val Ala Ara Glv Leu Leu 


Gly He 




130 








135 




140 




Gly Ala Val 


Phe 


Gin 


Thr 


Cys 


Phe 


Thr Phe Leu Gly Glu Lvs 


Gly Val 


145 








150 






155 


160 


Thr 


Trp Asp 


Val 


He 


Lys 


Leu 


Gin 


He Asn Met Tvr Thr Thr 


Pro Val 








165 








170 


175 


Leu 


Leu Ser 


Ala 


Phe 


Leu 


Gly 


He 


Leu Asn He He Leu He 


Leu Ala 






180 










185 190 




He 


Leu Arg 


Glu 


His 


Arg 


Val 


Asp 


Asp Ser Gly Ara Gin Cvs 


Lvs Ser 




195 










200 


205 




lie 


Asn Phe 


Glu 


Glu 


Ala 


Ser 


Thr 


Asp Glu Ala Gin Val. Pro 


Gin Glv 




210 








215 




220 


Asn 


He Asp 


Gin 


Val 


Ala 


Val 


Val 


Ala He Asn Val Leu Phe 


Phe Val 


225 








230 






235 


240 


Thr 


Leu Phe 


He 


Phe 


Ala 


Leu 


Phe 


Glu Thr He He Thr Pro 


Leu Thr 








245 








250 


255 


Met 


Asp Met 


Tyr Ala 


Trp 


Thr 


Gin 


Glu Gin Ala Val Leu Tyr 


Asn Glv 






260 










265 270 




He 


He Leu 


Ala 


Ala 


Leu 


Gly 


Val 


Glu Ala Val Val He Phe 


Leu Gly 




275 










260 


285 


Val 


Lys Leu 


Leu 


Ser 


Lys 


Lys 


He 


Gly Glu Arg Ala He Leu 


Leu Gly 




290 








295 




300 




Gly Leu He 


Val 


Val 


Trp 


Val 


Gly 


Phe Phe He Leu Leu Pro 


Trp Gly 


305 








310 






315 


320 


Asn 


Gin Phe 


Pro 


Lys 


He 


Gin 


Trp 


Glu Asp Leu His Asn Asn 


Ser He 








325 








330 


335 


Pro 


Asn Thr 


Thr 


Phe 


Gly 


Glu 


He 


He He Gly Leu Trp Lys 


Ser Pro 






340 






■ 




345 350 




Met 


Glu Asp 


Asp Asn 


Glu 


Arg 


Pro 


Thr Gly Cys Ser He Glu 


Gin Ala 




355 










360 


365 




Trp 


Cys Leu 


Tyr 


Thr 


Pro 


Val 


He 


His Leu Ala Gin Phe Leu 


Thr Ser 




370 








375 




380 




Ala 


Val Leu 


He Gly Leu 


Gly 


Tyr 


Pro Val Cvs Asn Leu Met 


Ser Tvr 


385 








390 






395 


400 


Thr 


Leu Tyr 


Ser 


Lys 


He 


Leu 


Gly 


Pro Lys Pro Gin Gly Val 


Tyr Met 








405 








410 


415 


Gly Trp Leu 


Thr 


Ala 


Ser 


Gly 


Ser 


Gly Ala Arg He Leu Gly 


Pro Met 






420 










425 430 




Phe 


He Ser 


Gin 


Val 


Tyr 


Ala 


His 


Trp Gly Pro Arg Trp Ala 


Phe Ser 




435 










440 


445 




Leu 


Val Cys 


Gly He 


He 


Val 


Leu 


Thr He Thr Leu Leu Gly 


Val Val 




450 








455 




460 




Tyr 


Lys Arg 


Leu 


He 


Ala 


Leu 


Ser 


Val Arg Tyr Gly Arg He 


Gin Glu 


465 








470 






475 


480 
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<210> 1931 
<211> 1177 
<212> PRT 

<213> Homo sapiens 



<400> 1931 
















Met Ala 


Glu Arg 


Lys 


Gly 


Thr 


Ala 


Lys 


Val Asp 


Phe Leu Lys Lys He 


1 




5 










10 


15 


Glu Lys 


Glu lie 


Gin 


Gin 


Lys 


Trp 


Asp 


Thr Glu Arg Val Phe Glu Val 




20 










25 




30 


Asn Ala 


Ser T^n 


Leu 


Glu 


Lys 


Gin 


Thr 


Ser Lys Gly Lys Tyr Phe Val 




35 








40 






45 


Thr Phe 


Pro Tyr 


Pro 


Tyr 


Met 


Asn 


Glv 


Arg Leu 


His Leu Gly His Thr 


50 








55 








60 


Phe Ser 


Leu Ser 


Lys 


Cvs 


Glu 


Phe 


Ala 


Val Gly Tyr Gin Arg Leu Lys 


65 






70 








75 


80 


Gly Lys 


Cys Cys 


Leu 


Phe 


Pro 


Phe 


Glv 


Leu His 


Cys Thr Gly Met Pro 






85 










90 


95 


lie Lys 


Ala Cys 


Ala 


Asp 


Lys 


Leu 


Lvs 


Arg Glu 


He Glu Leu Tyr Gly 




100 










105 

\J imj 




110 


Cys Pro 


Pro Asp 


Phe 


Pro 


Asp 


Glu 


Glu 


Glu Glu 


Glu Glu Glu Thr Ser 




115 








120 

fi# w 






125 


Val Lys 


Thr Glu 


Asp 


He 


He 


He 


Lys 


Asp Lys 


Ala Lys Gly Lys Lys 


130 








135 








140 


Ser Lys 


Ala Ala 


Ala 


Lvs 


Ala 


Gly 


Ser 

lA* 


Ser Lys 


Tyr Gin Trp Gly He 


145 






150 








155 


160 


Met Lys 


Ser Leu 


Gly 


Leu 


Ser 


Asp 


Glu 


Glu He 


Val Lys Phe Ser Glu 






165 










170 


175 


Ala Glu 


His Trp 


Leu 


Asp 


Tyr 


Phe 


Thr 


Pro Leu 


Ala He Gin Asp Leu 




180 










185 




190 


Lys Arg 


Met Gly 


Leu 


Lys 


Val 


Asp 


Trp 


Arg Arg 


Ser Phe He Thr Thr 




195 








200 






205 


Asp Val 


Asn Pro 


Tyr 


Tyr 


Asp 


Ser 


Phe 


Val Arg 


Trp Gin Phe Leu Thr 


210 








215 








220 


Leu Arg 


Glu Arg 


Asn 


Lys 


He 


Lys 


Phe 


Gly . Lys Arg Tyr Thr He Tyr 


225 






230 








235 


240 


Ser Pro 


Lys Asp 


Gly 


Gin 


Pro 


Cys 


Met 


Asp His Asp Arg Gin Thr Gly 






245 










250 


255 


Glu Gly 


Val Gly 


Pro 


Gin 


Glu 


Tyr 


Thr 


Leu Leu 


Lys Leu Lys Val Leu 




260 










265 
^ \j mj 




270 


Glu Pro 


Tyr Pro 


Ser 


Lys 


Leu 


Ser 


Gly 


Leu Lys Gly Lys Asn He Phe 




275 








280 






285 


Leu Val 


Ala Ala 


Thr 


Leu 


Arg 


Pro 


Glu 


Thr Met 


Phe Gly Gin Thr Asn 


290 








295 








300 


Cys Trp 


Val Arg 


Pro 


Asp 


Met 


Lys 


Tyr 


He Gly Phe Glu Thr Val Asn 


305 






310 








315 


320 


Gly Asp 


He Phe 


He 


Cys 


Thr 


Gin 


Lys 


Ala Ala Arg Asn Met Ser Tyr 






325 










330 


335 


Gin Gly 


Phe Thr 


Lys 


Asp 


Asn 


Gly 


Val 


Val Pro Val Val Lys Glu Leu 




340 










345 




350 


Met Gly 


Glu Glu 


He 


Leu 


Gly 


Ala 


Ser 


Leu Ser 


Ala Pro Leu Thr Ser 




355 








360 






365 


Tyr Lys 


Val He 


Tyr 


Val 


Leu 


Pro 


Met 


Leu Thr He Lys Glu Asp Lys 


370 








375 








380 


Gly Thr 


Gly Val 


Val 


Thr 


Ser 


Val 


Pro 


Ser Asp 


Ser Pro Asp Asp He 


385 






390 








395 


400 


Ala Ala 


Leu Arg 


Asp 


Leu 


Lys 


Lys 


Lys 


Gin Ala Leu Arg Ala Lys Tyr 






405 










410 


415 
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Gly He Arg 


Asp 




420 


\3±u. XXQ P3ro 


Gxy 


435 




Leu Lys He 


Gin 


450 




Glu Lys He 


Tyr 


465 




Gly Phe Lys 


Gly 


Lys Met He 


Asp 




500 


Gin Val Met 


Ser 


515 




Gin Trp Tyr 


Leu 


530 




Gin" Cys Leu 


Lys 


545 




Phe Glu Ala 


Thr 


Tyr Gly Leu 


Gly 




580 


Ser Leu Ser 


Asp 


595 




Leu Leu Gin 


Gly 


610 




He Arg Pro 


Gin 


625 




Lys Glu Ala 


Pro 


Gin Leu Lys 


Gin 




660 


Ser Gly Lys 


Asp 


675 




His Val Ala 


Met 


690 




Arg Ala Asn 


Gly 


705 




Thr Gly Asn 


Phe 


Asp Gly Met 


Arg 




740 


Ala Asn Phe 


Val 


755 




Thr Trp Val 


Glu 


770 




Arg Ser Gly 


Pro 


785 




Leu Asn Ala 


Gly 


Phe Lys Glu 


Ala 




820 


Asp Lys Tyr 


Arg 


835 




Phe Arg Phe 


He 


850 




His Leu Cvs 


Glu 


865 




Met Asn Ala 


Ser 


His Ser Ser 


Gin 




900 


Leu Lys Asn 


Tyr 


915 





Asp Met Val Leu 

Phe Gly Asn Leu 

440 

Ser Gin Asn Asp 
455 

Leu Lys Gly Phe 
470 

Gin Lys Val Gin 
485 

Ala Gly Asp Ala 

Arg Ser Ser Asp 

520 

Asp Tyr Gly Glu 
535 

Asn Leu Glu Thr 
550 

Leu Gly Trp Leu 
565 

Thr His Leu Pro 

Ser Thr He Tyr 

600 

Gly Asn Leu His 
615 

Gin Met Thr Lys 
630 

Phe Pro Lys Thr 
.645 

Glu Phe Glu Phe 

Leu Val Pro Asn 

680 

Trp Pro Glu Gin 
695 

His Leu Leu Leu 
710 

Leu Thr Leu Thr 
725 

Leu Ala Leu Ala 

Glu Ala Met Ala 

760 

Trp Val Lys Glu 
775 

Ala Ser Thr Phe 
790 

He He Lys Thr 
805 

Leu Lys Thr Gly 

Glu Leu Ala Val 

840 

Glu Val Gin Thr 
855 

His He Trp Thr 
870 

Trp Pro Val Ala 
885 

Tyr Leu Met Glu 

Met Met Pro Ala 

920 



Pro Phe Glu Pro 
425 

Ser Ala Val Thr 

Arg Glu Lys Leu 

460 

Tyr Glu Gly He 
475 

Asp Val Lys Lys 
490 

Leu He Tyr Met 
505 

Glu Cys Val Val 

Glu Asn Trp Lys 

540 

Phe Cys Glu Glu 
555 

Gin Glu His Ala 
570 

Trp Asp Glu Gin 
585 

Met Ala Phe Tyr 

Gly Gin Ala Glu 

620 

Glu Val Trp Asp 
635 

Gin He Ala Lys 
650 

Trp Tyr Pro Val 
665 

His Leu Ser Tyr 

Ser Asp Lys Trp 

700 

Asn Ser Glu Lys 
715 

Gin Ala He Asp 
730 

Asp Ala Gly Asp 
745 

Asp Ala Gly He 

Met Val Ala Asn 

780 

Asn Asp Arg Val 
795 

Asp Gin Asn Tyr 
810 

Phe Phe Glu Phe 
825 

Glu Gly Met His 

Leu Leu Leu Ala 

860 

Leu Leu Gly Lys 
875 

Gly Pro Val Asn 
890 

Val Thr His Asp 
905 

Lys Gly Lys Lys 



Val Pro Val He 
430 

He Cys Asp Glu 
445 

Ala Glu Ala Lys 

Met Leu Val Asp 

480 

Thr He Gin Lys 
495 

Glu Pro Glu Lys 
510 

Ala Leu Cys Asp 
525 

Lys Gin Thr Ser 

Thr Arg Arg Asn 

560 

Cys Ser Arg Thr 
575 

Trp Leu He Glu 
590 

Thr Val Ala His 
605 

Ser Pro Leu Gly 

Tyr Val Phe Phe 

640 

Glu Lys Leu Asp 
655 

Asp Leu Arg Val 
670 

Tyr Leu Tyr Asn 
685 

Pro Thr Ala Val 

Met Ser Lys Ser 

720 

Lys Phe Ser Ala 
735 

Thr Val Glu Asp 
750 

Leu Arg Leu Tyr 
765 

Trp Asp Ser Leu 

Phe Ala Ser Glu 

800 

Glu Lys Met Met 
815 

Gin Ala Ala Lys 

830 

Arg Glu Leu Val 
845 

Pro Phe Cys Pro 

Pro Asp Ser He 

880 

Glu Val Leu He 
895 

Leu Arg Leu Arg 
910 

Thr Asp Lys Gin 
925 
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Pro Leu 


Gin 


Lys 


Pro Ser His Cys 


Thr 


He Tyr Val Ala 


Lys 


Asn Tyr 


930 






935 




940 






Pro Pro 


Trp 


Gin 


His Thr Thr Leu 


Ser 


Val Leu Arg Lys 


His 


Phe Glu 


945 






950 




955 




960 


Ala Asn 


Asn 


Gly 


Lys Leu Pro Asp 


Asn 


Lys Val He Ala 


Ser 


Glu Leu 








965 




970 




975 


Gly Ser 


Met 


Pro 


Glu Leu Lys Lys 


Tyr 


Met Lys Lys Val 


Met 


Pro Phe 






980 




985 




990 




val Ala 


Met 


He 


Lys Glu Asn Leu 


Glu 


Lys Met Gly Pro 


Arg 


He Leu 




995 




1000 




1005 






Asp Leu 


Gin 


Leu 


Glu Phe Asp Glu 


Lys 


Ala Val Leu Met 


Glu 


Asn He 


1010 






1015 




1020 






Val Tyr 


Leu 


Thr 


Asn Ser Leu Glu 


Leu 


Glu His He Glu 


Val 


Lys Phe 


1025 






1030 




1035 




1040 


Ala Ser 


Glu 


Ala 


Glu Asp Lys He 


Arg 


Glu Asp Cys Cys 


Pro 


Gly Lys 






1045 


1050 


1055 


Pro Leu 


Asn 


Val 


Phe Arg He Glu 


Pro Gly Val Ser Val 


Ser 


Leu Val 




1060 


1065 


1070 




Asn Pro 


Gin 


Pro 


Ser Asn Gly His Phe 


Ser Thr Lys He 


Glu 


He Lys 


1075 




1080 




1085 






Gin Gly Asp Asn Cys Asp Ser He He Arg Arg Leu Met Lys Met Asn 


1090 






1095 




1100 






Arg Gly He Lys Asp Leu Ser Lys Val Lys Leu Met Arg Phe Asp Asp 


1105 






1110 




1115 




1120 


Pro Leu Leu Gly Pro Arg Arg Val 


Pro 


Val Leu Gly Lys Glu Tyr Thr 






1125 


1130 


1135 


Glu Lys 


Thr 


Pro 


He Ser Glu His 


Ala 


Val Phe Asn Val 


Asp Leu Met 




1140 


1145 


1150 




Ser Lys 


Lys 


He 


His Leu Thr Glu Asn Gly He Arg Val Asp He Gly 


1155 




1160 




1165 






Asp Thr 


He 


He 


Tyr Leu Val His 


* 









1170 11751176 



<210> 1932 
<211> 1707 
<212> PRT 

<213> Homo sapiens 





<400> 1932 


Met 


Asp 


Asp 


Asp 


1 








Asp 


Gly 


His 


Pro 








20 


Glu 


Ser 


Ser 


Val 






35 




Glu 


His 


Gly 


Asp 




50 






Glu 


Asp 


Leu 


Glu 


65 








Glu 


Thr 


Leu 


Leu 


Gly 


Ser 


Phe 


Asn 








100 


Asn 


Ala 


Phe 


Arg 






115 




Tyr 


Phe 


Cys 


Leu 




130 






Cys 


Pro 


Val 


Asp 


145 








Phe 


Gly 


Gly 


Lys 



Ser Leu Asp Glu 
5 

Gin Val Gly Pro 

Gly Ser Ser Gly 

40 

Gly Thr Asp Gly 
55 

Asp Arg Ser Gly 
70 

Glu Val Ala Gly 
85 

Ser Asp Asp Asp 

Asp Gin Ala Val 

120 

Asp Cys He Val 
135 

Arg Thr Leu Phe 
150 

He Leu Lys Lys 
165 



Leu Val Ala Arg 
10 

Ala Asp Pro Ala 
25 

Asp Ser Gly Asp 

Glu Asp Glu Gly 

60 

Ser Glu Asp Ser 
75 

Thr Gin Gly Lys 
90 

Ala Glu Ser Cys 
105 

Gly Thr Pro Glu 

Glu Trp Ser Lys 

140 

Lys Cys He Cys 
155 

He Pro Val Glu 
170 



Ser Pro Gly Pro 
15 

Gly Asp Phe Glu 
30 

Asp Ser Asp Ser 
45 

Ala Ser Glu Glu 

Glu Asp Asp Gly 

80 

Leu Glu Ala Ala 
95 

Pro He Cys Leu 

110 

Asn Cys Ala His 
125 

Asn Ala Asn Ser 

He Arg Ala Gin 

160 

Asn Thr Lys Ala 
175 
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Ser 


Glu 


Glu 


Glu Glu Asp Pro Thr 








180 


Asp 


Arg 


Glu 


Asp Arg Leu Leu Leu 






195 


200 


His 


Met 


Glu 


Cys Leu Asp Pro Pro 




210 




215 


Trp 


Phe 


Cys 


Pro Glu Cys Ala Ala 


225 






230 


Ala. 


Gly 


Pro 


Val Ser Glu Glu Glu 








245 


Val 


Pro 


Thr 


Thr Ser Arg Leu Arg 








260 


He 


Ala 


Arg 


Thr Arg Gin Ser Glu 






275 


280 


Asn 


Arg 


He 


Ser Thr Ala Arg Arg 




290 




295 


Gly 


Ser 


Ser 


Leu Leu Asp Glu Ala 


305 






310 


Ser 


Thr 


Ala 


Val Tyr Gin Arg Pro 








325 


Arg 


Lys 


Arg 


Lys Thr Arg Arg Arg 








340 


Thr 


Pro 


Ser 


Gly Pro Ser Ala Lys 






355 


360 


Lys 


Lys 


Arg 


Gin His Arg Val Lys 




370 




375 


Ser 


Glu 


Ala 


Thr Thr Arg Ser Arg 


385 






390 


Arg 


Pro 


Val 


His Ser Ser Cys He 








405 


Pro 


Ser 


Leu 


Gly Leu Leu Arg Ala 








420 


Leu 


Phe 


Gly 


Asp Pro Tyr . Glu Leu 






435 


440 


Leu 


Ser 


Ala 


Asn Pro Leu Ser Pro 




450 




455 


Ser 


Arg 


Ser 


Ala Leu Gin Ser His 


465 






470 


Val 


Gly 


Leu 


Ser Arg Arg Arg Leu 








485 


Leu 


Glu 


Glu 


Glu Pro Val Pro Asp 








500 


61x1 


Ser 


Leu 


Leu Met Leu Gly Ser 






515 


520 


Gly 


Ser 


Leu 


Ser Ala Lys Arg Ala 




530 




535 


Ser 


Gly 


Ser 


Leu Ser Arg Gly Glu 


545 






550 


Pro 


Arg 


Ala 


Leu Pro Ser Gly Ser 








565 


Arg 


Pro 


Gin 


Ser Thr Gly Leu Ser 








580 


Ala 


Arg 


Thr 


Ala Gly Ala Pro Val 






595 


600 


Gly 


Ala 


Val 


Gin Ala Arg Asn Leu 




610 




615 


Arg 


Gin 


Ser 


His Ser Pro Trp Phe 


625 






630 


Pro 


Leu 


Ala 


Ser Ala Ala Ser Lys 








645 


Pro 


Cys 


Arg 


Ser Val Val Pro Gly 








660 


Arg 


Thr 


Asp 


He Ser Glu Leu Pro 






675 


680 



Phe 


Cys 


Glu Val 


Cys Gly Arg Ser 


185 






190 


Cys 


Asp 


Gly Cys 


Asp Ala Gly Tyr 








205 


Leu 


Gin 


Glu Val 


Pro Val Asp Glu 






220 




Pro 


Gly 


Val Val 


Leu Ala Ala Asp 

AT 






235 


240 


Val 


Ser 


Leu Leu 


Leu Ala Asp Val 




250 




255 


Pro 


Arg 


Ala Gly 


Arg Thr Arg Ala 


265 






270 


Arg 


Val 


Arg Ala 


Thr Val Asn Arg 








285 


Val 


Gin 


His Thr 


Pro Gly Arg Leu 






300 




He 


Glu 


Ala Val 


Ala Thr Gly Leu 






315 


320 


Leu 


Thr 


Pro Arg 


Thr Pro Ala Arg 




330 




335 


Lys 


Lys 


Val Pro 


Gly Arg Lys Lys 


345 






350 


Ser 


Lys 


Ser Ser 


Ala Thr Arg Ser 








365 


Lys 


Arg 


Arg Gly 


Lys Lvs Val Lvs 






380 




He 


Ala 


Arg Thr 


Leu Gly Leu T^g 






395 


400 


Pro 


Ser 


Val Leu 


Lvs Pro Val Glu 




410 




415 


Asp 


He 


Gly Ala 


Ala Ser Leu Ser 


425 






430 


Asp 


Pro 


Phe Asp 


Ser Ser Glu Glu 








445 


Leu 


Ser 


Ala Lys 


Arq Arg Ala Leu 






460 




Gin 


Pro 


Val Ala 


Arg Pro Val Ser 






475 


480 


Pro 


Ala 


Ala Val 


Pro Glu Pro Asp 




490 




495 


Leu 


Leu 


Gly Ser 


He Leu Ser Gly 


505 






510 


Ser 


Asp 


Val He 


He His Arg Asp 








525 


Ala 


Pro 


Val Ser 


Phe Gin Arg Asn 






540 




Glu 


Gly 


Phe Lys 


Gly Cys Leu Gin 






555 


560 


Pro 


Ala 


Gin Gly 


Pro Ser Gly Asn 




570 




575 


Cys 


Gin 


Gly Arg 


Ser Arg Thr Pro 


585 






590 


Arg 


Leu 


Asp Leu 


Pro Ala Ala Pro 








605 


Ser 


Asn 


Gly Ser 


Val Pro Gly Phe 






620 




Asn 


Gly 


Thr Asn 


Lys His Thr Leu 






635 


640 


He 


Ser 


Ser Arg 


Asp Ser Lys Pro 




650 




655 


Pro 


Pro 


Leu Lys 


Pro Ala Pro Arg 


665 






670 


Arg 


He 


Pro Lys. 


He Arg Arg Asp 



685 
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Asp Gly Gly Gly Arg Arg Asp Ala Ala Pro Ala His Gly Gin Ser lie 

690 695 700 

Glu He Pro Ser Ala Cys He Ser Arg LeU Thr Gly Arg Glu Gly Thr 
705 710 715 720 

Gly Gin Pro Gly Arg Gly Thr Arg Ala Glu Ser Glu Ala Ser Ser Arg 

725 730 735 

Val Pro Arg Glu Pro Gly Val His Thr Gly Ser Ser Arg Pro Pro Ala 

740 745 750 

Pro Ser Ser His Gly Ser Leu Ala Pro Leu Gly Pro Ser Arg Gly Lys 

755 760 765 

Gly Val Gly Ser Thr Phe Glu Ser Phe Arg He Asn He Pro Gly Asn 

770 775 780 

.Met Ala His Ser Ser Glri Leu Ser Ser Pro Gly Phe Cys Asn Thr Phe 
785 790 795 800 

Arg Pro Val Asp Asp Lys Glu Gin Arg Lys Glu Asn Pro Ser Pro Leu 

805 / 810 815 

Phe Ser He Lys Lys Thr Lys Gin Leu Arg Ser Glu Val Tyr Asp Pro 
\ 820 825 830 

Ser Asp Pro Thr Gly Ser Asp Ser Ser Ala Pro Gly Ser Ser Pro Glu 

835 840 845 

Arg Sesr Gly Pro Gly Leu Leu Pro Ser Glu He Thr Arg Thr He Ser 

850 855 860 

lie Asn Ser Pro Lys Ala Gin Thr Val Gin Ala yal Arg Cys Val Thr 
865 870 875 880 

Ser Tyr Thr Val Glu Ser He Phe Gly Thr Glu Pro Glu Pro Pro Leu 

885 890 895 

Gly Pro Ser Ser Ala Met Ser Lys Leu Arg Gly Ala Val ;U.a Ala Glu 

900 905 910 

Gly Ala Ser Asp Thr Glu Arg Glu Glu Pro Thr Glu Ser Gin Gly Leu 

915 920 925 

Ala Ala Arg Leu Arg Arg Pro Ser Pro Pro Glu Pro Trp Asp Glu Glu 

930 935 940 

Asp Gly Ala Ser Cys Ser Thr Phe Phe Gly Ser Glu Glu Arg Thr Val 
945 950 955 960 

Thr Cys Val Thr Val Val Glu Pro Glu Ala Pro Pro Ser Pro Asp Val 

965 970 975 

Leu Gin Ala Ala Thr His Arg Val Val Glu Leu Arg Pro Pro Ser Arg 

980 985 990 

Ser Arg Ser Thr Ser Ser Ser Arg Ser Arg Lys Lys Ala Lys Arg Lys 

995 1000 1005 

Arg Val Ser Arg Glu His Gly Arg Thr Arg Ser Gly Thr Arg Ser Glu 

1010 1015 1020 

Ser Arg Asp Arg Ser Ser Arg Ser Ala Ser Pro Ser Val Gly Glu Glu 
1025 1030 1035 1040 

Arg Pro Arg Arg Gin Arg Ser Lys Ala Lys Ser Arg Arg Ser Ser Ser 

1045 1050 1055 

Asp Arg Ser Ser Ser Arg Glu Arg Ala Lys Arg Lys Lys Ala Lys Asp 

1060 1065 1070 

Lys Ser Arg Glu His Arg Arg Gly Pro Trp Gly His Ser Arg Arg Thr 

1075 1080 1085 

Ser Arg Ser Arg Ser Gly Ser Pro Gly Ser Ser Ser Tyr Glu His Tyr 

1090 1095 1100 

Glu Ser Arg Lys Lys Lys Lys Arg Arg Ser Ala Ser Arg Pro Arg Gly 
1105 1110 1115 1120 

Arg Glu Cys Ser Pro Thr Ser Ser Leu Glu Arg Leu Cys Arg His Lys 

1125 1130 1135 

His Gin Arg Glu Arg Ser His Glu Arg Pro Asp Arg Lys Glu Ser Val 

1140 1145 1150 

Ala Trp Pro Arg Asp Arg Arg Lys Arg Arg Ser Arg Ser Pro Ser Ser 

1155 1160 1165 

Glu His Arg Ala Arg Glu His Arg Arg Pro Arg Ser Arg Glu Lys Trp 

1170 1175 1180 

Pro Gin Thr Arg Ser His Ser Pro Glu Arg Lys Gly Ala Val Arg Glu 
1185 ' 1190 1195 1200 
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Ala Ser Pro Ala Pro Leu Ala Gin Gly Glu Pro Gly Arg Glu Asp Leu 

1205 1210 1215 

Pro Thr Arg Leu Pro Ala Leu Gly Glu Ala His Val Ser Pro Glu Val 

1220 1225 1230 

Ala Thr Ala Asp Lys Ala Pro Leu Gin Ala Pro Pro Val Leu Glu Val 

1235 1240 1245 

Ala Ala Glu Cys Glu Pro Asp Asp Leu Asp Leu Asp Tyr Gly Asp Ser 

1250 1255 1260 

Val Glu Ala Gly His Val Phe Asp Asp Phe Ser Ser Asp Ala Val Phe 
1265 1270 1275 1280 

lie Gin Leu Asp Asp Met Ser Ser Pro Pro Ser Pro Glu Ser Thr Asp 

1285 1290 1295 

Ser Ser Pro Glu Arg Asp Phe Pro Leu Lys Pro Ala Leu Pro Pro Ala 

1300 1305 1310 

Ser Leu Ala Val Ala Ala He Gin Arg Glu Val Ser Leu Met His Asp 

1315 1320 1325 

Glu Asp Pro Ser Gin Pro Pro Pro Leu Pro Glu Gly Thr Gin Glu Pro 

1330 1335 1340 

His Leu Leu Arg Pro Asp Ala Ala Glu Lys Ala Glu Ala Pro Ser Ser 
1345 1350 1355 1360 

Pro Asp Val Ala Pro Ala Gly Lys Glu Asp Ser Pro Ser Ala Ser Gly 

1365 1370 1375 

Arg Val Gin Glu Ala Ala Arg Pro Glu Glu Val Val Ser Gin Thr Pro 

1380 1385 1390 

Leu Leu Arg Ser Arg Ala . Leu Val Lys Arg Val Thr Trp Asn Leu Gin 

1395 1400 1405 

Glu Ser Glu Ser Ser Ala Pro Ala Glu Asp Arg Ala Pro Arg Gly Thr 

1410 1415 1420 

Thr Ser Gin Ala Thr Glu Ala Pro Arg Arg Ser Leu <31y His Gly Gly 
1425 1430 1435 1440 

Cys Gly Pro His Arg Gly Gin Ala Gly Val Leu Arg Ala Ala Leu Ser 

1445 1450 1455 

Gin Ser Arg Ala Ser Gly Thr Arg Val Pro Arg His Arg Pro Leu Ser 

1460 1465 1470 

Gly Leu Gin Pro Arg Pro Ala Ala Cys Pro Gly Pro Ala Leu Lys His 

1475 1480 1485 

Pro Thr Leu Arg Thr Gly Gin Pro Ala His Gly Pro Val His Pro Ser 

1490 1495 1500 

Gly Glu Pro Ala Ala Ser Gly Leu Trp Gly Ser Thr Asp Pro Gly Pro 
1505 1510 1515 1520 

Ser Ala Arg Cys Pro Asp Pro Ser Leu Arg Ala Ser Gin Ser Ser His 

1525 1530 1535 

Cys Ser Gin Gin Leu Gly Gly Glu Asp Pro Gly Pro Gin Ala Ser Cys 

1540 1545 1550 

Gly Glu Asn Gin Glu Gly Gly Val His Glu Glu Ala Ala His Ala Gly 

1555 1560 1565 

Ala Cys Cys Gly Gly Gly Glu Ala Gly His Gin Ala Leu Leu Pro Glu 

1570 1575 1580 

Glu Gly Gly Asp Gin Gly Gly Val Gin Gly His Pro Ala Gin Gly Arg 
1585 1590 1595 1600 

Ala Glu Asp Leu Pro Gin Gin Glu Trp Arg hsp Gin Pro Arg Glu Gly 

1605 1610 1615 

Gly Gin Pro Gly Glu Gly Val Arg Gly Gin Val Gin Ala His Ala Gin 

1620 1625 1630 

Ala Gin Glu Thr Arg Gly Arg Gly Gly Ala Ala His /aa Gly Gly Arg 

1^35 1640 1645 

Gly Leu Arg Pro Gly Asn His Gly Leu Cys Pro Gly Ser Cys Arg Glu 

1650 1655 1660 

Trp Arg Glu Ser Gly Pro Cys Pro Gly Ser Cys Arg Glu Trp Arg Glu 
1665 1670 1675 1680 

Ser Gly Pro Cys Pro Gly Ser Cys Arg Glu Trp Arg Glu Met Gly Gly 

1685 1690 1695 

He Thr Met Pro Ala Val Gly Phe Leu Arg * ' 

1700 17051706 
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<210> 1933 

<2X1> 312 

<212> PRT 

<213> Homo sapiens 



<400> 1933 

Met Glu Ala Thr Arg Arg Arg Gin His Leu Gly Ala Thr Gly Gly Pro 

15 10 15 

Gly Ala Gin Leu Gly Ala Ser. Phe Leu Gin Ala Arg His Gly Ser Val 

20 25 ' 30 

Ser Ala Asp Glu Ala Ala Arg Thr Ala Pro Phe His Leu Asp Leu Trp 

35 40 45 

Phe Tyr Phe Thr Leu Gin Asn Trp Val Leu Asp Phe Gly Arg Pro He 

50 55 60 

Ala Met Leu Val Phe Pro Leu Glu Trp Phe Pro Leu Asn Lys Pro Ser 
65 70 75 80 

Val Gly Asp Tyr Phe His Met Ala Tyr Asn Val He Thr Pro Phe Leu 

85 90 95 

Leu Leu Lys Leu He Glu Arg Ser Pro Arg Thr Leu Pro Arg Ser He 

100 . 105 110 

Thr Tyr Val Ser He He He Phe He Met Gly Ala Ser He His Leu 

115 120 125 

Val Gly Asp Ser Val Asn His Arg Leu Leu Phe Ser Gly Tyr Gin His 

130 135 140 

His Leu Ser Val Arg Glu Asn Pro He He Lys Asn Leu Lys Pro Glu 
145 150 155 160 

Thr Leu He Asp Ser Phe Glu Leu Leu Tyr Tyr Tyr Asp Glu Tyr Leu 

165 170 175 

Gly His Cys Met Trp Tyr He Pro Phe Phe Leu He Leu Phe Met Tyr 

180 185 190 

Phe Ser Gly Cys Phe Thr Ala Ser Lys Ala Glu Ser Leu He Pro Gly 

195 200 205 

Pro Ala Leu Leu Leu Val Ala Pro Ser Gly Leu Tyr Tyr Trp Tyr Leu 

210 215 220 

Val Thr Glu Gly Gin He Phe He Leu Phe He Phe Thr Phe Phe Ala 
225 230 235 240 

Met Leu Ala Leu Val Leu His Gin Lys Arg Lys Arg Leu Phe Leu Asp 

245 250 255 

Ser Asn Gly Leu Phe Leu Phe Ser Ser Phe Ala Leu Thr Leu Leu Leu 

260 265 270 

Val Ala Leu Trp Val Ala Trp Leu Trp Asn Asp Pro Val Leu Arg Lys 

275 280 285 

Lys Tyr Pro Gly Val He Tyr Val Pro Glu Pro Trp Ala Phe Tyr Thr 

290 295 300 

Leu His Val Ser Ser Arg His * 
305 310 311 



<210> 1934 
<211> 352 
<212> PRT 

<213> Homo sapiens 



<400> 1934 

Met Leu Glu Thr Leu Arg Glu Arg Leu Leu Ser Val Gin Gin Asp Phe 

1 5 10 15 

Thr Ser Gly Leu Lys Thr Leu Ser Asp Lys Ser Arg Glu Ala Lys Val 

20 25 30 
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Lys 


Ser 


Lys 


Pro 


Arg 


Thr 


Val Pro Phe Leu Pro 


Lys 


Tvr 


Ser 


Ala Gly 






35 








40 




45 








Leu 


Glu 


Leu 


Leu 


Ser 


Arg 


Tyr Glu Asp Thr Trp 


Ala 


Ala 


Leu 


His 


Arg 




50 










55 


60 










Arg 


Ala 


Lys 


Asp 


Cys 


Ala 


Ser Ala Gly Glu Leu 


Val 


Asp 


Ser 


Glu 


Val 


65 










70 


75 










80 


Val 


Met 


Leu 


Ser 


Ala 


His 


Trp Glu Lys Lys Lys 


Thr 


Ser 


Leu 


Val 


Glu 










85 




90 








95 




Leu 


Gin 


Glu 


Gin 


Leu 


Gin 


Gin Leu Pro Ala Leu 


He 


Ala 


Asp 


Leu 


Glu 








100 






105 






110 






Ser 


Met 


Thr 


Ala 


Asn 


Leu 


Thr His Leu Glu Ala 


Ser 


Phe 


Glu 


Glu 


Val 






115 








120 




125 








61u 


Asn 


Asn 


Leu 


Leu 


His 


Leu Glu Asp Leu Cys 


Gly Gin Cys 


Glu 


Leu 




130 










135 


140 










Glu 


Arg 


Cys 


Lys 


His 


Met 


Gin Ser Gin Gin Leu 


Glu Asn Tyr 


Lys Lys 


145 










150 


155 










160 


Asn 


Lys 


Arg 


Lys 


Glu 


Leu 


Glu Thr Phe Lvs Ala 


Glu Leu Asp 


Ala 


Glu 










165 




170 








175 




His 


Ala 


Gin 


Jsys 


Val 


Leu 


Glu Met Glu His Thr 


Gin 


Gin 


Met 


Lys 


Leu 








180 






185 






190 






Lys 


Glu 


Arq 


Gin 


Lys 


Phe 


Phe Glu Glu Ala Phe 


Gin Gin Asp 


Met 


Glu 






195 








200 




205 








Gin 


Tyr 


Leu 


Ser 


Thr 


Glv 


Tvr Leu Gin He Ala 


Glu Arg Arg 


Glu 


Pro 




210 










215 


220 










lie 


Gly 


Ser 


Met 


Ser 


Ser 


Met Glu Val Asn Val 


Asp Met 


Leu 


Glu 


Gin 


225 










230 


235 










240 


Met 


Asp 


Leu 


Met 


ASD 


lie 


Ser AsD Gin Glu Ala 


Leu Asp Val 


Phe 


Leu 










245 




250 








255 




Asn 


Ser 


Glv 


Glv 


Glu 

mm mmm M» 


Glu 


Asn Thr Val Leu Sei? 


Pro 


Ala 


Leii 


Gly Pro 








260 






265 






270 






Glu 


Ser 


Ser 


Thr 


Cvs 


Gin 


Asn Glu Tie Thr Leu 


Gin 


Val 


Pro 


Asn 


Pro 






275 








280 




285 










Glu 


Leu 




Ala 




PlfO Pi'O JS^T' ^PT* QOT» 
JaW Jr ^ W OCX. 


Ser 


Thr 


Cys 


Thr Asp 




290 










295 


300 










Ser 


Ala 


Thr 


Arg 


Asp 


lie 


Ser Glu Gly Gly Glu 


Ser 


Pro 


Val 


Val 


Gin 


305 










310 


315 










320 


Ser 


Asp 


Glu 


Glu 


Glu 


Val 


Gin Val Asp Thr Ala 


Leu 


Ala 


Thr 


Ser 


His 










325 




330 








335 




Thr 


Asp 


Arg 


Glu 


Ala 


Thr 


Pro Asp Gly Gly Glu 


Asp 


Ser 


Asp 


Ser 


* 








340 






345 






350 


351 





<210> 1935 
<211> 583 
<212> PRT 

<213> Homo sapiens 



<400> 1935 



Met 


Glu 


Ser 


Val 


Lys 


Gin 


Arg 


He 


Leu 


Ala 


Pro 


Gly Lys Glu 


Gly Leu 


1 








5 










10 






15 


Lys 


Asn 


Phe 


Ala 


Gly 


Lys 


Ser 


Leu Gly Gin 


He 


Tyr Arg Val 


Leu Glu 








20 










25 






30 




Lys 


Lys 


Gin 


Asp 


Thr 


Gly 


Glu 


Thr 


He 


Glu 


Leu 


Thr Glu -Asp 


Gly Lys 






35 










40 








45 




Pro 


Leu 


Glu 


Val 


Pro 


Glu 


Arg 


Lys 


Ala 


Pro 


Leu 


Cys Asp Cys 


Thr Cys 




50 










55 










60 




Phe 


Gly 


Leu 


Pro 


Arg 


Arg 


Tyr 


He 


He 


Ala 


He 


Met Ser Gly 


Leu Gly 


65 










70 










75 




80 


Phe 


Cys 


He 


Ser 


Phe 


Gly 


He 


Arg 


Cys 


Asn 


Leu 


Gly Val Ala 


He Val 










85 










90 






95 


Asp 


Met 


Val 


Asn 


Asn 


Ser 


Thr 


He 


His 


Arg Gly 


Gly Lys Val 


He Lys 


• 






100 










105 






110 
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Glu Lys Ala Lys 
115 

Gly Ser Phe Phe 
130 

lie Ala Ser Arg 
145 

Leu Thr Ser Thr 

Tyr Gly Cys Val 

180 

Val Thr Tyr Pro 
195 

Leu Glu Arg Ser 

210 

Gly Ala Val lie 

225 

Gly Trp Ser Ser 

Tyr Met Phe Trp 

260 

Thr lie Thr Asp 
275 

Ser Ala Asn Leu 
290 

Lys Phe Phe Thr 
305 

Cys Arg Ser Trp 

Phe Glu Glu Val 

340 

Ala Val Pro His 
355 

lie Ala Asp Phe 
370 

Arg Lys lie Met 
385 

Leu Val Val Gly 

Val Leu Ala Val 

420 

Asn His Leu Asp 
435 

Ser Asn Gly Val 
450 

Gly Ala Met Thr 
465 

Leu lie Ala Ala 

Phe Ala Ser Gly 

500 

Glu Glu Lys Cys 
515 

Gly Asp lie Thr 
530 

Gly Ala Thr Thr 
545 

Lys Glu Glu Phe 

Asp Arg Val Asp 

580 



Phe Asn Trp Asp 

120 



Trp 


Gly Tyr He 






135 


Leu 


Ala Ala Asp 




150 




Leu 


Asn 


Met Leu 


165 






He 


Phe 


Val Arg 


Ala 


Cys His Gly 






200 


Arg 


Leu 


Ala Thr 






215 


Ala 


Met 


Pro Leu 




230 




Val 


Phe 


Tyr Val 


245 






Leu 


Leu 


Val Ser 


Glu 


Glu 


Arg Arg 






280 


Leu 


Gly Ala Met 






295 


Ser 


Met 


Pro Val 




310 




Thr 


Phe 


Tyr Leu 


325 






Phe 


Gly Phe Glu 


Leu 


Val 


Met Thr 






360 


Leu 


Arg 


Ser Lys 






375 


Asn 


Cys Gly Gly 




390 




Tyr 


Ser 


His Thr 


405 






Gly 


Phe 


Ser Gly 


He 


Ala 


Pro Arg 






440 


Gly 


Thr 


Leu Ser 






455 


Lys 


Asn 


Lys Ser 




470 




Leu 


Val 


His Tyr 


485 






Glu 


Lys 


Gin Pro 


Gly 


Phe 


He His 






520 


Gin 


Asn 


Tyr He 






535 


Gin 


Ala 


Asn Gly 




550 




Val 


Gin Gly Glu 


565 






Tyr 


Ser 






582 





Pro Glu Thr Val 

He Thr Gin He 

140 

Arg Val Phe Gly 
155 

He Pro Ser Ala 
170 

He Leu Gin Gly 
185 

He Trp Ser Lys 

Thr Ser Phe Cys 

220 

Ala Gly He Leu 

235 

Tyr Gly Ser Phe 
250 

Tyr Glu Ser Pro 
265 

Tyr Thr Glu Glu 

Glu Lys Phe Lys 

300 

Tyr Ala He He 
315 

Leu Leu He Ser 
330 

He Ser Lys Val 
345 

He He Val Pro 

Gin He Leu Ser 

380 

Phe Gly Met Glu 
395 

Arg Gly Val Ala 
410 

Phe Ala He Ser 
425 

Tyr Ala Ser He 

Gly Met Val Cys 

460 

Arg Glu Glu Trp 
475 

Gly Gly Val He 
490 

Trp Ala Asp Pro 
505 

Glu Asp Glu Leu 

Asn Tyr Gly Thr 

540 

Gly Trp Pro Ser 
555 

Val Gin Asp Ser 
570 



Gly 


Met He His 


125 




Pro 


Gly Gly Tyr 


Ala 


Ala He Leu 




160 


Ala 


Arg Val His 




175 


Leu 


Val Glu Gly 




190 


Trp 


Ala Pro Pro 


205 




Gly 


Ser Tyr Ala 


Val 


Gin Tyr Thr 




240 


Gly 


Met Val Trp 




255 


Ala 


Lys His Pro 




270 


Ser 


He Gly Glu 


285 




Thr 


Pro Trp Arg 


Val 


Ala Asn Phe 




320 


Gin 


Pro Ala Tyr 




335 


Gly 


Met Leu Ser 




350 


He 


Gly Gly Gin 


365 




Thr 


Thr Thr Val 


Ala 


Thr Leu Leu 




400 


He 


Ser Phe Leu 




415 


Gly 


Phe Asn Val 




430 


Leu 


Met Gly He 


445 




Pro 


He He Val 


Gin 


Tyr Val Phe 




480 


Phe 


Tyr Ala He 




495 


Glu 


Glu Thr Ser 




510 


Asp 


Glu Glu Thr 


525 




Thr 


Lys Ser Tyr 



Gly Trp Glu Lys 

560 

His Ser Tyr Lys 
575 



<210> 1936 
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<211> 330 
<212> PRT 

<213> Homo sapiens 



<400> 1936 



Met Ser 


Val 


Pro 


Glu 


Glu 


Glu 


Glu 


Arg 


Leu Leu Pro 


Leu Thr Gin 


Arg 


1 






5 










10 


15 


Trp Pro 


Arg 


Ala 


Ser 


Lys 


Phe 


Leu 


Leu 


Ser Gly Cys 


Ala Ala Thr 


Val 






20 










25 




30 




Ala Glu 


Leu 


Ala 


Thr 


Phe 


Pro 


Leu 


Asp 


Leu Thr Lys 


Thr Arg Leu 


Gin 




35 










40 






45 




Met Gin 


Gly 


Glu 


Ala 


Ala 


Leu 


Ala 


Arg 


Leu Gly Asp 


Gly Ala Arg 


Glu 


50 










55 






60 






Ser Ala 


Pro 


Tyr 


Arg 


Gly 


Met 


Val 


Arg 


Thr Ala Leu 


Gly He He 


Glu 


65 








70 








75 




80 


Glu Glu 


Gly 


Phe 


Leu 


Lys 


Leu 


Trp 


Gin 


Gly Val Thr 


Pro Ala He 


Tyr 








85 










90 


95 




Arg His 


Val 


Val 


Tyr 


Ser 


Gly 


Gly 


Arg 


Met Val Thr 


Tyr Glu His 


Leu 






100 










105 




110 




Arg Glu 


Val 


Val 


Phe 


Gly 


Lys 


Ser 


Glu 


Asp Glu His 


Tyr Pro Leu 


Trp 




115 










120 






125 




Lys Ser 


Val 


He 


Gly 


Gly 


Met 


Met 


Ala 


Gly Val He 


Gly Gin Phe 


Leu 


130 










135 






140 






Ala Asn 


Pro 


Thr 


Asp 


Leu 


Val 


Lys 


Val 


Gin Met Gin 


Met Glu Gly 


Lys 


145 








150 








155 




160 


Arg Lys 


Leu 


Glu 


Gly 


Lys 


Pro 


Leu 


Arg 


Phe Arg Gly 


Val His His 


Ala 








165 




* 






170 


175 




Phe Ala 


Lys 


He 


Leu 


Ala 


Glu 


Gly 


Gly 


He Arg Gly 


Leu Trp Ala 


Gly 






180 










185 




190 




Trp Val 


Pro 


Asn 


He 


Gin 


Arg 


Ala Ala 


Leu Val Asn 


Met Gly Asp 


Leu 




195 










200 






205 




Thr Thr 


Tyr 


Asp 


Thr 


Val 


Lys 


His 


Tyr 


Leu Val Leu 


Asn Thr Pro 


Leu 


210 










215 






220 






Glu Asp 


Asn 


He 


Met 


Thr 


His 


Gly Leu 


Ser Ser Leu 


Cys Ser Glv 


Leu 


225 








230 








235 


240 


Val Ala 


Ser 


He 


Leu 


Gly 


Thr 


Pro 


Ala 


Asp Val He 


Lys Ser Arg 


He 








245 










250 


255 




Met Asn 


Gin 


Pro 


Arg 


Asp 


Lys 


Gin Gly 


Arg Gly Leu 


Leu Tyr Lys 


Ser 






260 










265 




270 




Ser Thr 


Asp 


Cys 


Leu 


He 


Gin 


Ala 


Val 


Gin Gly Glu 


Gly Phe Met 


Ser 




275 










280 






285 




Leu Tyr 


Lys 


Gly 


Phe 


Leu 


Pro 


Ser Trp 


Leu Arg Met 


Val Lys Leu 


Gly 


290 










295 






300 






Leu Leu 


Pro 


Leu 


Phe 


Phe 


Phe 


Phe 


Val 


Leu Lys Leu 


Leu Leu He 


Tyr 


305 








310 








315 




320 


Lys His 


Phe 


Pro 


Phe 


Ser 


Leu 


Leu 


Val 














325 








329 









<210> 1937 
<211> 496 
<212> PRT 

<213> Homo sapiens 



<400> 1937 
Met Arg Val Gly Ala Glu Tyr Gin 

1 5 
Gly Ala Thr Lys Tyr Thr Asp Lys 

20 

Ser Pro Tyr His Ser He Pro Asp 
35 40 



Ala Arg He Pro Glu Phe Asp Pro 

10 15 
Asp Asn Gly Gly Met Leu Val Trp 

25 30 
Ala Lys Leu Asp Glu Tyr He Ala 

45 
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He 


Ala Lys 


Glu 


Lys 


His 


Gly 


Tyr Asn 




50 








55 






Leu Phe Trp His Lys 


His 


Asn 


He 


Glu 


65 








70 








Asn 


Phe Thr 


Pro 


Phe 
85 


Pro 


Asp 


Glu 


Trp 


Phe 


Glu Gin 


Ala 
100 


Phe 


Ser 


Phe 


His 


Gly 
105 


Gin 


Met Leu 


Pro Asp 


Lys 


Thr 


He 


Ala 




115 










120 




Ser 


Trp Lys 


Lys 


Thr 


Arg 


Ser 


Arg Thr 




130 






r 

Arg 


135 






f Arg Lys Leu 


Ala 


Asn 


His 


Asn 


Gin 


145 








150 








Glu 


Glu Thr 


His 


Pro 


Met Asp 


Gly Asn 








165 










Lys 


Glu Ala 


Lys 


Lys 


Glu Gly 


Asn 


Thr 


\ 




180 


• 








185 


Lys 


He Gly 


Leu Gly 


Arg Arg 


Glu 


Tyr 




195 










200 




His 


Ser Gin 
210 


Arg 


Ser 


Lys 


Cys 
215 


Arg 


Pro 


Gin 


Glu Asp 


Val 


Val 


Ala 


Val 


Ser 


Cys 


225 








230 








He 


Leu Arg 


Gin 


Leu 


Asp Met 


Glu 


Leu 








245 










Gin 


Asn Ala 


Lys 
260 


Gin 


Val 


Asn 


Ser 


Ala 
265 


Gly lie Glu 


Glu 


Phe 


Lys 


Pro 


Pro 


Glu 




275 










280 




Arg 


Trp Thr 
290 


Thr 

4 


Glu 


Glu 


Gin 
295 


Leu 


Leu 


Tyr Gly Lys 


Asp Phe 


Gin 


Ala 


He 


Ala 


305 








310 








Val Gly Gin 


Val 


Lys 


Asn 


Phe 


Phe 


Val 








325 










Leu 


Glu Glu 


Val 
340 


Leu 


Gin 


Glu 


Trp 


Glu 
3.45 


Ser Asn Gly 


Asp Ala 


Ser 


Thr 


Leu Gly 




355 










360 




Asn 


Val Pro 


Ser Gly 


Lys 


Ser 


Thr 


Asp 




370 








375 






Pro 


Gin Ala 


Pro 


Arg 


Thr 


Leu 


Gly 


Pro 


385 








390 




« 




Thr 


Pro Thr 


Pro 


Thr 
405 


Ala 


Pro 


He 


Ala 


Leu 


Leu Arg 


Pro 
420 


Thr 


Leu 


Pro 


Ala 


Ala 
425 


Pro 


Pro Leu 
435 


Gin 


Gin 


Gin 


Ala 


Arg 
440 


Phe 


Asn 


Gin Pro 
450 


Pro 


Pro 


Pro 


Leu 
455 


He 


Arg 


Arg Leu Asn 


Pro Arg 


Pro 


Val 


Leu 


Ser 


465 








470 








Pro 


Ser Leu 


He 


Gly 


He 


Gin 


Thr 


Asp 



485 
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Val 


Glu 


Gin Ala Leu Gly Met 






60 


Lys 


Ser 


Leu Ala Asp Leu Pro 




75 


80 


Thr 


Val 


Glu Asp Lys Val Leu 


90 




95 


Lys 


Ser 


Phe His Arg He Gin 






110 


Ser 


Leu 


Val Lys Tyr Tyr Tyr 






125 


Ser 


Leu 


Met Asp Arg Gin Ala 






140 


Gly 


Asp 


Ser Asp Asp Asp Val 




155 


160 


Asp 


Ser 


Asp Tvr iVsp Pro Lvs 


170 




175 


Glu 


Gin 


Pro Val Gin Thr Ser 






190 


Gin 


Ser 


Leu Gin His T^g His 






205 


Pro 


Lvs 


Glv Met Tvr Leu Thr 






220 


Ser 


Pro 


Asn Ala Ala Asn Thr 




235 


240 


He 


Ser 


Leu Lvs Aro" Qln Val 


250 




255 


Leu 


Lvs 


Gin Lvs Met Glu Glv 






270 


Ser 


Asn 


Gin Lvs He Asn Ala 






285 


Ala 


Val 


Gin Glv Val Ara Lvs 






300 


Asp 


Val 


He Glv Asn Lvs Thr 




315 


320 


Asn 


Tvr 


Arcr ArcT Arcr Phe Asn 


330 




335 


Ala 


Glu 


Gin Gly Thr Gin Ala 






350 


Glu 


Glu 


Thr Lvs Ser Ala Ser 






365 


Glu 


Glu 


Glu Glu Ala Gin Thr 






380 


Ser 


Pro 


Pro Ala Pro Ser Ser 




395 


400 


Thr 


Leu 


Asn Gin Pro Pro Pro 


410 




415 


Pro 


Ala 


Leu His Arg Gin Pro 






430 


He 


Gin 


Pt*o 2VT"Cf Py*o TItt* Ti^ii 

ITimKJ XAAX JUCU 






445 


Pro 


Ala 


Asn Ser Met Pro Pro 






460 


Thr 


Val 


Gly Gly Gin Gin Pro 




475 


480 


Ser 


Gin 


Ser Ser Leu His * 


490 




495 



<210> 1938 
<211> 290 
<212> PRT 

<213> Homo sapiens 



3859 



wo 01/57190 



PCT/USOl/04098 



<400> 1938 



Met 


Pro 


Gly 


Thr 


Gly 


Val 


Gin 


Glu 


1 








5 








Gin 


Gin 


Pro 


Gin 


Glu 


Leu 


Leu 


Ser 








20 










Pro 


Gin 


Glu 


Gin 


Pro 


Arg 


Leu 


Glu 






35 










40 


Ala 


Ser 


Pro 


Ser 


Ser 


Ser 


Leu 


Gin 




50 










55 




Phe 


Pro 


Pro 


Gly 


Leu 


Leu 


His 


Ser 


65 










70 






Atq 


Lvs 


Val 


Cvs 


Asn 


Cvs 


Cvs 


Ser 










85 








Tvr 


Val 


Asp 


Lvs 


Asn 


He 


Asn 


Leu 

mm*^m Wt 








100 












Ala 


Lvs 


Glv 


His 


Asn 


His 


Pro 






115 










120 


Asn 


Glu 


Tro 


Ser 


Gin 


Glu 


Ala 


Ala 




130 










135 






AS13 


Thr 


Ser 


Ser 


Glu 


Ala 


Thi* 


145 










150 






Glv 


Phe 


He 


Ser 


Ala 


He 




Phe 










165 








lie 


He 

■4* 


Ser 




He 

•L ak 


Val 


PlTO 










180 










Val 


Ala 


Ala 




Gill 


IMC L> 


Glu 








195 

^ ^ ^ 










A w U 


Glv 


Ala 


His 










Val 




210 

A J» w 










215 




Leu 


Gly 


Gly 


Val 


He 


Leu 


Ser 


Cys 


225 










230 






Gly 


Glu 


Leu 


Tyr 


Arg 


Arg 


T^n 


Arg 










245 








IjVS 


Leu 


Tyr 


Gly 




Phe 




Phe 








260 










Asn 


Thr 


Leu 


Glu 


Leu 






Val 






275 










280 


Ser 
















289 


















<210> 1939 












<211> 460 












<212> PRT 












<213> Homo 


sapiens 








<400> 1939 










Met 


Ser 


Asn 


Cys 


Leu 


Gin 


Asn 


Phe 


1 








5 








Leu 


Cys 


Ser 


Arg Leu 


Cys 


Gin 

Xh« 


Gin 








20 










Gly 


Thr 


Val 


Pro 


He 


Ser 


Arg 


Leu 






35 










40 


He 


Gly 


Leu 


Val 


Thr 


Pro 


Leu 


Gly 




50 










55 




Arg 


Leu 


He 


Gly Gly 


Glu 


Ser 


Gly 


65 










70 






Tyr 


Lys 


Ser 


He 


Pro 


Cys 


Ser 


Val 










85 








Asp 


Glu 


Gly 


Gin 


Phe 


Asn 


Glu 


Gin 



100 



Gly 


Cys 


Leu Val 


Thr 


Arg Gin 


He 




10 








15 




Ala 


Val 


Arg Asn 
•* 


Ser 


Val 


His 


Pro 


25 








30 






Gly 


Ser 


Lys Leu 


Ser 


Ser 


Ser 


Pro 








45 








Asn 


Ser 


Thr Leu 


Gin 


Pro Asp Ala 






60 










Gly 


Asn 


Asn Gin 


He 


Thr 


Ala 


Glu 






75 








80 


Gin 


Glu 


Leu Glu 


Thr 


Ser 


Phe 


Thr 




90 








95 




Glu 


Gin Arg Asn Arg 


Ser 


Ser 


Pro 


105 








110 






Gly 


Glu Leu Gly Trp 


Glu 


Asn 


Pro 








125 








He 

m ^m ^m 


Ser 


Leu He 


Ser 


Glu 


Glu 


Glu 






140 










Ser 


Ser Gly Lys 


Ser 


He 


Asp 


Tyr 






155 








160 


Leu 


Val 


.Thr Gly He 


Leu 


Leu 


Val 




170 








175 




Glu 


Val 


Thr Val 


Asp 


Pro 


Asn 


Thr 


185 

^# mm 








190 








Glu 


Lys Glu 


Ser 


Ala Arg Leu 








205 








He 


Ala Gly Leu Cys 


Leu 


Leu 


Thr 






220 










Leu 


Leu 


Met Met 


Ser 


Met 


Trp Lys 






235 








240 


Phe 


Ala 


Ser Ser 


Lys 


Glu 


Ser 


Ala 




250 








255 




Arg 


Met 


Lys Thr 


Ser 


Thr 


Asn 


Glu 


265 








270 






Glu 


Glu Asp Ala 


Leu 


Ala 


Val 


Gin 



285 



Leu 


Lys He Thr Ser 


Thr Arg Leu 




10 


15 


Leu 


Arg Ser Lys Arg 


Lys Phe Phe 


25 




30 


His 


Arg Arg Val Val 


He Thr Gly 




45 




Val 


Gly Thr His Leu 


Val Trp Asp 




60 




He 


Val Ser Leu Val 


Gly Glu Glu 




75 


80 


Ala 


Ala Tyr Val Pro 


Arg Gly Ser 




90 


95 


Asn 


Phe Val Ser Lys 


Ser Asp He 


IDS 




110 
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Lys Ser Met Ser Ser Pro Thr He Met Ala He Gly Ala Ala Glu Leu 

115 120 125 

Ala Met Lys Asp Ser Gly Trp His Pro Gin Ser Glu Ala Asp Gin Val 

130 135 140 

Ala Thr Gly Val Ala He Gly Met Gly Met He Pro Leu Glu Val Val 
145 150 155 160 

Ser Glu Thr Ala Leu Asn Phe Gin Thr Lys Gly Tyr Asn Lys Val Ser 

165 170 175 

Pro Phe Phe Val Pro Lys He Leu Val Asn Met Ala Ala Gly Gin Val 

180 185 190 

Ser He Arg Tyr Lys Leu Lys Gly Pro Asn His Ala Val Ser Thr Ala 

195 200 205 

Cys Thr Thr Gly Ala His Ala Val Gly Asp Ser Phe Arg Phe He Ala 

210 215 220 

His Gly Asp Ala Asp Val Met Val Ala Gly Gly Thr Asp Ser Cys He 
225 230 235 240 

Ser Pro Leu Ser Leu Ala Gly Phe Ser Arg Ala Arg Ala Leu Ser Thr 

245 250 255 

Asn Ser Asp Pro Lys Leu Ala Cys Arg Pro Phe His Pro Lys Arg Asp 

260 265 270 

Gly Phe Val Met Gly Glu Gly Ala Ala Val Leu Val Leu Glu Glu Tyr 

275 280 285 

Glu His Ala Val Gin Arg Arg Ala Arg He Tyr Ala Glu Val Leu Gly 

290 295 300 

Tyr Gly Leu Ser Gly Asp Ala Gly His lie Thr Ala Pro Asp Pro Glu 
305 310 315 320 

Gly Glu Gly Ala Leu Arg Cys Met Ala Ala Ala Leu Lys Asp Ala Gly 

325 330 335 

Val Gin Pro Glu Glu He Ser Tyr He Asn Ala His Ala Thr Ser Thr 

340 345 350 

Pro Leu Gly Asp Ala Ala Glu Asn Lys Ala He Lys His Leu Phe Lys 

355 360 365 

Asp His Ala Tyr Ala Leu Ala Val Ser Ser Thr Lys Gly Ala Thr Gly 

370 375 380 

His Leu Leu Gly Ala Ala Gly Ala Val Glu Ala Ala Phe Thr Thr Leu 
385 390 395 400 

Ala Cys Tyr Tyr Gin Lys Leu Pro Pro Thr Leu Asn Leu Asp Cys Ser 

405 410 415 

Glu Pro Glu Phe Asp Leu Asn Tyr Val Pro Leu Lys Ala Gin Glu Trp 

420 425 430 

Lys Thr Glu Lys Arg Phe He Gly Leu Thr Asn Ser Phe Gly Phe Gly 

435 440 445 

Gly Thr Asn Ala Thr Leu Cys He Ala Gly Leu * 
450 455 459 



<210> 1940 

<211> 167 

<212> PRT 

<213> Homo sapiens 



<400> 1940 
Met Cys Thr Gly Phe Leu Cys Asn 

1 5 
Ser Gin Leu Phe Pro Gly Leu Arg 

20 

Leu Phe Tyr Leu Pro Val Tyr Arg 
35 40 
Cys Pro Val Ser Arg Gin Ser Leu 

50 55 
Leu Gly Gin Ala Val Val He Met 
65 70 



Phe Ser Thr Glu Ser Asn Gly Phe 

10 15 
Pro Trp Leu Ala Val Leu Ala Gly 

25 30 
Asp Tyr He Met Ser Phe Gly Leu 

45 

Asp Phe He Leu Ser Gin Pro Gin 

60 

Val Gly Gly Ala His Glu Ala Leu 
75 80 
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Tyr 


Ser 


Val 


Pro 


Gly 
85 


Glu 


His 


Cvs 


Leu Thr 
90 


Leu 


Gin 


Lys Arq Lvs Glv 
95 


Phe 


Val 


Axes 


Leu 
100 


Ala 


Leu 


Arg 


His 


Gly Ala 
105 


Ser 


Leu 


Val Pro Val Tyr 

110 


Ser 


Phe 


Glv 


Glu Asn 


Ann 


lie 


Phe 


Arg Leu 


Lys 


Ala 


Phe Ala Thr* Glv 






115 










120 








125 


Ser Trp 


Gin 


His 


Trp 


Cys 


Gin 


Leu 


Thr Phe 


Lys 


Lys 


Leu Met Gly Phe 




130 










135 








140 




Ser 


Pro 


Cys 


lie 


Phe 


Trp 


Gly Arg Gly lie Phe Ala 


Thr Thr Thr Trp 


145 










150 








155 




160 


Ser 


Leu 


His 


Pro 


Phe 
165 


Gly 
166 


* 













<210> 1941 

<211> 264 

<212> PRT 

<213> Homo sapiens 



<400> 1941 



Mec Gxy 


ASp 


He 


Pro 


Val 


Val Gly 


X 






5 










va± 


Thr 


.Glu 


AJ.a 


Val 


Lys 






20 










His Phe 


Asp 


Cys. Ala 


Tyr 


Phe 


Tyr 




35 










40 


Gly lie 


Arg 


Cys 


Lys 


He 


Lys 


Glu 


50 










55 




I^eu lie 


Ala 


Thr 


Lys 


Leu 


Trp 


Cys 


65 








70 






Glu Thr 


Ala 


Cys 


Arg 


Lys 


Ser 


Leu 








85 








Asp Leu 


Tyr 


Leu 


He 


His 


Trp 


Pro 






100 










Glu Trp 


He 


Met 


Ser 


Cys 


Ser 


Glu 




115 










120 


Arg Val 


Gin 


Asp 


Leu 


Pro 


Leu Asp 


130 










135 




Asp Thr 


Asp 


Phe 


Leu 


Asp 


Thr 


Trp 


145 








150 






Thr Gly 


Leu 


Val 


Lys 


Asn 


He Gly 








165 








Leu Glu 


Arg 


Leu 


Leu 


Asn 


Lys 


Pro 






180 










Asn Gin 


He 


Leu 


He 


Arg 


Phe 


Gin 




195 










200 


Pro Gly 


Ser 


He 


Thr 


Pro 


Ser 


His 


210 










215 




Asp Phe 


Glu 


Leu 


Thr 


Gin 


His 


Asp 


225 








230 






Arg Asn 


Leu 


Arg 


Leu 


Ala 


Met 


Phe 








245 








Tyr Pro 


Phe 


His 


He 


Glu 


Tyr 


* 






260 






263 





Leu Ser 


Ser Trp 


Lys Ala Ser Pro 


10 










15 




Glu Ala 


He Asp 


Ala Gly Tyr Arg 


25 








30 






His Asn Glu Arg 


Glu 


Val 


Gly Ala 








45 








Gly Ala Val Arg 


Arg Glu Asp Leu 






60 










Thr Cys 


His 


Lys 


Lys 


Ser 


Leu 


Val 




75 










80 


Lys Ala 


Leu 


Lys 


Leu 


Asn 


Tyr 


Leu 


90 










95 




Met Gly 


Phe 


Lys 


Pro 


Pro 


His 


Pro 


105 








110 






Leu Ser 


Phe 


Cys 


Leu 


Ser 


His 


Pro 








125 








Glu Ser 


Asn 


Met 


Val 


He 


Pro 


Ser 






140 










Glu Ala 


Met 


Glu 


Asp 


Leu 


Val 


He 




155 










160 


Val Ser 


Asn 


Phe 


Asn 


His 


Glu 


Gin 


170 










175 




Gly Leu 


Arg 


Phe 


Lys 


Pro 


Leu 


Thr 


185 








190 






He Gin 


Arg Asn 


Val 


He 


Val 


He 








205 








He Lys 


Glu 


Asn 


He 


Gin 


Val 


Phe 






220 










Met Asp 


Asn 


He 


Leu 


Ser 


Leu 


Asn 




235 










240 


Pro He 


Thr 


Lys 


Asn 


His 


Lys 


Asp 


250 










255 





<210> 1942 

<211> 1025 

<212> PRT 

<213> Homo sapiens 
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<400> 1942 

Met His Arg Lys Lys Val Asp Asn Arg lie Arg lie Leu lie Glu Asn 

15 10 15 

Gly Val Ala Glu Arg Gin Arg Ser Leu Phe Val Val Val Gly Asp Arg 

20 25 30 

Gly Lys Asp Gin Val Val lie Leu His His Met Leu Ser Lys Ala Thr 

35 40 45 

Val Lys Ala Arg Pro Ser Val Leu Trp Cys Tyr Lys Lys Glu Leu Gly 

50 55 60 

Phe Ser Ser His Arg Lys Lys Arg Met Arg Gin Leu Gin Lys Lys lie 
65 70 75 80 

Lys Asn Gly Thr Leu Asn lie Lys Gin Asp Asp Pro Phe Glu Leu Phe 

85 90 95 

lie Ala Ala Thr Asn He Arg Tyr Cys Tyr Tyr Asn Glu Thr His Lys 

100 105 110 

He Leu Gly Asn Thr Phe Gly Met Cys Val Leu Gin Asp Phe Glu Ala 

115 120 125 

Leu Thr Pro Asn Leu Leu Ala Arg Thr Val Glu Thr Val Glu Gly Gly 

130 135 140 

Gly Leu Val Val He Leu Leu Arg Thr Met Asn Ser Leu Lys Gin Leu 
145 150 155 160 

Tyr Thr Val Thr Met Asp Val His Ser Arg Tyr Arg Thr Glu Ala His 

165 170 175 

Gin Asp Val Val Gly Arg Phe Asn Glu Arg Phe He Leu Ser Leu Ala 

180 185 190 

Ser Cys Lys Lys Cys Leu Val He Asp Asp Gin Leu Asn lie Leu Pro 

195 200 205 

He Ser Ser His Val Ala Thr Met Glu Ala Leu Pro Pro Gin Thr Pro 

210 215 220 

Asp Glu Ser Leu Gly Pro Ser Asp Leu Glu Leu Arg Glu Leu Lys Glu 
225 230 235 240 

Ser Leu Gin Asp Thr Gin Pro Val Gly Val Leu Val Asp Cys Cys Lys 

245 250 255 

Thr Leu Asp Gin Ala Lys Ala Val Leu Lys Phe He Glu Gly He Ser 

260 265 270 

Glu Lys Thr Leu Arg Ser Thr Val Ala Leu Thr Ala Ala Arg Gly Arg 

275 280 285 

Gly Lys Ser Ala Ala Leu Gly Leu Ala He Ala Gly Ala Val Ala Phe 

290 295 300 

Gly Tyr Ser Asn He Phe Val Thr Ser Pro Ser Pro Asp Asn Leu His 
305 310 315 320 

Thr Leu Phe Glu Phe Val Phe Lys Gly Phe Asp Ala Leu Gin Tyr Gin 

325 330 335 

Glu His Leu Asp Tyr Glu He He Gin Ser Leu Asn Pro Glu Phe Asn 

340 345 350 

Lys Ala. Val He Arg Val Asn Val Phe Arg Glu His Arg Gin Thr He 

355 360 365 

Gin Tyr He His Pro Ala Asp Ala Val Lys Leu Gly Gin Ala Glu Leu 

370 375 380 

Val Val He Asp Glu Ala Ala Ala He Pro Leu Pro Leu Val Lys Ser 
385 390 395 400 

Leu Leu Gly Pro Tyr Leu Val Phe Met Ala Ser Thr He Asn Gly Tyr 

405 410 415 

Glu Gly Thr Gly Arg Ser Leu Ser Leu Lys Leu He Gin Gin Leu Arg 

420 425 430 

Gin Gin Ser Ala Gin Ser Gin Val Ser Thr Thr Ala Glu Asn Lys Thr 

435 440 445 

Thr Thr Thr Ala Arg Leu Ala Ser Ala Arg Thr Leu His Glu Val Ser 

450 455 450 

Leu Gin Glu Ser He Arg Tyr Ala Pro Gly Asp Ala Val Glu Lys Trp 
465 470 475 480 

Leu Asn Asp Leu Leu Cys Leu Asp Cys Leu Asn He Thr Arg He Val 

485 490 495 
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Ser 


Gly 


Cys 


Pro 


Leu 


Pro Glu Ala 


Cys 


Glu Leu 


Tyr Tyr Val Asn Arg 








500 






505 




510 


Asp 


Thr 


Leu 


Phe 


Cys 


Tyr His Lys 


Ala 


Ser Glu 


Val Phe Leu Gin Arg 






515 


* 




520 






525 


Leu 


Met 


Ala 


Leu 


Tyr 


Val Ala Ser 


His 


Tyr Lys 


Asn Ser Pro Asn Asp 




530 








535 






540 


Leu 


Gin 


Met 


Leu 


Ser 


Asp Ala Pro 


Ala 


His His 


Leu Phe Cys Leu Leu 


545 










550 




555 


560 


Pro 


Pro 


Val 


Pro 


Pro 


Thr Gin Asn 


Ala 


Leu Pro 


Glu Val Leu Ala Val 










565 






570 


575 


He 


Gin 


Val 


Cys 


Leu 


Glu Gly Glu 


He 


Ser Arg 


Gin Ser He Leu Asn 








580 






585 




590 


Ser 


Leu 


Ser 


Arg 


Gly 


Lys Lys Ala 


Ser 


Gly Asp 


Leu He Pro Trp Thr 






595 






600 






605 


Val 


Ser 


Glu 


Gin 


Phe 


Gin Asp Pro 


Asp 


Phe Gly 


Gly Leu Ser Gly Gly 




610 








615 






620 


Arg Val 


Val 


Arg 


He 


Ala Val His 


Pro 


Asp Tyr 


Gin Gly Met Gly Tyr 


625 










630 




635 


640 


Gly Ser 


Arg 


Ala 


Leu 


Gin Leu Leu 


Gin 


Met Tyr 


Tyr Glu Glv Arcr Phe 










645 






650 


655 


Pro Cys 


Leu 


Glu 


Glu 


Lys Val Leu 


Glu 


Thr Pro 


Gin Glu He His Thr 








660 






665 




670 


Val 


Ser 


Ser 


Glu 


Ala 


Val Ser Leu 


Leu 


Glu Glu 


Val He Thr Pro Ara 






675 






680 






685 


Lys 


Asp 


Leu 


Pro 


Pro 


Leu Leu Leu 


Lys 


Leu Asn 


Glu Arcr Pro Ala Glu 




690 








695 






700 


Arg Leu 


Asp 


Tyr 


Leu 


Gly Val Ser 


Tyr 


Gly Leu 


Thr Pro Axcr Leu Leu 


705 










710 




715 


720 


Lys 


Phe 


Trp 


Lys 


Arq 


Ala Gly Phe 


Val 


Pro Val 


Tvr Leu Arcr Gin Thr 










725 






730 


735 


Pro 


Asn 


Asp 


Leu 


Thr 


Gly Glu His 


Ser 


Cys He 


Met Leu Lvs Thr Leu 








740 






745 




750 


Thr 


Asp 


Glu 


Asp 


Glu 


Ala Asp Gin 


Gly 


Gly Trp 


Leu Ala Ala Phe Tm 






755 






760 






765 


Lys 


Asp 


Phe 


Arg 


Arg 


Arg Phe Leu 


Ala 


Leu Leu 


Ser Tvr Gin Phe Ser 




770 








775 






780 


Thr 


Phe 


Ser 


Pro 


Ser 


Leu Ala Leu 




He He 


Gin Asn Arcr Asn Met 


785 










790 




795 


800 


Gly Lys 


Pro 


Ala 


Gin 


Pro Ala Leu 


Ser 


AxcT Glu 


Glu Leu Glu Ala. Leu 










805 






810 


815 


Phe 


Leu 


Pro 


Tyr 


Asp 


Leu Lys Arg 


Leu 


Glu Met 


Tyr Ser Ara Asn Met 








820 






825 




830 


Val 


Asp 


Tyr 


His 


Leu 


He Met Asp 


Met 


He Pro 


Ala He Ser Arcr He 






835 






840 






845 


Tyr 


Phe 


Leu 


Asn 


Gin 


Leu Gly Asp 


Leu 


Ala Leu 


Ser Ala Ala Gin Ser 




850 








855 






860 


Ala 


Leu 


Leu 


Leu 


Gly 


He Gly Leu 


Gin 


His Lys 


Ser Val Asp Gin Leu 


865 










870 




875 


880 


Glu Lys 


Glu 


He 


Glu 


Leu Pro Ser 


Gly 


Gin Leu 


Met Glv Leu Phe Asn 










885 






890 


895 


Arg 


He 


He 


Arg 


Lys 


Val Val Lys 


Leu 


Phe Asn 


Glu Val Gin Glu Lys 








900 






905 




910 


Ala 


He 


Glu 


Glu 


Gin 


Met Val Ala 


Ala 


Lys Asp 


Val Val Met Glu Pro 






915 






920 






925 


Thr 


Met 


Lys 

• 


Thr 


Leu 


Ser Asp Asp 


Leu 


Asp Glu 


Ala Ala Lvs Glu Phe 




930 








935 






940 


Gin 


Glu 


Lys 
* 


His 


Lys 


Lys Glu Val 


Gly 


Lvs Leu 

V mm ^^^^ «A 


Lvs Ser Met Asn Leu 


945 










950 




955 


960 


Ser 


Glu 


Tyr 


He 


He 


Arg Gly Asp 


Asp 


Glu Glu 


Trp Asn Glu Val Leu 










965 






970 


975 


Asn 


Lys 


Ala 


Gly 


Pro 


Asn Ala Ser 


He 


He Ser 


Leu Lys Ser Asp Lys 








980 






985 




990 


Lys Arg 


Lys 


Leu 


Glu 


Ala Lys Gin 


Glu 


Pro Lys 


Gin Ser Lys Lys Leu 






995 






1000 




1005 



3S64 
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Lys Asn Arg Glu Thr Lys Asn Lys Lys Asp Met Lys Leu Lys Arg Lys 
1010 1015 1020 

Lys 
1025 



<210> 1943 
<211> 736 
<212> PRT 

<213> Homo sapiens 

r 



' <400> 1943 

Met Ala Ala Gly Gly Ala Val Ala Ala Ala Pro Glu Cys Arg Leu Leu 

1 5 / 10 15 

Pro Tyr Ala Leu His Lys Trp Ser Ser Phe Ser Ser Thr Tyr Leu Pro 
1^ 20 25 30 

Glu Asn He Leu Val Asp Lys Pro Asn Asp Gin Ser Ser Arg Trp Ser 

35 40 45 

Ser Glu Ser Asn Tyr Pro Pro Gin Tyr Leu He Leu Lys Leu Glu Arg 

50 55 '60 

Pro Ala He Val Gin Asn He Thr Phe Gly Lys Tyr Glu Lys Thr His 
65 70 75 80 

Val Cys Asn Leu Lys Lys Phe Lys Val Phe Gly Gly Met Asn Glu Glu 

85 90 95 

Asn Met Thr Glu Leu Leu Ser Ser Gly Leu Lys Asn Asp Tyr Asn Lys 

100 105 110 

Glu Thr Phe Thr Leu Lys His Lys He Asp Glu Gin Met Phe Pro Cys 

115 120 125 

Arg Phe He Lys He Val Pro Leu Leu Ser Trp Gly Pro Ser Phe Asn 

130 135 140 

Phe Ser He Trp Tyr Val Glu Leu Ser Gly He Asp Asp Pro Asp He 
145 150 155 160 

Val Gin Pro Cys Leu Asn Trp Tyr Ser Lys Tyr Arg Glu Gin Glu Ala 

165 170 175 

ile Arg Leu Cys Leu Lys His Phe Arg Gin His Asn Tyr Thr Glu Ala 

180 185 * 190 

Phe Glu Ser Leu Gin Lys Lys Thr Lys lie Ala Leu Glu His Pro Met 

195 200 205 

Ser Thr Asp He His Asp Lys Leu Val Leu Lys Gly Asp Phe Asp Ala 

210 215 220 

Cys Glu Glu Leu He Glu Lys Ala Val Asn Asp Gly Leu Phe Asn Gin 
225 230 235 240 

Tyr lie Ser Gin Gin Glu Tyr Lys Pro Arg Trp Ser Gin lie Ile Pro 

245 250 ' 255 

Lys Ser Thr Lys Gly Asp Gly Glu Asp Asn Arg Pro Gly Met Arg Gly 

260 265 270 

Gly His Gin Met Val lie Asp Val Gin Thr Glu Thr Val Tyr Leu Phe 

275 280 285 

Gly Gly Trp Asp Gly Thr Gin Asp Leu Ala Asp Phe Trp Ala Tyr Ser 

290 295 300 

Val Lys Glu Asn Gin Trp Thr Cys lie Ser Arg Asp Thr Glu Lys Glu 
305 310 315 320 

Asn Gly Pro Ser Ala Arg Ser Cys His Lys Met Cys lie Asp lie Gin 

325 330 335 

Arg Arg Gin lie Tyr Thr Leu Gly Arg Tyr Leu Asp Ser Ser Val Arg 

340 345 350 

Asn Ser Lys Ser Leu Lys Ser Asp Phe Tyr Arg Tyr Asp lie Asp Thr 

355 360 365 

Asn Thr Trp Met Leu Leu Ser Glu Asp Thr Ala Ala Asp Gly Gly Pro 

370 375 380 

Lys Leu Val Phe Asp His Gin Met Cys Met Asp Ser Glu Lys His Met 
385 390 395 400 
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lie 


Tyr 


Thr 


Phe 


Gly 


Gly Arg 


He 


Leu 


Thr 


Cys 


Asn 


Gly Ser Val 


Asp 










405 










410 










415 




Asp 


Ser 


Arg 


Ala 


Ser 


Glu 


Pro 


Gin 


Phe 


Ser 


Gly 


Leu 


Phe 


Ala 


Phe 


Asn 








420 










425 










430 






Cys 


Gin 


Cys 


Gin 


Thr 


Trp 


Lys 


Leu 


Leu 


Arg 


Glu 


Asp 


Ser 


Cys 


Asn 


Ala 






435 










440 










445 








Gly 


Pro 


Glu 


Asp 


He 


Gin 


Ser 


Arg 


He 


Gly 


His 


Cys 


Met 


Leu 


Phe 


His 




450 










455 










460 










Ser 


Lys 


Asn 


Arg 


Cys 


Leu 


Tyr 


Val 


Phe 


Gly 


Gly 


Gin 


Arg 


Ser 


Lys 


Thr 


465 










470 










475 










480 


Tyr 


Leu 


Asn 


Asp 


Phe 


Phe 


Ser 


Tyr Asp 


Val 


Asp 


Ser 


Asp His Val 


Asp 










485 










490 










495 




He 


He 


Ser 


Asp 


Gly 


Thr 


Lys 


Lys Asp 


Ser 


Gly 


Met 


Val 


Pro 


Met 


Thr 








500 










505 










510 






Gly 
* 


Phe 


Thr 


Gin 


Arg 


Ala 


Thr 


He Asp 


Pro 


Glu 


Leu 


Asn 


Glu 


He 


His 






515 










520 










525 








Val 


Leu 


Ser 


Gly 


Leu 


Ser 


Lys 


Asp 


Lys 


Glu 


Lys 


Arc 


Glu 


Glu 


Asn 


Val 




530 










535 










540 










Arg 


Asn 


Ser 


Phe 


Trp 


He 


Tyr 


Asp 


He 


Val 


Arcr 


Asn 


Ser 


Trp Ser 


Cvs 


545 










550 










555 










560 


Val 


Tyr 


Lys 


Asn 


Asp 


Gin 


Ala 


Ala 


Lys 


ASD 


Asn 


Pro 


Thr 


Lys 


Ser 


Leu 










565 










570 










575 




Gin 


Glu 


Glu 


Glu 


Pro 


Cys 


Pro 


Arg 


Phe 


Ala 


His 


Gin 


Leu 


Val 


Tyr 


ASD 








580 










585 










590 






Glu 


Leu 


His 


Lys 


Val 


His 


Tyr 


Leu 


Phe 


Glv 


Glv 


Asn 


Pro Gly Lys 


Ser 






595 










600 










605 








Cys 
* 


Ser 


Pro 


Lys 


Met 


Arg 


Leu 


Asp Asp 


Phe 


Tro 


Ser 

■■r ^ma0 mm 


Leu Lys 


Leu 


Cvs 




610 










615 










620 

mm ^0 










Arq 


Pro 


Ser 


Lys 


Asp 


Tyr 


Leu 


Leu Arg 


His 


Cys 


Lva 


Tyr 


Leu 


He 




625 










630 










635 










640 


Lvs 


His 


Arcr 


Phe 


Glu 


Glu 


Lvs 


Ala 


Gin 


Val 


ASD 


Pro 


Leu 


Ser 


Ala 












645 










650 










655 




Lys 


Tyr 

* z *• 


Leu 


Gin 


Asn 


Asp 


Leu 


Tyr 


He 


Thr 


Val 


Asis 


His 


Ser Asp 


Pro 








660 










665 










670 






Glu 


Glu 


Thr 


Lys 


Glu 


Phe 


Gin 


Leu 


Leu 


Ala 


Ser 


Ala 


Leu 


Phe 


Lys 


Ser 






675 










680 










685 








Gly 


Ser 


Asp 


Phe 


Thr 


Ala 


Leu 


Gly Phe 


Ser 


Asp 


Val 


Asp 


His 


Thr 


Tyr 




690 










695 










700 










Ala 


Gin 


Arg 


Thr 


Gin 


Leu 


Phe 


Asp 


Thr 


Leu 


Val 


Asn 


Phe 


Phe 


Pro 




705 










710 










715 










720 


Ser 


Met 


Thr 


Pro 


Pro 


Lys 


Gly 


Asn 


Leu 


Val 


Asp 


Leu 


He 


Thr 


Leu 


* 










725 










730 










735 






<210> 1944 




























<211> 132 




























<212> PRT 




























<213> Homo 


sapiens 
























<400> 1944 


























Met 


Ala 


Pro 


Ser 


Leu 


Trp Lys 


Gly Leu 


Val 


Gly 


He 


Gly Leu Phe 


Ala 


1 








5 










10 










15 




Leu 


Ala 


His 


Ala 


Ala 


Phe 


Ser 


Ala 


Ala 


Gin 


His 


ASTQ 


Ser 


Tyr 


Met 


Arcr 








20 










25 










30 






Leu 


Thr 


Glu Lys 


Glu 


Asp 


Glu 


Ser 


Leu 


Pro 


He 


Asp 


He 


Val 


Pro 


Gin 






35 










40 










45 








Thr 


Leu 


Leu 


Ala 


Phe 


Ala 


Val 


Thr 


Cys 


Tyr 


Gly 


He 


Val 


His 


He 


Ala 




50 










55 










60 










Gly 


Glu 


Phe 


Lys 


Asp 


Met 


Asp 


Ala 


Thr 


Ser 


Glu 


Leu 


Lys 


Asn 


Lys 


Thr 


65 










70 










75 










80 


Phe 


Asp 


Thr 


Leu 


Arg 


Asn 


His 


Pro 


Ser 


Phe 


Tyr 


Val 


Phe 


Asn 


His 


Arg 



85 90 95 
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Gly Arg Val Leu Phe Arg Pro Ser Asp Thr Ala Asn Ser Ser Asn Gin 

100 105 110 

Asp Ala Leu Ser Ser Asn Thr Ser Leu Lys Leu Arg Lys Leu Glu Ser 

115 120 125 

Leu Arg Arg * 
130 131 



<210> 1945 
<211> 235 
<212> PRT 

<213> Homo sapiens 



<400> 1945 
Met Arg Lys Pro 

1 

Gly Lys Thr Ser 

20 

Thr Val Ser Thr 
35 

Tyr Asn lie Ser 
50 

Leu Gly Ser Met 
65 

Asp Val Asn His 

Gly Leu Thr Asp 

100 

Asn Lys Val Asp 
115 

Glu Glu Cys Ser 
130 

Ala Pro Lys Gin 
145 

lie Leu Lys Tyr 

Gin Met Cys Phe 

180 

Leu Phe Glu Thr 
195 

Arg Ala Glu Arg 
210 

Pro Lys Arg Thr 
225 



Asp Ser Lys lie 
5 

Leu Leu Gin Arg 

Val Gly Gly Ala 

40 

lie Trp Asp Thr 
55 

Tyr Cys Arg Gly 
70 

Arg Gin Ser Leu 
85 

Thr Ala Ser Lys 

Leu Thr Glu Glu 

120 

Pro Asn Met Asp 
135 

Val Gin Leu Glu 
150 

Lys Met Leu Asp 
165 

Glu Thr Ser Ala 

Leu Phe Asp Leu 

200 

Pro Ser His Thr 
215 

Arg Ser Gly Cys 
230 



Val 


Leu 


Leu Gly 




10 






Tyr Met 


Glu Arg 


25 








Phe 


Tyr 


Leu Lys 


Ala Gly 


Arg 


Glu 








60 


Ala 


Ala 


Ala 


lie 






75 




Val 


Glu 


Leu 


Glu 




90 






Asp 


Cys 


Leu 


Phe 


105 








Gly Ala 


Leu 


Ala 


Ala Gly 


Asp 


Arg 








140 


Asp 


Ala 


Val 


Ala 






155 




Glu 


Gin 


Asp 


Val 




170 






Lys 


Thr 


Gly Tyr 


185 








Val 


Val 


Pro 


Met 


Val 


Asp 


lie 


Ser 








220 


Cys 


Ala 


* 






234 







ASp 


Met 


Asn 


Val 






15 




Arg 


Phe 


Pro Asp 




30 






Gin 


Trp Arg 


Ser 


45 








Gin 


Phe His Gly 


He 


Leu 


Thr 


Tyr 








80 


Asp 


Arg 


Phe 


Leu 






95 




Ala 


lie 


Val 


Gly 




110 






Gly 


Gin Glu Lys 


125 








Val 


Ser 


Pro 


Arg 


Leu 


Tyr 


Lys 


Lys 








160 


Pro 


Ala 


Ala 


Glu 






175 




Asn 


Val 


Asp 


Leu 




190 






He 


Leu 


Gin 


Gin 


205 








Ser 


His 


Lys 


Pro 



<210> 1946 

<211> 1669 

<212> PRT 

<213> Homo sapiens 



<400> 1946 



Met Pro Leu Gly 


Ser Lys 


Leu 


Thr Gly Val 


He Val Glu 


Asn Glu Asn 


1 




5 






10 




15 


He Thr Lys 


Glu 


Gly Gly 


Leu 


Val 


Asp Met 


Ala Lys Lys 


Glu Asn Asp 




20 








25 




30 


Leu Asn Ala 


Glu 


Pro Asn 


Leu 


Lys 


Gin Thr 


He Lys Ala 


Thr Val Glu 


35 








40 




45 




Asn Gly Lys 


Lys 


Asp Gly 


He 


Ala 


Val Asp 


His Val Val 


Gly Leu Asn 


50 






55 






60 
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Thr 


Glu 


Lys 


Tyr 


Ala Glu Thr Val 


Lvs 


65 








70 




Gly 


Lys 


Val 


Lys 


Asp He Ser He 


Asp 










85 




Ser 


Glu 


Val 


Asp 


Thr Ser Ala Gly 


Ser 








100 




105 


His 


Gin 


Arg 


Asn 


Gly Gin Thr Glu 


Asp 






115 




120 




Ala 


Glu 


Lys 


Thr 


Ser Val Ala Thr 


Ser 




130 






135 




Val 


Thr 


Leu 


Ser 


Pro Val Lys Ala 


Gly 


145 








150 




Glu 


Thr 


Arg 


Gin 


Ser Glu Val Ala 


Leu 










165 




Asp 


Glu 


Gly 


Leu 


He He Gly Thr 


His 








180 




185 


Val 


Gly 


Ala 


Glu 


Ala Ser Glu Cvs 


Thr 






195 




200 




Gly 


Gly 


Ala 


Val 


Val Thr Glu Glv 


Phe 




210 






215 






Ser 


Thr 


Lvs 


Glu Glv Glu Ser 


Glv 


225 








230 




Glu 


Asp 


Arcr 


Ala 


Ala AsD Leu Leu 


Ala 










245 




Ala 


Asn 


Val 


Asn 


Ser Val Val Thr 


Glu 








260 




265 


Ser 


Ala 


Glv 


Ser 


Glu Glu Lvs Cvs 


Asn 






275 




280 




Glu 


lie 


Val 


Glu 


Glv Thr He Thr 


Phe 




290 






295 

^0 «v 




Glv 


Ala 


Val 


Thr 


Ser Ala Glv Thr 


Glu 


305 








310 




Ser 


Glu 


Glu 


Val 


AsD Glv Ser Gin 


Glv 










325 




Lvs 


Lvs 


Glu 


Thr 


Glu Glv Thr Val 


Thr 








340 




345 


Ser 


Asp 


Asn 


Phe 


Val lie Cvs Ser 


Val 






355 




360 




Glu 


Arcr 


Met 


Val 


Thr Glv Ala Glv 


Val 




370 






375 




Pro 


Pro 


Glv 


Thr 


Ser Ala Ser Gin 


Glu 


385 








390 




Gly 


Thr 


Glu 


Gly 


Glu Ser Ala Val 


Thr 










405 




Gly 


Glu 


Glv 


Pro 


Ala Ser Cvs Thr 


Glv 








420 




425 


Phe 


Ala 


lie 


Ser 


Ser Glu Ser Glu 


Glu 






435 




440 




Ser 


Thr 


Val 


Ala 


Lvs Glu Glv Thr 


Asn 




450 






455 




Pro 


Cys 


Asp 


Asp 


Glu Gly He Val 


Thr 


465 








470 




Asp 


Glu 


Glu 


Gly 


Glu Asp Val Val 


Thr 










485 




lie 


Gly 


His 


Ala 


Ser Thr Cvs Thr 


Glv 








500 




505 


Val 


Leu 


lie 


Cys 


Glu Ser Ala Glu 


Gly 






515 




520 




Val 


Glu 


His 


Val 


Glu Ala Glu Ala 


Gly 




530 






535 




Glu 


Asn 


Asn 


Val 


Asp Ser Met Ser 


Gly 


545 








550 




Thr 


Asp 


He 


Cys 


Ser Ser Ala Lys 


Gly 



565 
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Leu 


Lys 


His Lys 


Arg 


Ser 


Pro 




75 








80 


Val 


Glu 


Arg Arg 


Asn 


Glu- 


Asn 


90 








95 




Gly 


Ser 


Ala Pro 


Ser 


Val 


Leu 






110 






Val 


Ala 


Thr Gly 


Pro 


Arg 


Arg 






125 








Thr 


Glu 


Gly Lys 


Asp 


Lys 


Asp 






140 








Pro 


Ala 


Thr Thr 


Thr 


Ser 


Ser 




155 








160 


Pro 


Cys 


Thr Ser 


He 


Glu 


Ala 


170 








175 




Ser 


Arg 


Asn Asn 


Pro 


Leu 


His 








190 






Val 


Phe 


Ala Ala 


Ala 


Glu 


Glu 






205 








Ala 


Glu 


Ser Glu 


Thr 


Phe 


Leu 






220 








Glu 


Cys 


Ala Val 


Ala 


Glu 


Ser 




235 








240 


Val 


His 


Ala Val 


Lys 


He 


Glu 


250 








255 




Glu 


Lys 


Asp Asp 


Ala 


Val 


Thr 








270 






Gly 


Ser 


Leu Ser 


Arcr 


Asp 


Ser 






285 








He 


Ser 


Glu Val 


Glu 


Ser 


Asp 






300 








He 


Arcr 


Ala Gly 


Ser 


He 


Ser 




315 








320 


Asn 


Met 


Met Arg 


Met 


Gly 


Pro 


330 








335 




Cvs 


Thr 


Gly Ala 


Glu 


Gly 


Arcr 








350 






Thr 


Gly 


Ala Gly 


Pro 


Arg 


Glu 






365 








Val 


Leu 


Gly Asp 


Asn 


Asp 


Ala 






380 








Gly 


Asp 


Gly Ser 


Val 


Asn 


Asp 




395 








400 


Ser 


Thr 


Gly He 


Thr 


Glu 


Asp 


410 








415 




Ser 


Glu 


Asp Ser 


Ser 


Glu 


Gly 








430 






Asn 


Gly 


Glu Ser 


Ala 


Met 


Asp 






445 








Val 


Pro 


Leu Val 


Ala 


Ala 


Gly 






460 








Ser 


Thr 


Gly Ala 


Lys 


Glu 


Glu 




475 








480 


Ser 


Thr 


Gly Arg 


Gly 


Asn 


Glu 


490 








495 




Leu 


Gly 


Glu Glu 


Ser 


Glu 


Gly 








510 








Ser 


Gin He 


Glv 


Thr 


Val 






525 








Ala 


Ala 


He Met 


Asn 


Ala 


Asn 






540 








Thr 


Glu 


Lys Gly 


Ser 


Lys 


Asp 




555 








560 


He 


Val 


Glu Ser 


Ser 


Val 


Thr 


570 








575 
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Ser Ala Val Ser Gly Lys Asp Glu Val Thr Pro Val Pro Gly Gly Cys 

580 585 590 

Glu Gly Pro Met Thr Ser Ala Ala Ser Asp Gin Ser Asp Ser Gin Leu 

595 600 605 

Glu Lys Val Glu Asp Thr Thr He Ser Thr Gly Leu Val Gly Gly Ser 

610 615 620 

Tyr Asp Val Leu Val Ser Gly Glu Val Pro Glu Cys Glu Val Ala His 
625 630 635 640 

Thr Ser Pro Ser Glu Lys Glu Asp Glu Asp He He Thr Ser Val Glu 

645 650 655 

Asn Glu Glu Cys Asp Gly Leu Met Ala Thr Thr Ala Ser Gly Asp He 

660 665 670 

Thr Asn Gin Asn Ser Leu Ala Gly Gly Lys Asn Gin Gly Lys Val Leu 

675 680 685 

He He Ser Thr Ser Thr Thr Asn Asp Tyr Thr Pro Gin Val Ser Ala 

690 695 700 

He Thr Asp Val Glu Gly Gly Leu Ser Asp Ala Leu Arg Thr Glu Glu 
705 710 715 720 

Asn Met Glu Gly Thr Arg Val Thr Thr Glu Glu Phe Glu Ala Pro Met 

725 730 . 735 

Pro Ser Ala Val Ser Gly Asp Asp Ser Gin Leu Thr Ala Ser Arg Ser 

740 745 750 

Glu Glu Lys Asp Glu Cys Ala Met He Ser Thr Ser He Gly Glu Glu 

755 760 765 

Phe Glu Leu Pro He Ser Ser Ala Thr Thr He Lys Cys Ala Glu Ser 

770 775 780 

Leu Gin Pro Val Ala Ala Ala Val Glu Glu Arg Ala Thr Gly Pro Val 
785 790 795 800 

Leu He Ser Thr Ala Asp Phe Glu Gly Pro Met Pro Ser Ala Pro Pro 

805 810 815 

Glu Ala Glu Ser Pro Leu Ala Ser Thr Ser Lys Glu Glu Lys Asp Glu 

820 825 830 

Cys Ala Leu He Ser Thr Ser He Ala Glu Glu Cys Glu Ala Ser Val 

835 840 845 

Ser Gly Val Val Val Glu Ser Glu Asn Glu Arg Ala Gly Thr Val Met 

850 855 860 

Glu Glu Lys Asp Gly Ser Gly He He Ser Thr Ser Ser Val Glu Asp 
865 870 875 880 

Cys Glu Gly Pro Val Ser Ser Ala Val Pro Gin Glu Glu Gly Asp Pro 

885 890 895 

Ser Val Thr Pro Ala Glu Glu Met Gly Asp Thr Ala Met He Ser Thr 

900 905 910 

Ser Thr Ser Glu Gly Cys Glu Ala Val Met He Gly Ala Val Leu Gin 

915 920 925 

Asp Glu Asp Arg Leu Thr He Thr Arg Val Glu Asp Leu Ser Asp Ala 

930 935 940 

Ala He He Ser Thr Ser Thr Ala Glu Cys Met Pro He Ser Ala Ser 
945 950 955 960 

He Asp Arg His Glu Glu .Asn Gin Leu Thr Ala Asp Asn Pro Glu Gly 

965 970 975 

Asn Gly Asp Leu Ser Ala Thr Glu Val Ser Lys His Lys Val Pro Met 

980 985 990 

Pro Ser Leu He Ala Glu Asn Asn Cys Arg Cys Pro Gly Pro Val Arg 

995 1000 1005 

Gly Gly Lys Glu Pro Gly Pro Val Leu Ala Val Ser Thr Glu Glu Gly 

1010 1015 1020 

His Asn Gly Pro Ser Val His Lys Pro Ser Ala Gly Gin Gly His Pro 
1025 1030 1035 1040 

Ser Ala Val Cys Ala Glu Lys Glu Glu Lys His Gly Lys Glu Cys Pro 

1045 1050 1055 

Glu He Gly Pro Phe Ala Gly Arg Gly Gin Lys Glu Ser Thr Leu His 

1060 1065 1070 

Leu He Asn Ala Glu Glu Lys Asn Val Leu Leu Asn Ser Leu Gin Lys 
1075 1080 1085 
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Glu Asp Lys Ser Pro Glu Thr Gly Thr Ala Gly Gly Ser Ser Thr Ala 

1090 1095 1100 

Ser Tyr Ser Ala Gly Arg Gly Leu Glu Gly Asn Ala Asn Ser Pro Ala 
1105 1110 1115 1120 

His Leu Arg Gly Pro Glu Gin Pro Ser Gly Gin Thr Ala Lys Asp Pro 

1125 1130 1135 

Ser Val Ser He Arg Tyr Leu Ala Ala Val Asn Thr Gly Ala He Lys 

1140 1145 1150 

Ala Asp Asp Met Pro Pro Val Gin Gly Thr Val Ala Glu His Ser Phe 

1155 1160 1165 

Leu Pro Ala Glu Gin Gin Gly Ser Glu Asp Asn Leu Lys Thr Ser Thr 

1170 1175 1180 

Thr Lys Cys He Thr Gly Gin Glu Ser Lys He Ala Pro Ser His Thr 
1185 1190 1195 ' 1200 

Met He Pro Pro Ala Thr Tyr Ser Val Ala Leu Leu Ala Pro Lys Cys 

1205 1210 1215 

Glu Gin Tlsp Leu Thr He Lys Asn Asp Tyr Ser Gly Lys Trp Thr Asp 

1220 1225 1230 

Gin Ala Ser Ala Glu Lys Thr Gly Asp Asp Asn Ser Thr Arg Lys Ser 

1235 J.240 1245 

Phe Pro Glu Glu Gly Asp He Met Val Thr Val Ser Ser Glu Glu Asn 

1250 1255 1260 

Val Cys Asp He Gly Asn Glu Glu Ser Pro Leu Asn Val Leu Gly Gly 
1265 1270 1275 1280 

Leu Lys Leu Lys Ala Asn Leu Lys Met Glu Ala Tyr Val Pro Ser Glu 

1285 1290 1295 

Glu Glu Lys Asn Gly Glu He Leu Ala Pro Pro Glu Ser Leu Cys Gly 

1300 1305 1310 

Gly Lys Pro Ser Gly He Ala Glu Leu Gin Arg Glu Pro Leu Leu Val 

1315 1320 1325 

Asn Glu Ser Leu Asn Val Glu Asn Ser Gly Phe Arg Thr Asn Glu Glu 

1330 1335 1340 

He His Ser Glu Ser Tyr Asn Lys Gly Glu He Ser Ser Gly Arg Lys 
1345 1350 1355 1360 

Asp Asn Ala Glu Ala He Ser Gly His Ser Val Glu Ala Asp Pro Lys 

1365 1370 1375 

Glu Val Glu Glu Glu Glu Arg His Met Pro Lys Arg Lys Arg Lys Gin 

1380 1385 1390 

His Tyr Leu Ser Ser Glu Asp Glu Pro Asp Asp Asn Pro Asp Val Leu 

1395 1400 1405 

Asp Ser Arg He Glu Thr Ala Gin Arg Gin Cys Pro Glu Thr Glu Pro 

1410 1415 1420 

His Asp Thr Lys Glu Glu Asn Ser Arg Asp Leu Glu Glu Leu Pro Lys 
1425 1430 1435 1440 

Thr Ser Ser Glu Ala Asn Ser Thr Thr Ser Arg Val Met Glu Glu Lys 

1445 1450 1455 

Asp Glu Tyr Ser Ser Ser Glu Thr Thr Gly Glu Lys Pro Glu Gin Asn 

1460 1465 1470' 

Asp Asp Asp Thr He Lys Ser Gin Glu Glu Asp Gin Pro He He He 
1475 1480 1485 

Lys Arg Lys Arg Gly Arg Pro Arg Lys Tyr Pro Val Glu Thr Thr Leu 

1490 1495 1500 

Lys Met Lys Asp Asp Ser Lys Thr Asp Thr Gly He Val Thr Val Glu 
1505 1510 1515 1520 

Gin Ser Pro Ser Ser Ser Lys Leu Lys Val Met Gin Thr Asp Glu Ser 

1525 1530 1535 

Asn Lys Glu Thr Ala Asn Leu Gin Glu Arg Ser He Ser Asn Asp Asp 

1540 1545 1550 

Gly Glu Glu Lys He Val Thr Ser Val Arg Arg Arg Gly Arg Lys Pro 

1555 1560 1565 

Lys Arg Ser Leu Thr Val Ser Asp Asp Ala Glu Ser Ser Glu Pro Glu 

1570 1575 1580 

Arg Lys Arg Gin Lys Ser Val Ser Asp Pro Val Glu Asp Lys Lys Glu 
1585 1590 1595 1600 



3870 



wo 01/57190 



PCT/USOl/04098 



Gin Glu Ser Asp 


Glu 


Glu Glu 


Glu 


Glu 


Glu 


Glu Glu Asp Glu Pro 


Ser • 


1605 






1610 


1615 




Gly Ala Thr Thr 


Arg 


Ser Thr 


Thr 


Arg 


Ser 


Glu Ala Gin Arg Ser Lys 


1620 






1625 




1630 




Thr Gin Leu Ser 


Pro 


Ser lie 


Lys 


Arg 


Lys 


Arg Glu Val Ser Pro 


Pro 


1635 




1640 






1645 




Gly Ala Arg Thr 


Arg 


Gly Gin 


Gin 


Arg 


Val 


Glu Glu Ala Pro Val 


Lys 


1650 




1655 








1660 




Lys Ala Lys Arg 


* 














1665 1668 

















r 
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<213> Homo sapiens 

\ 





<400> 1947 




















C Am \J 






oer 


Lys 


jjeu 


Thr 


Gxy Vax 


He Val Glu Asn 


Glu Asn 


X 








5 








10 






15 


XJLc 


Tht* 


LVQ 
Aj y 9 


Glu 




oxy 


Lieu 


vax 


ASp Men 


Ala Lys Lys Glu Asn Asp 








20 










2b 




30 








Ala 


Glu 

V3JL U 


xrJTO 


TV AVI 

Asn 


Lieu 


Xiys 


mn Tnr 


He Lys Ala 


Thr 


Val Glu 






35 










40 




45 






7\ en 


Glv 


Lvs 


TjV53 


TV c 

ASp 


vjxy 


xxe 


Axa 


vax Asp 


His Val Val Gly Leu Asn 




50 
















60 








Glu 


Lv*3 






Gl n 


XXlx 


vax 


JjyS 1j6u 


Lys His Lys 


Arg 


Ser Pro 


D 3 










70 








75 




80 




Lvs 


Val 


Lvs 


ASp 


xxe 


oer 


xxe 


Asp vax 


Glii Arg Arg Asn Glu Asn 


















90 






95 




Glu 


Val 


ASO 




OCX 


AXa 


^xy 


OCX VaXy 


Ser Ala Pro 


Ser 


Val Leu 








100 










XUb 




110 




His 

AAA O 


Gin 


Arcr 


Asn. 


Glv 
wx y 


Gin 


Xi.XJL 


Gl 11 

V7X u 


i-io^ VctX 


Ala Thr Gly Pro Arg Arg 






115 










X^ U 




125 






Ala 




Tmva 
jjys 






V CI J. 


AT a 


XlxX 


Cot* T'Viv 
OCX XilX 


Glu Gly Lys Asp Lys Asp 




130 










135 






140 






Val 


Thr 


Leu 


Ser 


Pro 


Val 


Lys 


Ala 


Gly Pro 


Ala Thr Thr 


Thr 


Ser Ser 


145 










150 








155 




160 


Glu 


Thr 


Arg 


Gin 


Ser 


Glu 


Val 


Ala 


Leu Pro 


Cys Thr Ser 


He 


Glu Ala 










165 








170 






175 


Asp 


Glu 


Gly 


Leu 


He 


He 


Gly 


Thr 


His Ser 


Arg Asn Asn 


Pro 


Leu His 








180 










185 




190 




Val 


Gly 


Ala 


Glu 


Ala 


Ser 


Glu 


Cys 


Thr Val 


Phe Ala Ala 


Ala 


Glu Glu 






195 










200 




205 






Gly 


Gly 


Ala 


Val 


Val 


Thr 


Glu 


Gly 


Phe Ala 


Glu Ser Glu 


Thr 


Phe Leu 




210 










215 






220 






Thr 


Ser 


Thr 


Lys 


Glu 


Gly 


Glu 


Ser 


Gly Glu 


Cys Ala Val 


Ala 


Glu Ser 


225 










230 








235 




240 


Glu 


Asp 


Arg 


Ala 


Ala 


Asp 


Leu 


Leu 


Ala Val 


His Ala Val 


Lys 


He Glu 










245 








250 






255 


Ala 


Asn 


Val 


Asn 


Ser 


Val 


Val 


Thr 


Glu Glu 


Lys Asp Asp Ala Val Thr 








260 










265 




270 




Ser 


Ala 


Gly 


Ser 


Glu 


Glu 


Lys 


Cys 


Asp Gly 


Ser Leu Ser Arg Asp Ser 






275 










280 




285 






Glu 


He 


Val 


Glu 


Gly 


Thr 


lie 


Thr 


Phe lie 


Ser Glu Val 


Glu 


Ser Asp 




290 










295 






300 






Gly 


Ala 


Val 


Thr 


Ser 


Ala 


Gly 


Thr 


Glu He 


Arg Ala Gly Ser 


He Ser 


305 










310 








315 




320 


Ser 


Glu 


Glu 


Val 


Asp 


Gly 


Ser 


Gin 


Gly Asn 


Met Met Arg Met 


Gly Pro 










325 








330 






335 


Lys 


Lys 


Glu 


Thr 


Glu 


Gly 


Thr 


Val 


Thr Cys 


Thr Gly Ala Glu Gly Arg 








340 










345 




350 
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Ser Asp 


Asn 


Phe 




355 




Glu Arg 


Met 


Val 


370 






Pro Pro 


Gly 


Thr 


385 






Gly Thr 


Glu 


Gly 


Gly Glu 


Gly 


Pro 






420 


Phe Ala 


lie 


Ser 




435 




Ser Thr 


Val 


Ala 


450 






Pro Cys 


Asp 


AST} 


465 






Asp Glu 


Glu 


Glv 


lie Gly 


His 


Ala 






500 


Val Leu 


He 


Cys 




515 




Val Glu 


His 


Val 


530 






Glu Aan 


Asn. 


Val 


545 






Thr AsD 


He 


Cvs 


Ser Ala 


Val 








580 


Glu Gly 


Pro 


Met 




595 




Glu Lvs 


Val 


Glu 


610 






Tvr AsT3 


Val 


Leu 


625 






Thr Ser 


Pro 


Ser 


Asn Glu 


Glu 


Cys 






660 


Thr Asn 


Gin 


Asn 




675 




lie lie 


Ser 


Thr 


690 






lie Thr 


Asp 


Val 



705 

Asn Met Glu Gly 

Pro Ser Ala Val 

740 

Glu Glu Lys Asp 
755 

Phe Glu Leu Pro 
770 

Leu Gin Pro Val 
785 

Leu He Ser Thr 

Glu Ala Glu Ser 

820 

Cys Ala Leu He 
835 

Ser Gly Val Val 
850 



Val He Cys Ser 

360 

Thr Gly Ala Gly 
375 



Ser 


Ala 


Ser Gin 




390 




Glu 


Ser 


Ala Val 


405 






Ala 


Ser 


Cys Thr 


Ser 


Glu 


Ser Glu 






440 


Lys 

mm J M 


Glu Gly Thr 






455 


Glu 


Gly He Val 




470 




Glu 


Asp Val Val 


485 






Ser 


Thr 


Cys Thr 


Glu 


Ser 


Ala Glu 






520 


Glu 


Ala 


Glu Ala 






535 




Ser 


Met Ser 




550 




Ser 


Ser 


Ala Lys 


565 






Gly 


Lys 


Asp Glu 


Thr 


Ser 


Ala Ala 






600 


Ast) 


Thr 


Thr He 






615 


Val 


Ser Gly Glu 




630 




Glu 


Lys 


Glu Asp 


645 






Asp 


Gly Leu Met 


Ser 


Leu 


Ala Gly 






680 


Ser 


Thr 


Thr Asn 






695 


Glu 


Gly Gly Leu 




710 




Thr 


Arg Val Thr 


725 






Ser 


Gly Asp Asp 


Glu 


Cys 


Ala Met 






760 




Ser 


Ser Ala 






775 


Ala 


Ala 


Ala Val 




790 




Ala 


Asp 


Phe Glu 


805 






Pro 


Leu 


Ala Ser 


Ser 


Thr 


Ser He 






840 


Val 


Glu 


Ser Glu 






855 



Val Thr Gly Ala 

Val Val Leu Gly 

380 

Glu Gly Asp Gly 
395 

Thr Ser Thr Gly 
410 

Gly Ser Glu Asp 
425 

Glu Asn Gly Glu 

Asn Val Pro Leu 

460 

Thr Ser Thr Gly 
475 

Thr Ser Thr Gly 
490 

Gly Leu Gly Glu 
505 

Gly Asp Ser Gin 

Gly Ala Ala He 

540 

Gly Thr Glu Lys 
555 

Gly He Val Glu 
570 

Val Thr Pro Val 
585 

Ser Asp Gin Ser 

Ser Thr Gly Leu 

620 

Val Pro Glu Cys 
635 

Glu Asp He He 
650 

Ala Thr Thr Ala 
665 

Gly Lys Asn Gin 

Asp Tyr Thr Pro 

'700 

Ser Asp Ala Leu 
715 

Thr Glu Glu Phe 
730 

Ser Gin Leu Thr 
745 

He Ser Thr Ser 

Thr Thr He Lys 

780 

Glu Glu Arg Ala 
795 

Gly Pro Met Pro 
810 

Thr Ser Lys Glu 
825 

Ala Glu Glu Cys 

Asn Glu Arg Ala 

860 



Gly Pro Arg Glu 
365 

Asp Asn Asp Ala 

Ser Val Asn Asp 

400 

He Thr Glu Asp 
415 

Ser Ser Glu Gly 

430 

Ser Ala Met Asp 
445 

Val Ala Ala Gly 

Ala Lys Glu Glu 

480 

Arg Gly Asn Glu 
495 

Glu Ser Glu Gly 
510 

He Gly Thr Val 
525 

Met Asn Ala Asn 

Gly Ser Lys Asp 

560 

Ser Ser Val Thr 
575 

Pro Gly Gly Cys 
590 

Asp Ser Gin Leu 
605 

Val Gly Gly Ser 

Glu Val Ala His 

640 

Thr Ser Val Glu 
655 

Ser Gly Asp He 
670 

Gly Lys Val Leu 
685 

Gin Val Ser Ala 

Arg Thr Glu Glu 

720 

Glu Ala Pro Met 
735 

Ala Ser Arg Ser 
750 

He Gly Glu Glu 
765 

Cys Ala Glu Ser 

Thr Gly Pro Val 

800 

Ser Ala Pro Pro 
815 

Glu Lys Asp Glu 
830 

Glu Ala Ser Val 
845 

Gly Thr Val Met 



3872 



wo 01/57190 



PCT/USOl/04098 



Glu Glu Lys Asp Gly Ser Gly lie He Ser Thr Ser Ser Val Glu Asp 
865 870 875 880 

Cys Glu Gly Pro Val Ser Ser Ala Val Pro Gin Glu Glu Gly Asp Pro 

885 890 895 

Ser Val Thr Pro Ala Glu Glu Met Gly Asp Thr Ala Met He Ser Thr 

900 905 910 

Ser Thr Ser Glu Gly Cys Glu Ala Val Met He Gly Ala Val Leu Gin 

915 920 925 

Asp Glu Asp Arg Leu Thr He Thr Arg Val Glu Asp Leu Ser Asp Ala 

930 935 940 

Ala He He Ser Thr Ser Thr Ala Glu Cys Met Pro He Ser Ala Ser 

950 955 960 

He Asp Arg His Glu Glu Asn Gin Leu Thr Ala Asp Asn Pro Glu Gly 

965 970 975 

Asn Gly Asp Leu Ser Ala Thr Glu Val Ser Lys His Lys Val Pro Met 

980 985 990 

Pro Ser Leu He Ala Glu Asn Asn Cys Arg Cys Pro Gly Pro Val Arg 

995 1000 1005 

Gly Gly Lys Glu Pro Gly Pro Val Leu Ala Val Ser Thr Glu Glu Gly 

1010 1015 1020 

His Asn Gly Pro Ser Val His Lys Pro Ser Ala Gly Gin Gly His Pro 
1°25 1030 1035 1040 

Ser Ala Val Cys Ala Glu Lys Glu Glu Lys His Gly Lys Glu Cys Pro 

1045 1050 1055 

Glu He Gly Pro Phe Ala Gly Arg Gly Gin Lys Glu Ser Thr Leu His 

1060 1065 1070 

Leu He Asn Ala Glu Glu Lys Asn Val Leu Leu Asn Ser Leu Gin Lys 

-L075 1080 1085 

Glu Asp Lys Ser Pro Glu Thr Gly Thr Ala Gly Gly Ser Ser Thr Ala 

1090 1095 1100 

Ser Tyr Ser Ala Gly Arg Gly Leu Glu Gly Asn Ala Asn Ser Pro Ala 

1110 1115 1120 

His Leu Arg Gly Pro Glu Gin Pro Ser Gly Gin Thr Ala Lys Asp Pro 

1125 1130 1135 

Ser Val Ser He Arg Tyr Leu Ala Ala Val Asn Thr Gly Ala He Lys 

1140 1145 1150 

Ala Asp Asp Met Pro Pro Val Gin Gly Thr Val Ala Glu His Ser Phe 

1155 1160 1165 

Leu Pro Ala Glu Gin Gin Gly Ser Glu Asp Asn Leu Lys Thr Ser Thr 

1170 1175 1180 

Thr Lys Cya ' He Thr Gly Gin Glu Ser Lys He Ala Pro Ser His Thr 

1190 1195 1200 

Met He Pro Pro Ala Thr Tyr Ser Val Ala Leu Leu Ala Pro Lys Cys 

1205 1210 1215 

Glu Gin Asp Leu Thr He Lys Asn Asp Tyr Ser Gly Lys Trp Thr Asp 

1220 1225 1230 

Gin Ala Ser Ala Glu Lys Thr Gly Asp Asp Asn Ser Thr Arg Lys Ser 

1235 1240 1245 

Phe Pro Glu Glu Gly Asp He Met Val Thr Val Ser Ser Glu Glu Asn 

1250 1255 1260 

Val Cys Asp He Gly Asn Glu Glu Ser Pro Leu Asn Val Leu Gly Gly 
^265 1270 1275 1280 

Leu Lys Leu Lys Ala Asn Leu Lys Met Glu Ala Tyr Val Pro Ser Glu 

1285 1290 1295 

Glu Glu Lys Asn Gly Glu He Leu Ala Pro Pro Glu Ser Leu Cys Gly 

1300 1305 1310 

Gly Lys Pro Ser Gly He Ala Glu Leu Gin Arg Glu Pro Leu Leu Val 

1315 1320 1325 

Asn Glu Ser Leu Asn Val Glu Asn Ser Gly Phe Arg Thr Asn Glu Glu 

1330 1335 ^240 

lie His Ser Glu Ser Tyr Asn Lys Gly Glu He Ser Ser Gly Arg Lys 

1350 1355 1360 

Asp Asn Ala Glu Ala He Ser Gly His Ser Val Glu Ala Asp Pro Lys 

1365 1370 1375 
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Glu Val Glu Glu Glu Glu Arg His Met Pro Lys Arg Lys Arg Lys Gin 

1380 1385 1390 

His Tyr Leu Ser Ser Glu Asp Glu Pro Asp Asp Asn Pro Asp Val Leu 

1395 1400 1405 

Asp Ser Arg He Glu Thr Ala Gin Arg Gin Cys Pro Glu Thr Glu Pro 

1410 1415 1420 

His Asp Thr Lys Glu Glu Asn Ser Arg Asp Leu Glu Glu Leu Pro Lys 
1425 1430 1435 1440 

Thr Ser Ser Glu Ala Asn Ser Thr Thr Ser Arg Val Met Glu Glu Lys 

1445 1450 1455 

Asp Glu Tyr Ser Ser Ser Glu Thr Thr Gly Glu Lys Pro Glu Gin Asn 

1460 1465 1470 

Asp Asp Asp Thr He Lys Ser Gin Glu Glu Asp Gin Pro He He He 

1475 1480 1485 

Lys Arg Lys Arg Gly Arg Pro Arg Lys Tyr Pro Val Glu Thr Thr Leu 

1490 1495 1500 

Lys Met Lys Asp Asp Ser Lys Thr Asp Thr Gly He Val Thr Val Glu 
1505 1510 1515 1520 

Gin Ser Pro Ser Ser Ser Lys Leu Lys Val Met Gin Thr Asp Glu Ser 

1525 1530 ' 1535 

Asn Lys Glu Thr Ala Asn Leu Gin Glu Arg Ser He Ser Asn Asp Asp 

1540 1545 1550 

Gly Glu Glu Lys He Val Thr Ser Val Arg Arg Arg Gly Arg Lys Pro 

1555 1560 1565 

Lys Arg Ser Leu Thr Val Ser Asp Asp Ala Glu Ser Ser Glu Pro Glu 

1570 1575 1580 

Arg Lys Arg Gin Lys Ser Val Ser Asp Pro Val Glu Asp Lys Lys Glu 
1585 1590 1595 1600 

Gin Glu Ser Asp Glu Glu Glu Glu Glu Glu Glu Glu Asp Glu Pro Ser 

1605 1610 1615 

Gly Ala Thr Thr Arg Ser Thr Thr Arg Ser Glu Ala Gin Arg Lys Gin 

1620 1625 1630 

His Ser Lys Pro Ser Ala Arg Ala Thr Ser Lys Leu Gly Ser Pro Asp 

1635 1640 1645 

Thr Val Ser Pro Arg Asn Arg Gin Lys Leu Ala Lys Glu Lys Leu Pro 

1650 1655 1660 

Thr Ser Glu Lys Val Ser Asn Ser Pro Pro Leu Gly Arg Ser Lys Thr 
1665 1670 1675 1680 

Gin Leu Ser Pro Ser He Lys Arg Lys Arg Glu Val Ser Pro Pro Gly 

1685 1690 1695 

Ala Arg Thr Arg Gly Gin Gin Arg Val Glu Glu Ala Pro Val Lys Lys 

1700 1705 1710 

Ala Lys Arg * 
1715 



<210> 1948 

<211> 355 

<212> PRT 

<213> Homo sapiens 



<400> 1948 
Met Met Ser Tyr 
1 

Leu Ala Gly Pro 

20 

Ala Thr Pro Arg 
35 

Gin Leu Asp Val 
50 

He Phe Met Arg 
65 



Leu Lys Gin Pro 
5 

Ala Met Asp Leu 

Lys Gin- Arg Arg 

40 

Leu Glu Ala Leu 
55 

Glu Glu Val Ala 
70 



Pro Tyr Gly Met 

10 

Leu His Pro Ser 

25 

Glu Arg Thr Thr 

Phe Ala Lys Thr 

60 

Leu Lys He Asn 
75 



Asn Gly Leu Gly 
15 

Val Gly Tyr Pro 
30 

Phe Thr Arg Ser 
45 

Arg Tyr Pro Asp 

Leu Pro Glu Ser 

60 
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Arg 


Val 


Gin 


Val 


Trp 


Phe 


Lys 


Asn Arg 


Arg 


Ala 


Lys 


Cys Arg Gin 


Gin 










85 








90 






95 




Gin 


Gin 


Ser 


Gly 


Ser 


Gly 


Thr 


Lys Ser 


Arg 


Pro 


Ala 


Lys Lys Lys 


Ser 








100 








105 








110 




Ser 


Pro 


Val 


Arg 


Glu 


Ser 


Ser 


Gly Ser 


Glu 


Ser 


Ser 


Gly Gin Phe 


Thr 






115 










120 








125 




Pro 


Pro 


Ala 


Val 


Ser 


Ser 


Ser 


Ala Ser 


Ser 


Ser 


Ser 


Ser Ala Ser 


Ser 




130 










135 








140 






Ser 


Ser 


Ala 


Asn 


Pro 


Ala 


Ala 


Ala Ala 


Ala 


Ala 


Gly 


Leu Gly Gly 


Asn 


145 










150 




• 




155 






160 


Pro 


Val 


Ala 


Ala 


Ala 


Ser 


Ser 


Leu Ser 


Thr 


Pro 


Ala 


Ala Ser Ser 


He 










165 








170 






175 




Trp 


Ser 


Pro 


Ala 


Ser 


He 


Ser 


Pro Gly 


Ser 


Ala 


Pro 


Ala Ser Val 


Ser 








180 








185 








190 




Val 


Pro 


Glu 


Pro 


Leu 


Ala 


Ala 


Pro Ser 


Asn 


Thr 


Ser 


Cys Met Gin 


Arg 






195 










200 








205 




Ser 


Val 


Ala 


Ala 


Gly 


Ala 


Ala 


Thr Ala 


Ala 


Ala 


Ser 


Tyr Pro Met 


Ser 




210 










215 








220 






Tyr 


Gly 


Gin 


Gly 


Gly 


Ser 


Tyr 


Gly Gin 


Gly 


Tyr 


Pro 


Thr Pro Ser 


Ser 


225 










230 








235 






240 


Ser 


Tyr 


Phe 


Gly 


Gly 


Val 


Asp 


Cys Ser 


Ser 


Tvr 


Leu 


Ala Pro Met 


His 










245 








250 






255 




Ser 


His 


His 


His 


Pro 


His 


Gin 


Leu Ser 


Pro 


Met 


Ala 


Pro Ser Ser 


Met 








260 








265 








270 




Ala 


Gly 


His 


His 


His 


His 


His 


Pro His 


Ala 


His 


His 


Pro Leu Ser 


Gin 

4> mm 






275 










280 








285 




Ser 


Ser 


Glv 


His 


His 


His 


His 


His His 


His 


His 


His 


wis Oin f3lv 

\9^jf 






290 










295 








300 






Gly 


Gly 


Ser 


Gly 


Leu 


Ala 


Phe 


Asn Ser 


Ala 


Asp 


Cys 


Leu TVsp Tyr 


Lys 


305 










310 








315 






320 


Glu 


Pro 


Gly 


Ala 


Ala 


Ala 


Ala 


Ser Ser 


Ala 


Trp 


Lys 


Leu Asn Phe 


Asn 










325 








330 






335 




Ser 


Pro 


Val 


Cys 


Leu Asp 


Tyr 


Lys Asp 


Gin 


Ala 


Ser 


Trp Arg Phe 


Gin 








340 








345 








350 





Val Leu * 



354 
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<400> 1949 



Met 


Pro 


Arg 


Glu 


Pro 


Arg 


Gly 


Tyr Arg 


Thr 


Arg 


Val 


Pro Ala Leu 


Arg 


1 








5 








.10 






15 




Glu 


Leu 


Val 


Pro 


Ser 


Ser 


His 


Ala Gly 


Ser 


Gly 


Ala 


Ser Glu His 


Cys 








20 








25 








30 




Gin 


Asn 


Asn 


Arg 


Gin 


Gly 


Ser 


Arg Gin 


His 


Arg 


Ala 


Ser Arg Asn 


Val 






35 










40 








45 




Gin 


Ala 


Gly 


Gly 


Ala 


Leu 


Ala 


Pro Pro 


Arg 


His 


Leu 


Cys Gly Leu 


Cys 




50 










55 








60 






Ser 


Arg 


Leu 


His 


Phe 


Leu 


Lys 


Pro Asp 


Leu 


Ser 


Val 


Arg Ala Ala 


Pro 


65 










70 








75 






80 


Ser 


Arg 


Ala 


Gly 


Ala 


Ser 


Val 


Met Ala 


Leu 


Arg 


Lys 


Glu Leu Leu 


Lys 










85 








90 






95 




Ser 


He 


Trp 


Tyr 


Ala 


Phe 


Thr 


Ala Leu 


Asp 


Val 


Glu 


Lys Ser Gly 


Lys 








100 








105 








110 




Val 


Ser 


Lys 


Ser 


Gin 


Pro 


Arg 


Val Leu 


Ser 


His 


Asn 


Leu Tyr Thr 


Val 






115 










120 








125 




Leu 


His 


He 


Pro 


His 


Asp 


Pro 


Val Ala 


Leu 


Glu 


Glu 


His Phe Arg 


Asp 




130 










135 








140 
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Asp T^p Asp Gly Pro Val Ser Ser Gin Gly Tyr Met Pro Tyr Leu Asn 
145 150 155 160 

Lys Tyr lie Leu Asp Lys Val Glu Glu Gly Ala Phe Val Lys Glu His 

165 170 175 

Phe Asp Glu Leu Cys Trp Thr Leu Thr Ala Lys Lys Asn Tyr Arg Ala 

180 185 190 

Asp Ser Asn Gly Asn Ser Met Leu Ser Asn Gin Asp Ala Phe Arg Leu 

195 200 205 

Trp Cys Leu Phe Asn Phe Leu Ser Glu Asp Lys Tyr Pro Leu lie Met 

210 215 220 

Val Pro Asp Glu Gly Asp Glu Gly Asn His Pro Ser Pro Glu Pro Val 
225 230 235 240 

Pro Ser Thr Lys His Pro Asn Lys Thr Gin Asp Pro Pro Glu Ser Pro 

245 250 255 

Lys Gin Ser Val Pro Lys Ser Cys Trp Gly Arg Leu Trp Glu Pro Asp 

260 265 270 

Arg Ala Leu Pro Gly Val Gly Ala Gly Asn Thr Thr Cys Cys Ser Tyr 

275 280 285 

Gin Ala Phe Leu Leu Leu Leu Gin Val Glu Tyr Leu Leu Lys Lys Val 

290 295 300 

Leu Ser Ser Met Ser Leu Glu Val Ser Leu Gly Glu Leu Glu Glu Leu 
305 310 315 320 

Leu Ala Gin Glu Ala Gin Val Ala Gin Thr Thr Gly Gly Leu Ser Val 

325 330 335 

Trp Gin Phe Leu Glu Leu Phe Asn Ser Gly Cys Cys Leu Arg Gly Val 

340 345 350 

Gly Arg Asp Thr Leu Ser Met Ala lie His Glu Val Tyr Gin Glu Leu 

355 360 365 

lie Gin Asp Val Leu Lys Arg Gly Tyr Leu Trp Lys Arg Gly His Leu 

370 375 380 

Arg Arg Asn Trp Ala Glu Arg Trp Phe Gin Leu Gin Pro Ser Cys Leu 
385 390 395 400 

Cys Tyr Phe Gly Ser Glu Glu Cys Lys Glu Lys Arg Gly lie lie Pro 

405 410 415 

Leu Asp Ala His Cys Cys Val Glu Val Leu Pro Asp Arg Asp Gly Lys 

420 425 430 

Arg Cys Met Phe Cys Val Lys Thr Ala Thr Arg Thr Tyr Glu Met Ser 

435 440 445 

Ala Ser Asp Thr Arg Gin Arg Gin Glu Trp Thr Ala Ala lie Gin Met 

450 455 460 

Ala lie Arg Leu Gin Ala Glu Gly Lys Thr Ser Leu His Lys Asp Leu 
465 470 475 480 

Lys Gin Lys Arg Arg Glu Gin Arg Glu Gin Arg Glu Arg Arg Arg Ala 

485 490 495 

Ala Lys Glu Glu Glu Leu Leu Arg Leu Gin Gin Leu Gin Glu Glu Lys 

500 505 510 

Glu Arg Lys Leu Gin Glu Leu Glu Leu Leu Gin Glu Ala Gin Arg Gin 

515 520 525 

Ala Glu Arg Leu Leu Gin Glu Glu Glu Glu Arg Arg Arg Ser Gin His 

530 535 540 

Arg Glu Leu Gin Gin Ala Leu Glu Gly Gin Leu Arg Glu Ala Glu Gin 
545 550 555 560 

Ala Arg Ala Ser Met Gin Ala Glu Met Glu Leu Lys Glu Glu Glu Ala 

565 570 575 

Ala Arg Gin Arg Gin Arg He Lys Glu Leu Glu Glu Met Gin Gin Arg 

580 585 590 

Leu Gin Glu Ala Leu Gin Leu Glu Val Lys Ala Arg Arg Asp Glu Glu 

595 600 605 

Ser Val Arg He Ala Gin Thr Arg Leu Leu Glu Glu Glu Glu Glu Lys 

610 615 620 

Leu Lys Gin Leu Met Gin Leu Lys Glu Glu Gin Glu Arg Tyr He Glu 
625 630 635 640 

Arg Ala Gin Gin Glu Lys Glu Glu Leu Gin Gin Glu Met Ala Gin Gin 

645 650 655 
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Ser Arg Ser Leu Gin Gin Ala Gin 

660 



Asn Arg 


Gin 


Arg Ala 


Asp Glu Asp 




675 




680 


Arg Gin 


Ala 


Ser Thr 


Asn Val Lys 


690 






695 


Leu Met 


His 


Pro He 


Glu Pro Gly 


705 






710 


Ser Phe 


Ser 


Gly Phe 


Gin Pro Pro 






725 




Leu Lys 


Arg 


Leu Thr 


Arg Trp Gly 






740 




r Pro Asn 


Ser 


Asn Glu 


Glii Gin Lys 




755 




760 


Pro Ala 


Pro 


Ala Ser 


Thr Pro Gin 


770 






/ 775 



Glu Asn * 



1^785 786 



Gin Gin Leu Glu Glu Val Arg Gin 
665 670 
Val Glu Ala Ala Gin Arg Lys Leu 

685 

His Trp Asn Val Gin Met Asn Arg 

700 

Asp Lys Arg Pro Val Thr Ser Ser 
715 720 
Leu Leu Ala His Arg Asp Ser Ser 

730 735 
Ser Gin Gly Asn Arg Thr Pro Ser 
745 750 
Ser Leu Asn Gly Gly Asp Glu Ala 

765 

Glu Asp Lys Leu Asp Pro Ala Pro 

780 



<210> ^950 

<211> 116 

<212> PRT 

<213> Homo sapiens 



<400> 1950 
Met Leu Leu Cys 
1 

Arg Gin Ser Gin 

20 

Arg Val Val Arg 
35 

Ser Arg Ala Ala 
50 

Val Cys Leu Asp 
65 

Cys Lys His Glu 

Gin Gin Thr Cys 

100 

Ser Asp Asp * 
115 



Thr Gly Leu Val 
5 

Arg Glu Leu Gly 

Arg Leu Ala Ser 

40 

Gin Gly Leu Pro 
55 

Tyr Phe Cys Asn 
70 

Phe His Arg Asp 
85 

Pro Leu Cys Lys 



Val Gin Ala Gin 
10 

Gly Gin Val Asp 
25 

Leu Lys Thr Arg 

Asp Pro Gly Ala 

60 

Lys Gin Trp Leu 

75 

Cys Val Asp Pro 
90 

Phe Asn Val Leu 
105 



Arg Gin Ala Ser 
15 

Leu Phe Lys Arg 
30 

Arg Cys Arg Leu 
45 

Glu Thr Cys Ala 

Arg Val Leu Pro 

80 

Trp Leu Met Leu 
95 

Gly Asn Arg Tyr 
110 



<210> 1951 

<211> 253 

<212> PRT 

<213> Homo sapiens 



<400> 1951 

Met Arg Pro Ser Gly Leu Asp Arg Val Leu Pro Gin Arg Val Gin Pro 

5 10 15 

Leu Leu Pro Leu Leu Leu Leu Gly Leu Gin Val Leu Leu Val Leu Val 

20 25 30 

Glu Pro Ala Ala His Gly Thr Cys Leu Leu Arg Pro Gin Val Gin Gly 

35 40 45 

Leu Val Leu Leu Ala Leu Val Glu Phe Pro Glu -Val Phe Phe Leu Ser 

50 55 60 

Leu Val Asn Asn Cys Glu Asn Thr Gly Asn Gly Phe Pro Asp Asp Ser 
65 70 75 80 

3877 



wo 01/57190 



Asp Leu 


Arg 


Glu 


Leu 


Gly 


Gly 


Arg 


Thr 








85 










Gin Leu 


Gly 


Gin 


Leu 


His 


Leu 


Gin 


Val 






100 










105 


Leu Leu 


Leu 


Leu 


Pro 


Ser 


Glu 


Arg 


Ala 




115 










120 




Ala Met 


Ala 


Lys 


He 


Lys 


Ala 


Arg 


Asp 


130 










135 






Glu Leu 


Leu 


Lys 


Gin 


Leu 


Asp 


Asp 


Leu 


145 








150 








Arg Val 


Ala 


Lys 


Val 


Thr 


Gly 


Gly 


Ala 








165 










Arg Val 


Val 


Arg 


Lys 


Ser 


He 


Ala 


Arg 






180 










185 


Thr Gin 


Lys 


Glu 


Asn 


Leu 


Arg 


Lys 


Phe 




195 










200 




DT"rt TiAii 




T >A1 1 


7\ y /~T 




ijys 


isys 


inr 


210 










215 






Asn • Lys 


His 


Glu 


Glu 


Asn 


Leu 


Lys 


Thr 


225 








230 








Arg Leu 


Tyr 


Pro 


Leu 


Arg 


Lys 


Tyr 


Ala 








245 










<210> 1952 












<211> 259 












<212> PRT 












<213> Homo 


sapiens 








<400> 1952 












Met Pro 


Ser 


Leu 


Arg 


Ala 


Cys 


Phe 


Lys 


1 






5 










Glu Thr 


Gly 


Asn 


He 


Trp 


Thr 


His 


Leu 






20 










25 


Cys Leu 


Gly 


He 


Phe 


Tyr 


Met 


Phe 


Arg 




35 










40 




Pro Leu 


Gin 


Glu 


Lys 


Val 


Val 


Phe 


Gly 


50 










55 






Leu Cys 


Leu 


Ser 


Phe 


Ser 


Trp 


Leu 


Phe 


65 








70 








Glu Gly 


Val 


Ser 


Arg 


Leu 


Phe 


Ser 


Lys 








85 










Leu Leu 


He 


Met 


Gly 


Ser 


Phe 


Val 


Pro 






100 










105 


Cys Asn 

■ 


Pro 


Gin 


Pro 


Cys 


Phe 


He 


Tyr 




115 










120 




Gly He 


Ala 


Ala 


He 


He 


Val 


Ser 


Gin 


130 










135 






Gin Tyr 


Arg 


Gly 


Val 


Arg 


Ala 


Gly 


Val 


145 








150 








Gly He 


He 


Pro 


Thr 


Leu 


His 


Tyr 


Val 








165 










Ala Ala 


Thr 


He 


Gly 


Gin 


He 


Gly 


Trp 






180 










185 


Tyr lie 


Thr 


Gly 


Ala 


Ala 


Leu 


Tyr 


Ala 




195 










200 




Phe Pro 


Gly 


Lys 


Cys 


Asp 


He 


Trp 


Phe 


210 










215 






He Phe 


Val 


Val 


Ala 


Gly 


Ala 


Phe 


Val 


225 








230 








Leu Gin 


Glu 


Phe 


Arg 


Phe 


Met 


He 


Gly 



245 
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Ala 


Cys 


His 


Phe Gly Asp Ala 


90 






95 


Val 


Gin 


Leu 


Phe Gin Gin Leu 








110 


Ala 


Ala 


Leu 


Ala Ala Cys Ala 








125 


Leu Arg 


Gly 


Lys Lys Lys Glu 






140 




Lys 


Val 


Glu 


Leu Ser Gin Leu 




155 




160 


Ala 


Ser 


Lys 


Leu Ser Lys He 


170 






175 


Val 


Leu 


Thr 


Val He Asn Gin 








190 


Tyr 


Lys 


Gly 


Lys Lys Tyr Lys 








205 


Arg Ala 


Met 


Arg Arg Arg Leu 






220 




Lys 


Lys 


Gin 


Gin Arg Lys Glu 




235 




240 


Val 


Lys 


Ala 


* 


250 




252 




Ser 


He 


Phe 


Arg He His Thr 


10 






15 


Leu Gly 


Cys 


Val Phe Phe Leu 








30 


Pro 


Asn 


He 


Ser Phe Val Ala 








45 


Leu 


Phe 


Phe 


Leu Gly Ala He 






60 




His 


Thr 


Val 


Tyr Cys His Ser 




75 




80 


Leu Asp 


Tyr 


Ser Gly He Ala 


90 






95 


Trp 


Leu 


Tyr 


Tyr Ser Phe Tyr 








110 


Leu 


He 


Val 


He Cys Val Leu 








125 


Trp Asp 


Met 


Phe Ala Thr Pro 






140 




Phe 


Leu 


Gly 


Leu Gly Leu Ser 




155 




160 


He 


Ser 


Glu 


Gly Phe Leu Lys 


170 






175 


Leu 


Met 


Leu 


Met Ala Ser Leu 








190 


Ala Arg 


He 


Pro Glu Arg Phe 








205 


His 


Ser 


His 


Gin Leu Phe His 






220 




His 


Phe 


His 


Gly Val Ser Asn 




235 




' 240 


Gly Gly 


Cys 


Ser Glu Glu Asp 


250 






255 
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Ala Leu * 
258 



<210> 1953 

<211> 293 

<212> PRT 

<213> Homo sapiens 



<400> 1953 



Met. Lys 


Ala 


Thr 


Val 


Leu 


Met Arcr Gin 


1 






5 






Val Gly 


Ala 


Leu Arg Lys 


Glv Glv Glv 






20 






25 


ASD Phe 


ASD 


Met 


Thr 


Leu 


Ser Aro" Ph© 




35 








40 


Pro Ser 




Tyr Asn 


lie 


Tt^ii 2Vsn 2V0n 

•UCIA AOJL/ AbaI 


50 










■ 55 


Cvs Aarcr 


Lvs 


Glu 


Leu 


Thr 


X^JLCl XJdA XJCLl 


65 








70 




Tie Asn 


£^ JU V> 


His 


Arg 


Thr 


V ax JUjro wX u. 








85 








Thr 


Lys 


Ala 


His 


2ijan Ti^ii T.aii 






100 






105 


Phe Gin 


lie 


TQa 


Gin 


Val 


Val Attt filii 

V AX y v3X IX 




115 








120 

X A w 


Glv Tvr 




Thr 


Phe 


Phe 


ZXcTi TVit' 

AoXl J.XJX JLlCLL 


130 

«J* «^ w 










X<J ^ 


irxie xj.e 


irne 


Ser 


Ala 


Gly 


lie Gly Asp 


145 








150 




Gin Met 


Lys 


Val 


Phe 


His 


Pro Asn He 








165 






Asp Phe 


Asn 


Glu Asp Gly 


Phe Leu Gin 






180 






185 


His Thr 


Tyr 


Asn 


Lys 


Asn 


Ser Ser Ala 




195 








200 


Gin Gin 


Leu 


Glu Gly Lys 


Thr Asn Val 


210 










215 


Gly Asp 


Leu 


Thr 


Met 


Ala 


Asp Gly Val 


225 








230 




Lys lie 


Gly 


Phe 


Leu 


Asn 


Asp Lys Val 








245 






Met Asp 


Ser 


Tyr Asp 


He 


Val Leu Glu 






260 






265 


Val Asn 


Gly 


Leu 


Leu 


Gin 


His He Leu 




275 








280 


Met Gin 


Gly 


Pro 


* 






290 




292 
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Pro 


Gly Arg 


Val 


Gin Glu 


He 


10 








15 






Arg Leu 


Gin 


Val He 


Ser 










30 




Ala 


Tyr Asn 


Gly Lys Arg Cys 








45 








Lys 


He 


He 


Ser Glu 


Glu 






60 








XiX&> 


His 


Tyr 


Tyr 


Pro He 


Glu 




75 








80 




Leu 


Pro 


His 


Met Val 


Glu 


90 








95 






Gin 


Gin 


Lys 


He Gin 


Lys 










110 




OCX 


Asn 


Ala 


Met 


Leu Arg Glu 








125 






Tyr 


His 


Asn 


Asn 


He Pro 


Leu 






140 








He 


Leu 


Glu 


Glu 


He He 


Arg 




155 








160 


His 


He 


Val 


Ser 


Asn Tyr 


Met 


170 








175 




Gly 


Phe 


Lys 


Gly Gin Leu 


He 










190 




Cys 


Glu 


Asn 


Ser 


Gly Tyr Phe 








205 






He 


Leu 


Leu 


Gly Asp Ser 


He 






220 








Pro 


Gly Val 


Gin 


Asn He 


Leu 




235 








240 


Glu 


Glu 


Arg 


Arg Glu Arg 


Tyr 


250 








255 




Lys 


Asp Glu 


Thr 


Leu Asp Val 










270 




Cys 


Gin Gly 


Val 


Gin Leu 


Glu 



285 



<210> 1954 
<211> 154 
<212> PRT 

<213> Homo sapiens 



<400> 1954 . 

Met Glu Glu Asp Asn Trp Arg Trp His Phe Tyr Asp Thr Val Lys Gly 

15 10 15 

Ser Asp Trp Leu Gly Asp Gin Asp Ala He His Tyr Met Thr Glu Gin 

20 25 30 
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Ala Pro 


Ala 


Ala 


Val 


Val 


Glu 


Leu 


Glu 




35 










40 




Arg Thr 


Glu 


Asp 


Gly 


Lys 


He 


Tyr 


Gin 


50 










55 






Leu Lys 


Phe 


Gly 


Lys 


Gly 


Gly Gin 


Pila 


65 








70 








Asp Arg 


Thr Gly 


His 


Ser 


Leu 


Leu 


His 








85 










Arg Tyr 


Asp 


Thr 


Ser 


Tyr 


Phe 


Val 


Glu 






100 










105 


Met Glu 


Asn Gly 


Glu 


Cys 


Arg Gly 


Val 




115 










120 




T^p Ala 


Ala 


Ala 


Asn 


Ser 


Asp 


Pro 


Arg 


130 










135 






Gly Gly 


Val 


Ser 


Ser 


Ser 


Ser 


Asn 


Arg 


145 








150 






153 


<210> 1955 












<211> : 


L159 












<212> PRT 












<213> Homo 


sapiens 








<400> 1955 












Met Glu 


Gly 


Leu 




Glv 


Ala 


Trp 


Glu 


1 






5 










Arg His 


Leu 


Gin 


Ala 


Asn 


Ser 


Thr 


Val 






20 










25 


Glu Ala 


Leii 








Phe 


Glu 


Leu 




35 










40 




Aszi Gin 


Gly 


Leu 


Arg 


Arg 


Val 


Val 


He 


50 










55 






Val His 


Gly 


Leu 


Gin 


His 


Phe 


Phe 


Ser 


65 








70 








Val Gin 


Phe 


Phe 


Trp 


Asn 


Arg Gly 


His 








85 










Pro Thr 


Trp 


Gin 


Leu 


Lys 


Lys 


Asn 


Arcr 






100 










105 


Leu Thr 


Lys 


Leu 


His 


Ser 


Leu 


Lys 


Met 




115 










120 




Leu Glu 


Asn 


Gly 


Lys 


Lys 


He 


Thr 


Thr 


130 










135 






Lys Leu 


Ala 


Glu 


Glu 


Thr 


Asp Gly 


He 


145 








150 








His He 


Leu 


Met 

> 


Asn 


Ser 


Ser 


Lys 


Lys 








165 










Leu Pro 


Phe 


Thr 


Phe 


Ala 


Gly Asn 


Leu 






180 










185 


Leu Gly 


Arg 


Asp 


Gly 


Pro 


Thr 


Leu 


Asp 




195 










200 




Arg Leu 


Asp 


Thr 


Asp 


He 


Gly Asn 


Phe 


210 










215 






Pro Pro 


Ser 


Ser 


Ala 


Ser 


Val 


Thr 


Glu 


225 








230 








Gly Pro 


Leu 


Glu 


Ser 


Leu 


Pro 


Asn 


Met 








245 










Glu Glu 


Arg 


Gin 


Asp 


Glu 


Glu 


Gin 


Arg 






260 










265 


Ala Ala 


Glu 


Glu 


Asp 


Asp 


Leu Asp 


Ser 




275 










280 




Val Glu 


Cys 


Pro 


Ser 


Leu 


Ser 


Glu 


Glu 


290 










295 
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Asn 


Tyr 


Gly Met Pro 


Phe 


Ser 








45 






Arg 


Ala 


Phe Gly Gly 


Gin 


Ser 






60 








His 


Arg 


Cys 


Cys Cys 


Val 


Ala 




75 








80 


Thr 


Leu 


Tyr Gly Arg 


Ser 


Leu 


90 








95 




Tyr 


Phe 


Ala Leu Asp 


Leu 


Leu 








110 






He 


Ala 


Leu 


Cys He 


Glu 


Val 








125 






Glu 


He 


Ser 


Phe Phe 


Gly 


Phe 






140 








* 

r 












Gly 


Ala 


Pro Arg Gin 


Pro 


Pro 


10 








15 




Thr 


Ser 


Phe Gin Arg 


Tyr 


His 








30 






Asn 


Leu 


Ser Gly Glu 


Pro 


Gly 








45 






Asp 


Gly 


Ser 


Ser Val 


Ala 


Met 






60 








Cys 


Arg 


Gly 


He Ala 


Met 


Ala 




75 








80 


Arg 


Glu 


Val 


Thr Val 


Phe 


Val 


90 








95 




Arg 


Val 


Arg 


Glu Ser 


His 


Phe 








110 






Leu 


Ser 


He 


Thr Pro 


Ser 


Gin 








125 






Tyr 


Asp 


Tyr Arg Phe 


Met 


Val 






140 








He 


Val 


Thr 


Asn Glu 


Gin 


He 




155 








160 


Leu 


Met 


Val 


Lys Asp 


Arg 


Leu 


170 








175 




Phe 


Met 


Val 


Pro Asp 


Asp 


Pro 








190 






Glu 


Phe 


Leu 


Lys Lys 


Pro 


Asn 








205 






Leu 


Lys 


Val 


Trp Lys 


Thr 


Leu 






220 








Leu 


Ser 


Asp 


Asp Ala 


Asp 


Ser 




235 








240 


Glu 


Glu 


Val 


Arg Glu 


Glu 


Lys 


250 








255 




Gin 


Gly 


Gin 


Gly Thr 


Gin 


Lys 








270 






Ser 


Leu 


Ala 


Ser Val 


Phe 


Arg 








285 






He 


Leu 


Arg 


Cys Leu 


Ser 


Leu 



300 
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His 


AQn 


irX W 


XT X W 


ASD 


Glv 
vaxy 


Ala 


uc u 


Aop 


lie 


Asn 


Leu 


Leu Pro Gly 


Ala 

XXX A 


305 

\f ^ 










310 










315 






320 






XrX Vi/ 


lyx 


w wL 


Glv 
vjxy 


Tie 

X xc 


Pvo 

f X w 


A x^ 


Aso 


Glv 


Lvs 


Ala Pro 


Cys 


Gin 










325 










330 








335 




Gin 


Val 


lieu 


Ala 


His 


Xieu 


Ala 

^%XBk 


Gin 

V7 X 1 1 


Tjeu 


Thr 


He 


Pro 


Ser Ash 


Phe 


Thr 








340 










345 








350 






Ala 








Phe 


Met 


Glv 


phe 


Met 


ASO 


Ser 

mm mm 


His 


Arg Asp 


Ala 


He 

X X c 






355 










360 










365 






Pro 


AST) 


iyx 


6lu 


Ala 


Xieu 


Val 


Glv 

V3xy 


Pro 


Leu 


His 


Ser 


Leu Leu 


Lys 


Gin 




370 










375 










380 








IjVfi 


Paro 


Asn 


Tims 


Gin 


Tim 


Asn 


Gin 

%2^kX 


Glu 


His 


Glu 


Glu 


Ala Phe 


Leu 


Ala 

<^ikCk 


385 

V W ^0 










390 










395 








400 




IjVS 


Axy 


Ala 

^%XGk 


Tieu 


Val 


Say* 

OCX 


Ala 


XICU 


Cys 


Leu 


Met 


Ala Pro 


Asn 


OCX 










405 










410 








415 




Gin 




irx w 


PVie 




TiAII 
XJC LI 


Gl n 

wX U 


Val 


xxxx 


Val 


Ser 


His 


Val Ala 


Leu 


TllT" 

xxxx 








420 










425 








430 






Ala 


Tie 


UwLX 


His 

n X p 


Gin 


Gill 

wX LX 


CXXB 


Cat* 

OCX 


Glv 
wxy 


Arg Lys 


His 


Pro He 


Ala 


iyt 






435 










440 

W 










445 








Sat* 

OCX 


uy 9 


JrX w 


T>A11 
XICU 


XICU 


Irx iJ 


& cn 
Atop 


Gl 11 

vatx u 


Glu 


Ser 


Gin Gly Pro 


Gin 


C AT^ 
OCX 




450 

V W 










455' 










460 








Gl V 






OCX 


irx \J 


lyx 


Al a 
aXA 


Val 
Vdx 


Al a 

AXA 


Tirp 


Ala 


Leu 


Lys His 


Phe 


Cat* 

OCX 


4 w 9 










4.70 










475 








480 


Arg 




Tl ex 
xxe 


i»xy 


ASp 


lixx 


irxO 


Val 


Val 
VAX 


Leu Asp 


Leu 


Ser Tyr 


Ala 

^%X6» 


G A^ 

OCX 




















490 








495 






lllx 


XIxx 


Al s 


ASp 


IrxO 


fll n 

K3XU 


Val 
VaX 


Axg 


Glu Gly 


Arg Arg Val 


Seir 


xiys 


















9 U 9 








510 








irp 


XJCU 


xxe 


Axg 


'P>~n 

irp 


OCX 


T.A11 

XlCU 


T.Al 1 


Val 


Gin 


Asp 


Lys Gly 


TiVS 


Axy 






^ X ^ 




















525 






AT a 
A J. el 




V3XU 


JJCU 




XICU 


T .All 
XICU 


oXxl 


^21 vr 
vaxy 


Leu 


Leu 


Gly Glu Asn 


AT"cr 


T Al 1 




3 J U 




















540 










111 J. 


JrxO 


TV 1 a 

iixa 


Axa 


OCX 


rrlcu 


±rx O 


Arg 


Phe 


Phe 


Gin 


Val Leu 


* X w 


JriO 


^ *± 










3 3 U 










555 








t^6n 




G A v> 






OCX 


1 xlx 


XT lie 


\ra 1 
vclX 


v.ys 


He 


His 


Met 


Ser Gly 


xyx 


c-ys 










3 o o 










570 








575 






J. yx 


nxy 






m 11 

uX LL 


T*yn 

irp 




Al a 
aX A 


Gly 


Phe 


Gly Leu Tyr 


Val 


T . Al 1 

XlcLL 








580 

J \j \j 










585 

>^ V J 








590 










X XXX 


Cat* 

OCX 


f X W 


PTTi 


Val 

VAX 


Cat* 

OCX 


TiAl 1 
XJCU 


Ser 


Phe 


Ser 


Cys Ser 


Pro 








^ 










600 
\j \j \j 










605 








Pt*o 


xxxx 


lyr 


Al a 




T . Al 1 


Al a 

AXA 


Al a 
aX A 


Val 


Ala 


Cys 


Gly Leu 


Glu 


Arg 




610 

U JL V 










61 R 

O X ^ 










620 












m n 

>3XXX 


OCX 


JTX (J 


T.Al 1 


DT"n 

XT XU 


Va 1 
VclX 


Val 
VAX 


Phe 


Leu 


Thr 


His Cys 


Asn 


X xp 


625 










630 

U J w 










635 








640 

w V 






Cay* 

OCX 


T >A1 1 


IjC Li 


irp 


rsi 11 

\3XU 


T .Al 1 

XlCU 


XJCU 


Pro 


Leu 


Trp Arg Ala 


Aro 

AJ.VJ 


rsi \r 
vaxy 










645 










650 








655 




Ph^ 




OCX 


OCX 


ZV an 

A0^ 


V3xy 


Al a 

AXd 


13 vn 

JTX L^ 


T .Al 1 


Pro 


His 


Pro 


Ser Leu 


Leu 


Cat* 

OCX 








660 










665 

W D ^ 








670 








Tie 

X xc 


Tl P 
X xc 


Cat* 

OCX 


T.A11 
XJCiX 


X XXX 


Cat* 

OCX 


al V 

vjx y 


TiAll 
XJCU 


Ser 


Ser 


Leu 


Pro Phe 


He 


TVT* 






675 










680 

\I O \J 










685 






At*ct 




Cat* 

OCX 


Ayx 




Glv 


Cat* 

OCX 


XJCU 


Phe 

CrXXC 


Ala 


Val 


Thr 


Val Asp 


Thr 


TiAl 1 

ucu 




690 

w ^ v 










695 










700 








Ala 


IiVS 


Gin 


Glv 


Ala 


Gin 


Glv 


Glv 
wxy 


Glv 
wxy 


Gin 


Trp 


Trp 


Ser Leu 


Pro 


TiV«! 
J-J jr B 


705 










710 










715 








720 


Asn 


Val 


£^ X w 


Ala 


f X ^ 


xxxx 


Val 

V CIX 


Cat* 

OCX 


f X KJ 


His 


Ala 


Met 


Gly Lys 


Ara 


Pro 

£^ X W 










725 










730 








735 




Arti 




JJBU 


Al a 


XiC u 


Gin 

wXXX 


XJCU 


Cat* 
OCX 


A an 

AB^ 


Ser 


Thr 


Leu 


Ala Asp 


He 


Tie 
X xc 








740 










745 








750 






Ala 


Arg 


Leu 


Gin 


Ala 


Gly 


Gin 


Lys 


Leu 


Ser Gly 


Ser 


Ser Pro 


Phe 


Ser 






755 










760 










765 






Ser 


Ala 


Phe 


Asn 


Ser 


Leu 


Ser 


Leu 


Asp 


Lys 


Glu 


Ser Gly Leu 


Leu 


Met 




770 










775 










780 








Phe 


Lys 


Gly 


Asp 


Lys 


Lys 


Pro 


Arg 


Val 


Trp Val 


Val 


Pro Thr 


Gin 


Leu 


785 










790 










795 








800 


Arg 


Arg 


Asp 


Leu 


lie 


Phe 


Ser 


Val 


His 


Asp 


He 


Pro Leu Gly 


Ala 


His 



805 810 8X5 



^RRI 
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Gin 


Arcr 


Pro Glu Glu Thr T\rr 




Leu 


Arg 


Leu 


lieii m \T 

u V9 y 


i- X X p 






820 


825 








830 

w J V/ 




Pro 


GlV 


Met Gin Glu His Val 




Tvr 
* jr ^ 


Cys Arg 


Ser PvQ 


JLiC U IrllC 






835 


840 








845 




Cvs 


lie 


Pro Arcr Asn Leu. Hp 


Glv Ser 


Glu 


Leu 


Lys 


Val He 

VAX- 


wX U O CJb 




850 


855 

*•/ 








860 






Pro 




Pro Leu Arcr Ser Thr 


Ala Pro 


TrD 


Ser 


Asn 


Leu Gl n 

V3XX1 


Tie nlii 


865 




870 






875 






880 

www 


Val 


Val 


Glv Pro Val Thr He 


Ser Glu 


Glu 


Gly His 


Lys His 








885 




890 








895 


lie 


Val 


Ala AsD Pro Asn Thr 


Arcr Tro 


Val 


Glu 


Ala 


Phe Pro 


TiOii TiVc 

JLJCM J-ljr O 






900 


905 








910 




Pro 


Tvr 


Thr His Thr Ala Val 


Ala Gin 


Val 


Leu 


Leu 


Gin His 


V CI J. XT lie 






915 


920 

&I W 








925 




Ala 




TrD Glv Val Pro Val 




Glu 


Ala Ala Gin Gly 


P>"rt ft! n 




930 


935 

^ 








940 






Phe 


Ala 


Arg His Val Leu Val 


Ser Cys 


Glv 
wx y 


Leu 


Ala 


Leu Gly 


2X1 a m n 

AXcL l3J.Il 


945 

W 




950 






955 








Val 


Ala 


Ser Leu Ser Arg Asp 


Leu Gin 


Phe 

It I Its 


Pro 


Cys 


Leu Thr 


oer oer 






965 




970 








Q 7 ^ 


Gly 


Ala 


Tyr Trp Glu Phe Lys 


Arg Ala 


Leu 


Lys 


Glu 


Phe He 


irne jueu 






980 


985 








990 




His 


Gly 


Lys Lys Trp Ala Ala 


Ser Leu 


Pro 


Leu 


Leu 


His Leu 


Ala Phe 






995 1000 






1005 




Arg 


Ala 


Ser Ser Thr Asp Ala Thr Pro 


Phe 


Lys 


Val 


Leu Thr 


Gly Gly 


1010 


1015 






1020 






Glu 


Ser 


Arg Leu Thr Glu Pro 


Leu Trp 


Trp 


Glu 


Met 


Ser Ser 


Ala Asn 


1025 




1030 




1035 






1040 


lie 


Glu 


Gly Leu Lys Met Asp Val Phe 


Leu 


Leu 


Gin 


Leu Val 


Gly Glu 






1045 


1050 






1055 


Leu 


Leu 


Glu Leu His Trp Arg Val Ala Asp 


Lys 


Ala 


Ser Glu 


Lys Ala 






1060 


1065 








1070 




Glu 


Asn 


Arg Arg Phe Lys Arg 


Glu Ser 


Gin 


Glu 


Lys 


Glu Trp Asn Val 




1075 1080 






1085 




Gly Asp Gin Val Leu Leu Leu 


Ser Leu 


Pro 


Arg 


Asn 


Gly Ser Ser Ala 


1090 


1095 






1100 






Lys 


Trp 


Val Gly Pro Phe Tyr 


He Gly Asp Arg Leu Ser Leu Ser Leu 


1105 




1110 




1115 






1120 


Tyr 


Arg lie Trp Gly Phe Pro Thr Pro 


Glu 


Lys 


Leu Gly Cys 


He Tyr 






1125 


1130 






1135 


Pro 


Ser 


Ser Leu Met Lys Ala 


Phe Ala 


Lys 


Ser 


Gly Thr Pro 


Leu Ser 






1140 


1145 








1150 




Phe 


Lys 


Val Leu Glu Gin * 















1155 1158 



<210> 1956 

<211> 608 

<212> PRT 

<213> Homo sapiens 





<400> 1956 






Met 


Gly Ser Val 


Thr 


Val Arg Tyr 


1 




5 




Ser 


Ala Thr Trp 


Thr 


Val Leu Leu 




20 






Val 


Thr Gin Pro 


Leu 


Lys Asn Val 




35 




40 


Gly 


Pro Ser Pro 


Lys 


Lys Phe Tyr 




50 




55 


Arg 


Val Leu Glu 


Pro 


Gin Phe Lys 


65 






70 



Phe Cys Tyr Gly Cys Leu Phe Thr 

10 15 
Phe Val Tyr Phe Asn Phe Ser Glu 

25 30 
Pro Val Lys Gly Ser Gly Pro His 

45 

Pro Arg Phe Thr Arg Gly Pro Ser 

60 

Ala Asn Lys He Asp Asp Val He 
75 80 
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Ser Arg 


Val 


Glu 


Asp 


Pro Glu 








85 






Glu 


Leu Glv 


Met 


lie 


Phe 


Asn Glu 






100 








Gly 


Tyr Gin 


LVS 


His 


Ala 


Phe Asn 




115 








120 


Tvr 


His Arg 


Asp 


Val 


Pro 


AsD Thr 




130 








135 


Phe 


Tyr Pro 


Pro 


Asp 


Leu 


Pro Ala 


145 








150 




Asn 


Glu Ala 


Phe 


Ser 


Ala 


Leu Leu 








165 






Arcr 


Thr Pro 


Ala 


His 


Leu 


Leu His 






180 










AsD Phe 


Aso 


Aso 


Leu 


Lvs Glv 




195 






f 


200 

«Ml W W 


Tvr 

* Jr ^ 


Leu Pro 


Glv 


Lvs 


lie 

X X ^» 


Lvs Val 


1 


210 








215 

«0 «M ft^ 


Tjeu 


Tie Arcr 


Glv 


Aro 


Met 


Tie Glv 


225 








230 

M w 




lieii 


Val Phe 


Leu 






Hi Q OVR 
nxo Vaj^D 








245 






Pro 




Ala 


Ala 


Tie 
xxc 


f'U.a wX LX 






260 








Val 




Tie 


Tie 


OCX 






275 








280 

A* w 


Val 


Val Aro 


Glv 


Glv 


PhA 


ABIX A X 




290 








295 


Val 






wX Li 


TiOl 1 
XICU 


m V ZVvrr 
wx y ^"V^ M 


305 








310 

•9 X w 












AX el 


rjiv m V 

V3Xy L3Xy 








325 

^ mM ^ 






Phe 


His Glu 




Rl V 


m n 

V7XXX 


X jr X X^E>^ 






340 








Glu 


Asn Tj^u 


Glu 


Tie 


oc?x 


«^X M 




355 








360 


Phe 


lie lie 

^^^^ 


Pro 


^ jr O 


mCX 


AT*cr Va 1 




370 








375 


Pro 


Tvr Glv 




pTfO 
£^ X 


wX Li 


Glv Gin 


385 








390 






Leu AIa 


His 


Val 

V cix 


X X^ 










405 






Leu 


ArQ ■ Pro 






XI 9 


Thr* TiVc; 

XXXX XJ jr o 






420 








Val 


Glu Leu 




Lvfi 

XI y D 


Lvs 


Leu Glv 




435 








440 


AS"D 


Asn Val 


Tvr 


Pro 


Glu 

^rf ^ Vfc 


Met Gin 




450 








455 


Gin 


Gin Pro 


lie 


Phe 


Val 


Asn Arcr 


465 








470 




Gin 


Ara Glv 


Arcr 


Leu 


Tvr 

A JX 


His Leu 








485 






Gin 


Glv Atq 


Pro 


Ser 


Gin 


Lvs Glv 






500 








Asp 


Tvr Ser 


Ast> 


Pro 


Asn 


Gin lie 




515 








520 


Leu 


Val I,eu 


Asn 


Ser 


Leu 


Leu Cys 




530 








535 


Ser 


Asp Pro 


Pro 


Arg 


Leu 


Met Lys 


545 








550 




Gin 


Trp Thr 


Phe 


Gly 


Lys 


Asn Asn 








565 






Gin 


Cys liGU 


Arg 


Ala 


Val 


Asp Pro 



580 



Glu 


Glv 


His 


Leu 


Lvs 


Phe 


Ser 


Ser 




90 










95 




Arg 


Aso 


Gin 


Glu 


Leu 


ArQ 


Aso 


Leu 


105 










110 






Met 


Leu 


lie 


Ser 


Asp 


Arcr 


Leu 


Glv 










125 








ArQ 


Asn 


Ala 


Ala 


Cys 


Lvs 


Glu 


Lvs 








140 










Ala 


Ser 


Val 


Val 


He 


Cvs 


Phe 


Tvr 






155 










160 


Arcr 


Thr 


Val 


His 


Ser 


Val 


He 


Aso 




170 










175 




Glu 


lie 


lie 


Leu 


Val 


ASD 


Asp 


Aso 


185 










190 






Glu 


Leu 


Aso 


Glu 


Tvr 


Val 


Gin 


Lvs 










205 








lie 


Arcr 


Asn 


Thr 


Lvs 


Arcr 


Glu 


Glv 








220 

M At W 










Ala 


Ala 


His 


Ala 


Thr 


Glv 


Glu 


Val 

V dX 






235 










240 

mm ^fc 


Glu 

wX IX- 


Val 

V nx 


Asn 


Val 

V nx 


Met 






Gl n 




250 










255 
^ w w 




Asn 


AiTcr 
«xy 


His 


X XXX 


Val 

V GXX 


Val 

V GLX 




Xr X V 


265 










270 






Thr 


Leu 

XI 


Ala 




SeT* 

w wX 


IJCX 


OCX 


irx W 










285 








Glv 


Leu 


His 


Phe 

F xxc 


T iVQ 

xj y o 




A cm 


XJCSU 








300 










Ala 


Glu 
wx u 


Glv 


A1 a 
nXd 


X XXX 


Al a 


xrx u 


Tl ^ 






315 










320 


Leu 


Phe 


Ala 








Gl n 

wXXX 


iyr 




330 










335 




Sei* 
c ^ 


Glv 


Met 




Tie 

X X c 




Gl V 
vjx jr 


Gl V 
vjxy 


345 










350 






lie 




Met 


L» y o 


Glv 


Glv 
oxy 


XJ y o 


XJC iX 










365 








Glv 

\3X 


His 


lie 


Phe 


«xy 


Lvs 


^x y 


At*<t 








380 












Thir 


Met 


Thi^ 


His 
x^^ o 


Aqti 

^TOXX 


OCX 


XJCU 






395 










400 


Glu 


Tvr 

X jrx 


Lvs 


Glu 

wX Vk 


Gin 

VJXXX 


Tvr* 
xyx 


Phe 


wCX 




410 










415 




Ser 


Tvr 

xy X 


Glv 

^ax y 


Asn 

<^oxx 


He 

X x^ 




Glu 

^7X U 


**xy 


425 










430 

^ ^ \y 






Cvs 


Lvs 


Ser 

ti^ ^x 


Phe 

£^ XXC 


Lvs 


xxp 


Tvi" 
xyx 


XJC \X 










445 








lie 


Ser 


Glv 


Ser 


His 

XA^0 


Ala 


Lvs 


Pro 








460 










Glv 


Pro 


Lvs 


Ara 


Pro 


Lvs 


Val 


Leu 






475 










480 


Gin 


Thr 


Asn 


Lvs 


Cvs 


Leu 


Val 


Ala 




490 










495 




Glv 


Leu 


Val 


Val 


Leu 


Lys 


Ala 


Cvs 


505 










510 






Tm 

xx^ 


lie 

«A» iA» 


Tvr 

xyx 


Asn 


Glu 


Glu 


His 

»A I^V 


Glu 










525 








Jueu 




fiet 


OCX 


V7±U 


xllx 


iurg 


C A V* 

oer 








540 










Cys 


His 


Gly 


Ser 


Gly 


Gly 


Ser 


Gin 






555 










560 


Arg 


Leu 


Tyr 


Gin 


Val 


Ser 


Val 


Gly 


570 










575 




Leu 


Gly 


Gin 


Lys 


Gly 


Ser 


Val 


Ala 


585 










590 
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Met Ala He Cys Asp Gly Ser Ser Ser Gin Gin Trp His Leu Glu Gly 
595 600 605 608 



<210> 1957 

<211> 967 

<212> PRT 

<213> Homo sapiens 



<400> 1957 

Met Phe Leu Asn Phe Gly Gin Cys Gly Pro Pro Ala Ser Leu Cys Gin 

1 5 10 15 

Ser He Ser Arg Pro Val Pro Val Arg Phe His Asn Tyr Gly Asp Tyr 

20 25 30 

Phe Asn Val Phe Phe Pro Leu Met Val Leu Asn Thr Phe Glu Thr Val 

35 40 45 

Ala Gin Glu Trp Leu Asn Ser Pro Asn Arg Glu Asn Phe Tyr Gin Leu 

50 55 60 

Gin Val Arg Lys Phe Pro Ala Asp Tyr He Lys Tyr Trp Glu Phe Ala 
S5 70 75 80 

Val Tyr Leu Glu Glu Cys Glu Leu Ala Lys Gin Leu Tyr Pro Lys Glu 

85 90 95 

Asn Asp Leu Val Phe Leu Ala Pro Glu Arg He Asn Glu Glu Lys Lys 

100 105 110 

Asp Thr Glu Arg Asn Asp He Gin Asp Leu His Glu Tyr His Ser Gly 

115 120 125 

Tyr Val His Lys Phe Arg Arg Thr Ser Val Met Arg Asn Gly Lys Thr 

130 135 140 

Glu Cys Tyr Leu Ser He Gin Thr Gin Glu Asn Phe Pro Ala Asn Leu 
145 150 155 160 

Asn Glu Leu Val Asn Cys He Val He Ser Ser Leu Val Thr Thr Gin 

165 170 175 

Arg Lys Leu Lys Ala Met Ser Leu Leu Gly Ser Arg Asn Gin Leu Ala 

180 185 190 

Arg Ala Val Leu Asn Pro Asn Pro Met Asp Phe Cys Thr Lys Asp Leu 

195 200 205 

Leu Thr Thr Thr Ser Glu Arg He He Ala Tyr Leu Arg Asp Phe Asn 

210 215 220 

Glu Asp Gin Lys Lys Ala He Glu Thr Ala Tyr Ala Met Val Lys His 
225 230 ' 235 240 

Ser Pro Ser Val Ala Lys He Cys Leu He His Gly Pro Pro Gly Thr 

245 250 255 

Gly Lys Ser Lys Thr He Val Gly Leu Leu Tyr Arg Leu Leu Thr Glu 

260 265 270 

Asn Gin Arg Lys Gly His Ser Asp Glu Asn Ser Asn Ala Lys He Lys 

275 280 285 

Gin Asn Arg Val Leu Val Cys Ala Pro Ser Asn Ala Ala Val Asp Glu 

290 295 300 

Leu Met Lys Lys He He Leu Glu Phe Lys Glu Lys Cys Lys Asp Lys 
305 310 315 320 

Lys Asn Pro Leu Gly Asn Cys Gly Asp He Asn Leu Val Arg Leu Gly 

325 330 335 

Pro Glu Lys Ser He Asn Ser Glu Val Leu Lys Phe Ser Leu Asp Ser 

340 345 350 

Gin Val Asn His Arg Met Lys Lys Glu Leu Pro Ser His Val Gin Ala 

355 360 365 

Met His Lys Arg Lys Glu Phe Leu Asp Tyr Gin Leu Asp Glu Leu Ser 

370 375 380 

Arg Gin Arg Ala Leu Cys Arg Gly Gly Arg Glu He Gin Arg Gin Glu 
385 390 395 400 
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Glu 


Asn 


He 


Ser 


Lvs 


Val 


Ser 


Lvs 


Glu 


Arcr 

«xy 


Gin 


Glu 


Leu 


AIa 








405 










410 










415 




Sbt Lys 


He 


Lvs 


Glu 


Val 


Gin 


Glv 


Arcr 


Pro 


Gin 


Lys 


Thr 


Gin 


Ser 


He 

A X W 






420 










425 










430 






He He 


Leu 


Glu 


Ser 


His 


He 

Mto 


He 


Cvs 


Cvs 

wjr s 


Thr 


Leu 


Ser 


Thr 


Ser 


Glv 




435 










440 










445 








Gly Leu 


Leu 


Leu 


Glu 


Ser 


Ala 


Phe 


Arcr 


Glv 

jr 


Gin 


Glv 


Glv 


Val 


Pro 


Phe 


450 










455 










460 










Ser Cys 


Val 


He 


Val 


Aso 


Glu 


Ala 


Glv 


Gin 


Ser 


Cvs 

wjr a 


Glu 


He 

mMm wit* %MP 


Glu 


Thr 


465 








470 










475 










480 


Leu Thr 


Pro 


Leu 


He 


His 


Ara 


Cys 


Asn 


Lvs 


Leu 


He 


Leu 


Val 


Glv 


Asn 








485. 










490 










495 




Pro Lvs 


Gin 


Leu 


Pro 


Pro 


Thr 


Val 


He 


Ser 


Met 


Lvs 


Ala 


Gin 


Glu 


Tvr 
xyx 






500 










505 










510 






Glv Tvx 


Asp 


Gin 


Ser 


Met 


Met 


Ala 


Arcr 


Phe 


Cvs 


Arcr 


Leu 


Leu 


Glu 

\3X bt 


Glu 

^9X Wi 




515 










520 










525 








Asn Val 


Glu 


His 


Asn 


Met 


He 

amm 


Ser 


Arcr 


Leu 




He 


Leu 


Gin 

\SJL.XX 


Leu 


TllT* 
X XXX 


530 










535 










540 










Val Gin 


Tyr Arg 


Met 


His 


Pro 




He 

X X 


PVff 
^ jr o 


X-ICU 


Phe 

f xxc 


XT X W 


j?eir 

OCX 


ABll 


lyr 


545 








550 










555 

V V V 










560 




Asn Arg 


Asn 


Leu 




XXXX 






Gin 


xxxx 


wXwL 


2il a 


Tl e 

XX€ 


*»xy 








565 

^ W 










570 










575 




Cvs Sey 


Ser Asp 




Pro 


Phe 


Gin 


c x\^ 


lyt 


XJCU 


Val 
V ax 


PTio 
fixes 






V7Xy 






580 










585 

*v %^ mm 










590 








Ser 


Glu 












ocsx 


lyr 


Tl e 

xXtS 


As 11 


vcix 


VSxxl 






595 










600 










605 
\j \j 








Tie IiVS 


Leu 


Val 


Met 


Glu 


He 


Tie 

X xc 


xjy o 




Tl e 

X XC 


J-ijr k> 


«sp 


xjy to 


Axy 


j-iy o 


610 










615 










V ^ \y 










Jisn Val 


Ser 


Phe 






Tl e 


V7X j^ 


Tl e 
xxcs 


Tl e 


XXlx 




lyr 


ijys 


2il a 


VjIXll 


625 








\j J \f 










u O 9 










O *t w 


Lvs Thif 


Met 


'He 




J-ijr O 




iJC u 


ASp 


T AAQ 

i-iy o 




irxXC 




Axy 




\jj.y 








645 










650' 










w 9 3 




Pro Ala 


Glu 


Val 


Art> 




Val 

V CLX 




Ala 
AXd 


XrUC 


f^l n 


Ux jr 


Arg 


r!l n 

UXII 










660 










665 










670 






Cvs Val 


He 


Val 


Thir 


{^vs 


Val 

V dX 




Ala 


Adn 


M cx 


Tie 
xxc 


m n 


fll V 
\JX j^ 


OCX 


Tl e 




675 










680 










685 








Glv Ph.e 


Leu 


Ala 


Self 


T>eii 


Gin 

\JX XX 


•rtxy 


Tiei 1 


x^oxx 


Val 
V gx 




Tl e 

XXcS 


Xlxx 


nx y 


al a 


690 










695 










700 










Lvs Tvir 


Ser 


Leu 


Phe 


Tie 




Glv 


xxxo 


XICU 


AXy 


Til Y* 


xjcu 




f^l 11 




705 








710 










715 










720 


Gin His 


Trp 


Asn 


Gin 


Tiei) 


He 

X X w 


Gl n 

WXXX 




Al a 


Rl n 

V3Xii 


JUjf 0 


A ir/^ 
•Hxy 


nl V 


al a 


Tl » 








725 










730 










735 




Xle Lvs 


• Thr 


Cys 






Asn 

4^oxx 


Tvr 


nxy 


His 


Asn 


Ala 


Val 

V CIX 


xj y o 


Tie 

XXB 


XJtSU 






740 










745 










750 






Lvs Leu 


Lys 


Pro 


Val 


Leu 


Gin 


Arcr 


Ser 

W WX 


Xlw vx 


^ XXX 


His 

xxX S 


XT X w 


Pf o 
Xr X w 


xux 


Tie 




755 










760 










765 








Ala Pro 


Glu Gly 


Ser 


Arcr 


Pro 


Gin 


Glv 


Glv 

X7ai» Jf 


Leu 


Pro 


Ser 

W wX 


Ser 

WQX 


XI j^ o 


Tieii 

XICU 


770 










775 










780 










Asp Ser 


Gly Phe 


Ala 


Lvs 


Thr 




Val 


Ala 


Ala 


Ser 


Tieu 


Tvr 


His 


Thr 

X XXX 


785 








790 










795 










800 


Pro Ser 


Asp 


Ser 


Lvs 


Glu 


He 


Thr 




Thr 


Val 

V GLX 


Thr 

X 111 


Ser 

w ^^x 


Lvs 


As'n 


xrx w 








805 










810 

^m W 










815 




Glu Arg 


Pro 


Pro 


Val 


His 


Asn 


Gin 


Leu 


Gin 


Aso 


Pro 


Arcr 


Leu 


Leu 


Lv^ 






820 










825 










830 

1v 






Arg Met 


Gly He 


Glu 

\m KJL 


Val 


Lva 


Glv 


Glv 


He 

X X G 


Phe 




Tm 
xx.p 


ASTD 


Pro 

£^X W 


Gin 




835 










840 

W ^fc w 










845 

W 7 ^ 










Ser 


Pro 


\j-Ln 


XllS 


irx O 


v»xy 




inr 


irro 


irro 


inr 


ijAy 


uXU 


Fro 


850 










855 










860 










Gly Phe 


Pro 


Val 


Val 


His 


Gin 


Asp 


Leu 


Ser 


His 


He 


Gin 


Gin 


Pro 


Ala 


865 








870 










875 










880 


Ala Val 


Val 


Ala 


Ala 


Leu 


Ser 


Ser 


His 


Lys 


Pro 


Pro 


Val 


Arg 


Gly 


Glu 








885 










890 










895 




Pro Pro 


Ala 


Ala 


Ser 


Pro 


Glu 


Ala 


Ser 


Thr 


Cys 


Gin 


Ser 


Lys 


Cys 


Asp 






900 










905 










910 
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Asp Pro Glu Glu 

915 

Glu Gly Glu Gin 
930 

Asn Ser Arg Trp 
945 

Lys Lys Arg Lys 



Glu Leu Cys His 

920 

Glu Lys Cys Gly 
935 

Asp Lys Arg Thr 

950 
Leu Leu * 
965 966 



Arg Arg Glu Ala 

Ser Glu Thr His 

940 

Leu Glu Gin Glu 
. 955 



Arg Ala Phe Ser 
925 

His Thr Arg Arg 

Asp Ser Ser Ser 

960 . 



<210> 1958 
<211> 256 
<212> PRT 

<213> Homo sapiens 



<400> 1958 





Arg Glu Asp 


Arg Ala Thr Trp Lys Ser 


Asn 


Tyr 


Phe Leu 


Lys 






5 


10 






15 






Gin 


Leu Leu 


Asp Asp Tyr Pro Lys Cys 


Phe 


He Val Gly 


Ala 






20 


25 






30 






Val 


Gly Ser 


Lys Gin Met Gin Gin He Arg 


Met 


Ser Leu 


Arg 




35 




40 




45 






V9xy uys 


Ala 


Val Val 


Leu Met Gly Lys Asn Thr Met 


Met 


Arg Lys 


Ala 


50 






55 


60 








lie Arg 


Gly His Leu 


Glu Asn Asn Pro Ala Leu 


Glu 


Lys 


Leu Leu 


Pro 


65 






70 75 








80 


His He 


Arg Gly Asn 


Val Gly Phe Val Phe Thr 


Lys 


Glu Asp Leu 


Thr 






85 


90 






95 




Glu He 


Arg Asp Met 


Leu Leu Ala Asn Lys Val 


Pro 


Ala 


Ala Ala 


Arg 






100 


105 






110 


Ala Gly 


Ala 


He Ala 


Pro Cys Glu Val Thr Val 


Pro 


Ala 


Gin Asn 


Thr 




115 




120 




125 






Gly Leu 


Gly Pro Glu 


Lys Thr Ser Phe Phe Gin 


Ala 


Leu 


Gly He 


Thr 


130 






135 


140 








Thr Lys 


lie 


Ser Arg 


Gly Thr He Glu He Leu 


Gly 


Val 


Arg Asn 


Val 


145 






150 155 






160 


Ala Ser 


Val 


Cys Leu 


Gin He Gly Tyr Pro Thr 


Val 


Ala 


Ser Val 


Pro 






165 


170 






175 




His Ser 


He 


He Asn 


Gly Tyr Lys Arg Val Leu Ala 


Leu 


Ser Val 


Glu 






180 


185 






190 




Thr Asp 


Tyr 


Thr Phe 


Pro Leu Ala Glu Lys Val 


Lys 


Ala 


Phe Leu 


Ala 




195 




200 




205 






Asp Pro 


Ser 


Ala Phe 


Val Ala Ala Ala Pro Val 


Ala 


Ala 


Ala Thr 


Thr 


210 






215 


220 








Ala Ala 


Pro 


Ala Ala 


Ala Ala Ala Pro Ala Lys 


Val 


Glu 


Ala Lys 


Glu 


225 






230 235 






240 


Glu Ser 


Glu 


Glu Ser 


Asp Glu Asp Met Gly Phe Gly 


Leu Phe Asp 


* 






245 


250 






255 





<210> 1959 
<211> 231 
<212> PRT 

<213> Homo sapiens 



<400> 1959 

Met Asn Glu Pro Leu Asp Tyr Leu Ala Asn Ala Ser Asp Phe Pro Asp 

15 10 15 

Tyr Ala Ala Ala Phe Gly Asn Cys Thr Asp Glu Asn He Pro Leu Lys 

20 25 30 
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Met 


His 


Tyr 


Leu 


Pro 


Val 


He Tyr Gly 






35 








40 


Pro Gly 


Asn 


Ala 


Val 


Val 


He Ser Thr 




50 










55 


Trp 


Lys 


Ser 


Ser 


Thr 


He 


He Met Leu 


65 










70 




Leu 


Tyr 


Leu 


Thr 


Ser 


Leu 


Pro Phe Leu 










85 






Glu 


Asn 


Trp 


lie 


Phe 


Gly Asp Phe Met 








100 






105 


Phe 


His 


Phe 


Asn 


Leu 


Tyr 


Ser Ser He 






115 








120 


lie 


Phe 


Arg 


Tyr Cys 


Val 


He He His 




130 










135 


His 


Lys 


Thr 


Arg 


Cys 


Ala 


Val Val Ala 


145 










150 




Ser 


Leu 


Val 


Ala 


Val 


He 


Pro Met Thr 










165 






Arg 


Thr 


Asn 


Arg 


Ser 


Ala 


Cys Leu Asp 








180 






185 


Asn 


Thr 


lie 


Lys 


Trp 


Tyr Asn Leu He 






195 








200 


Pro 


Leu 


Gly 


Asp 


Ser 


Asp 


Thr Leu Leu 




210 










215 


Asp 


Pro 


Trp 


Thr 


Ala 


Asn 


* 



225 230 
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He He Phe Leu Val Gly Phe 

45 

Tyr He Phe Lys Met Arg Pro 
60 

Asn Leu Ala Cys Thr Asp Leu 
75 80 
He His Tyr Tyr Ala Ser Gly 

90 95 
Cys Lys Phe He Arg Phe Ser 

110 

Leu Phe Leu Thr Cys Phe Ser 

125 

Pro Met Ser Cys Phe Ser He 
140 

Cys Ala Val Val Trp He He 
155 160 
Phe Leu He Thr Ser Thr Asn 
170 175 
Leu Thr Ser Ser Asp Glu Leu 

190 

Leu Thr Ala Thr Thr Leu Pro 

205 

Tyr His Asp Tyr Pro His Ser 
220 



<210> 1960 

<211> 475 

<212> PRT 

<213> Homo sapiens 



<400> 1960 



Met 


Arg 


Leu 


Ser 


1 








Ala 


Ala 


Leu 


Asp 








20 


Val 


Leu 


Thr 


Met 






35 




Asn 


Ala 


Pro 


Asn 




50 






Asp Arg 


Ala 


Thr 


65 








Lys 


Gly 


Phe 


Phe 


Arg 


Phe 


Ser 


Arg 








100 


Arg Tyr 


Cys 


Arg 






115 




Ala 


Val 


Gin 


Asn 




130 






Glu 


Asp 


Ser 


Ser 


145 








Leu 


Ser 


Arg 


Gin 


Arg Ala 


Lys 


Lys 








180 


Glu 


Gin 


Leu 


Leu 






195 




Cys 


Glu 


Leu 


Pro 




210 







Lys 


Thr 


Leu 


Val 


5 








Pro 


Ala 


Tyr Thr 


Gly 


Asn 


Asp 


Thr 








40 


Ser 


Leu Gly Val 






55 




Gly 


Lys 


His 


Tyr 




70 






Arg 


Arg 


Ser 


Val 


85 








Gin 


Cys 


Val 


Val 


Leu 


Lys 


Lys 


Cys 








120 


Glu 


Arg Asp Arg 






135 




Leu 


Pro 


Ser 


He 




150 






He 


Thr 


Ser 


Pro 


165 








He 


Ala 


Ser 


He 


Val 


Leu 


Val 


Glu 








200 


Leu 


Asp 


Asp 


Gin 






215 





Asp Met Asp Met 
10 

Thr Leu Glu Phe 
25 

Ser Pro Ser Glu 

Ser Ala Leu Cys 

60 

Gly Ala Ser Ser 
75 

Arg Lys Asn His 
90 

Asp Lys Asp Lys 
105 

Phe Arg Ala Gly 

He Ser Thr Arg 

140 

Asn Ala Leu Leu 
155 

Val Ser Gly He 
170 

Ala Asp Val Cys 
185 

Trp Ala Lys Tyr 

Val Ala Leu Leu 

220 



Ala Asp Tyr Ser 
15 

Glu Asn Val Gin 
30 

Gly Thr Asn Leu 
45 

Ala He Cys Gly 

Cys Asp Gly Cys 

80 

Met Tyr Ser Cys 
95 

Arg Asn Gin Cys 
110 

Met Lys Lys Glu 
125 

Arg Ser Ser Tyr 

Gin Ala Glu Val 

160 

Asn Gly Asp He 

175 

Glu Ser Met Lys 
190 

He Pro Ala Phe 
205 

Arg Ala His Ala 
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Gly Glu His Leu Leu Leu Gly Ala Thr Lys Arg Ser Met Val Phe Lys 
225 230 235 240 

Asp Val Leu Leu Leu Gly Asn Asp Tyr lie Val Pro Arg His Cys Pro 

245 250 255 

Glu Leu Ala Glu Met Ser Arg Val Ser He Arg He Leu Asp Glu Leu 

260 265 270 

Val Leu Pro Phe Gin Glu Leu His He Asp Asp Asn Glu Tyr Ala Tyr 

275 280 285 

Leu Lys Ala He He Phe Phe Asp Pro Asp Ala Lys Gly Leu Ser Asp 

290 295 300 

Pro Gly Lys He Lys Arg Leu Arg Ser Gin Val Gin Val Ser Leu Glu 
305 310 315 320 

Asp Tyr He Asn Asp Arg Gin Tyr Asp Ser Arg Gly Arg Phe Gly Glu 

325 330 335 

Leu Leu Leu Leu Leu Pro Thr Leu Gin Ser He Thr Trp Gin Met He 

340 345 350 

Glu Gin He Gin Phe He Lys Leu Phe Gly Met Ala Lys He Asp Asn 

355 360 365 

Leu Leu Gin Glu Met Leu Leu Gly Gly Ser Pro Ser Asp Ala Pro His 

370 375 380 

Ala His His Pro Leu His Pro His Leu Met Gin Glu His Met Gly Thr 
385 390 395 400 

Asn Val He Val Ala Asn Thr Met Pro Thr His Leu Ser Asn Gly Gin 

405 410 415 

Met Cys Glu Trp Pro Arg Pro Arg Gly Gin Ala Ala Thr Pro Glu Thr 

420 . 425 430 

Pro Gin Pro Ser Pro Pro Gly Gly Ser Gly Ser Glu Pro Tyr Lys Leu 

435 440 445 

Leu Pro Gly Ala Val Ala Thr He Val Lys Pro Leu Ser Ala He Pro 

450 455 460 

Gin Pro Thr He Thr Lys Gin Glu Val He * 
465 470 474 



<210> 1961 
<211> 870 
<212> PRT 

<213> Homo sapiens 



<400> 1961 
Met Glu Pro Glu Thr 

1 5 
Gin Ser Pro Asn Asp 

20 

Glu Ser Pro Arg Gin 
35 

Pro Ala Gin Ser Pro 

50 

Arg Ser Ser Gin Asp 
65 

Gly His Ser Asn Pro 

85 

Pro Glu Val Val Pro 

100 

Ser Trp Gin Trp Gly 
115 

Pro Ala Asn Glu Pro 
130 

Gly Ala Glu Lys Pro 
145 

Gin Trp Ser Lys Leu 

165 



Ala Leu Trp Gly Pro Asp 

10 

Ala His Arg Gly Ala Glu 

25 

Glu Ser Ser Gly Glu Glu 
40 

Glu Ser Lys Asp Ser Thr 
55 

Pro Ser Val Pro Gin Asn 
70 75 
Leu Asp His Gin He Pro 

90 

Thr Pro Ser Asp Trp Thr 

105 

Ala Leu Thr Thr Trp Asn 
120 

Ser Leu Arg Glu Leu Val 
135 

Tyr He Cys Asn Glu Cys 
150 155 
Leu Arg His Gin Arg He 

170 



Leu Gin Gly Pro Glu 

15 

Ser Glu Asn Glu Glu 
30 

He He Met Gly Asp 
45 

Glu Met Ser Leu Glu 
60 

Pro Pro Thr Pro Leu 

80 

Leu Asp Pro Pro Ala 

95 

Lys Ala Cys Glu Ala 
110 

Ser Pro Pro Val .Val 
125 

Gin Gly Arg Pro Ala 
140 

Gly Lys Ser Phe Ser 

160 

His Thr Gly Glu Arg 

175 
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Pro Asn Thr Cys Ser Glu Cys Gly Lys Ser Phe Thr Gin Ser Ser His 

180 185 190 

Leu Val Gin His Gin Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys 

195 200 205 

Pro Asp Cys Gly Lys Cys Phe Ser Trp Ser Ser Asn Leu Val Gin His 

210 215 220 

Gin Arg Thr His Thr Gly Glu Glu Pro Tyr Lys Cys Thr Glu Cys Glu 
225 230 235 240 

He Ala Phe Thr Gin Ser Thr Asn Leu He Lys His Gin Arg Ser His 

245 250 255 

Thr Gly Glu Lys Pro Tyr Lys Cys Gly Glu Cys Arg Arg Ala Phe Tyr 

260 ^ 265 270 

.-Arg Ser Ser Asp Leu He Gin His Gin Ala Thr His Thr Gly Glu Lys 
275 280 285 

Pro Tyr Lys Cys Pro Glu Cys Gly Lys Arg Phe Gly Gin Asn His Asn 

290 295 300 

Leu Leu Lys His Gin Lys He His Ala Gly Glu Lys Pro Tyr Arg Cys 
\305 310 315 320 

Thr Glu Cys Gly Lys Ser Phe He Gin Ser Ser Glu Leu Thr Gin His 

325 330 335 

Gin Arg Thr His Thr Gly Glu Lys Pro Tyr Glu Cys Leu Glu Cys Gly 

340 345 350 

Lys Ser Phe Gly His Ser Ser Thr Leu He Lys His Gin Arg Thr His 

355 360 365 

Leu Arg Glu Asp Pro Phe Lys Cys Pro Val Cys Gly Lys Thr Phe Thr 

370 375 380 

Leu Ser Ala Thr Leu Leu Arg His Gin Arg Thr His Thr Gly Glu Arg 
385 390 395 400 

Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Val Ser Ser Asn 

405 410 415 

Leu He Asn His Gin Arg He His Arg Gly Glu Arg Pro Tyr He Cys 

420 425 430 

Ala Asp Cys Gly Lys Ser Phe He Met Ser Ser Thr Leu He Arg His 

435 440 445 

Gin Arg He His Thr Gly Glu Lys Pro Tyr Lys Cys Ser Asp Cys Gly 

450 455 460 

Lys Ser Phe He Arg Ser Ser His Leu He Gin His Arg Arg Thr His 
465 470 475 480 

Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser 

485 490 495 

Gin Ser Ser Asn Leu He Thr His Val Arg Thr His Met Asp Glu Asn 

500 505 510 

Leu Phe Val Cys Ser Asp Cys Gly Lys Ala Phe Leu Glu Ala His Glu 

515 520 525 

Leu Glu Gin His Arg Val He His Glu Arg Gly Lys Thr Pro Ala Arg 

530 535 540 

Arg Ala Gin Gly Asp Ser Leu Leu Gly Leu Gly Asp Pro Ser Leu Leu 
545 550 555 560 

Thr Pro Pro Pro Gly Ala Lys Pro His Lys Cys Leu Val Cys Gly Lys 

565 570 575 

Gly Phe Asn Asp Glu Gly He Phe Met Gin His Gin Arg He His He 

580 585 590 

Gly Glu Asn Pro Tyr Lys Asn Ala Asp Gly Leu He Ala His Ala Ala 

595 600 605 

Pro Lys Pro Pro Gin Leu Arg Ser Pro Arg Leu Pro Phe Arg Gly Asn 

610 . 615 620 

Ser Tyr Pro Gly Ala Ala Glu Gly Arg Ala Glu Ala Pro Gly Gin Pro 
625 630 635 640 

Leu Lys Pro Pro Glu Gly Gin Glu Gly Phe Ser Gin Arg Arg Gly Leu 

645 650 655 

Leu Ser Ser Lys Thr Tyr He Cys Ser His Cys Gly Glu Ser Phe Leu 

660 665 670 

Asp Arg Ser Val Leu Leu Gin His Gin Leu Thr His Gly Asn Glu Lys 
675 680 685 
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Pro Phe 


Leu 


Phe 


Pro 


Asp Tyr Arg lie Gly Leu Gly Glu Gly Ala Gly 


690 










695 








700 


Pro Ser 


Pro 


Phe 


Leu 


Ser Gly Lys 


Pro 


Phe 


Lys Cys Pro Glu Cys Lys 


705 








710 










715 720 


Gin Ser 


Phe 


Gly Leu 


Ser 


Ser 


Glu 


Leu 


Leu 


Leu His Gin Lys Val His 








725 










730 


735 


Ala Gly 


Gly 


Lys 


Ser 


Ser 


Gin 


Lys 


Ser 


Pro 


Glu Leu Gly Lys Ser Ser 






740 










745 




750 


Ser Val 


Leu 


Leu 


Glu 


His 


Leu 


Arg 


Ser 


Pro 


Leu Gly Ala Arg Pro Tyr 




755 










760 






765 


Arg Cys 


Ser 


Asp 


Cys 


Arg 


Ala 


Ser 


Phe Leu Asp Arg Val Ala Leu Thr 


770 










775 








780 


Arg His 


Gin 


Glu 


Thr 


His 


Thr 


Gin 


Glu 


Lys 


Pro Pro hsn Pro Glu Asp 


785 








790 










795 800 


Pro Pro 


Pro 


Glu 


Ala 


Val 


Thr 


Leu 


Ser 


Thr 


Asp Gin Glu Gly Glu Gly 








805 










810 


815 


Glu Thr 


Pro 


Thr 


Pro 


Thr 


Glu 


Ser 


Ser 


Ser 


His Gly Glu Gly Gin Asn 






820 










825 




830 


Pro Lys 


Thr 


Leu 


Val 


Glu 


Glu 


Lys 


Pro Tyr 


Leu Cys Pro Glu Cys Gly 




835 










840 






845 


Ala Gly 


Phe 


Thr 


Glu 


Val 


Ala 


Ala 


Leu 


Leu 


Leu His Arg Ser Cys His 


850 










855 








860 


Pro Gly 


Val 


Ser 


Leu 


* 












865 






869 















<210> 1962 

<211> 870 

<212> PRT 

<213> Homo sapiens 



<400> 1962 
Met Gin Glu lie 
1 

Thr His He Cys 

20 

Glu He Leu Lys 
35 

Gin He Ser Glu 
50 

Pro Glu Lys Asp 
65 

Val Arg Gly Asp 

Val He Glu Leu 

100 

Lys He Leu Val 
115 

Cys Leu Phe Gin 
130 

Thr Arg Gin Leu 
145 

Gly Ser Pro Lys 

Thr Thr Val Leu 

180 

Cys Gly Ser Pro 
195 

Val He Leu Leu 

210 

Gly Arg Arg Trp 
225 



Asn Gin Asn Leu 
5 



Leu 


Pro 


Pro Asp 


He 


Asn Glu Asp 






40 


Asn 


Leu 


Phe Ser 






55 


Val 


Asp Gly Val 




70 




Ala 


His 


Glu Cys 


85 






Leu 


Glu Lys Ser 


Val 


Gly Ala His 






120 


Arg 


Lys 


Gly Ser 






135 


Gin 


Ser 


Lys Leu 




150 




Pro 


Glu 


Glu He 


165 






Asn 


Cys 


Ser His 


Arg 


He 


His Phe 






200 


Ala 


Ala 


Ala Leu 






215 


Leu 


Arg 


Glu Gin 




230 





Ala Glu Glu Ala 
10 

Ser Ser Glu Ala 
25 

Thr Arg Val His 

Asn Lys Val Leu 

60 

Thr Asp He Asn 
75 

Phe Val Ser Pro 
90 

Val Gly Val Asn 
105 

Gly Ser Leu Glu 

Met Thr Met Ser 

140 

His Glu Ala Asp 
155 

Pro Leu Thr Trp 
170 

Asp Phe Leu Ser 
185 

Gly Gly Leu He 

Arg He Gin Asn 

220 

Gin His Arg Arg 
235 



Gly Leu Asn He 
15 

Glu He He Asp 
30 

Gly Leu Ala Leu 
45 

Asn Ala Leu Lys 

Leu Gly Lys Leu 

80 

Val Ala Lys Ala 
95 

Leu Asp Gly Lys 
110 

Ala Ala Leu Gin 
125 

He Gin Trp Lys 

He Val Val Leu 

160 

He Gin Pro Gly 
175 

Gly Lys Val Gly 

190 . 
Glu Glu Asp Asp 
205 

Met Val Ser Ser 

Trp Arg Leu His 

240 
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Cys Leu 


Lys 


Leu 


Gin 


Pro 


Leu 


Ser 


Pro 








245 










Ser Arg Gly 


Gin 


Thr 


Pro 


Lvs 


Ala 


Val 






260 










265 


Gly Leu Leu 


Ala 


Asp Glu 


He 

«b 


Glu 


He 




275 










280 




Val Arg 


Leu 


Ser 


Val 


Leu 


Glu 


Aro* 


Leu 


290 










295 






Tyr Val 


Leu 


Val 


Ala Gly 


He 


Thr 


Pro 


305 








310 








Ser Thr 


Val 


Thr 


He Gly 


Leu 


Val 


Gin 








325 










Val Asn 


Ser 


Phe 


Ala Cys 


Leu 


Arcr 


Gin 

Aw 






340 










345 


Gly val 


Lvs 


Glv 


Gly. Ala 


Ala 


Glv 


Glv 




355 










360 




Met Glu 


Glu 


Phe 


Asn 


Leu 


His 


Leu 

XJ^9 M 


Thr 


370 










375 






Ala Ala 


Asn 




Leu 


Leu 


Ala 


Ala 


Ala 


JOS 








390 












Gin 


Thr Asp 


Tivci 


Ala 










405 










Val Asn 


Glv 


Val 

V fit A 


Arg 


Glu 


irXxCS 


oC5X 


Gin 

wX U 






420 










425 


TjVS Leu 


Glv 


Tl ^ 


Asn Lys 


TVi it 


















44 0 




VaX Ser 


Lvs 

XJ jr w 




Ala 


Arg 


JUC LL 




Tie 


*X S V 










455 

^ 






Gin Afci 


Val 


JucU 


Asp 


Thr 


A can 






^ o s 








470 








Glv Gin 


Glv 




Thr 


Glu 


Xjjr b 


m V 
wX 


xlXO 








485 










Tie Ala 


Val 




Ser 


Glu 






Al a 






500 

•a/ V/ 










505 

•J \f mj 


Leu Ala 


AST!) 




Lys 


Ala 




J_IC LX 


Glv 
wx y 




515 
•J ^ •J 










«^ «• V/ 




Lvs Ser 


Glv 


Gin 


Pro 


Val 




AT a 

AX A 


AQn 


530 

•J V 










535 

^ J J 






Leu Thr 


Val 


T 1 
J-ICU 


Met 


Lys 




211 a 
rvXci 


Tl*» 
xxc 


545 
•J ^ 








550 








Leu Glu 


Glv 


X XJUL 


Pro 


Val 


£rlXCS 


Val 
vdx 


His 

xxXO 








565 










Ala His 


Glv 




Ser 


Ser 


Val 

V CIX 




Ala 






580 










585 


Val Gly 


Glu 


Glu 


Gly 


Phe 


Val 

V CLX 


Val 






595 










600 

\1 W 




lie Gly 


Met 


Glu 


Lys 


Phe 


Phe 


Asn 


He 


610 










615 






Val Pro 


Asn 


Val 


Val 


Val 


Lieu 

XJ w lA 


Val 


Ala 


625 








630 








His Gly 


Gly 


Glv 


Pro 


Ser 


Val 


Thr 

*xx^ 


Ala 








645 










Tyr Thr 


Glu 


Glu 


Asn 


He 


Gin 


L@ii 


Val 






660 










665 


Gin Lys 


Gin 


lie 
A w 


Gin 


He 


Thr 


Gin 


Leu 




675 










680 




Ala Leu 


Asn 


vax 


Phe Lys 


liir 




J.Xlx 


690 










695 






Cys Glu 


Leu 


Ala 


Lys Arg 


Ala 


Gly 


Ala 


70S 








710 








His Trp 


Ser 


Val 


Gly Gly 


Lys 


Gly 


Ser 








725 










Arg Glu 


Ala 


Ala 


Ser Lys 


Arg 


Ser 


Arg 






740 










745 
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Val 


Pro 


Ser 

^^^^ 


Asp 


He 


Glu 


He 


250 










255 




Asp 


Val 


Leu 


Ala 


Lvs 


Glu 


He 










270 






Tvr 

* Jr ^ 


Gly 


Lvs 


Ser 


Lvs 


Ala 


Lvs 








285 








Lvs 


Asp 


Gin 


Ala 


Asp 


Glv 


Lvs 






300 










Thr 


Pro 


Leu 


Glv 


Glu 


Glv 


Lys 




315 










320 


Ala 


Leu 


Thr 


Ala 


His 


Leu 


Asn 


330 










335 




Pro 


Ser 


Gin 


Glv 


Pro 


Thr 


Phe 










350 






Gly 


Tvr 


Ala 


Gin 


Val 


He 


Pro 








365 








Glv 


ASD 


He 


His 


Ala 


He 

mm 


Thr 






380 










He 


Asp 


Thr 

X XXX* 




He 


Leu 


His 




395 

^ ^ 










400 




A^n 






Val 

vox 


Pt*o 


Leu 


410 










415 




He 


Gin 


Leu 


Ala 


Ai*cr 
Axy 


Leu 


Lvs 










430 








xxxx 




X XXX 


Glu 

wX 


Glu 


Glu 

wX U 








445 
^ ^ •rf 








Aqd 


f iL 


uCX 


X AXX 


He 

xxc 


Thir 

X XXX 








460 










PhA 

c xxc 


XJCLl 


AY*cr 
'ixy 


xiy o 


He 

xxc: 


A XXX 


He 

X xc 




475 










480 


xyx 


AT'CT 


Gin 


Al a 

f>X CL 


m n 


Phe 




490 










495 




Val 

V AX 




Ala 


xJCwx 


TVi v 

xlxX 




wCX 










510 






At'ct 




Val 

V q A 


Val 


Ala 


U wX 










525 












Glv 


Val 


Thr 

X XXX* 


Glv 


Ala 






540 










xJ jr O 


t X 


A^n 


XJC u 




Gin 

w J.XX 


X X<IX 




555 










560 


Al a 


Glv 


Jm \J 


Phe 


Ala 


Acjri 

«^oxx 


He 

xxc 


570 










575 






Lvs 


He 


Ala 


XJ^ u 


IjVS 


Leu 










590 






Glu 


Ala 


Glv 


Phe 


Glv 


Ala 


Asn 








605 








Lvs 

xJ jr B 


Cvs 




Ala 


Ser 


Glv 

V3xy 


Leu 






620 










Thr 


Val 


Arcr 


Ala 


Leu 


Lvs 


Met 




635 










640 


Glv 


Val 


Pro 


Leu 


Lvs 


Lvs 


Glu 


650 










655 




Ala 




Glv 


Cvs 


Cvs 


Asn 


Leu 










670 






Phe 


Glv 
oxy 


Val 


Pro 


Val 


Val 


Val 








685 








Arg 


Ala 


Glu 


He 


Asp 


Leu 


Val 






700 










Phe 


Asp 


Ala 


Val 


Pro 


Cys 


Tyr 




715 










720 


Val 


Asp 


Leu 


Ala 


Arg 


Ala 


Val 


730 










735 




Phe 


Gin 


Phe 


Leu 


Tyr 


Asp 


Val 



750 
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Gin 


Val 


Pro 


He 


Val 


Asp 


Lys He Arg Thr 


He 


Ala 


Gin Ala Val Tyr 






755 








760 






765 


Gly 


Ala 


Lys 


Asp 


He 


Glu 


Leu Ser Pro Glu 


Ala 


Gin 


Ala Lys He Asp 




770 










775 




780 




Arg 


Tyr 


Thr 


Gin 


Gin 


Gly Phe Gly Asn Leu 


Pro 


He 


Cys Met Ala Lys 


785 










790 




795 




800 


Thr 


His 


Leu 


Ser 


Leu 


Ser 


His Gin Pro Asp 


Lys 


Lys Gly Val Pro Arg 










805 




810 






815 


Asp 


Phe 


lie 


Leu 


Pro 


He 


Ser Asp Val Arg Ala 


Ser 


He Gly Ala Gly 








820 






825 






830 


Phe 


lie 


Tyr 


Pro 


Leu 


Val 


Gly Thr Met Ser 


Thr 


Met 


Pro Gly Leu Pro 






835 








840 






845 


Thr 


Arg 


Pro 


Cys 


Phe 


Tyr Asp He Asp Leu Asp 


Thr 


Glu Thr Glu Gin 




850 










855 




860 




Val 


Lys 


Gly 


Leu 


Phe 


* 











865 869 



<210> 1963 

<211> 49 

<212> PRT 

<213> Homo sapiens 



<400> 1963 
Met Ser Arg Lys 
1 

Pro Thr Pro Lys 

20 

Arg Glu Lys Gly 
35 



Pro Arg Ala Ser 

5 

Arg Arg Gly Ser 

Pro He Lys Glu 

40 



Ser Pro Leu Ser 
10 

Gly Arg Phe Pro 
25 

Val Pro Gly Thr 



Asn Asn His Pro 
15 

Arg Gin Pro Gly 
30 

Lys Gly Ser Pro 
45 48 



<210> 1964 

<211> 61 

<212> PRT 

<213> Homo sapiens 





<400> 1964 






Met 


Ser Arg Lys 


Pro 


Arg Ala Ser 


1 




5 




Pro 


Thr Pro Lys 


Arg 


Arg Gly Ser 




20 






Pro 


Glu Ala Leu 


Ser 


Lys Phe Pro 




35 




40 


Pro 


He Lys Glu 


Val 


Pro Gly Thr 



50 55 



Ser Pro Leu Ser Asn Asn His Pro 

10 15 
Gly Arg His Pro Leu He Pro Gly 

25 30 
Arg Gin Pro Gly Arg Glu Lys Gly 

45 

Lys Gly Ser Pro * 

60 



<210> 1965 

<211> 503 

<212> PRT 

<213> Homo sapiens 



<400> 1965 

Met Cys Arg He Leu Asn Asp Glu Ala Ala Trp Asn Glu Leu Ala Arg 
15 10 15 
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Ala 


Cys 


Leu 


His 


His 


Met 


Glu 


Val 


Glu 


Phe 


Ala 


He 


Arg 


Val 


Tyr Arg 








20 










25 










30 




Arg 


He 


Gly 


Asn 


Val 


Gly 


He 


Val 


Met: 


Ser 


Leu 


Glu 


Gin 


He 


Lys Gly 






35 










40 










45 






lie 


Glu 


Asp 


Tyr 


Asn 


Leu 


Leu 


Ala 


Gly 


His 


Leu 


Ala 


Met 


Phe 


Thr Asn 




50 






• 




55 










60 








Asp 


Tyr 


Asn 


Leu 


Ala 


Gin 


Asp 


Leu 


Tyr 


Leu 


Ala 


Ser 


Ser 


Cys 


Pro He 


65 










70 










75 








80 


Ala 


Ala 


Leu 


Glu 


Met 


Arg 


Arg 


Asp 


Leu 


Gin 


His 


Trp 


Asp 


Ser 


Ala Leu 










85 










90 










95 


Gin 


Leu 


Ala 


Lys 


His 


Leu 


Ala 


Pro 


Asp 


Gin 


He 


Pro 


Phe 


He 


Ser Lys 








100 










105 










110 


Glu 


Tyr 


Ala 


He 


Gin 


Leu 


Glu 


Phe 


Ala 


Gly 


Asp 


Tyr 


Val 


Asn 


Ala Leu 






115 










120 










125 






Ala 


His 


Tyr 


Glu 


Lys 


Gly 


He 


Thr 


Gly 


Asp 


Asn 


Lys 


Glu 


His 


Asp Glu 




130 










135 










140 








Ala 


Cys 


Leu 


Ala 


Gly 


Val 


Ala 


Gin 


Met 


Ser 


He 


Arg 


Met 


Gly 


Asp He 


145 










150 










155 








160 


Arg 


Arg 


Gly 


Val 


Asn 


Gin 


Ala 


Leu 


Lys 


His 


Pro 


Ser 


Arg 


Val 


Leu Lys 










165 










170 










175 


Arg 


Asp 


Cys 


Gly 


Ala 


He 


Leu 


Glu 


Asn 


Met 


Lys 


Gin 


Phe 


Ser 


Glu Ala 








180 










185 










190 




Ala 


Gin 


Leu 


Tyr 


Glu 


Lys 


Gly 


Leu 


Tyr 


Tyr 


Asp 


Lys 


Ala 


Ala 


Ser Val 






195 










200 










205 






Tyr 


He 


Arg 


Ser 


Lys 


Asn 


Trp 


Ala 


Lys 


Val 


Gly 


Asp 


Leu 


Leu 


Pro His 




210 










215 










220 








Val 


Ser 


Ser 


Pro 


Lys 


He 


His 


Leu 


Gin 


Tyr 


Ala 


Lys 


Ala 


Lys 


Glu Ala 


225 










230 










235 








240 


Asp 


Gly 


Arg 


Tyr 


Lys 


Glu 


Ala 


Val 


Val 


Ala 


Tyr 


Glu 


Asn 


Ala 


Lys Gin 










245 










250 










255 


Trp 


Gin 


Ser 


Val 


He 


Arg 


He 


Tyr 


Leu 


Asp 


His 


Leu 


Asn 


Asn 


Pro Glu 








260 








• 


265 










270 




Lys 


Ala 


Val 


Asn 


He 


Val 


Arg 


Glu 


Thr 


Gin 


Ser 


Leu 


Asp 


Gly 


Ala Lys 






275 










280 










285 






Met 


Val 


Ala 


Arg 


Phe 


Phe 


Leu 


Gin 


Leu 


Gly 


Asp 


Tyr 


Gly 


Ser 


Ala He 




290 










295 










300 








Gin 


Phe 


Leu 


Val 


Met 


Ser 


Lys 


Cys 


Asn 


Asn 


Glu 


Ala 


Phe 


Thr 


Leu Ala 


305 










310 










315 








320 


Gin 


Gin 


His 


Asn 


Lys 


Met 


Glu 


He 


Tyr 


Ala 


Asp 


He 


He 


Gly 


Ser Glu 










325 










330 










335 


Asp 


Thr 


Thr 


Asn 


Glu 


Asp 


Tyr 


Gin 


Ser 


He 


Ala 


Leu 


Tyr 


Phe 


Glu Gly 








340 










345 










350 




Glu 


Lys 


Arg 


Tyr 


Leu 


Gin 


Ala 


Gly 


Lys 


Phe 


Phe 


Leu 


Leu 


Cys 


Gly Gin 






355 










360 










365 






Tyr 


Ser 


Arg 


Ala 


Leu 


Lys 


His 


Phe 


Leu 


Lys 


Cys 


Pro 


Ser 


Ser 


Glu Asp 




370 










375 










380 






Asn 


Val 


Ala 


He 


Glu 


Met 


Ala 


He 


Glu 


Thr 


Val 


Gly 


Gin 


Ala 


Lys Asp 


385 










390 










395 








400 


Glu 


Leu 


Leu 


Thr 


Asn 


Gin 


Leu 


He 


Asp 


His 


Leu 


Leu 


Gly 


Glu 


Asn Asp 








• 


405 










410 










415 


Ser 


Met 


Pro 


Lys 


Asp 


Ala 


Lys 


Tyr 


Leu 


Phe 


Arg 


Leu 


Tyr 


Met 


Ala Leu 








420 










425 










430 




Lys 


Gin 


Tyr 


Arg 


Glu 


Ala 


Ala 


Gin 


Thr 


Ala 


He 


He 


He 


Ala 


Arg Glu 






435 










440 










445 






Glu 


Gin 


Ser 


Ala 


Gly 


Asn 


Tyr 


Arg 


Asn 


Ala 


His 


Asp 


Val 


Leu 


Phe Ser 




450 










455 










460 








Met 


Tyr 


Ala 


Glu 


Leu 


Lys 


Ser 


Gin 


Lys 


He 


Lys 


He 


Pro 


Ser 


Glu Met 


465 










470 










475 








480 


Ala 


Thr 


Asn 


Leu 


Met 


He 


Leu 


His 


Ser 


Tyr 


He 


Leu 


Val 


Arg 


Phe Met 










485 










490 










495 


Leu 


Lys 


Met 


Glu 


He 


Thr 


* 



















500 502 
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<210> 1966 
<211> 324 
<212> PRT 

<213> Homo sapiens 



<400> 1966 
Met Pro Gly Thr 
1 

Gin Gly Leu Gin 

20 

Val Asp Gly His 

35 

Lys Gly Leu Gin 
50 

Ser Leu Asp Arg 
65 

Ala Tyr Val Pro 

Leu Glu Gin lie 

100 

Leu Glu Leu Val 
115 

Ala Cys Leu lie 
130 

Ser lie Leu Arg 
145 

Thr "His Thr Cys 

His Ser Phe Tyr 

180 

Vai Val Ala Glu 

195 

Val Ser Asp Ala 
210 

Val He Phe Ser 
225 

Asn Val Pro Asp 

Val Met Val Ser 

260 

Asn Val Ser Thr 
275 

Gly Ser Lys Phe 
290 

Tyr Arg Lys Lys 
305 

Met Ser Ser * 
323 



Tyr 


Ala 


Pro Ser 


5 






Glu 


Gin 


Ala Arg 


Asn 


Asp 


Leu Pro 






40 


Asp 


Val 


Asn Leu 






55 


Leu 


Arg 


Asp Gly 




70 




Cys 


Gin 


Thr Gin 


85 






ASD 


Leu 


He Arcr 


Thr 


Ser 


Ala Lvs 






120 


Gly 


Val 


Glu Glv 






135 


Thr 


Phe 


Tyr Met 




150 




Asn 


Thr 


Pro Trtj 


165 






Asn 


Asn 


He Ser 






x%J.^ JjCLi 






200 


Val 


Ala 


Arg Arg 






215 


His 


Ser 


Ala Ala 




230 




Asp 


He 


Leu Gin 


245 






Leu 


Ser 


Met Gly 


Val 


Ala 


Asp His 






280 


He 


Gly 


He Gly 






295 


Thr 


Lys 


Cys Lys 




310 





Thr Thr Leu Ser 
10 

Ala Leu Met Arg 
25 

Leu Val Leu Arg 

Arg Asn Phe Ser 

60 

Leu Val Gly Ala 
75 

Asp Arg Asp Ala 
90 

Arg Met Cys Ala 
105 

Ala Leu Asn Asp 

Gly His Ser Leu 

140 

Leu Gly Val Arg 
155 

Ala Glu Ser Ser 
170 

Gly Leu Thr Asp 

185 

Gly Met Met Val 

Ala Leu Glu Val 

220 

Arg Gly Val Cys 
235 

Leu Leu Lys Lys 
250 

Val He Gin Cys 
265 

Phe Asp His He 

Gly Asp Tyr Asp 

300 

Ala Pro Trp Arg 
315 



Ser Pro Ser Thr 

15 

Asp Phe Pro Leu 
30 

Gin Val Tyr Gin 
45 

Tyr Gly Gin Thr 

Gin Phe Trp Ser 

80 

Leu Arg Leu Thr 
95 

Ser Tyr Ser Glu 
110 

Thr Gin Lys Leu 
125 

Asp Asn Ser Leu 

Tyr Leu Thr Leu 

160 

Ala Lys Gly Val 
175 

Phe Gly Glu Lys 
190 

Asp Leu Ser His 
205 

Ser Gin Ala Pro 

Asn Ser Ala Arg 

240 

Asn Gly Gly Val 
255 

Asn Pro Ser Ala 
270 

Lys Ala Val He 
285 

Gly Ala Gly Lys 

Thr Ser Ser Arg 

320 



<210> 1967 

<211> 520 

<212> PRT 

<213> Homo sapiens 



<400> 1967 

Met Ala Glu Asp Glu Pro Ser Gly Ala Leu Leu Lys Pro Leu Val Phe 

15 10 15 

Arg Val Asp Glu Thr Thr Pro Ala Val Val Gin Ser Val Leu Leu Glu 

20 25 30 
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Arg 


Gly 


Trp 


Asn Lys Phe Asp Lys 






35 


40 


Asn 


Leu 


Tyr 


Trp Arg Thr Ser Ser 




50 




55 


Val 


Lys 


Pro 


Trp Gin Gin Leu Asn 


65 






70 


Thr 


Arg 


Lys 


Asp Cys Leu Ala Lys 








85 


Tyr 


Gly 


Thr 


Ser Leu Tyr Gin Phe 








100 


Asn 


Asp 


Tyr 


Thr Lys Phe Val Ala 






115 


^ 120 


-Leu 


Gly 


Thr 


Lys His Ser Tyr Trp 




130 




135 


Arg 


Gly 


Ara 


Gly lie Leu He Phe 


145 






150 


Asp 


Asp 


Met 


Tyr He Val Gin Lys 


I 






165 


Gly 


Arcr 


Tvr 


Lvs Cvs Asp Leu Arcr 








180 


Lvs 


Pro 


Leu 


Thr He Tvr Val Tvr 






195 


200 


Thr 


Glu 


Lvs 


Phe Asp Leu Ser Asn 




210 




215 


Thr 


Asn 


Ser 


Ser He Asn Lvs Ser 


225 






230 


Glu 


Val 


He 


Glv His Glv Cvs Lvs 








245 


Tvr 


Leu 


Atq 


Ser Trp Ast) Val Asn 








260 


His 


Arcr 


Met 


Val He Leu Thr He 






275 


280 


Phe 


Ala 


Ala 


Asn Cvs Phe Glu Leu 




290 




295 


Asp 


Asn 


Leu 


Lvs Pro Trp Leu Leu 


305 






310 


Thr 


Leu 


Asp 


Cvs Ser Thr Asp Val 








325 


Asp 


He 


lie 


Asp Leu He Tvr Leu 








340 


Glu 


Ala 


Ser 


Asn Ala Thr His Glv 






355 


360 


Ser 


Asp 


Arg 


Glv Glv Leu Asp Ala 




370 




375 


Leu 


Ser 


Phe 


Thr Ser Ara Met Tvr 


385 






390 


Lys 


Ala 


Val 


Ser Val Ara Pro Glu 








405 


Gly 


Glu 


Met 


Ser Glv Gin Asp Phe 








420 


Gin 


Ser 


Lys 


Pro Lys Leu Arg Ser 






435 


440 


Met 


Pro 


Tyr 


Ala Ser Leu Phe Gin 




450 




455 


Ser 


Pro 


Cvs 


Val Leu Spi" Ast) Jiira 


465 






470 


Gly 


Asn 


Phe 


Val Leu Val Phe Pro 








485 


Ser 


Arg 


Asn 


Gly Leu Asn Val Lys 








500 


Leu 


Met 


Asn 


Lys Gin His Ser * 






515 


519 



Gin 


Glu 


Gin 


Asn 


Ala 
45 


Glu Asp Trp 


Phe 


Arg 


Met 


Thr 
60 


Glu 


His Asn Ser 


His 


His 


Pro 
75 


Gly 


Thr 


Thr Lvs Leu 
80 


His 


Leu 
90 


Lys 


His 


Met 


Arcr Ara Met 
95 


He 


Pro 


Leu 


Thr 


Phe 


Val Met Pro 


105 










110 


Glu 


Tyr 


Phe 


Gin 


Glu 
125 


Ara Gin Met 


He 


Cys 


Lys 


Pro 

140 


Ala 


Glu Leu Ser 


Ser 


Asp 


Phe 
155 


Lys 


Asp 


Phe He Phe 
160 


Tvr 


He 
170 


Ser 


Asn 


Pro 


Leu Leu He 
175 


He 


Tvr 


Val 


Cvs 


Val 


Thr Glv Phe 


185 










190 


Gin 


Glu 


Glv 


Leu 


Val 
205 


Ara Phe Ala 


Leu 


Gin 


Asn 


Asn 
220 


Tvr 


Ala His Leu 


Glv 


Ala 


Ser 
235 


Tvr 


Glu 


Lvs Tie Lvs 
240 


Trp 


Thr 
250 


Leu 


Ser 


Ara 


Pli@ PHr 
255 


Asp 


Leu 


Leu 


Leu 


Tm 


Lvs TiVR Tl^ 


265 










270 


Leu 


Ala 


He 


Ala 


Pro 

^ ^ 

285 


Ser Val Pi"o 


Phe 


Glv 


Phe 


Asp 
300 


He 


Leu Tie 

AJ^^kA ^^^S 


Glu 


Val 


Asn 
315 


Tvr 


Ser 


Pro Ala Leu 
320 


Leu 


Val 
330 


Lys 


Arg 


Lys 


Leu Val His 
335 


Asn 


Glv 


Leu 


Ara 


Asn 


Glu Glv Ara 


345 










350 


Asn 


Ser 


Asn 


He 


Asp 
365 


Ala Ala Lvs 


Pro 


Asp 


Cvs 


Leu 
380 


Pro 


Tvr Asn Ser 


Asn 


Glu 


Asp 
395 


Asp 


Ser 


Val Val Glu 
400 


Ala 


Ala 
410 


Pro 


Ala 


Ser 


Gin Leu Glu 
415 


His 


Leu 


Ser 


Thr 


Ara 


Glu Met Pro 


425 










430 


Arcr 


His 


Thr 


Pro 


His 
445 


Lvs Thr Leu 


Ser 


His 


Ser 


Cys 
460 


Lys 


Thr Lys Thr 


Gly 


Lys 


Ala 
475 


Pro 


Asp 


Pro Gin Ala 
480 


Phe 


Asn 
490 


Glu 


Ala 


Thr 


Leu Gly Ala 
495 


Arg 


He 


He 


Gin 


Glu 


Leu Gin Lys 



505 510 
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<210> 1968 
<211> 241 
<212> PRT 

<213> Homo sapiens 



<400> 1968 
Met Thr Lys Lys 
1 

Ser Lys Gin Glu 

20 

.-Asp Arg Arg Gly 
35 

Glu Glu Phe Phe 
50 

Ser Gly Asp Pro 

I 65 

Leu Glu Ala Lys 

lie Pro Asn Gin 

100 

Asp Arg lie Gly 
115 

Leu Asp Leu Val 
130 

Cys Leu Thr Ser 
145 

His His Phe Gly 

Thr Asp Asp Lys 

180 

Leu Ala Ala Glu 
195 

Ser Tyr Glu Ser 
210 

Glu Leu Arg Lys 
225 



Thr 


Tyr Val 


Glu 


5 






Asn 


Leu Asp 


He 


Gly 


Pro Leu 


Val 






40 


Leu 


Ser- Thr 


Glu 




/ 55 




Thr 


Val Gly Gin 




70 




Lys 


Ala Gly Leu 


85 






Lvs 


Lys Glu 


Thr 




Gly Thr Phe 






120 


Asp 


Phe Val 


Arg 




135 




Asn 


Val Lys 


Ser 




150 




Phe 


Trp Tyr 


Ser 


165 






Gly 


Val Phe 


Ala 


Thr 


Phe Asn 


Leu 






200 


He 


Asn Tyr 


He 




215 




Lys 


Trp Asn His 




230 





Ser 


He 


Leu Glu 




10 




Asp 


Val 


Arg Tyr 


25 






Ala 


Lys 


Glu Thr 


Gly 


Thr 


Val Leu 






60 


Ala 


Lys Asp Phe 






75 


Lys 


Leu 


Ala Leu 




90 




Gin 


He 


Leu Leu 


105 






JJCU 


Asn Ser Gly 


Gin 


His 


Arg He 






140 


Gin 


Thr 


Val Pro 






155 


He 


Ala 


His Pro 




170 




Thr 


His 


Leu Ser 


185 






Thr 


Gin 


Ser Gin 


Phe 


Ala 


Ser Asp 






220 


Leu 


Lys 


Pro Arg 






235 



Gly He Lys Gin 
15 

Leu He Ala Val 
30 

Val Lys Leu Ala 

45 

Gly Leu Asp Leu 

Leu Glu Pro Leu 

80 

His Leu Ser Glu 
95 

Asp Leu Leu Pro 
110 

Glu Gly Gly Ser 
125 

Pro Leu Glu Leu 

Ser Tyr Asp Gin 

160 

Ser Val He Cys 
175 

Gin Glu Tyr Gin 
190 

Val Trp Asp lieu 
205 

Ser Thr Arg Ser 
Val Leu His He 

240 



<210> 1969 

<211> 324 

<212> DNA 

<213> Homo sapiens 



<400> 1969 

ggatatcaga gcacaggatc gaggcctcgg gaaattacct ggcacagcga ctgacatcat 60 

ccttcctgag gggactgagc tcttggaaat caaaccctct catgttgtgt ggatggacga 120 

ttctcctcac acttacgatg gtacaagggg aaccatgagg cccccaaggg gatccctggg 180 

tgtccacacg aactcctcct accctcattg ggggacggtc gccaagcctc ctgctgggga 240 

ttaggatcta ttacctgcgc ctggacagga ggggactcct cttttcaccc gctagtctct 3 00 

gtgcacatac tgccctattg accg 324 



<210> 1970 
<211> 685 
<212> DNA 

<213> Homo sapiens 
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<220> 

<22l> misc_feature 
<222> (1) . . . (685) 
<223> n = a,t,c or g 



<400> 1970 

acgccaagct tggcacgagg gaagaacttg gcaaggatct ctttgattgt actttgtatg BO 

ttctattgaa atatgatgat tttaatgctg acaagcacct ggctcttgaa gaattttata 120 

gagcattcca agtgatccag ttgagtctgc cagaagatca gaaactaagc atcactgcag 18 0 

caactgtggg acaaagtgct gttctgagct gtgccattca aggaaccctg agacctccca 240 

ttatctggaa aaggaacaat attattctaa ataatttaga tttggaagac atcaatgact 300 

ttggagatga tgggtccttg tatattacta aggttaccac aactcacgtt ggcaattaca 360 

cctgctatgc agatggctat gaacaagtct atcagactca catcttccaa gtgaatgttc 420 

ctccagtcat ccgggtgtat ccagagagtc aggctaggag agccgggggt aactgccagt 480 

cttagggtgc catgcaggag gggcatacca aagccttcag cttgggctgg gtttgaagga 540 

tgggaattgg atatttacac ccaaagcttt tcccaaacaa cttcacggtt ttcaaggcaa 600 

tggggcagtt gagggtttca cattaaggca ttgttncgct atggaggtta caigggggctt 660 

acanttgttt tcgcaaggat tgagt 685 



<210> 1971 

<211> 482 

<212> DNA 

<213> Homo sapiens 



<400> 1971 



gtttctattc cgccttcctt gtagcagata 
atacccagca catctgggag tctgactcca 
gaaacactct aggacgggga acgacaatta 
aatagtcatg gtgaggatct tgactctcca 
gggccttaat tttcctgcct tataaaatga 
gtttgaggac ctgcaaaggg ccaggcacaa 
tataaagtag gaaatagcag cagcttcccc 
ggaggcactg ctttgtcagt ttcccaggtt 
at 



agggtattgt cacttcaaaa cacaacaacg 
atgaattttc tgtaattgct gacccaagag 
cgtgagtatg accaattcct tataagaatt 
gttctattct ctgagcaaat gacttattct 
ggaaacagaa ctgttgtcac ttgaagaaat 
aggtttgtga ttgctgttgt acatggaggg 
aagggagaag gcttcttggg tacccacaga 
agaagagtaa tttgtctgtg gagcatcctg 



60 
120 
180 
240 

300 
360 
420 
480 
482 



<210> 1972 
<211> 493 
<212> DNA 



<213> Homo sapiens 



<400> 1972 



agaaccaaaa cagatgtgta catcctgaat 
actctgcctt tttgggctgt taatgcagtt 
aaaataactt cagccttgta cacactaaac 
atcagcatag acagatatgt ggcagtaact 
ccatgctgga tcatctgttt ctgtgtctgg 
ctggtttttt atacagtaaa tgacaatgct 
ggaacatcaa tgaaagcatt gattcaaatg 
tttcttatta tgggggtgtg ctactttatc 
attaaaatat etc 



ttggctgtag cagatttact ccttctattc 
catgggtggg ttttagggaa aataatgtgc 
tttgtctctg gaatgcagtt tctggcttgt 
aaagtcccca gccaatcagg agtgggaaaa 
atggctgcca tcttgctgag cataccccag 
aggtgcattc ccattttccc ccgctaccta 
ctagagatct gcattggatt tgtagtaccc 
acagcaagga cactcatgaa gatgccaaac 



60 
12 0 
180 
240 
300 
360 
420 
480 
493 



<210> 1973 
<211> 1284 
<212> DNA 



<213> Homo sapiens 
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<400> 1973 

catcgcatgc ggtcccctgc ggtaccggac cggaaatccc gggtcgagcc acgcgtccgc 60 

ccacgcgtcc gtaaaaataa taatgataat tctcaggatg gttctgtgaa taactttcag 120 

ggtcacactg gaaacaagcg acgctcgcgg acgccctcga gggctcacct tctgcagatc 180 

acgaagacac agaccagggc cagcagcgtc cccagcgcga tcagcagcga cgtccgccag 240 

gccacctgag taccaggacc gggagcgact tccggacctc ccagccccag tctggaaccc 300 

taagggagcg gaaagaccac cagggatccc tgtctgcctg gtgctcggga cacggggagc 360 

gccagggact tccactgtgc ccagcaggcc ggcagagacc gggtttcacc gtgttggccg 420 

ggatggtctc gatctcctga ctttgtgatc cgcccgcctc ggcctcccaa agtgctggga 480 

ttacaggcgt gagccaccgc gcctggccca cctgcccatt ttttaaaaac tttattcttc 540 

ctggtatcaa ggggagaaag aaaaaaattt tttaaaatat ttaaaacttt attttgaaat 600 

aatttcaaaa tcacagcagt ttgaagggta caacaaagaa cattttgcca cattttctct 660 

ttcattcgtt ccctcctctt ctccctcacc cctgtttctt cctatcctct ctgaaccatg 720 

aaccatttga ggattatttg tatacatcat gctcgtttat ccgtaagatg ttttagtgaa 780 

catttcccaa gaacagggac agcctctcac atgcccatgg tacagttctc aaattcagga 840 

aatgtgtaat attctctgat cagcccagga gttgctaatt tgtagttcct gtttcaaatt 900 

tgccaactgt cccaataatg attttgaaag ccgttgtttt tctggtccag gatccaatcc 960 

aggatcaagc gctgccttta gttgtcctct ctgcagcctc ctttcgtttg gagcaggtcc 1020 

tcagcctttc tgtctttcat gacattgatg tttgtgaaga gtacagtcca gtttctgttg 1080 

tagaacgtcc ttgaagttgg tcccggaata tttgtttaaa gtgagttggg aaaccacatt 1140 

cacatgtctt ttggttatgt gtgtatttgt caaacagcca gccttgtgct gcgtgctgtg 1200 

atggggagca ttactcaaca gagcctggcc ctgaccttgg ggatgtagtt tgggtttgtg 1260 

gggaaagcag ctaccgccac gaaa 1284 



<210> 1974 

<211> 1345 

<212> DNA 

<213> Homo sapiens 



<400> 1974 

gcggccgccc cggcggctcc tggaaccccg gttcgcggcg atgccagcca ccccagcgaa 60 

gccgccgcag ttcagtgctt ggataatttg aaagtacaat agttggtttc cctgtccacc 120 

cgccccactt cgcttgccat cacagcacgc ctatcggatg tgagaggaga agtcccgctg 180 

ctcgggcact gtctatatac gcctaacacc tacatatatt ttaaaaacat taaatataat ,240 

taacaatcaa aagaaagagg agaaaggaag ggaagcatta ctgggttact atgcacttgc 300 

gactgatttc ttggcttttt atcattttga actttatgga atacatcggc agccaaaacg 360 

cctcccgggg aaggcgccag cgaagaatgc atcctaacgt tagtcaaggc tgccaaggag 420 

gctgtgcaac atgctcagat tacaatggat gtttgtcatg taagcccaga ctattttttg 480 

ctctggaaag aattggcatg aagcagattg gagtatgtct catcttcatg tccaagtgga 540 

tattatggaa ctcgatatcc agatataaat aatgtgtaca aaatgcaaag ctgactgtga 600 

tacctgtttc aacaaaaatt tctgcacaaa atgtaaaagt ggattttact tacaccttgg 660 

aaagtgcctt gacaattgcc cagaagggtt ggaagccaac aaccatacta tggagtgtgt 720 

cagtattgtg cactgtgagg tcagtgaatg gaatccttgg agtccatgca cgaagaaggg 780 

aaaaacatgt ggcttcaaaa gagggactga aacacgggtc cgagaaataa tacagcatcc ' 840 

ttcagcaaag ggtaacctat gtcccccaac aaatgagaca agaaagtgta cagtgcaaag 900 

gaagaagtgt cagaagggag aacgaggaaa aaaaggaagg gagaggaaaa gaaaaaaacc 960 

taataaagga gaaagtaaag aagcaatacc tgacagcaaa agtctggaat ccagcaaaga 1020 

aatcccagag caacgagaaa acaaacagca gcagaagaag cgaaaagtcc aagataaaca 1080 

gaaatcggta tcagtcagca ctgtacacta gagggttcca tgagattatt gtagactcat 1140 

gatgctgcta tctcaaccag atgcccagga caggtgctct agccattagg accacaaatg 1200 

gacatgtcag ttattgctct gtctaaacaa cattcccagt agttgctata ttcttcatac 1260 

aagcatagtt aacaacaaag agccaaaaga tcaaagaagg gatactttca gatggttgtc 1320 

ttgtgtgctt ctctgcattt ttaaa 1345 



<210> 1975 
<211> 426 
<212> DNA 
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<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1) , . . (426) 
<223> n = a,t,c or g 



<400> 1975 

ctgagcatgc tgagcaccat cagcaccgag caccgcctgt ccgtcctgtg gcccatctgg 60 

tactgctgcc actgccccac acacctgtca gcggtcatgt gtgtcctgct ctgggccctg 120 

tccctgttgc agagcatcct ggagtggatg ttctgtagct tcctgtttag tgatgttgac 180 

tctgataatt ggtgtcaaat attagatttc ctcactgctg tgtggctgat ttttttaatc 240 

tgtggttctc tgtgggttca ccctggtcct gcttgtcagg atcatatgtg gatcccagaa 300 

gatgccgctg accaggctgt atgtgaccat cctgctcaca gggctggtct tcctcttctg 360 

cagcctgccc ctcagcattc agtgattcct attatactgg atcgagaagg atttggatga 420 

cttacn ' 426 



<210> 1976 

<211> 1353 

<212> DNA 

<213> Homo sapiens 



<400> 1976 

tttttttttt ttggagacgg agttttgctc ttttgcccag gctggagtga agtggcgtga 60 

tctcagctca ctgcaacctc tgcccccctg ggctcaagtg attctcctgc ctcagtctcc 120 

caagtagctg ggattacagg cgcctgccac cacgcccggc taatttttgt acttttagta 180 

gagatggggt ttcgctatgt tgagactggt ctcaaactcc tgacctcagg tgatccacct 24 0 

gtctcagtct cccaaagtgc tgggattaca ggcgtgagtc actgcgccca gccagcaaat 300 

cttatgtaga atttttaagg agtggtgagt ttggattgcc agagagaaaa gataaccatt 360 

cattcattca tcaaagattt attgagtgct tactgtgtgc caggcactgt tctaaagaca 420 

cagcagcaaa caaaactgtt atagaacagg ataaggcagg tcatctccca gatacgacac 480 

tttgatagga acacaaaata caaataggag agtagaaaga gatcgaaata caaaggggaa 540 

agagctgata ttggggctta tattaatatt gaaaggcctt acatgctaga tattctaaat 600 

ggggagaaac atgctgggaa agatacttgg gcatgaatga acttatgtcc cctatgttca 660 

gaacagactg ctttcccttc tctgttggtt ggctcttcta gcctcctagg aacttttata 720 

atcaccagta tgatccaata taaatactgc acatatgaag gttcccagtt gaggagtttg 780 

gaagcaaaaa gggaaagaat ggctggcaaa ggcttcaatc ttctgtctcc ttttatcttc 840 

ccaatggcta gtagaaaata ctatcatcaa tctcttcctt gcaacaatct cccatttgat 900 

atttgtctgc attgtgactc aattcctgaa ggttctgttc ttcattcctt tctggtagaa 960 

tcacagttct aagactttgg ggcagatttc ttaatctgaa cctcaggtgt cctcatctgg 1020 

taaagttgtt ccgaggctta agtgcgataa cccctgtaaa gcgctggaga acggcaaaag 1080 

ctctacaagc cggcagggcg gttttaaatg cacgtgtatc catatactag gtctcattga 1140 

tacattccgt tgtttggagt ttagacactg gctgtaagac gtttttcttt tctcctaagc 1200 

aggacccgta tttgtttacc tccaacgtag actaaatgcc tgtgggctgg tagctataag 1260 

acgacccctc ggccccacaa cctctaagtt cacttcacct ccgcggcttt gcaaaagcgc 1320 

tacacgcacg cgcaagaagc aagaggactg caa 1353 



<210> 1977 
<211> 3418 
<212> DNA 

<213> Homo sapiens 



<400> 1977 

ttcccatccc acctcccgag ccttcctctt cccgcagcac gcccggcccg gcccggccgt 60 

ggccctcctc agtgccggcc gccatggcag aggcgtccgg cgcggggaaa atctagcccg 120 

gggatttcat gcggcctagc tcggttccgc ctcctcctcg cgcggcccca' gcggctgccc 180 

gcaccccagc cccactccgg gcctccgtgt ctctcctgtg atcgcactga cacggccggg 240 
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gggttagaat ggaacaaact gaaggcccga tgagagaaag ggaaagttaa ggatgctgga 300 

gcagaacaat ggatttctct ttctctttca tgcaagggat catgggaaac acaattcagc 360 

aaccacctca actcattgac tccgccaaca tccgtcagga ggatgccttt gataacaaca 420 

gtgacattgc tgaagatggt ggccagacac catatgaagc tactttgcag caaggctttc 480 

agtacccagc tacaacagaa gatcttcctc cactcacaaa tgggtatcca tcatcaatca 540 

gtgtgtatga aactcaaacc aaataccagt catataatca gtatcctaat gggtcagcca 600 

atggctttgg tgcagttaga aactttagcc ccactgacta ttatcattca gaaattccaa 660 

acacaagacc acatgaaatt ctggaaaaac cttcccctcc acagccacca cctcactcct 720 

tcggtaccac aaactgtgat tccaaagaag actggctcac ctgaaattaa actaaaaata 780 

accaaaacta tccagaatgg cagggaattg tttgagtctt ccctttgtgg agacctttta 840 

aatgaagtac aggcaagtga gcacatgaaa tcaaagcatc gaaagcagaa aagaaaagag 900 

gaaaaaaagc aacaagcatg actcatcaag atctgaagag cgcaagtcac acaaaatccc 960 

caaattagaa ccagaggaac aaaatagacc aaatgagagg gttgacactg tatcagaaaa 1020 

accaagggaa gaaccagtac taaaagaggg aagccccagt tcagccaata ctatcttctg 1080 

ttccaacaac ggaagtgtcc actggtgtta agtttcaggt tggcgatctt gtgtggtcca 1140 

aggtgggaac ctatccttgg tggccttgta tggtttcaag tgatccccag cttgaggttc 1200 

atactaaaat taacacaaga ggtgcccgag aatatcatgt ccagtttttt agcaaccagc 1260 

cagagagggc gtgggttcat gaaaaacggg tacgagagta taaaggtcat aaacagtatg 1320 

aagaattact ggctgaggca accaaacaag ccagcaatca ctctgagaaa caaaagattc 1380 

ggaaaccccg acctcagaga gaacgtgctc agtgggatat tggcattgcc catgcagaga 1440 

aagcattgaa aatgactcga gaagaaagaa tagaacagta tacttttatt tacattgata 1500 

aacagcctga agaggcttta tcccaagcaa aaaagagtgt tgcctccaaa accgaagtta 1560 

aaaaaacccg acgaccaaga tctgtgctga atactcagcc agaacagacc aatgcagggg 1620 

aggtggcctc ctcactctca agtactgaaa ttcggagaca tagccagagg cggcacacaa 1680 

gtgcggaaga ggaagagcca ccgcctgtta aaatagcctg gaaaactgcg gcagcaagga 1740 

aatccttacc agcttccatt acgatgcaca aagggagcct ggatttgcag aagtgtaaca 1800 

tgtctccagt tgtgaaaatt gaacaagtgt ttgctcttca gaatgctaca ggggatggga 1860 

aatttatcga tcaatttgtt tattcaacaa agggaattgg taacaaaaca gaaataagtg 1920 

tcagggggca agacaggctt ataatttcta caccaaacca gagaaatgaa aagccaacgc 1980 

agagtgtatc atctcctgaa gcaacatctg gttctacagg ctcagtagaa aagaagcaac 2040 

agagaagatc aattagaact cgttctgaat cagagaaatc cactgaggtt gtgccaaaga 2100 

agaagatcaa aaaggagcag gttgaaacag ttcctcaggc tacagtgaag actggattac 2160 

agaaagggtc ggcggaccgg ggagtgcagg gctctgtcag attcagtgac agctccgtct 2220 

ccgcagcgat tgaggaaact gtggactgag attcctgtac aatttcatcc cagaaactcc 2280 

agacttgtag tctccatgca agatttcttt gtcggcggct tgataaacag tttctttgtt 2340 

ttcgattttg atttcgccaa tcatcattat tggcattttc ctgcctggtt tcttcttcaa 2400 

gactctgaac aattgcttta acagtcaaat gatttttttt tttcggtttg agctggatgg 2460 

gtacagctta aatcatgggt ccagcctaaa aaccaccatt taacttacac tgatcaattt 2520 

caacatggac tgtttttggt tttttgtttt taaataaagc atcattaatg cacatctgca 2580 

ggggtttgcc aaacagccca aactgtatac attacaatca ttaaaagttc ttattttttt 2640 

taatattagt gccgttatca tggagaacag catgacagct gtctttggca gtctgtcatt 2700 

tttctagcat tttcagaaac tcatcggaaa tggcggtacc tgtgtttccc ttcgaaagcc 2760 

tctcagtaca gcactcctgt tcctctgtta aaactccttg ttaatccagt gatcttttag 2820 

gccaaggaaa tattttgtga tggtgttctg ggtccataca ccagcaatga aggagataga 2880 

tttgtgtact tgtgtttttt aatcagcatt aacatgggca ggcaccctca tttatagatg 2940 

tcaggaaaca ttcagtgaaa aacttgtaga atgggatgtg ataacgaggt tccagtaatc 3000 

tgagcagtct aacgaggccc acctcctcca ccacagaacg tggctatgtt ccaagtgcta 3060 

ctctcactca gcctgttgcg gatcttcatg gcctcaggag acttgtttct ccatgggctc 3120 

ttctggactg cacacttcca ccatagcttg ctgggttgat ctagatgtct gtttgttgta 3180 

tggaaatttt gggggaaaaa atccaaaaca caaactgtgg gttgaaatat taaccgtctc 3240 

cttggttcct tggtattcac cgtgcctgat ctgcacattt catcgtggct gtttctgtat 3300 

agcctatact gcattagccc aagagattgt tgctttgtaa ctttttgcac tattgttttg 3360 

gctggatttg tattacacac agttttaaaa aaaacaattc cccactataa aaaaaaaa 3418 



<210> 1978 

<211> 2406 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (2406) 
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<400> 1978 

tttttttttt ttcatttagc aaagttttta ttcaaaagct tctcaccacc atctagttat 60 

cagaaagaat ggatatcacc ttttcctgcc cacccaatcc ccagttccac aggcagaagt 12 0 

taaacccatt tggctagagt tccccctaat gattatgact gagaccatga taagattttg 18 0 

gttgttctca cccaactgtc tctaagcctc tactcaaacc tgactcaagc agagatgtgc 240 

acaccccaca gttcagaaca ggaaggaatc atgtcagatc tgatcaacct cccattcttg . 300 

ggctattaga ggcacaagaa attaccttga aaaaatggaa ttcagtgact gccatctagg 360 

aaagacagtg atactgtcca gcagcatgca gttccgagag ctcaactctt aggccaccct 420 

ccctccactc tactctagga acaaggagca ttaggtctgt tttctctcca tacacctcaa 480 

tcgctcgtcc tctcgtctta ttaaaacaca gacacagaac caaacttttt gacagttaaa 540 

gacaaacaat tacatctaat taaaatgcta agagatcctg agctgttaga gatgaggaga 600 

gtagatagta tgacctgatc ttcccccctc ttttttttcc tttaacagta ttctgtttca 660 

gcataaagca cactttctga agaggttcct ggtggagact ggaaaatctt ggacttgtgt 720 

cctgtggcaa acaacacaag tccccttgca taactttggc ttcagtccct ggatctgtcc 780 

tttgcaagct acgtcaggtt ccatggaagg aaggaaagag ctggagggca gtatcactca 840 

gccaaagctc ccatggggtc ccatgctggc aggacaaatg ggttccctgc tcctaacaca 900 

gctagcacct cttccaggga catgcttcct gtcccaccaa ccacttcgta gacatactca 960 

agagacccaa ctcaatctgt catgcacagg taacctttgg tggccatggt cttcacccca 1020 

ttgaaattct ccaactctcc cattttgtga aaagcaccat ccctgaatca tcccggctct 1080 

gagcacagca gtgaaggtca tggtgtgggt cataacgtga ctcaccaaaa gtcacgcctc 1140 

tccgctttat tcatgttctt caaggagaca ccaaacacta actcatggtc atagagattc 1200 

atgtcactga gggcccagct tgctattgaa agtgttttcc aacatcacag ccaaaccaca 1260 

cagccgtctc catctttgat ggaggcagca accatctttt tcaggaagtc aatgggctgg 1320 

ttgttgtaaa agagtttttc tcccctccaa accatattgc cttaagtatt cccactgtgt 1380 

aaagtttgtt gtacttgtgc tggggcctag ggtcattcac taaacaaatc ttatcttcca 1440 

tattgaagag tggcttgaca tgttncccct gtwaaactcc aagggtgttc atggggccaa 1500 

ttttctkatw awttttatct ttgtctcgat attcccaggt gaatgtctct ggtggattac 1560 

ccaaacagat gcacaccact cggaatatct cctccatcat gacgtcctgt gtggccgaga 1620 

tttctccttt cgttgctcca ctgtgtacca ggttccgcag tcgtatacag aattctctca 1680 

tcttgtgatt cagaatatca ttcatccttc tggttgcctc tgttgtataa gattcaggga 1740 

agcatttctt agggataaca ccatattttt caacaatatt aacaagcata tcccattggc 1800 

caccatcatt tgcagggttc ataagcaaaa actgcaccag cctcccatcc tcaggctcct 1860 

ttctctgggc tgtgtccaca aaagcactca agaagaaata acagcgttca accttgtccc 1920 

aaaaaaacag gtaagattgg ctaaactcaa attcttcaat atttaacttt ttcatgaatg 1980 

gaagcctcat aacattcaga caagaaaaga tccagcatcg ccctgagctc ttctggttgg 2040 

tgattggctt gccctcctgg ggcacggcgt gctggaacac atgctgcgcg cgctgcaccg 2100 

tggcccgctt cagacagatg tccagcaggt cgtgggtggt cccgacattc tgggcaagta 2160 

cgaactgggg gtcggaattc agtttctgta tcagagcagc taccttctcc gaattcagtc 2220 

ccgagctgct catggcgccc acgctgcccg gcggggtaac ggtagcttcc agggtccttg 2280 

ggcgagcgcc gggattgcgc tgcggctcgc tgcctagggg gcccgacctg tctctcgcac 2340 

ccggagcgcc ggaaaaagga aaccggctcg gcggcggcgg cggcggcggc ggcggggagg 2400 

ctgagg 2406 



<210> 1979 
<211> 1781 
<212> DNA 

<213> Homo sapiens 



<400> 1979 

tccggtcgac gatttcgtcg ccattttcga gtgatgcctg atctcatcaa tctagcggga 60 

gagacaggat aacctgtccg agagtatagc gccactatga ctccgccgga aaaattactt 120 

taaaaatcgc caaaaattac ttggagcaaa gggcagtcgg cggagcttcg ccaaggctgg 180 

cgcagtcggt tttgacctgt agcagagaac caattctgga gaacagcctc acttctttga 240 

ttgaatactt acataatgca ttggaacatg acatgagatt aaggtttaat aatgatagaa 300 

tgaagaccac aataaaagag acctctactt agctcagcaa ttcttacctt gtttttccct 360 

tgatgtgaag tcttacctat ttgatgaaga tgtcttttga aaggtgtact gcaaggaaca 420 

aaatgtttgt aaattctcct tttaccaagg tggataatta ctgtaccttc ctccatggaa 480 

aaagttttat ttaaagtgtt atttctcatt gaatactatc aaaaaggaaa aaaaaatgac 540 
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ctaaactttt gagatagatt tggctctagt aagtatttag ttatatcact tgcatatctg * 600 

ggagaagaaa taagagacta tcatcagtac attcccatct actaaaaaaa tttattttac 660 

acatgtcaag ggattactta taacttccat tttattacta atagcttgaa cccttttaat 720 

gaagacctaa ctcctccacc agaaatttaa gtttatgttc ttactttgtt tacttataaa 780 

atacafctca ggtatttcgg atgtcttttt tttttctaag cctatatgaa atgaaaaata 840 

tattggcaaa gtaaatgttt aaacctttta cgttaaaatt actttgaaag atgaaaagtt 900 

agtgctgttt ttgtcacgtt atactgaaat taaatgttta taatttatat tttgggttta 960 

tgtataaatc atggaattta tgcaaaaata tgagtagtac agattctcct ctaattctgt 102 0 

aggactttga ataatgtgat atttttctta taattggacc cttgtgtttt gaagaaatgc 1080 

caactgcttg aagaatctcc ttgttatttg tattatttgc tatagggtta gatgttgaga 1140 

aattctgctg acaaaaaatt ttaagccagt tttacactaa atgttcctca gtctgattaa 1200 

tttgttattg gatgtattct gtatctttct tttgtaattt gtgactttta tccacttagc 1260 

. acgaatgatt ctattaaaga aaatcattag gaagtggtag aaactttaaa tcgccccaga 1320 

gtttgcctgt ttccatattt tattatctta taatcttcgg gagtgcttac acttatggag 1380 

ctaacatttt cagagataca gcttcttata gtaacactaa aactttcttc ctctttggac 1440 

tgaataccta taattataac.'tatatggtag tttaagtttc cttgtgatta gtcaaaaata 1500 

ccattttagt atgaagcaat gaagtctatt atttgttgtc ccataattga gaaagcttaa 1560 

^atacaccttt tattaagagt ttgtaaattc tagcttagtc tacacagatt tttatatcaa 1620 

tttgtttata tttttattaa tgtcatttct ggaagtgtga aaatgttaat gttcaacaag 1680 

caacattaaa aatagatttg aaacatttat atatagagag gtacacattt atttactgtt 1740 

taggtactga agattatcac ttaataaaaa atatatatcc c 1781 



<210> 1-980 

<211> 2454 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc_feature 
<222> (1) . . . (2454) 
<223> n = a,t,c or g 



<400> 1980 

gttttgatac ttatagagga ctcccttcaa tttccaatgg aaattatagc cagctgcagt 60 

tccaagctag agagtattct ggagcacctt attcccaaag gatctcagca atcaccacag 120 

tatctgttgc ttggaaggta ctcagtggga agataggaga aggtgcagag ggcaactgta 180 

aatgtgtcat aagtgaaggg gcctgggctg tttgccctac ccagccctgt ggcaaggcta 240 

aaccagacaa acacttgaag gatctactgt ctaaattgct gaactcaggc tattttgaaa 300 

gtatcccagt tcccaaaaat gccaaggaaa aggaagtacc actggaggaa gaaatgctaa 360 

tacaatcaga gaaaaaaaca caattatcga agactgaatc tgtcaaagag tcagagtctc 420 

taatggaatt tgcccagcca gagatacaac cacaagagtt tcttaacaga cgctatatga 480 

cagaagtaga ttattcaaac aaacaaggcg aagagcaacc ttgggaagca gattatgcta 540 

gaaaaccaaa tctcccaaaa cgttgggata tgcttactga accagatggt caagagaaga 600 

aacaggagtc ctttaagtcc tgggaggctt ctggtaagca ccaggaggta tccaagcctg 660 

cagtttcctt agaacagagg aaacaagaca cctcaaaact caggtctact ctgccggaag 720 

agcagaagaa gcaggagatc tccaaatcca agccatctcc tagccagtgg aagcaagata 780 

cacctaaatc caaagcaggg tatgttcaag aggaacataa gaaacaggag acaccaaagc 840 

tgtggccagt tcagctgcag aaagaacaag atccaaagaa gcaaactcca aagtcttgga 900 

caccttccat gcagagcgaa cagaacacca ccaagtcatg gaccactccc atgtgtgaag 960 

aacaggattc aaaacagcca gagactccaa aatcctggga aaacaatgtt gagagtcaaa 1020 

aacactcttt aacatcacag tcacagattt ctccaaagtc ctggggagta gctacagcaa 1080 

gcctcatacc aaatgaccag ctgctgccca ggaagttgaa cacagaaccc aaagatgtgc 1140 

ctaagcctgt gcatcagcct gaggtttcct tccgttanaa nnccccttcc gaaggatcca 1200 

gtattgagga aagaaaaact gcaggatctg atgactcaga ttcaaggaac ttgtaacttt 1260 

atgcaagagt ctgttcttga ctttgacaaa ccttcaagtg caattccaac gtcacaaccg 1320 

ccttcagcta ctccagggta gccccgtagg catctaaagg aacaaaatct gtccagtcaa 1380 

agtgattttc tttcaaggag ccgttacagg tatttaacgt taatgcacct ctgcctccac 1440 

gaaaagaaca agaaataaaa gaatcccctt attcacctgg ctacaatcaa agttttacca 1500 

cagcaagtac acaaacacca ccccagtgcc aactgccatc tatacatgta gaacaaactg 1560 

tccattctca agagactgca aattatcatc ctgatggaac tattcaagta agcaatggta 1620 

gccttgcctt ttacccagca cagacgaatg tatttcccag acctactcag ccatttgt.ca 1680 
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atagccgggg atctgttaga ggatgtactc gtggtgggag attaataacc aattcctatc 1740 

ggtcccctgg tggttataaa ggttttgata cttatagagg actcccttca atttccaatg 1800 

gaaattatag ccagctgcag ttccaagcta gagagtattc tggagcacct tattcccaaa 1860 

gggataattt ccagcagtgt tataagcgag gagggacatc tggtggtcca cgagcaaatt 1920 

cgagagcagg gtggagtgat tcttctcagg tgagcagccc agaaagagac aacgaaacct 1980 

ttaacagtgg tgactctgga caaggagact cccgtagcat gacccctgtg gatgtgccag 2040 

tgacaaatcc agcagccacc atactgccag tacacgtcta ccctctgcct cagcagatgc 2100 

gagttgcctt ctcagcagcc agaacctcta atctggcccc tggaacttta gaccaaccta 2160 

ttgtgtttga tcttcttctg aacaacttag gagaaacttt tgatcttcag cttggtagat 2220 

ttaattgccc agtgaatggc acttacgttt tcatttttca catgctaaag ctggcagtga 2280 

atgtgccact gtatgtcaac ctcatgaaga atgaagaggt cttggtatca gcctatgcca 2340 

atgatggtgc tccagaccat gaaactgcta gcaatcatgc aattcttcag ctcttccagg 2400 

gagaccagat atggttacgt ctgcacaggg gagcaattta tggaagtagc tgga 2454 



<210> 1981 
<211> 2454 
<212> DNA 

<213> Homo sapiens 

<220> 

<22l> misc_feature 
<222> (1) . . . (2454) 
<223> n = a,t,c or g 



<400> 1981 

gttttgatac ttatagagga ctcccttcaa tttccaatgg aaattatagc cagctgcagt 60 

tccaagctag agagtattct ggagcacctt attcccaaag gatctcagca atcaccacag 120 

tatctgttgc ttggaaggta ctcagtggga agataggaga aggtgcagag ggcaactgta 180 

aatgtgtcat aagtgaaggg gcctgggctg tttgccctac ccagccctgt ggcaaggcta 240 

aaccagacaa acacttgaag gatctactgt ctaaattgct gaactcaggc tattttgaaa 300 

gtatcccagt tcccaaaaat gccaaggaaa aggaagtacc actggaggaa gaaatgctaa 360 

tacaatcaga gaaaaaaaca caattatcga agactgaatc tgtcaaagag tcagagtctc 42 0 

taatggaatt tgcccagcca gagatacaac cacaagagtt tcttaacaga cgctatatga 480 

cagaagtaga ttattcaaac aaacaaggcg^ aagagcaacc ttgggaagca gattatgcta 54 0 

gaaaaccaaa tctcccaaaa cgttgggata tgcttactga accagatggt caagagaaga 600 

aacaggagtc ctttaagtcc tgggaggctt ctggtaagca ccaggaggta tccaagcctg 660 

cagtttcctt agaacagagg aaacaagaca cctcaaaact caggtctact ctgccggaag 720 

agcagaagaa gcaggagatc tccaaatcca agccatctcc tagccagtgg aagcaagata 780 

cacctaaatc caaagcaggg tatgttcaag aggaacataa gaaacaggag acaccaaagc 840 

tgtggccagt tcagctgcag aaagaacaag atccaaagaa gcaaactcca aagtcttgga 900 

caccttccat gcagagcgaa cagaacacca ccaagtcatg gaccactccc atgtgtgaag 960 

aacaggattc* aaaacagcca gagactccaa aatcctggga aaacaatgtt gagagtcaaa 1020 

aacactcttt aacatcacag tcacagattt ctccaaagtc ctggggagta gctacagcaa 1080 

gcctcatacc aaatgaccag ctgctgccca ggaagttgaa cacagaaccc aaagatgtgc 1140 

ctaagcctgt gcatcagcct gaggtttcct tccgttanaa nnccccttcc gaaggatcca 1200 

gtattgagga aagaaaaact gcaggatctg atgactcaga ttcaaggaac ttgtaacttt 1260 

atgcaagagt ctgttcttga ctttgacaaa ccttcaagtg caattccaac gtcacaaccg 1320 

ccttcagcta ctccagggta gccccgtagg catctaaagg aacaaaatct gtccagtcaa 1380 

agtgattttc tttcaaggag ccgttacagg tatttaacgt taatgcacct ctgcctccac 1440 

gaaaagaaca agaaataaaa gaatcccctt attcacctgg ctacaatcaa agttttacca 1500 

cagcaagtac acaaacacca ccccagtgcc aactgccatc tatacatgta gaacaaactg 1560 

tccattctca agagactgca aattatcatc ctgatggaac tattcaagta agcaatggta 1620 

gccttgcctt ttacccagca cagacgaatg tatttcccag acctactcag ccatttgtca 1680 

atagccgggg atctgttaga .ggatgtactc gtggtgggag attaataacc aattcctatc 1740 

ggtcccctgg tggttataaa ggttttgata cttatagagg actcccttca atttccaatg 1800 

gaaattatag ccagctgcag ttccaagcta gagagtattc tggagcacct tattcccaaa 1860 

gggataattt ccagcagtgt tataagcgag gagggacatc tggtggtcca cgagcaaatt 1920 

cgagagcagg gtggagtgat tcttctcagg tgagcagccc agaaagagac aacgaaacct 1980 

ttaacagtgg tgactctgga caaggagact cccgtagcat gacccctgtg gatgtgccag 2040 

tgacaaatcc agcagccacc atactgccag tacacgtcta ccctctgcct cagcagatgc 2100 

gagttgcctt ctcagcagcc agaacctcta atctggcccc tggaacttta gaccaaccta 2160 



> 
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ttgtgtttga tcttcttctg aacaacttag gagaaacttt tgatcttcag cttggtagat 2220 

ttaattgccc agtgaatggc acttacgttt tcatttttca catgctaaag ctggcagtga 2280 

atgtgccact gtatgtcaac ctcatgaaga atgaagaggt cttggtatca gcctatgcca 2340 

atgatggtgc tccagaccat gaaactgcta gcaatcatgc aattcttcag ctcttccagg 2400 

gagaccagat atggttacgt ctgcacaggg gagcaattta tggaagtagc tgga 2454 



<210> 1982 

<211> 2194 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (2194) 
<223> n = a,t,c or g 



<400> 1982 

atattattct tgtaagaagt aggaaaatat ttcttttatt tattaatcca atcaaaaatg 60 

atgagtgcta aactaaaatt cccaaccaaa attccaaaga tgagcaaaac gaatgcctgt 120 

ggaaataaga aaaaagataa aagataagaa agataaaaga aaaaagataa aaaaatacaa 180 

ttggattatt tgttaaatct ctactctctg caataatgta ttctatattt taaaatatat 240 

tgactttctt gatgcaggta aaataatata aactgacaaa ctatttctta aaatagaagt 3 00 

cttgaaagaa agaaacaaaa acaacctacc ccaagctttt tccatgacag aaaatcctct 360 

ctgctaagtt taagataaaa tagtcctggg aatataaaaa tcaaacatgt tgatgtactg 420 

gcaccaacta caccaaatac atttctaatg tcaggaacat atattgcaag taaaacgatg 480 

ataatattga gtgctagagt gatcaaaaaa tggcgaatcc atgagaatgg aaaattggag 540 

aaaaacatca ttgttacagc ttttctggca. gggaagtgga ttaaagggac tgtccaaaag 600 

cacagcaaat agtatgcata acttcacagg tcatgaccac aacatcatgt gattaaggta 660 

tttactatta accttttagt aattctgact ccactttgtc tttaattctg tgacaggtca -720 

cttcacctct ctgggcttta gttgttcatc ataaaaagtg aggtacccaa agagtgcaga 780 

tataaaataa atgagaaaac ttaaagcaat tgctgtattg gtaacattct gcattctttt 840 

ctttgaagga ctttgaagtt cacagtatat gggcaatatt gaggtatggc agagaaatga 900 

aaaagccatg gttggtaagg cataagcact ctctttgg[ag aaatgaaaga gctttggctt 960 

acaatcatct gtaacatttg aaatctggaa gcctttctct acataattta atgtcagagg 1020 

acaagggatg gaccattttt taattattac cacaagagca aagaacatca taaagaaaaa 1080 

tgataaacta cttgtgtagc caagaaagcc tattttggga agaagtgcaa gagggaacac 1140 

aatgccaaca catatgatta ttagtagtgt ttgtccatca agataccaat atctactata 1200 

gtctccagtc aaaaattctg caatagcagc aggaagctct gttttaataa ttaaaagata 1260 

agatgacata gctccaatat tctgaattat tatggtgcct gccaccacca actttccagg 1320 

taatccaaat gcaaagagtc caagatcttc ataagatgtt acagctccac agagaatttt 1380 

acaaagattg aaggaattca atcaacggaa gacaggtgag tcaatgtgca ggcagaacca 1440 

tgaagtagtt agttcatggg cccaagtagg ctgtctgaat acacatacta agcagaagat 1500 

ggactgagta agaagccagg agagcaactg tcagcagcaa gaagctaaat ccaaagacac 1560 

cggtattagc cataacataa gctaagccaa ggatgccact tcccatgatg gcattcatca 1620 

aattaaacac tgataaacca aatgaaacac ctggggatcg ctgtctgtga agttcagcag 1680 

tgagtacata atcctagggc cgctcatccc atcatgttcg cagcttccac tcaacgctgc 1740 

atctcttcca cccgacgctt ttcatctttt ctttctagag tatgctaggc tgctatcacg 1800 

ttcataactg cgccaatctc atctgaatct cggcggctgc cttcagaccc catcccccag 1860 

ggttcaggct ccagcatctc ccctgtcccg gtgcggtcct ccttttctgg gtcttatttg 1920 

gcaggcactt gagggaagcc ggagggcgtc agcgcgggga agcgaacaca gcccacttac 1980 

gttgcttagc aacggactca actcttcggc ctccgcttct tcaggctgct ggacagagac 2040 

ataccagccc cgctcagcgt tgaagctccc ccaggacgcc tccatgctgc tatccagctg 2100 

actaccagtt ccatgtacga gcctcgtacc cgtgccctgc gacttccgcc gctctcgccg 2160 

atagtctcaa gtttctcatt tnnnngacgc acct 2194 



<210> 1983 

<211> 3507 

<212> DNA 

<213> Homo sapiens 



wo 01/57190 
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<400> 1983 

caagtgggat tgtggtcaga gctttgtgga gggaaaaaaa acctggtggg ggcaggagag 60 

taaaaagaag aaacccaggc agacaggcag ttggacacac tgaggaagac cccccacgag 120 

tgggaacccc ctggaaggaa cacaccggcc ccggccccca ggaagggagc acaatggagg 180 

ccgctcatgc taaaaccacg gaggaatgtt tggcctattt tggggtgagt gagaccacgg 240 

gcctcacccc ggaccaagtt aagcggaatc tggagaaata cggcctcaat gagctccctg 300 

ctgaggaagg gaagaccctg tgggagctgg tgatagagca gtttgaagac ctcctggtgc 360 

ggattctcct cctggccgca tgcatttcct tcgtgctggc ctggtttgag gaaggtgaag 420 

agaccatcac tgcctttgtt gaaccctttg tcatcctctt gatcctcatt gccaatgcca 480 

tcgtgggggt ttggcaggag cggaacgcag agaacgccat cgaggccctg aaggagtatg 540 

agccagagat ggggaaggtc taccgggctg accgcaagtc agtgcaaagg atcaaggctc 600 

gggacatcgt ccctggggac atcgtggagg tggatgtggg ggacaaagtc cctgcagaca 660 

tccgaatcct cgccatcaaa tccaccacgc tgcgggttga ccagtccatc ctgacaggcg 720 

agtatgtatc tgtcatcaaa cacacggagc ccgttcctga cccccgagct gtcaaccagg 780 

acaagaagaa catgcttttc tcgggcacca acattgcagc cggcaaggcc ttgggcatcg 840 

tggccaccac cggtgtgggc accgagattg ggaagatccg agaccaaatg gctgccacag 900 

aacaggacaa gacccccttg cagcagaagc tggatgagtt tggggagcag ctctccaagg 960 

tcatctccct catctgtgtg gctgtctggc ttatcaacat tggccacttc aacgaccccg 1020 

tccatggggg ctcctggttc cgcggggcca tctactactt taagattgcc gtggccttgg 1080 

ctgtggctgc catccccgaa ggtcttcctg cagtcatcac cacctgcctg gccctgggta 1140 

cccgtcggat ggcaaagaag aatgccattg taagaagctt gccctccgta gagaccctgg 1200 

gctgcacctc tgtcatctgt tccgacaaga caggcaccct caccaccaac cagatgtctg 1260 

tctgcaagat gtttatcatt gacaaggtgg atggggacat ctgcctcctg aatgagttct 1320 

ccatcaccgg ctccacttac gctccagagg gagaggtctt gaagaatgat aagccagtcc 1380 

ggccagggca gtatgacggg ctggtggagc tggccaccat ctgtgccctc tgcaatgact 1440 

cctccttgga cttcaacgag gccaaaggtg tctatgagaa ggtcggcgag gccaccgaga 1500 

cagcactcac caccctggtg gagaagatga atgtgttcaa cacggatgtg agaagcctct 1560 

cgaaggtgga gagagccaac gcctgcaact cggtgatccg ccagctaatg aagaaggaat 1620 

tcaccctgga gttctcccga gacagaaagt ccatgtctgt ctattgctcc ccagccaaat 1680 

cttcccgggc tgctgtgggc aacaagatgt ttgtcaaggg tgcccctgag ggcgtcatcg 1740 

accgctgtaa ctatgtgcga gttggcacca cccgggtgcc actgacgggg ccggtgaagg 1800 

aaaagatcat ggcggtgatc aaggagtggg gcactggccg ggacaccctg cgctgcttgg 1860 

ccctggccac ccgggacacc cccccgaagc gagaggaaat ggtcctggat gactctgcca 1920 

ggttcctgga gtatgagacg gacctgacat tcgtgggtgt agtgggcatg ctggaccctc 1980 

cgcgcaagga ggtcacgggc tccatccagc tgtgccgtga cgccgggatc cgggtgatca 204 0 

tgatcactgg ggacaacaag ggcacagcca ttgccatctg ccggcgaatt ggcatctttg 2100 

gggagaacga ggaggtggcc gatcgcgcct acaacgggcc gagagttcga cgaccttgcc 2160 

cctggctgaa cagccgggaa gcctgccgac gtgcctgctg cttcgcccgt gtggagccct 2220 

cgcacaagtc caagattgtg gagtacctgc agtcctacga tgagatcaca gccatgacag 2280 

gtgatggcgt caatgacgcc cctgccctga aaaaggctga gattggcatt gccatgggat 2340 

ctggcactgc cgtggccaag actgcctctg agatggtgct ggctgacgac aacttctcca 2400 

ccatcgtagc tgctgtggag gagggccgcg ccatctacaa caacatgaag cagttcatcc 2460 

gctacctcat ttcctccaac gtgggcgagg tggtctgtat cttcctgacc gctgccctgg 2520 

ggctgcctga ggccctgatc ccggtgcagc tgctatgggt gaacttggtg accgacgggc 2580 

tcccagccac agccctgggc ttcaacccac cagacctgga catcatggac cgcccccccc 2640 

ggagccccaa ggagcccctc atcaagtggc tggctcttct tccgctacat ggcaatcggg 2700 

ggctatgtgg gtgcagccac cgtgggagca gctgcctggt ggttcctgta cgctgaggat 2760 

gggcctcatg tcaactacag ccagctgact cacttcatgc agtgcaccga ggacaacacc 2820 

cactttgagg gcatagactg tgaggtcttc gaggcccccg agcccatgac catggccctg 2880 

tccgtgctgg tgaccatcga gatgtgcaat gcactgaaca gcctgtccga gaaccagtcc 2940 

ctgctgcgga tgccaccctg ggtgaacatc tggctgctgg gctccatctg cctctccatg 3000 

tccctgcact tcctcatcct ctatgttgac cccctgccga tgatcttcaa gctccgggcc 3060 

ctggacctca cccagtggct catggtcctc aagatctcac tgccagtcat tgggctcgac 3120 

gaaatcctca agttcgttgc tcggaactac ctagagggat aactgttccc cctcctccat 3180 

ctctgagccc gtgtcacaga tccagaagat gaaagaagga agtgaacatc cttttgctct 3240 

gtcctcccca ccccgatagt gacacatctt tcaggcagag ctgtggcaca gatcccccgt 3300 

tcctgtcccc ccacacccgt gtcatgtgtc tgtttataaa catgtcccct ttcccttgct 3360 

tgcccccttc gggccacccg cctccctcct caaccttgtt taattcccct ttcccaaacc 3420 

ccgaggggct ttgcagggga caaggcgaac ggactgcgct gagctgctta tttattgaaa 3480 

aataaaacga cggaaaagtc aaaaaaa 3507 
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<210> 1984 

<211> 5273 

<212> DNA 

<213> Homo sapiens 



<400> 1984 

ggggagcacg gagctgcagc cggttgggcc ggtgtacttt cccgctctgg aaaggaagag 60 

aaatggaagt gagaaagttg agcatttcct ggcagttctt gatagttctg gttctgatcc 120 

tgcaaattct gtctgcgttg gattttgacc catacagagt cctaggggtc agccgaacag 180 

ccagtcaggc tgatattaaa aaggcttata agaagctcgc ccgggaatgg catcctgaca 240 

aaaacaaaga tcctggagca gaagacaagt tcattcaaat cagtaaggct tacgagattc 300 

tttcaaatga agaaaagaga tcaaattatg atcaatatgg agacgctgga gagaaccagg 360 

gctaccagaa gcagcaacag cagcgagagt atcgcttccg ccatttccat gaaaattttt 420 

attttgatga atcctttttt cacttccctt ttaattctga acggcgggac tcaattgacg 480 

aaaagtattt attgcacttt tcacattatg tgaatgaagt ggctccagat agcttcaaga 540 

aaccctacct catcaagatc acctccgatt ggtgctttag ctgcattcat atcgagcctg 600 

tgtggaaaga agtcattcaa gaactggaag aattgggtgt aggaattggc gtggtccatg 660 

ctgggtatga gagacgcctg gcccatcacc taggggcaca cagcacgccc t eta tec tag 720 

gaatcattaa cgggaaaatc tccttcttcc acaatgcagt tgtccgtgaa aatctgcgac 780 

aatttgtaga aagtcttctt ccagggaact tggtggagaa agttacaaat aaaaattacg 840 

tcagattcct ctctggctgg cagcaagaga ataagcctca tgtccttctg tttgaccaaa 900 

cgcccattgt gccactgtta tacaagttga ctgcctttgc atacaaagat tatttatcat 960 

ttggatatgt atatgtgggt ttgagaggga cggaagagat gacaaggcgg tacaacatca 1020 

atatctacgc ccctaccctc ttggtcttta aagaacatat aaacaggcct gccgatgtta 1080 

tccaggcccg aggtatgaag aagcaaatca ttgacgactt catcacccga aacaaatatc 1140 

tattggcagc caggctcacc agccagaagt tgttccatga actctgccct gtgaaacggt 1200 

cgcatcgaca gaggaagtac tgtgtggttt tattgactgc tgagactacc aagttgagca 1260 

aaccctttga ggctttcctg tcctttgccc tggcaaacac tcaagacaca gtgagatttg 1320 

tgcatgtcta cagcaatcgg cagcaggagt ttgccgacac cttactacca gacagtgagg 1380 

cgtttcaagg gaaatcagcg gtgtctattt tagaaaggcg caacacagca ggaagggtgg 1440 

tgtataaaac cctggaagac ccttggattg ggagtgagag tgacaaattt atcctcttgg 1500 

gctatctcga ccagctgcgt aaagatccag ctcttctgtc ctctgaagca gtgcttcctg 1560 

acctgaccga tgaacttgcc cctgtttttc tccttcgatg gt.tctactct gcttctgact 1620 

acatctcaga ctgctgggat agcatttttc acaacaactg gtagggaaat gatgcccctg 1680 

ctgtccctga tcttctctgc cctcttcatc ctcttcggca ctgtcatcgt tcaggctttc 1740 

agcgactcta atgatgagcg agagtcaagc cctccagaaa aagaggaagc ccaagagaag 1800 

actgggaaaa ctgagccaag cttcaccaaa gaaaacagca gcaagattcc taaaaaaggc 1860 

tttgtggagg taactgaact cacagatgta acatacacca gtaacttggt acgtctgagg 1920 

ccaggccaca tgaatgtggt cctcatcctg tcgaattcta ccaagaccag cctactacag 1980 

aaatttgctt tggaggtcta cacatttact gggagcagct gcctacactt ctccttcctg 2040 

agtctagata aacacagaga atggctagaa tacttactag aatttgctca agatgcagct 2100 
ccaatcccaa accaatatga taagcatttc atggagcgtg actacactgg ttatgtactg ■ 2160 

gctctgaatg gccacaagaa atacttctgc ctcttcaagc cccaaaagac agtcgaagag 2220 

ggagggaagc cataggggtc gtgcagtgat gttgactctt ccctctacct gggtgaatct 2280 

cgagggaaac cttcctgtgg ccttggatcc aggcccatca aaggaaagtt gagcaagctc 2340 

tctttatgga tggaacgcct gctggagggc tccttacaga ggttttatat cccatcatgg 2400 

cctgaactag actgagagga ttttccaaag agatttgaac tcttcagact ttttaacatg 2460 

cccctgtgaa caggtatttt caggactcaa actaccacaa tgaacagagt atagatttta 2520 

gattgctctt ctagaaccat ggctagaaga atctttcctt tgtcctgttc taacctagga 2580 

atgaaaaaca ccaccagttt gaatcgccta aatgaaaatc ttttcctctg ggtgttattt 2640 

ttccccactg aatgccacac cattgaaaat agactgctca tcccctcttc ctttcttgtc 2700 

cttgtcccat gctcacccca ccctcctgtc ctgtgtcttg gagaagcaca gggctccacc 2 760 

ctggcaagcg gcatctggcg gaccctcatg agcctgttcg tgcaggccag gtcattggcc 2820 

cctttcccaa ttccggccct gctgtgctgc tgccatggcg catgctccta actctgaaca 2880 

acccacggca gcttctagcc ccgcatctgg aaaaaggccc ctttccaagc aatctcacgt 2940 

ttactggttg ttctgggagt aagtggctaa atgtatattt tgggggtatc ccccaacaac 3000 

agtttgttgg ccacaggttg aaaaggaaag gaataaacgg gagttctgca tgtgagttct 3 060 

caagaaaagg aaagggaggc tgagcagtgg ctgaagcgat gcagccttga gacacgctgt 3120 

gagcatccca tccgccgccc cagcgctgct ggtagccagg ggaggggtct gcacagcgag 3180 

aagtactgtg atgactttga gccgttgaca tgtatgtctt cagatgcctt tctgcctctg 3240 

tcgattttag ggtatggata ttaggagcca taacttgtaa tcttgttctc tgaacgtaga 3300 

gataagctgc tataaagcca gtagatgtta aactgaagag aaattattcc cacctgctat 3360 
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gagtcaggct taaggaatct cttcaatagt gtctctttag taaaatacca aacatgtctt 3420 

tgtatcaagg aacttaaaat ttctcaacaa ttgtattttg aacactgtta ccctaaaagt 3480 

gctgtctctt caagtcatct tttgcaggaa gtgagccaag atttgttcta gactcccatt 3540 

ttgcaaaagg cttactttcc acttctgggc tgtattttga tgtctcatct tcattgtttt 3600 

cactcttaac ttagagctgc ttcaccagta ttggggtcag actggccatc agcacctgag 3660 

cgtgctgagc tccaggtata gtggacccca gggtgcctca taccagccag ttagagagca 3720 

taccttttat ttttcagggc agaatgacca gtggttctga gtttgagttt ggacagcttc 3780 

aaagagtggt ccgttcaaat gtcaaagcaa ggtgcctttg gtggctttgt gaagggtgaa 3840 

aatcagtgat gggacattta ctaagtattt cttttttttt tttttttttt ttagttgttg 3900 

agacagagtt tcactcttgt tgcccaggct ggagtgaaat ggtgcgatct cggttcaccg 3960 

caacctccac atcccaggtt caagtgattc tcctgcctca gcctcctgag tagctaggat 4020 

tacaggcatg tgccaccatg taattagccc ggctaatttt gtatttttag tagagacggg 4080 

atttctccat gttgatcagg ctggtcatga actcctgacc tcaggtgatc tgcctgcctc 414 0 

agcctcccaa agtgctgctg ggatcacagg cgtgagccac cactcccggc taagttagta 4200 

tttctttaat cttaatgctt taaactaagc cacttggatc ctgaataatt taaatcttga 4260 

gctacattgg taagtaataa attatttaag gccaggaatt cctgtagttt tcatggagtc 4320 

tgtagcttta ttaaaaaata aatcactgcc aggcttcatt cttccatatg atcctctaaa 4380 

aatggacact tcctctgaat gctgtatctc atggcacctg gtccaactag aaatggtcaa 4440 

ggaattcatt tggctccttg atacatcagt cctcaatatt actttctagg tattttatgg 4500 

ccagattgct tatatgagtg gtcttttggt ttggtagtag gtttttattt ttaatttctg 4560 

tactaatgaa attcctgact ttaatttctg aaaaccaaaa actctccaag tgtatttatt 4620 

tatatttttt ttaatagaga cgaggtcttg ctatgttgcc caggctggtc ccaaactcct 4680 

ggcctcaagc agtccttcca ccttggcctc ccaaagtgct gggattatca gtatgagcca 4740 

ccatgccaga tttgttcatt tttaaacatt tttatctctt caagtcatct tttgatcttt 4800 

taaaaagcac cttcaaacag ctgcaccttc catttgcact aggaaatgaa ggtagtgatg 4860 

ggattggcaa tgttcctggc agatgtttca gcccaaaagc tcttctacag accggtttag 4920 

agctggtgcc ctatgagaat attagggagc ttttatttta aattgaactt tacccttgtc 4980 

catgcaaggc attcctcctg aatgcatcca tgaatttgtt tacttttgcg tcaaacatat 5040 

gagccattgt catgctcagc ctgtgccacc attggctctg tctgatgtaa gtaatcatac 5100 

aagacctgat tttgggttct aacacagtgg gtctttggac tattcaacat tggatggttt 5160 

ttagagatgg gttcttctgg ttgatacaga ctactgcatt gcgtttagca gatggggtaa 5220 

aactggccta aaacaagtct ttgcagaata catgccaatt tccaaaaaaa aaa 5273 



<210> 1985 

<211> 1135 

<212> DNA 

<213> Homo sapiens 



<400> 1985 

gtaaccagta ctagaatagt cagtacctag aagccactct tctttgaaaa ggattatcac 60 

ctgatcaggt tctctctgca tttgcccctt tagattgtga aatgtggctc aaggtcttca 120 

caactttcct ttcctttgca acaggtgctt gctcggggct gaaggtgaca gtgccatcac 180 

acactgtcca tggcgtcaga ggtcaggccc tctacctacc cgtccactat ggcttccaca 240 

ctccagcatc agacatccag atcatatggc tatttgagag accccacaca atgcccaaat 300 

acttactggg ctctgtgaat aagtctgtgg ttcctgactt ggaataccaa cacaagttca 360 

ccatgatgcc acccaatggc atctctgctt atcaacccac tgcagttccc tgatgaaggc 420 

aattacatcg tgaaggtcaa cattcaggga aatggaactc tatctgccag tcagaagata 480 

caagtcacgg ttgatgatcc tgtcacaaag ccagtggtgc agattcatcc tccctctggg 540 

gctgtggagt atgtggggaa catgaccctg acatgccatg tggaaggggg cactcggcta 600 

gcttaccaat ggctaaaaaa tgggagacct gtccacacca gctccaccta ctccttttct 660 

ccccaaaaca atacccttca tattgctcca gtaaccaagg aagacattgg gaattacagc 720 

tgcctggtga ggaaccctgt cagtgaaatg gaaagtgata tcattatgcc catcatatat 780 

tatggacctt atggacttca agtgaattct gataaagggc taaaagtagg ggaagtgttt 840 

actgttgacc ttggagaggc catcctattt gattgttctg ctgattctca tccccccaac 900 

acctactcct ggattaggag gactgacaat actacatata tcattaagca tgggcctcgc 960 

ttagaagttg catctgagaa agtagcccag aagacaatgg actatgtgtg ctgtgcttac 1020 

aacaacataa ccggcaggca agatgaaact catttcacag ttatcatcac ttccgtaggt 1080 

atgtgtgaca tacaaggaag ggatcctaat aaaacatgaa tgcatgcaaa aaaaa 1135 
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<210> 1986 

<211> 1514 

<212> DNA 

<213> Homo sapiens 



<400> 1986 

aagtttaaac ttgtaagctt aagcttccgt ttataaacag aagtttaaaa ttataggtcc 60 

tgtttaacat tcagctctgt taactcactc atctttttgt gtttttacac tttgtcaaga 120 

tttctttaca tattcatcaa tgtctgaaga agttacttat gcagatcttc aattccagaa 180 

ctccagtgag atggaaaaaa tcccagaaat tggcaaattt ggggaaaaag cacctccagc 240 

tccctctcat gtatggcgtc cagcagcctt gtttctgact cttctgtgcc ttctgttgct 300 

rcattggattg ggagtcttgg caagcatgtt tcacgtaact ttgaagatag aaatgaaaaa 360 

aatgaacaaa ctacaaaaca tcagtgaaga gctccagaga aatatttctc tacaactgat 420 

gagtaacatg aatatctcca acaagatcag gaacctctcc accacactgc aaacaatagc 480 

caccaaatta tgtcgtgagc /'tatatagcaa agaacaagag cacaaatgta agccttgtcc 540 

aaggagatgg atttggcata aggacagctg ttatttccta agtgatgatg tccaaacatg 600 

\gcaggagagt aaaatggcct gtgctgctca gaatgccagc ctgttgaaga taaacaacaa 660 

aaatgcattg gaatttataa aatcccagag tagatcatat gactattggc tgggattatc 720 

tcctgaagaa gattccactc gtggtatgag agtggataat ataatcaact cctctgcctg 780 

ggttataaga aacgcacctg acttaaataa catgtattgt ggatatataa atagactata 840 

tgttcaatat tatcactgca cttataaaca aagaatgata tgtgagaaga tggccaatcc 900 

agtgcagctt ggttctacat attttaggga ggcatgaggc atcaatcaaa tacattgaag 960 

gagtgtaggg ggtgggggtt ctaggctata ggtaaattta aatattttct ggttgacaat 1020 

tagttgagtt tgtctgaaga cctgggattt tatcatgcag atgaaacatc caggtagcaa 1080 

gcttcagaga gaatagactg tgaatgttaa tgccagagag gtataatgaa gcatgtccca 114 0 

cctcccactt tccatcatgg cctgaaccct ggaggaagag gaagtccatt cagatagttg 1200 

tggggggcct tcgaattttc attttcattt acgttcttcc ccttctggcc aagatttgcc 1260 

agaggcaaca tcaaaaacca gcaaatttta attttgtccc acagcgttgc tagggtggca 1320 

tggctcccca tctcgggtcc . atcctatact tccatgggac tccctatggc tgaaggcctt 1380 

atgagtcaaa ggacttatag ccaattgatt gttctaggcc aggtaagaat ggatatggac 1440 

atgcatttat tacctcttaa aattattatt ttaagtaaaa gccaataaac aaaaacgaaa 1500 

aggcaaaaaa aaaa 1514 



<210> 1987 

<211> 3194 

<212> DNA 

<213> Homo sapiens 



<400> 1987 

ggaatccatc tccttttttg tggaggctgt gaagccccat ggctagtctt gccccaggcc 60 

tacctgtggg ctgccctatg agccgcctgc agcattgctc accttctcag cagtctggca 120 

tctcattgaa agaaaggaat gatggtcctt aagaactcca cttccgaaga ctgtccctcc 180 

atagttagag caaattcatt cccttgctgg gttgctgggc tctggcactg cgctggccct 240 

cgttggaggt ctgcagaagt gcacagaaag tgtgggcaat ggactggcca tttccacagt 300 

tttggaaact tttaaaaatc catattcttg ctgggattac agatgtgagc catcgtgccc 360 

agcccaccca ctttgttaat catgatcaga gcaggggtgc cattctacca ccttggcaca 420 

cctgcctaga ggagtgagtg gcgctgggag cagactgagg aacatcttag ctgagcagtg 480 

aatccagcac tgttctaagg aagctcagat ggtctgtgac tcatccctgt cctctggact 540 

gaatctgagg ccttggaact cacccagggt cttagtggag gcacagctct gagctatggg 600 

tgaagagcat ctgaacccat ctacacattg accaaacaca ggcaggttcc agtctgcggg 660 

ggagatggag aaggtgccac catgctgctg cacaaatccc aggatagctg gggaatgaga 720 

atccagcact ttgggcctag gacctggaag gagaggtctt ttgggagagg tatggggaca 780 

tctgaaggag gacttcttgg aaggggaggg gctggagcag aggcaagagt gattttgtca 840 

gatggagaga aggttctcca catgggcggg gctggcagag gcagatgccc agacaggtca 900 

caactctcta ggtgcccaat tacctgccct cggtgagctc agccatcggc ggggaggtgc 960 

cccagcgcta cgtgtggcgt ttctgcatcg gcctgcactc ggcgcctcgc ttcttggtgg 1020 

ccttcgccta ctggaaccac tacctcagct gcacctcccc gtgttcctgc tatcgcccgc 1080 

tctgccgcct caacttcggc ctcaatgtcg tggagaacct cgcgttgcta gtgctcactt 1140 

atgtctcctc ctccgaggac ttcagtgggt gcctggatga gggaggagtg gggaagtgtt 1200 

ccctgagggg acgggcctgc ccctaccaca ttcggacctt cctacttcgt ggtgtgggca 1260 
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ctccctgcaa tgtggctccc aatcctcttt ccctccagcc atccacgaaa atgctttcat 1320 

tgtgttcatt gcctcatccc tcgggcacat gctcctcacc tgcattctct ggcggttgac 1380 

caagaagcac acagtaagtc aggaggtacg gtctatccct agcgggggct ccaaggcagc 1440 

ccagaagaaa atcaaggaca tctgtcctca ggattcgggt aatggtgagg tgggaactga 1500 

gttctaatgg gaaccctggc agaggggtgc tggggttggg gctggggctt gggaacaaac 1560 

tgagggtggt tggtcagaat ctaggactat agcactgtgt ttgggtagtg tgggagactg 1620 

gagaatagaa gagatggagg ctgcaaatgg ggatagaatg aggagtcgca tctaggcggc 1680 

agtgagttag gaacagtgtc agaggactgg tctgtcataa ttccagcgcc ccacccatgt 1740 

acatgggttt cttttccccc acagtatttg gaggtggggt tggtgggtga ctccatgtaa 1800 

ctttcatact ccatccccct gaagtggaag cggcaggaat accactgctc ctcggcccat 1860 

cactccccca gaggcaggga cgtgaacaca tagtcgtcat tcttgctgcc cctgcctgtg 1920 

ctcccttcca tgaccgctag tgggagccaa gggagataag gcccagccct taggagttag 1980 

ggctgagagg ggagcccacg ctctcatacc cagcaagctg cagagtgatc agacagccca 2040 

ttccctagga tcgcaagtcc tacagctgga aacagcggct cttcatcatc aacttcatct 2100 

ccttcttctc ggcgctggct gtctactttc ggcacaacat gtattgtgag gctggagtgt 2160 

acaccatctt tgccatcctg gagtacactg ttgtcttaac caacatggcg ttccacatga 2220 

cggcctggtg ggacttcggg aacaaggagc tgctcataac ctctcagcct gaggaaaagc 2280 

gattctgaac ccttcagtcc tgcttgggag gacgcagccc actgcccaga aacaagaaac 2340 

acgataccat tctggccttc cccaccccac atcctctctt ggccttactg aagatggggg 2400 

aagggtaaga aggaagggtg taggccaagg ctcaccccag tgctgctggc ttctcctctc 2460 

cacccctcat atgggcgtgg ggtcctcaaa catcaccttt acctgagagg ccccaagaag 2520 

ctgagctggc agagagctcc accatttggt gctaaaaaaa aaaaacgtcc tgaggttcat 2580 

gaccaccatc cagtttctgg cctttacaca gtcacctttc actgaggtca ggagcccctg 2640 

agcaggggct gctccctgac aaccacagcc atttttttgc acgggggtca ttcataggac 2700 

taatgtattt catgatctac tgtgcacatc caggcctgtg gccacagtcc cctgctaaag 2760 

ttgctcaggt gttctagtcc tgacttcacc tttttgattt ggtgtgtgcc ctagggtatg 2820 
tacccttccc catctgagcc tcggtgtgtc catgtgtctg gcgggggatg ggtggactgt . 2880 

atgatttcca aggactctac cagtcagtgg ttctgatgtc atcgggtgga ggtggtgttc 2940 

tatacctaaa ggatgacctg ctccagaaac agcaccagca cagcatgtat tttcttctct 3000 

tctgaaagtt ctggcttgta gacccctccc ttcctttgca aaggtatggg atagaggggt 3060 

cagatgcaga tctctactgt aaaatgggct ccctggtatc tcctgtcttc cctactgctc 3120 

caaaccctaa attttggttg tacattttat ttgaaaggaa aataaatttt ttttttgggc 3180 

caacaaaaaa aaaa 3194 



<210> 1988 
<211> 1734 
<212> DNA 

. <213> Homo sapiens 



<400> 1988 

tttttttttt ttggaaacaa atcaatgtga agagacttta atggcaaagt gcactggaga 60 

gttaaaatgg ttacatgggt aatttaagaa aaaatttagt gggaaaaagg gaaagggctg 120 

aactgccaaa ataattttct tatccagttt tacatttgct ttctccatgt gctacaatta 180 

tagacacctg atagttccta gccttagaca taacttgcag catcagccac tctgctgcac 240 

tttagatcac attagttagg gctagagccc agccccattt acacggcatc tgatgaatgg 300 

ttagctgtgg cagttctacc ataatgccat tttgctccaa agaaatccag ttaagtggct 360 

gtccatggcc cagtagtttc acctctgttg cccccagaat agctttggga tggccaagga 420 

acagctgtcc tgatgtgggc catttaagaa aaatggcata gactaatttt tctttaggct 480 

tggatgtgta ccacacatct ggggtgacag tgtcattctg ggatcgccag gtatgggttt 540 

cataaatagc ttctccattg acttttagcc aggaccccat ttgcctcagt cgctcctcaa 600 

aaactacaga aatggtgcca tctagtgtgg gcccaatatt catcaaaaga tttcctccac 660 

atgaaactgt ctctacaagt tgcttcacca attcttcaat tgtaagatag tcagagattc 720 

cagcttccct cctatagccc caggacagtt tgtctattgt catgcagttt tcccatttat 780 

gtggcaaaag atgtcctggg ttataacgat cactgcaggt atagaagcca ccatgcttac 840 

agatgctacc agctccccaa cgatcattgg tgactactgt gccccgaact gggctttcat 900 

tatataacca ggccaagaag cctgtgctgt tccagtattg atccggtgct cctccgtcac 960 

catccgacca cagaacctca ggctgatagt tgttcactaa ctcatagagc tctggcaatg 1020 

tcttagaaac tggaaattgc cgcttatgga atgaactgga ttcatcctca aggaagagcg 1080 

gatgaaacca ttcaaaaagg gaatagtaca gtccaaaacg caggtcagtt ctgttcctaa 1140 

tggctacctc aagttccttg acaatgtccc tcttgggccc ctcatctatg gcattccagt 1200 

tccacgaata t:t:ctgacccc ccacaaggta aagccttcat gatgtttgga agttaagaca 1260 
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atgtatttgg caccagaggc ctgaaaaata tctgcccaac tggttggcat taaaaaattt 1320 

tgctgtaaat agtggtccaa aatcttcata tttgaaacta ggagggtaat tatctttcat 1380 

aaattccaca tacttcggta tcttttcctt ttgccaatac caccagaacc actcgctacc 1440 

gaagctgggc acggaaaaca ctccccagtg gatgaagatg ccgaacttgg cctggtcaaa 1500 

ccacgcgggc agctggcggg cgtccaggga ctcccaggtg gggtcgaagc gcgtggcgct 1560 

gtgggcaggg cacggcggcg gcggcagcag cagcaacagc aacagcagca acgggaacgc 1620 

gagcctgggg agctcctggg gccgcatgtc ccggcgcagg ccggctgtcc tctctgcagg 1680 

ctcccgcggc ctcgggagcg ctgttcttcc gtctctgccg ctgagtatgc cgcc 1734 



<210> 1989 

<211> 4790 

<212> DNA 

<213> Homo sapiens 



<400> 1989 

tttcgtcggc gctgtgtgtg tgaagcgtac ctagggcggg aggcgacatg gagacagggg 60 

cggccgagct gtatgaccag gcccttttgg gcatcctgca gcacgtgggc aacgtccagg 120 

atttcctgcg cgttctcttt ggcttcctct accgcaagac agacttctat cgcttgctgc 180 

gccacccatc ggaccgcatg ggcttcccgc ccggggccgc gcaggccttg gtgctgcagg 240 

tattcaaaac ctttgaccac atggcccgtc aggatgatga gaagagaagg caggaacttg 300 

aagagaaaat cagaagaaag gaagaggaag aggccaagac tgtgtcagct gctgcagctg 360 

agaaggagcc agtcccagtt ccagtccagg aaatagagat tgactccacc acagaattgg 420 

atgggcatca ggaagtagag aaagtgcagc ctccaggccc tgtgaaggaa atggcccatg 480 

gttcacagga ggcagaagct ccaggagcag ttgctggtgc tgctgaagtc cctaggggaa 540 

ccaccaattc ttcccaggat tcaggagcag ttccagaaaa atcccgacag ttacaatggt 600 

gctgtccgag agaactacac ctggtcacag gactatactg acctggaggt cagggtgcca 660 

gtacccaagc acgtggtgaa gggaaagcag gtctcagtgg cccttagcag cagctccatt 720 

cgtgtggcca tgctggagga aaatggggag cgcgtcctca tggaagggaa gctcacccac 780 

aagatcaaca ctgagagttc tctctggagt ctcgagcccg ggaagtgcgt tttggtgaac 840 

ctgagcaagg tgggcgagta ttggtggaac gccatcctgg agggagaaga gcccatcgac 900 

attgacaaga tcaacaagga gcgctccatg gccaccgtgg atgaggagga acaggcggtg 960 

ttggacaggc ttacctttga ctaccaccag aagctgcagg gcaagccaca gagccatgag 1020 

ctgaaagtcc atgagatgct gaagaagggg tgggatgctg aaggttctcc cttccgaggc 1080 

cagcgattcg accctgccat gttcaacatc tccccggggg ctgtgcagtt ttaatgacca 1140 

gaaggaaagg aaaccctcgc cggtggggag gcagagcctt atcctcggct gcccttcttg 12 00 

gctccctgca ttccagggac ttgctcgtct tgtttacccc tagccatcct ttctttcaag 1260 

ggtgaaccag gccttccacc ctgaccttgc atctccagac tgttccagag aaggtgcggg 1320 

gccagctgct atgtggtggc cgctgtggct gacactgagt gaaggtgctt gaaatgcagg 1380 

^gaggatatc ccagcaaatt gggatcacat gcttttgtct ccacagcaac cagccactgc 1440 

aggcagcatg tctttcctcc cctgctctct gcttgctgtt gttttgacgc tattctgctt 1500 

gcatgtcttc tggttgggat gtggagttgt tgctggactc tcaggcgaag ctgaagtcat 1560 

tgaagtgtgt gaagctctgt gcttgcatga gggcaagcaa ggaatggctg tgcctgaggc 1620 

tgctctggga aactccttgc cccttgacct cttttgagag cattcacgtg gtcttcttgc 1680 

tcatcccctt ataaatgtgc tttgcctgcc tcagcctcat ggtcagagca gtggagactg 1740 

gagccctgtt tgcacgttct ggttgttcgg agaaagccta ggttctgggc tcaggtccag 1800 

atgcagcggg gattctgttc tctgactgtg gcgaccttgc tttggttctt gttgaagtga 1860 

accaagcccg gccaccacgc atggcatgct gtgcttggct ccccataaga cgtcctcttt 1920 

gggtgcacgg tgtcaaagtg tgggcaggag tggagagctg gtgccctcag gaggagacca 1980 

cagcatgtcc atcagctcag cagagctcga cagccacaag tcctgagaag ctttgacctt 2040 

gaagggcttc tgggagagga ggaatttctg catggggcgt gaaggcacac tgtcccacca 2100 

caactgaacc agaagagagt gaagactccc ctcttcccat cctctgtgcc aggtgccaga 2160 

ctgtgctcct tggaacttat ggcccaatct tacctgttct ccagggactg gtcactgcct 2220 

caggaccccc aagcctatgc cctgagccat ggctgctgac tgactccagc caaggtgcaa 2280 

agacgagatt atgagacagg tcctcaggcc tgtgttccaa gtactcacag gggctctggg 2340 

tgcccatcgc cgggagtatg gttcagctgc caccggcact gtccatttgc ctgtctgtca 2400 

agctcagagc atggataagc cacacagcag ggcagtgcac cctgggcacc atgcacggcc 2460 

agcaagaatc aaggcccgca gatgctaaga gggcctattg tcaggggaag gtccccgctc 2520 

ctgcacactc tctatggata cttgggttgt gggggctctc ttggagagta agtttgtggt 2580 

ttgtttctgg tttacagtgg tggctgacac cccttgtaag aaagcattcc tgggaagtct 2640 

tctgtgggtc caaacatgtt gctccgatca tcacaggaga gcaaaaggcc ctagataccc 2700 

cctttggaat gtgagagtct tgttgtctga tatttgccac tgagctggtg aagcccctct 2760 
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aaagagatct cgaccctggg gagcagaatt cttgtcatct atgaggggtc ctgagaaaga 2820 

cttgtcattt tttttcctgg. agttcttccc attgaggtcc taggatttgc acaccactgt 2880 

cccacaagag ctttcctgcc taatgaaagg aggtcttgtg gtgtgtgtct cctctcttct 2940 

ctatagttcc cgagttggcc cccattgcag cccccaccct gtgggtagtc ttccagaagt 3000 

gatgcagtgg tgtgagatgc cctacacctt gttatttggg agactttgag agtcattcac 3060 

ttccatggtg actagtgttt gttttgcctg attttatatt ctgtgttgca tttctcccca 3120 

ctccctgccc tgctttaata aacagcaaac caatatctag gaagaatgac tgagggatag 3180 

tattgggtat tggccccatg gcaggaacag ccacttgcat ctggtcccgg tgccacactg 3240 

cggtgcttgg tgtggttgtg gagcctgtcc ctgcgcgcct tgctcccgtt gagccacgct 3300 

gtctggtggg tgattctctg ccctgagcca ccaccctgga ctggcccagt ctccagagct 3360 

ggcacaccct gcctgttttc tctttttaga cacaacagcc gcagtttggc cagccactaa 3420 

gtcccaccag ctgaggtccg aggaaagcgg ggtgactcat ttcccttgtc cagggcccga 3480 

ggagagtgag gtgtccagcc tgcaaagcta ttccagctcc ttggtgttgg tttgcaataa 3540 

attggtattt aagcagttct gggtctgcgt gtgacatttg ctgctgagac agttctgtct 3600 

gtgcatggtc attattgttg cattctagcc ttgaggtccc aggccaacgt acacagcaaa 3660 

caccagcatg gggaattctt aggggttgtt tcccatctgg tctgaatgca ctgggcaaga 3720 

tctcaataca gctttagaaa tcctgtaaga ttttgaccag tggggagaaa aagaatgtag 3780 

ctatagatct tacatccttt caaacaggtt ctggaattct gtagttactg gaaagcttag 3840 

ggtgagtgca gagttgggaa tgattccact gaagggccac ctttgcccac caggctccaa 3900 

ggccctcctt ggtctccagg tgcatacctg ctgttaactt tgctgagccc tcgcaatggg 3960 

cttcctccag gacataacgc cgtgtctgac acagaagtct cccaggtggc tggccacctg 4020 

cttcttcctc agtcagatct ttgactctcc ttctctgtgc ccaccccatc tccagcctcc 4080 

tctgaccctg ctcacccctg gggacaggac ctaggggtgt gagaagtact tggctgaata 4140 

aagactgttt caaaggcaat ccttagaatt gcctagcata ctcccagggc cagaaataac 4200 

ccgccagaaa ggagaggcgt atttgcccct gaagagtgca ggagggagaa cagttgagaa 4260 

gtgttttgtg tggaaatgtg tccaagaggc gtcagctgct gcacagagaa ctcactgccc 4320 

agaacactgc gcttggggaa cagacctcac cccccacctc aaatctgctc tccact'gggc 4380 

ctgttggcag ccagctcagc tggggaaggg acagcatgac tcgctttgtc gatgaaaagc 4440 

acgaagttgt cagcacagaa cctggccagt ccttgagaaa ctccctcctt ggtggtcaga 4500 

ggtccaacca gcccatgtgg cccacggtcc tgaagaactg ggctatgtcc ctgaggctcc 4560 

tctctaccgt ctgactgtgg ggtctgggga acaggcattt aaaccaggct gctgccctgg 4620 

ggagtgccca ctggacgcca gggtgcccca tagggacagg gtcacaaagc cctggggctt 4680 

cccctgccag tcctggtgag gacagtgtgg tcactatctc agagagacga aaaatgaata 4740 

ttctgtcatt tcagactaaa ctactcaccc agctcacact aaaaaaaaaa 4790 



<210> 1990 

<211> 2372 

<212> DNA 

<213> Homo sapiens 



<400> 1990 

ggaaaggaag acacatttac aaatggatat ttattacctg tacataggaa aatttatgcc 60 

ctgcatttat acaaaaaagg gagggcaaag agcaaattgg tttcagctca aaacaattct 120 

tacatgaaag tggcatattt tggggtagca tacactgatc ctcttcaaaa ggaataattt 180 

gcttttctct tatcatggtt atgagagcta ctttgaatta atttttgctt tttgaaagta 240 

catttaattc tcaaatgttt ctgcttttga atgcagtttg ggagagccca tggtgactgc 300 

gtgagtggag cccagctgtg tggatgcccc agcatggatg actacatggt cctgagaatg 360 

attggggagg gctccttcgg cagagctctt ttggttcagc atgaaagcag taatcagatg 420 

tttgccatga aagaaataag gcttcccaag tctttctcta atacacagaa ttctaggaag 480 

gaggctgttc ttttagccaa aatgaaacac cctaatattg ttgccttcaa agaatcattt 540 

gaagctgaag gacacttgta tattgtgatg gaatactgtg atggagggga tctaatgcaa 600 

aagattaaac agcagaaagg aaagttattt cctgaagaca tgatacttaa ttggtttacc 660 

caaatgtgcc ttggagtaaa tcacattcac aagaaacgtg tgctacacag agatatcaag 720 

tccaagaata tcttcctcac tcagaatgga aaagggaaat tgggagactt tggatctgcc 780 

cgtcttctct ccaatccgat ggcatttgct tgtacctatg tgggaactcc ttattatgtg 840 

cctccagaaa tttgggaaaa cctgccttat aacaataaaa gtgacatctg gtccttgggt 900 

tgcatcctgt atgaactctg tacccttaag catccatttc aggcaaatag ttggaaaaat 960 

cttatcctca aagtatgtca agggtgcatc agtccactgc cgtctcatta ctcctatgaa 1020 

cttcagttcc tagtcaagca gatgtttaaa aggaatccct cacatcgccc ctcggctaca 1080 

acgcttctct ctcgaggcat cgtagctcgg cttgtccaga agtgcttacc ccccgagatc 1140 

atcatggaat atggtgagga agtattagaa gaaataaaaa attcgaagca taacacacca 1200 
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agaaaaaaaa caaaccccag cagaatcagg atagctttgg gaaatgaagc aagcacagtg 1260 

caagaggaag aacaagatag aaagggtagc catactgatt tggaaagcat taatgaaaat 1320 

ttagttgaaa gtgcattgag aagagtaaac agagaagaaa aaggtaataa gtcagtccat 1380 

ctgaggaaag ccagttcacc aaatcttcat agacgacagt gggagaaaaa tgtacccaat 1440 

acagctctta cagctttgga aaatgcatcc atactcacct ccagtttaac agcagaggac 1500 

gatagaggtg gttctgtaat aaagtacagc aaaaatacta ctcgtaagca gtggctcaaa 1560 

gagacccctg acactttgtt gaacatcctt aagaatgctg atctcagctt ggcttttcaa 1620 

acatacacaa tatatagacc aggttcacga agggttcttg aaaggccccc . tgtctgaaga 1680 

aacagaagca tcggacagtg ttgatggagg tcacgattct gtcattttgg atccagagcg 1740 

acttgagcct gggctagatg aggaggacac ggactttgag gaggaagatg acaaccccga 1800 

ctgggtgtca gagctgaaga agcgagctgg atggcaaggc ctgtgcgaca gataatgcct 1860 

gaggaaatgt tcctgagtca cgctgaggag agccttcact caggagttca tgctgagatg 1920 

atcatgagtt catgcgacgt atattttcct ttggaaacag aatgaagcag aggaaactct 1980 

taatacttaa aatcgttctt gattagtatc gtgagtttga aaagtctaga actcctgtaa 2040 

gtttttgaac tcaagggaga aggtatagtg gaatgagtgt gagcatcggg ctttgcagtc 2100 

ccatagaaca gaaatgggga tgcctagccg tgcccaccta ccctacttgt gtgattgtgg 2160 

ggaaattacc ttaaccctct tcaagccccc aatttccctc aacccataaa atgaagataa 2220 

taatgcctac ctcagaggga tgctgaccac agacctttat agcagcccgt atgatattat 2280 

tcacattatg atatgtgttt attattatgt gactcttttt tacatttcct aaaggtttga 2340 

gaattaaata tatttaatta tgaaaaaaaa aa 2372 



<210> 1991 

<211> 3792 

<212> DNA 

<213> Homo sapiens 



<400> 1991 

gcggccgcag cgtggagccg ggtgattgtg accgccgggg gagccgggag ccggccgcgg 60 

cgccctctct ccgtgtggcc ccctgagcgg cccccctccc ctgcccggga gggaggcggg 120 

gggcacctgt gggcagccag tgaaccccgt cttcgatttg tcccgccgga acccgcagga 180 

ggacttcgag ctgattcagc gcatcggcag cggcacctac ggcgacgtct acaaggcacg 240 

gaatgttaac actggtgaat tagcagcaat taaagtaata aaattggaac caggagaaga 300 

ctttgcagtt gtgcagcaag aaattatcat gatgaaagac ttgtaaacac ccagagtatt 360 

gttgcttatt tttggaagct atcttcaggc gagataagct ttggattttg catggagttt 420 

ttgtggaagt gggtccttta caggatattt atcacgtaac tggacctctg tcagaactgc 480 

aaattgcata tgttagcaga gaaacactgc agggattata ttatcttcac agtaaaggaa 540 

aaatgcacag agatataaag ggagctaaca ttctattaac ggataatggt catgtgaaat 600 

tggctgattt tggagtatct gcacagataa cagctacaat tgccaaacgg aagtctttca 660 

ttggcacacc atattggatg gctccagaag ttgcagctgt tgagaggaag gggggttaca 720 

atcaactctg tgatctctgg gcagtgggaa tcactgccat agaacttgca gagcttcagc 780 

ctcctatgtt tgacttacac ccaatgagag cattatttct aatgacaaaa agcaattttc 840 

agcctcctaa actaaaggat aaaatgaaat ggtcaaatag tt'ttcatcac tttgtgaaaa 900 

tggcacttac caaaaatccg aaaaaaagac ctactgctga aaaattatta cagcatcctt 960 

ttgtaacaca acatttgaca cggtctttgg caatcgagct gttggataaa gtaaataatc 1020 

cagatcattc cacttaccat gatttcgatg atgatgatcc tgagcctctt gttgctgtac 1080 

cacatagaat tcactcaaca agtagaaacg tgagagaaga aaaaacacgc tcagagataa 114 0 

cctttggcca agtgaaattt gatccaccct taagaaagga gacagaacca catcatgaac 1200 

ttcccgacag tgatggtttt ttggacagtt cagaagaaat atactacact gcaagatcta 1260 

atctggatct gcaactggaa tatggacaag gacaccaagg gtggttactt tttaggtgca 1320 

aacaagagtc ttctcaagtc tgttgaagaa gaattgcatc agcgaggaca cgtcgcacat 1380 

ttagaagatg atgaaggaga tgatgatgaa tctaaacact caactctgaa agcaaaaatt 1440 

ccacctcctt tgccaccaaa gcctaagtct atcttcatac cacaggaaat gcattctact 1500 

gaggatgaaa atcaaggaac aatcaagaga tgtcccatgt cagggagccc gagcaaagcc 1560 

atcccaagtt ccacctagac caccacctcc cagattaccc ccacacaaac ctgttgcctt 1620 

aggaaatgga atgagctcct tccagttaaa tggtgaacga gatggctcat tatgtcaaca 1680 

acagaatgaa catagaggcg aaaacctttc aagaaaagaa aagaaagatg taccaaagcc 1740 

tattagtaat ggtcttcctc caacacctaa agtgcatatg ggtgcatgtt tttcaaaagt 1800 

ttttaatggg tgtcccttga aaattcactg tgcatcatca tggataaacc cagatactag 1860 

agatcagtac ttgatatttg gtgccgaaga agggatttat accctcaatc ttaatgaact 1920 

tcatgaaaca tcaatggaac agctattccc tcgaaggtgt acatggttgt atgtaatgaa 1980 

caattgcttg ctatcaatat ctggtaaagc ttctcagctt tattcccata atttaccagg 2040 
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gctttttgat tatgcaagac aaatgcaaaa gttacctgtt gctattccag cacacaaact 2100 

ccctgacaga atactgccaa ggaaattttc tgtatcagca aaaatccctg aaaccaaatg 2160 

gtgccagaa.g tgttgtgttg taagaaatcc ttacacgggc cataaatacc tatgtggagc 2220 

acttcagact agcattgttc tattagaatg ggttgaacca atgcagaaat ttatgttaat 2280 

taagcacata gattttccta taccatgtcc acttaaaatg tttgaaatgc tggtagttcc 2340 

tgaacaggag taccctttag tttgtgttgg tgtcagtaga ggtagagact tcaaccaagt 24 00 

ggttcgattt gagacggtca atccaaattc tacctcttca tggtttacag aatcagatac 2460 

cccacagaca aatgttactc atgtaaccca actggagaga gataccatcc ttgtatgctt 2520 

ggactgttgt ataaaaatag taaatctcca aggaagatta aaatctagca ggaaattgtc 2580 

atcagaactc acctttgatt tccggattga atcaatagtg tgcctacaag acagtgtgct 264 0 

agctttctgg aaacatggaa tgcaaggtag aagttttaga tctaatgagg taacacaaga 2700 

aatttcagat agcacaagaa ttttcaggct gcttggatct gacagggtcg tggttttgga 2760 

aagtaggcca actgataacc ccacagcaaa tagcaatttg tacatcctgg cgggtcatga 2820 

aaacagttac tgagaattgt tgtgctttga cagttaactc tagaaagaaa gaacactacc 2880 

actgcaacat taatggatgc ttgaagctgt acaaaagctg cagtaacctg tcttcagtta 2940 

ctttgtaatt tattgtggca tgagataaga tggggaaaat tttgttttaa gtggtatgga 3000 

tatatttagc atattgaacc acacaagtgc ttaattcatt gttatgtaat ctttgtacat 3060 

ataggcagta ttttttctgt gaaacttcat attgctgaag acatacacta agaatttatg 3120 

tagataatgt acttttatga gatgtacaag taagtgtctt atctgtacag atgtaaatgt 3180 

tgatgaaaat gcaattgggg ttaatatttt aagaattctt tagtatattc ttgggtgtgg 3240 

ctatattaca aaatgggatg ctggcaatga aacaatacat ttaacactat tgtattttta 3300 

ttatatgtaa tttagtaata tgaatataaa tcttgtaact tttaaaattg taatggaggc 3360 

tgtaatcatt ttataatctt tttaatttta atgcaagtac actggtgttt atatttgcac 3420 

^9^9tattga tatgtgatgt attaagtcac aaaagtaagc tgtgacattg tctataagca 3480 

tttggctcca caaatgtatt tggattgttt tctatgtgaa gcaaaccaat tataattaac 3540 

cacatgttgt agtaactggt ctttttatat ttaagcagaa tcctgtaaga ttgcttgtct 3600 

ttgcttaaaa acaatacctt tgaacatttt tgaatcacag aatagcggta ccatgataga 3660 

atactgcaat tgtggtcaga attacagtat gcacaaagaa ttaattagca ttattaaaga 3720 

gtcctcacta aacatttcat atgatcacac tgaagaactg taacattcca tagagtgaag 3780 

tggktcactt tc 3792 



<210> 1992 

<211> 3792 

<212> DNA 

<213> Homo sapiens 



<400> 1992 

gcggccgcag cgtggagccg ggtgattgtg accgccgggg gagccgggag ccggccgcgg 60 

cgccctctct ccgtgtggcc ccctgagcgg cccccctccc ctgcccggga gggaggcggg 120 

gggcacctgt gggcagccag tgaaccccgt cttcgatttg tcccgccgga acccgcagga 180 

ggacttcgag ctgattcagc gcatcggcag cggcacctac ggcgacgtct acaaggcacg 240 

gaatgttaac actggtgaat tagcagcaat taaagtaata aaattggaac caggagaaga 3 00 

ctttgcagtt gtgcagcaag aaattatcat gatgaaagac ttgtaaacac ccagagtatt 360 

gttgcttatt tttggaagct atcttcaggc gagataagct ttggattttg catggagttt 420 

ttgtggaagt gggtccttta caggatattt atcacgtaac tggacctctg tcagaactgc 480 

aaattgcata tgttagcaga gaaacactgc agggattata ttatcttcac agtaaaggaa 540 

aaatgcacag agatataaag ggagctaaca ttctattaac ggataatggt catgtgaaat 600 

tggctgattt tggagtatct gcacagataa cagctacaat tgccaaacgg aagtctttca 660 

ttggcacacc atattggatg gctccagaag ttgcagctgt tgagaggaag gggggttaca 720 

atcaactctg tgatctctgg gcagtgggaa tcactgccat agaacttgca gagcttcagc 780 

ctcctatgtt tgacttacac ccaatgagag cattatttct aatgacaaaa agcaattttc 840 

agcctcctaa actaaaggat aaaatgaaat ggtcaaatag ttttcatcac tttgtgaaaa 900 

tggcacttac caaaaatccg aaaaaaagac ctactgctga aaaattatta cagcatcctt 960 

ttgtaacaca acatttgaca cggtctttgg caatcgagct gttggataaa gtaaataatc 1020 

cagatcattc cacttaccat gatttcgatg atgatgatcc tgagcctctt gttgctgtac 1080 

cacatagaat tcactcaaca agtagaaacg tgagagaaga aaaaacacgc tcagagataa 1140 

cctttggcca agtgaaattt gatccaccct taagaaagga gacagaacca catcatgaac 1200 

ttcccgacag tgatggtttt ttggacagtt cagaagaaat atactacact gcaagatcta 1260 

atctggatct gcaactggaa tatggacaag gacaccaagg gtggttactt tttaggtgca 1320 

aacaagagtc ttctcaagtc tgttgaagaa gaattgcatc agcgaggaca cgtcgcacat 1380 

ttagaagatg atgaaggaga tgatgatgaa tctaaacact caactctgaa agcaaaaatt 1440 
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ccacctcctt tgccaccaaa gcctaagtct atcttcatac cacaggaaat gcattctact 1500 

gaggatgaaa atcaaggaac aatcaagaga tgtcccatgt cagggagccc gagcaaagcc 1560 

atcccaagtt ccacctagac caccacctcc cagattaccc ccacacaaac ctgttgcctt 1620 

aggaaatgga atgagctcct tccagttaaa tggtgaacga gatggctcat tatgtcaaca 1680 

acagaatgaa catagaggcg aaaacctttc aagaaaagaa aagaaagatg taccaaagcc 1740 

tattagtaat ggtcttcctc caacacctaa agtgcatatg ggtgcatgtt tttcaaaagt 1800 

ttttaatggg tgtcccttga aaattcactg tgcatcatca tggataaacc cagatactag 1860 

agatcagtac ttgatatttg gtgccgaaga agggatttat accctcaatc ttaatgaact 1920 

tcatgaaaca tcaatggaac agctattccc tcgaaggtgt acatggttgt atgtaatgaa 1980 

caattgcttg ctatcaatat ctggtaaagc ttctcagctt tattcccata atttaccagg 2040 

gctttttgat tatgcaagac aaatgcaaaa gttacctgtt gctattccag cacacaaact 2100 

ccctgacaga atactgccaa ggaaattttc tgtatcagca aaaatccctg aaaccaaatg 2160 

/-gtgccagaag tgttgtgttg tiaagaaatcc ttacacgggc cataaatacc tatgtggagc 2220 

acttcagact agcattgttc tattagaatg ggttgaacca atgoagaaat ttatgttaat 2280 

taagcacata gattttccta taccatgtcc acttaaaatg tttgaaatgc tggtagttcc 2340 

tgaacaggag taccctttag'tttgtgttgg tgtcagtaga ggtagagact tcaaccaagt 2400 

ggttcgattt gagacggtca atccaaattc tacctcttca tggtttacag aatcagatac 2460 

\pccacagaca aatgttactc atgtaaccca actggagaga gataccatcc ttgtatgctt 2520 

ggactgttgt ataaaaatag taaatctcca aggaagatta aaatctagca ggaaattgtc 2580 

atcagaactc acctttgatt tccggattga atcaatagtg tgcctacaag acagtgtgct 2640 

agctttctgg aaacatggaa tgcaaggtag aagttttaga tctaatgagg taacacaaga 2700 

aatttcagat agcacaagaa ttttcaggct gcttggatct gacagggtcg tggttttgga 2760 

aagtaggcca actgataacd ccacagcaaa tagcaatttg tacatcctgg cgggtcatga 2820 

aaacagttac tgagaattgt tgtgctttga cagttaactc tagaaagaaa gaacactacc 2880 

actgcaacat taatggatgc ttgaagctgt acaaaagctg cagtaacctg tcttcagtta 2940 

ctttgtaatt tattgtggca tgagataaga tggggaaaat tttgttttaa gtggtatgga 3000 

tatatttagc atattgaacc acacaagtgc ttaattcatt gttatgtaat ctttgtacat 3060 

ataggcagta ttttttctgt gaaacttcat attgctgaag acatacacta agaatttatg 3120 

tagataatgt acttttatga gatgtacaag taagtgtctt atctgtacag atgtaaatgt 3180 

tgatgaaaat gcaattgggg ttaatatttt aagaattctt tagtatattc ttgggtgtgg 3240 

ctatattaca aaatgggatg ctggcaatga aacaatacat ttaacactat tgtattttta 3300 

ttatatgtaa tttagtaata tgaatataaa tcttgtaact tttaaaattg taatggaggc 3360 

tgtaatcatt ttataatctt tttaatttta atgcaagtac actggtgttt atatttgcac 3420 

agagtattga tatgtgatgt attaagtcac aaaagtaagc tgtgacattg tctataagca 3480 

tttggctcca caaatgtatt tggattgttt tctatgtgaa gcaaaccaat tataattaac 3540 

cacatgttgt agtaactggt ctttttatat ttaagcagaa tcctgtaaga ttgcttgtct 3600 

ttgcttaaaa acaatacctt tgaacatttt tgaatcacag aatagcggta ccatgataga 3660 

atactgcaat tgtggtcaga attacagtat gcacaaagaa ttaattagca ttattaaaga 3720 

gtcctcacta aacatttcat atgatcacac tgaagaactg taacattcca tagagtgaag 3780 

tggktcactt tc 3792 



<210> 1993 

<211> 2526 • 

<212> DNA 

<213> Homo sapiens 



<400> 1993 

tttcgtctgc ggagaccgtc cgcctggctc gcccgagctc gcccgctgtc cgccagcccg 60 

cgggagggag gagagaagcg aagcgtttcc gcggttggct actcagtgtc ttggtctcaa 120 

gttgcctcat tgcggctggc gttcccaata cagacgcatc gtttcttttt taatactccc 180 

taagaaaggg aataaccttc aagctggcgg gagcaatggt tcacataaag aaaggcgagc 240 

tgacccagga ggagaaggag ctactggaag tcatcgggaa aggtactgtc caagaagctg 300 

gaacattatt atccagcaag aatgttcgtg tcaactgttt ggacgagaat ggaatgactc 360 

ctctaatgca tgcagcatat aaaggaaaac tggatatgtg caaattacta ctgcgacatg 420 

gagccgatgt aaattgtcat cagcatgaac atggatacac agccctcatg tttgctgcac 480 

tttctggtaa taaagacatc acatgggtaa tgttagaagc tggtgctgag acagatgttg 540 

tcaactctgt gggaagaaca gcagctcaga tggcagcctt tgtgggtcaa catgattgtg 600 

tgaccataat caacaatttc tttcctcgag agagactgga ttattacact aagccccagg 660 

gactggataa agagccaaaa ctgcccccaa agttggcagg cccgctgcac aaaattatca 720 

ccacaacgaa tcttcatcct gtcaagatcg tgatgcttgt aaatgagaat cctctgctga 780 

cagaagaagc agccctgaat aaatgctaca gagtgatgga tttgatttgt gagaaatgta 840 
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tgaagcaaag agacatgaat gaagtattgg ctatgaagat gcattacata agctgtatct 900 

ttcagaaatg cattaacttc ttaaaagatg gagagaataa actggacacc ttgatcaaaa 960 

gcttgttaaa aggcccgagc ttctgatggc tttccagtgt atccagaaaa gatccttaga 102 0 

gaaagtatca gaaaaattcc cttactgtga agctacactc ctccagcagc tggttcgaag 108 0 

cattgctcct gttgaaattg gttctgatcc cactgcattc tccgtcctta cccaagccat 1140 

cactggccag gtgggttttg tggatgtgga attttgcact acctgtggag aaaagggagc 1200 

aagtaaaaga tgttcagttt gcaaaatggt aatatattgt gatcaaacct gccagaaaac 1260 

acactggttt actcataaga aaatctgtaa gaatctgaag gacatttacg aaaagcaaca 1320 

gttggaggct gccaaagaaa agagacaaga ggaaaaccac ggcaaacttg atgtcaattc 1380 

taactgtgtt aatgaagagc aaccagaggc tgaagtaggt atctctcaaa aggattccaa 144 0 

tcctgaagat tccggggaag gaaagaaaga atctcttgaa agcgaagctg agttggaagg 1500 

cttacaggat gctcctgcag ggccacaggt gtctgaggag taaaagccag agcaagtgcc 1560 

agtgtggatg gtcctcaccc tgcaagaagc tggaaaactc ctaggaatgc attgtcctca 1620 

ccttgttata cctgcgtggc accatggcag gattccacat ttcatagaat acaggttttc 1680 

aagcaaaccc ctgttgacca tgccctaatt tcctattgat ttctgttgta taattgaatg 1740 

gatattccta tggaaaattt tttgtttcaa aatacaggaa aaacattcct attacctttc 1800 

tgaggctggc tttccagcaa ttgtttcaaa ggaaaataga tccccttaaa gaaaaaatac i860 

aggctttagg gaacaaaggg acaagcagaa caggtgtgga agagagattt tcaggaaggg 1920 

aaaaatttat agctacagag ggtagttaga aaaatcataa cttatatgtg aataaaatac 1980 

atataagcag catttacggt agtggcattc tacttattaa gatgcaatga aatgaagaaa 2040 

ggctttatgt tcaaggacct ttgccatagt tcagctaatt gtagttttat atagaaatga 2100 

tcctgaacac tctgaacttg acgtagtcct gcggtgatat tctatctgca gtatttgtac 2160 

ctccagaatg gcagatccct cagcaggaac aaaggcatat tgacggttct ctcagcgtat 2220 

gcattaaaaa aggtacttcc tgaaactttt gattcaataa tgactaaaca tactatgtac 2280 

acaattactg taaggctaat tcacgtgcca tactccacct gaaagcctga gttatcttgc 2340 

tataagcttt tcatggagca cttcctttcc agaaactgat ttgtaactca tttagagaat 2400 

gtcctggcgt cggtttttag catatgtggt atttaaacag agctagaatg tgatgtctga 2460 

agataatgct gcatttctgg gtttcttgtg tggattttaa aataaattgt gcctacaaat 2520 



<210> 1994 

<211> 7113 

<212> DNA 

<213> Homo sapiens 



<400> 1994 

gttcagatga cctacggaca ggtctatttc aggatgtaca ggatgctgaa tctttgaaat 60 

tgcctggcgt ctatgaagtc ttattttata atgaaactga agattgccca gggatgatgt 120 

tatggagata tccagaacct agaggactca cccttgtacg aataactcct gtacctttta 180 

acaccacaga ggatccagat attagcacag cagaccttgg tgatgtgcta caggatcctt 240 

gtagcttgga atactgggat gaactccaga aggtttttgt tgcatttaga gaatttaatc . 300 

tgtctgaaag caaagtttgt gaactgcagt tgccggatat caatctcgtg aatgaccaga 360 

agaaattagt atcttcagat ctttggagaa ttgtcttgaa cagcagtcaa aatggagctg 420 

atgaccaaag ctctgcaagt gagtctggtt ctcaaagcac ttgtgatcca cttgtgactc 480 

caacagccct ggctgcctgt accagagttg actcctgctt taccccatgg tttgtcccat 540 

ccctttgcgt ttctttccag tttgctcacc tggaattcca tctttgtcat caccttgacc 600 

aactaggcac agctgcacca cagtacctac agccatttgt ttccgacaga aatatgccat 660 

ctgaactaga atacatgatt gtttccttca gagaaccaca catgtatctt cgacagtgga 720 

ataatggttc tgtctgtcag gagatccagt tcttagctca agcagactgt aaacttctag 780 

agtgcagaaa tgtcactatg caaagtgtgg tgaaaccctt cagcatcttc gggcagatgg 840 

cagtttccag cgatgtagtg gaaaagctgc ttgactgcac cgtgatagtt gattctgtat 900 

ttgtaaacct tggacagcat gtagtccatt cactaaacac tgcaatacaa gcttggcaac 960 

agaacaaatg ccctgaggta gaggagttgg tcttcagcca ttttgtgatc tgtaatgaca 1020 

cacaggagac actgcggttt ggccaggtgg atactgatga aaatattctg ctggcgagtc 1080 

tccacagtca ccagtacagc tggcgctctc acaaatcccc acagctgtta cacatctgta 1140 

ttgaaggttg gggcaactgg cgttggtcag agcctttcag tgtggaccat gccgggactt 1200 

ttattagaac aattcagtac aggggtcgaa ctgcttctct catcatcaag gttcagcaac 1260 

tcaatggagt acaaaaacag attatcatct gtggaagaca gatcatctgt agttacttgt 1320 

ctcaaagcat agaactaaaa gtcgttcagc attacattgg tcaagatgga caagctgtag 1380 

ttcgggaaca ttttgactgc ctcacagcca aacagaaatt gccttcgtac atactagaaa 1440 

acaatgaact gacggagctg tgtgtgaagg ccaaaggaga tgaagactgg tcaagagatg 1500 
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tgtgcctgga atccaaagcc cctgagtaca gcattgtcat tcaggtgcca tcttcaaaca 1560 

gttccattat ttatgtctgg tgcacagttt tgactttaga acccaactct caagtgcaac 1620 

aacgaatgat tgtgttcagc cctcttttta tcatgaggag tcatcttcca gaccccatta 1680 

tcatacattt ggagaaaagg agtctgggat tgagtgaaac acaaattatt ccaggaaaag 1740 

ggcaggaaaa accactgcaa aacatagaac ctgaccttgt acatcacctg acattccaag 1800 

caagagaaga atatgatcct tcagattgtg cagttcccat ctcaacatcc ctcattaagc 1860 

aaatagccac taaggtacac cctggaggca cagttaatca gatccttgac gaattctatg 1920 

ggccagaaaa gtcgcttcaa cccatatggc cctataataa gaaggattct gacaggaatg 1980 

aacagctaag tcagtgggat agcccaatgc gagtgaagct gtcaatctgg aagccatatg 2040 

ttagaacttt gttgatagaa cttctgccct gggccctgct tatcaatgaa tccaaatggg 2100 

acctctggct atttgaagga gagaaaattg ttctacaggt tcctgctggc aaaattatta 2160 

ttcctcctaa ttttcaggaa gcttttcaaa ttggaatata ctgggcaaat acaaacactg 2220 

tgcacaagtc agtagcaatt aaactggtcc ataacctgac atctccaaag tggaaagatg 2280 

gaggtaatgg tgaagttgtg acactggatg aagaagcgtt tgttgatact gaaataagac 2340. 

ttggtgcttt tccaggacat cagaagttat gtcagttctg catttcctcc atggtacagc 2400 

aaggtataca aattattcag attgaagaca agactacaat aatcaataat acaccatatc 2460 

aaatatttta taaaccacag ctatctgtct gcaatcccca ttctggaaag gagtattttc 2520 

gtgttccaga cagtgctact tttagcattt gcccaggtgg agagcagcct gctatgaaat 2580 

ccagctccct tccttgctgg gacttgatgc ctgacatcag tcagtcagta ctggatgcat 2640 

ccctgcttca gaaacagatc atgctgggct tttctcctgc cccaggtgct gacagctcac 2700 

agtgctggag cctgccagct atagttagac cagagtttcc cagacagagt gtggcagtac 2760 

ccctcgggaa tttccgggaa aatggattct gtaccagggc tatagtgctg acatatcaag 2820 

aacacctcgg agtgacttat ttaaccctct cagaagaccc tagtcctcga gtaattatcc 2880 

acaatagatg tccagtaaaa atgcttataa aggaaaacat taaagatatt ccaaagtttg 2940 

aggtttattg caaaaaaatt ccctccgagt gctcaattca tcatgagctg tatcatcaga 3000 

tttccagtta tccggactgc aagaccaaag acttacttcc aagcctactt ttgagagttg 3060 

aacctctaga tgaagtaaca actgagtgga gtgatgccat tgacatcaac agtcagggaa 3120 

cacaggttgt gttcctgact ggctttggct atgtgtatgt ggatgttgta catcagtgtg 3180 

gcacagtctt catcactgtg gccccagaag gaaaagcagg acctatttta accaatacca 3240 

acagagcgcc agagaagatt gttacattta aatgttcatc actcagttaa gcctggcagt 3300 

gtttgatgac ctcacccacc acaaagcatc agctgagctt ctgagactca cactggacaa 3360 

catttttctc tgtgtggccc cgggagctgg tcccctccct ggggaagagc ctgtggctgc 3420 

gttgtttgaa ctttactgtg tggagatctg ctgtggggac ctgcagctag acaaccagct 348 0 

ttataacaag tccaatttcc actttgctgt cttagtctgc cagggagaaa aagcagaacc 3540 

cattcagtgt tccaaaatgc agagtctcct catatccaac aaagagttgg aagaatacaa 3600 

ggaaaaatgt tttatcaaac tttgcatcac cttaaatgaa ggcaagagca tcctctgtga 3660 

tattaatgag ttcagctttg aattaaaacc tgctcggtta tacgtggaag acacatttgt 3720 

atactacatc aagactttgt ttgacaccta ccttcctaac agcaggttgg ctggtcactc 3780 

cacacacctc tccgggggta aacaggtgtt gcccatgcag gtcacacagc acgccagggc 3840 

cttggtgaat cctgtgaagt tacggaaact ggtgatccag ccagtaaatt tgctcgtcag 3900 

catccacgct tccctcaagc tgtacatagc ctcagaccac actcctctct ccttctcggt 3960 

gtttgaaaga ggacccatct tcaccactgc gaggcagctt gtgcacgccc tggcaatgca 4020 

ctatgccgct ggggcccttt ttagagcagg ctgggtagtt gggtctctgg atattcttgg 4080 

cagccctgca agcctggtga gaagcatcgg gaacggggtc gccgacttct tcaggcttcc 4140 

gtatgagggg ctgacccggg gccctggagc cttcgtgagt ggcgtctcca gagggaccac 4200 

atcgtttgta aagcacatct ccaaaggtac cctcacatcc atcaccaacc tcgccacaag 4260 

cctggcccgg aacatggacc ggctctcact ggatgaggag cactacaacc ggcaggagga 4320 

gtggcggcgg cagctccccg agagcctggg cgaggggctt cgacagggcc tgtcccggct 4380 

gggcatcagc ctgcttggtg caattgctgg tatagttgat cagccgatgc agaacttcca 4440 

gaaaacatct gaggcacagg cttcagcagg acacaaggcc aagggtgtca tctcgggtgt 4500 

ggggaaagga atcatggggg tgttcacaaa gcccatcgga ggagctgctg agctggtgtc 4560 

acagactggc tatggtattt tacatggagc tggactttct cagcttccca aacagcgcca 4620 

tcagccaagt gatggtacat gctgaccagg ctccaaacag ccatgtcaaa tatgtctgga 4680 

aaatgcttca gtctctgggc agaccagaag tccacatggc cctggacgtg gttctggtga 4740 

ggggctcagg ccaggagcat gaagggtgct tgctgctgac atcagaagtg ctcttcgtgg 4800 

tgagtgtcag tgaggacaca cagcagcagg ccttccccgt cacagaaatc gactgtgcac 4860 

aggacagcaa gcagaacaac ttactcacag tgcagctcaa gcagccaaga gtggcctgtg 4920 

atgtggaggt agatggagtc cgagagagac tgtcagagca acagtacaac agactggtgg 4980 

actacatcac aaagacatct tgtcacctgg cccccagctg ttcttccatg caaataccat 5040 

gccctgtggt ggctgcagaa cctcccccct ccactgttaa aacataccat tacctggttg 5100 

atccacattt tgctcaggtc ttccttagta aatttaccat ggtgaaaaat aaagccctga 5160 

ggaaagggtt tccttgagtc ccctctgagg tgtttattcc tgcttgtgtg atttagtttt 5220 

tgggtttctt tgagacaggg tctcactgca ttgcccttgc tgacctcaaa ttctggggtt 5280 

caagcaatcc tcccacctca acccacaagt agctacgact gacaagcacc tgccaccata 5340 
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aagggctgca ttttgccacc ataaagggct gcattttttt aaaaagccta ggcagctcta 54 00 

acatcatctg atatggacac aaggccaaca gtttccttat ttacatcctt acctctaaaa 5460 

gatacttcaa agtgacaaaa acgtgttcct tccccactta g^gacaatga ttaacagggc 5520 

cctatatgtt cttaccacat acagaggatg catttatttt tgctctatga cacttgcaaa 5580 

aatctctact gtaattaatt tgggtctatt aactctctgt tccatcatag aatgtggcca 5640 

ggccttacaa tggagagcca gagttaaaac ttcaagttgc atctgttttt gggctgagtc 5700 

accacctttg cctcatgctc ctttgtctgc aaaggcctag gattctttct ttaaatgaaa 5760 

tgcttaggac tttttgtggc ttgttacatt tgtcatttaa ctgcagtgct attctttgaa 5820 

agctgctatg tgtattttct ctgaagtctg cattttacta aaatttacaa cagtctgatg 5880 

attgattgat tactgtccag gtacatttta gaaaaagtgt tcttcttcca gtttgtttta 5940 

ctaagcaaac tttgagtaaa tcctttgtcc tatattgaat ccagtcccaa agtgttcagg 6000 

tgagtttctc tagttccata aacaaaacat acatagtggg aactccctgg tatgccatag 6060 

agcacacaag aaccccaata ttaatgctaa caattatacc agtccatttt gtttattctg 6120 

tggaattgac ttgacaaagc atgaagatat tcccagtgtc tgtctgataa tattttgcat 6180 

ctaagaatgg gtttgactca agatcttggg ttaccaagat gtcttaaatg ttcagtaaat 6240 

atctttctta cagtccagta gcttagagca tgtttgctga ttgatattac atttaaactt 6300 

ggggctacag cttgttacct agaattttga gatactaaga gaatgcaatt ttaaatgccc 6360 

actgggtttt atttgttttg gagagagggg tctcattctg ttcacccggg gttagagtac 6420 

cL^tgggaaca gtcatggctc actgcagctt aagctcactg cctgggctca agtgatctta 6480 

ctccagcctc ccaagcagct gggactacac caccacaggt atgcaccacc atacctggct 6540 

gatttttaaa aattttttct agagatgagg tctcactatg gttgcccagc tggtctcata 6600 

ctcctcagtt cacgcaattc ctcccactct ccacctcccc aaactgctgg ggattacagg 6660 

tgtgagccac catgcccaac acccactgat ctttaactct ccaccatgtt gggccataag 6720 

aagtcactat ataattgtta ctggaaagca agacttaacg aacaattctg actatgaaaa 6780 

atgtctcttt cagtttgttc tgtaaatatt tagaaaagtg acagctgtca acctcagagt 6840 

aactatttct aaaaatgtaa atatgtatta atccttgtat cttttatggt aattttgcat 6900 

. attgatatga attatataaa attgtttaaa ataaaaggtg tccttgaatt actgaccacc 6960 

catagatgtc tactgttacc aggttttaca atgcaaattt tcactaatac ctgggtttaa 7020 

tacagctcac atcactgaat gttacacatg aatttaaatg ggtaatatac aggttttgtt 7080 

ataataaagt tactgattaa attaaaaaaa aaa 7113 



<210> 1995 

<211> 2979 

<212> DNA 

<213> Homo sapiens 



<400> 1995 

tcctggaatt gcacgcgctt cctgaccacc aggctctggc ccttgagaag ccagcggggc 60 

tttgtccctg ttgctctcct tgccaaaccc agtctctctg ctagtggtgg tttcggttgc 120 

gacaccgtcc aggttcccag gcaggaaccg ctcggcctgg ctgcttagct acttttcact 180 

gaggaggtgg tggaaggtgt cgcctgctct ggctgagtaa gggtggctgg ctgagccggc 240 

agcccccgcc ctaggcctgg ctcttcccgg cctctgtact ttgccctcgc tgcctgacag 300 

gttctgctgt gggctctgct gaatggaagt cgctggtagt ccttttccct ttctccagtc 360 

ggcccacctt gggacacctt gactccaagc ccagcagtaa gtccaacatg attcggggcc 420 

gcaactcagc cacctctgct gatgagcagc cccacattgg aaactaccgg ctcctcaaga 480 

ccattggcaa gggtaatttt gccaaggtga agttggcccg acacatcctg actgggaaag 540 
aggtagctgt gaagatcatt gacaagactc aactgaactc ctccagcctc cagaaactat . 600 

tccgcgaagt aagaataatg aaggttttga atcatcccaa catagttaaa ttatttgaag 660 

tgattgagac tgagaaaacg ctctaccttg tcatggagta cgctagtggc ggagaggtat 720 

ttgattacct agtggctcat ggcaggatga aagaaaaaga ggctcgagcc aaattccgcc 780 

agatagtgtc tgctgtgcag tactgtcacc agaagtttat tgtccataga gacttaaagg 840 

cagaaaacct gctcttggat gctgatatga acatcaagat tgcagacttt ggcttcagca 900 

atgaattcac ctttgggaac aagctggaca ccttctgtgg cagtccccct tatgctgccc 960 

cagaactctt ccagggcaaa aaatatgatg gacccgaggt ggatgtgtgg agcctaggag 102 0 

ttatcctcta tacactggtc agcggatccc tgccttttga tggacagaac ctcaaggagc 1080 

tgcgggaacg ggtactgagg ggaaaatacc gtattccatt ctacatgtcc acggactgtg 1140 

aaaacctgct taagaaattt ctcattctta atcccagcaa gagaggcact ttagagcaaa 1200 

tcatgaaaga tcgatggatg aatgtgggtc acgaaggatg atgaactaaa gccttacggg 1260 

gagccactcc cgtgactaca aggacccccg gcggacagag ctgatggtgt ccatgggtta 132 0 

tacacgggaa gagatccagg actcgctggt gggccagaga tacaacgagg tgatggccac 1380 

ctatctgctc ctgggctaca agagctccga gctggaaggc gacaccatca ccctgaaacc 1440 
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ccggccttca gctgatctga ccaatagcag cgccccatcc ccatcccaca aggtacagcg 1500 

cagcgtgtcg gccaatccca agcagcggcg cttcagcgac caggctggtc ctgccattcc 1560 

cacctctaat tcttactcta agaagactca gagtaacaac gcagaaaata agcggcctga 1620 

92f^ggaccgg gagtcagggc ggaaagccag cagcacagcc aaggtgcctg ccagccccct 1680 

gcccggtctg gagaggaaga agaccacccc aaccccctcc acgaacagcg tcctctccac 1740 

cagcacaaat cgaagcagga attccccact tttgggagcg ggccagcctt cggccagggc 1800 

ttccatccag aatgggcaaa gacagcctta accatgccag ggtcccgggc ctccacggct 1860 

tctgcttctg ccgcagtctc tgcggcccgg ccccgccagc accagaaatc catgtcggcc 1920 

tccgtgcacc ccaacaaggc ctctgggctg ccccccacgg agagtaactg tgaggtgccg 1980 

cggcccaggc aagtgtgctg gggcagctgc acagcccccc agcgtgtccc tgttgcctcc 2040 

ccatccgccc acaacatcag cagcagtggt ggagccccag accgaactaa cttcccccgg 2100 

ggtgtgtcca gccgaagcac cttccatgct gggcagctcc gacaggtgcg gggaccagca 2160 

gaatttgccc tacggtgtga ccccagcctc tccctctggc cacagccagg gccggcgggg 2220 

ggcctctggg agcatcttca gcaagttcac ctccaagttt gtacgcagga acctgaatga 2280 

acctgaaagc aaagaccgac gtggagacgc tcagacctca cgtggtgaag cagtggcggc 2340 

aacgacaaag aaaaggaaga atttcgggag gccaagcccc gctccctccg cttcacgtgg 2400 

agtatgaaga ccacgagctc catggagccc aacgagatga tgcgggagat ccgcaaggtg 2460 

ctggacgcga acagctgcca gagcgagctg catgagaagt acatgctgct gtgcatgcac 2520 

ggcacgccgg gccacgagga cttcgtgcag tgggagatgg aggtgtgcaa actgccgcgg 2580 

ctctctctca acggggttcg atttaagcgg atatcgggca cctccatggc cttcaaaaac 2640 

attgcctcca aaatagccaa cgagctgaag ctttaacagg ctgccaggag cgggggcggc 2700 

gggggcgggc cagctggacg ggctgccggc cgctgcgccg ccccacctgg gcgagactgc 2760 

agcgatggat tggtgtgtct cccctgctgg cacttctccc ctccctggcc cttctcagtt 2820 

ttctcccaca ttcacccctg cccagagatt cccccttctc ctctccccta ctggaggcaa 2880 

aggaagggga gggtggatgg gggggcaggg ctccccctcg gtactgcggt tgcacagagt 2940 

atttcgccta aaccaagaaa ttttttatta ccaaaaaga 2979 



<210> 1996 

<211> 4578 

<212> DNA 

<213> Homo sapiens 



<400> 1996 

aaaggcaaat ctaatggtac ctggctgttc ttaagaatgc atagagaggc ttagcaggct 60 

gggattgatt gaagcttatt tcctgcttga aactgacagt gtttatggcc ccaacttaaa 120 

actgcctatt acttcaggcc aaagggttcc atggcgaaat tgaggatttg cagcagtggc 180 

tgactgacac ggagcgtcat ctgttggcat ctaaaccgct gggaggttta ccggaaacag 240 

ccaaggagca gcttaatgtc catatggaag tctgtgctgc ctttgaagct aaagaagaaa 300 

catataagag tctgatgcag aaaggccagc agatgcttgc aagatgccca aaatctgcag 360 

agacaaatat tgaccaagac ataaataact tgaaagaaaa atgggaatcg gtggaaacca 420 

aactcaatga aagggaaaac ttaaactgga agaggctctc aacttggcca ttggagttcc 480 

acaattctct tccaagactt catcaactgg cttactcagg ctgaacagac cctaaatgta 540 

gcttctcggc caagtctcat cttggacaca gtcttatttc aaattgacga acacaaggtt 600 

tttgccaatg aagtaaattc tcatcgtgag cagataatag agctggacaa aactggaacc 660 

cacctaaaat attttagtca gaaacaagat gttgttctaa tcaagaatct acttatcagt 720 

gtacaaagtc gatgggaaaa agtggttcaa cggttggtag agagaggaag atctttggat 780 

gatgcaagga agagagccaa gcagttccat gaagcttgga gtaaacttat ggagtggcta 840 

gaagagtcag aaaagtcttt ggattctgaa ctggaaatcg caaatgatcc agacaaaata 900 

aaaacacaac ttgcacaaca taaggagttt cagaaatcac tcggagccaa gcattctgtc 960 

tacgacacca ccaacaggac tggacgttct ctgaaggaga aaacctccct ggctgatgac 1020 

aacctgaaac tggatgacat gctgagtgaa ctcagagaca aatgggatac catatgtgga 1080 

aaatctgtgg aaagacaaaa caaattggag gaagcccctg ttattttctg gacaattcac 1140 

agatgcccta caggctctca ttgattggtt atatagagtt gaaccccagc tggcagaaga 1200 

ccagcctgtt catggagaca ttgatttggt gatgaatctg atcgataatc acaaggcctt 1260 

ccaaaaagag ttggggaaga ggaccagcag tgtgcaggcc ctgaagcgct cagcccgaga 1320 

actcatagaa ggcagtcggg atgactcctc ctgggtcaag gtccagatgc aggaattaag 1380 

cacacgctgg gagaccgtgt gtgcactttc tatatcaaag caaacacggt tagaagcagc 1440 

cctgcgtcag gcagaggaat tccactcggt ggtacatgcc ctcttggagt ggctggctga 1500 

ggcggagcaa accctgcgtt tccatggtgt cctcccagat gatgaggatg ctctccggac 1560 

tctcattgat cagcataaag aattcatgaa gaaactggaa gaaaagagag ctgaactaaa 1620 

taaagccacc actatgggcg acaccgtttt ggctatctgc caccccgact ccatcactac 1680 
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cattaagcac tggataacaa tcatccgggc gaggtttgag gaggtgctgg cctgggcaaa 1740 

gcaacatcag cagagattag caagtgctct ggctgggctt attgccaaac aggaattgtt 1800 

ggaagctttg ctggcttggt tgcaatgggc tgaaactaca cttactgata aggataaaga 1860 

agtcatcccc caggagatcg aagaggtgaa agcactcatt gcagaacacc agaccttcat 1920 

ggaggaaatg accagaaaac agcctgatgt tgataaagta acgaagacct ataagaggag 1980 

agctgctgat ccttcctcat tacaatccca tattccagtc ttggataagg gacgagcagg 2040 

aagaaaacgc tttccagcat caagcttgta tccctctggg tcacagacac aaattgaaac 2100 

caaaaatcct agggtaaact tactggtgag caaatggcag caagtctggc tcctggcgtt 2160 

ggaaagaagg aggaaactca atgatgcctt ggacagacta gaggagctga gggaatttgc 2220 

taactttgat tttgatatct ggcgcaaaaa atacatgcga tggatgaatc acaagaaatc 2280 

tcgagtgatg gacttcttca ggagaattga taaagaccag gatgggaaaa taacgcggca 2340 

ggaatttatt gatggaattc tttcctcaaa gtttccaacc agtcgcttgg agatgagcgc 2400 

agttgcagac atctttgaca gagatggcga tggatatatt gactactatg aatttgtagc 2460 

agcccttcac ccaaataaag atgcatataa acctatcaca gatgccgaca aaatcgaaga 2520 

tgaggtgaca aggcaggtag ctaagtgtaa atgtgcaaag cgatttcaag ttgagcagat 2580 

tggtgataat aaatacaggt tcttcctggg aaatcagttt ggagactccc agcaactgcg 2640 

actggtccgg atcctgcgga gtactgtgat ggttcgtgtt ggaggtggat ggatggcact 2700 

tgatgagttc ttagtgaaaa atgatccttg cagggccaaa ggaaggacaa acatggaact 2760 

gcgtgagaag ttcattttag cagatggtgc cagccagggt atggctgctt tccgaccccg 2820 

aggccgaaga tcccggccat catcacgagg cgcttcaccc aacagatcca cttctgtgtc 2880 

cagtcaggct gcgcaggcgg cctccccaca ggtccctgcc accaccacac ccaagattct 2940 

ccatccttta acacgcaatt atggtaaacc atggttgaca aacagcaaaa tgtcaactcc 3000 

ttgtaaagca gcagagtgct cagactttcc cgtgccatct gcagagggaa cgccaataca 3060 

aggaagcaag cttcgacttc caggatattt atcagggaaa ggcttccact ctggggagga 3120 

cagtggcttg ataacaactg cagctgccag agtccgaaca cagtttgctg attccaagaa 3180 

gactcccagc cgaccaggaa gtcgagctgg aagcaaagct ggcagcaggg ccagcagccg 3240 

ccgaggcagt gatgcatcag actttgacat ttcagaaatc cagtccgtgt gctcagatgt 3300 

ggaaactgtc ccccagacac acagacctac accccgagca ggttctcggc catccacagc 3360 

gaagccttca aaaatcccca cgccccagag gaaatcacct gccagcaaat tggacaagtc 3420 

ctcaaagaga tagtgcaatt ggttctacca aggcccttcc ttgagcattt attatttaag 3480 

tttgaacgat gtaaaatatg gtgtagaaat tcttgtgaaa tattgcaaga ggcgagttta 3540 

aaattctgca gatggcctta tttgtgtatt tgtcttttta ttttatctgt ataatttttt 3600 

ttgtcagata ttctggggtt aaagtcacat catatgtgag gaggaaaagt ttaacatgaa 3660 

ctaacatttc tgcactgtaa cgtgccgggc acacactaaa ctcagttact gtacctacag 3720 

gtaagtctac atcctctctg acagccacag cactacatca atccctgacg ttagggatac 3780 

ctcatgacat tttcctgttt ttatggaaac tctgagaagc tgaatgatac atgcagggga 3840 

tattttttga gatgatttaa atgtaaacca aaagatggaa gacaaaaaga caaacacacc 3900 

cacacgcagt ctttgcagta tctgacagag aactcacagg aagttacttc aagcacttgc 3960 

cagtactatg atattcaagt accttgcagc atttctctgc cattgctttc aatgaggcca 4020 

gaggcatcct ggatattaga cctattatac tgtaagaata taagtataaa gtgcgttcat 4080 

atacatgtga ggttttcttt tgcttgagtg gacagtagca cctgtatcat tgaactcatt 4140 

ttgtatcaga gcaattttgc ttgcagaaag ctatgaaata aaacacgtcc cttaactgca 4200 

ttgctatgga attaattttt tttccccagg gaaaactagt gtattttttt atgagcaata 4260 

tcaatttgga gtgaccaaaa gatacttaaa aatgggttta ttttgatttc tcatctgaaa 4320 

taatcatgtt ctggatatta gacctattat actgtaagaa tataagtata aagtgcgttc 4380 

atatacatgt gaggttttct tttgcttgag tggacagtag cacctgtatc attgaactca 4440 

ttttgtatca gagcaatttt gcttgcagaa agctatgaaa taaaacacgt cccttaacac 4500 

gcaattatgg taaaccatgg ttgacaaaca gcaaaatgtc aactccttgt aaagcagcag 4560 

agtgctcaga ctttcccg 4578 



<210> 1997 

<211> 4578 

<212> DNA 

<213> Homo sapiens 



<400> 1997 

aaaggcaaat ctaatggtac ctggctgttc ttaagaatgc atagagaggc ttagcaggct 60 

gggattgatt gaagcttatt tcctgcttga aactgacagt gtttatggcc ccaacttaaa 120 

actgcctatt acttcaggcc aaagggttcc atggcgaaat tgaggatttg cagcagtggc 180 

tgactgacac ggagcgtcat ctgttggcat ctaaaccgct gggaggttta ccggaaacag 240 

Gcaaggagca gcttaatgtc catatggaag tctgtgctgc ctttgaagct aaagaagaaa 300 
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catataagag tctgatgcag aaaggccagc agatgcttgc aagatgccca aaatctgcag 360 

agacaaatat tgaccaagac ataaataact tgaaagaaaa atgggaatcg gtggaaacca 420 

aactcaatga aagggaaaac ttaaactgga agaggctctc aacttggcca ttggagttcc 480 

acaattctct tccaagactt catcaactgg cttactcagg ctgaacagac cctaaatgta 540 

gcttctcggc caagtctcat cttggacaca gtcttatttc aaattgacga acacaaggtt 600 

tttgccaatg aagtaaattc tcatcgtgag cagataatag agctggacaa aactggaacc 660 

cacctaaaat attttagtca gaaacaagat gttgttctaa tcaagaatct acttatcagt 720 

gtacaaagtc gatgggaaaa agtggttcaa cggttggtag agagaggaag atctttggat * 780 

gatgcaagga agagagccaa gcagttccat gaagcttgga gtaaacttat ggagtggcta 840 

gaagagtcag aaaagtcttt ggattctgaa ctggaaatcg caaatgatcc agacaaaata 900 

aaaacacaac ttgcacaaca taaggagttt cagaaatcac tcggagccaa gcattctgtc 960 

tacgacacca ccaacaggac t^gacgttct ctgaaggaga aaacctccct ggctgatgac 1020 

-aacctgaaac tggatgacat gctgagtgaa ctcagagaca aatgggatac catatgtgga 1080 

aaatctgtgg aaagacaaaa caaattggag gaagcccctg ttattttctg gacaattcac 1140 

agatgcccta caggctctca ttgattggtt atatagagtt gaaccccagc tggcagaaga 1200 

ccagcctgtt catggagaca''ttgatttggt gatgaatctg atcgataatc acaaggcctt 1260 

ccaaaaagag ttggggaaga ggaccagcag tgtgcaggcc ctgaagcgct cagcccgaga 1320 

\^actcatagaa ggcagtcggg atgactcctc ctgggtcaag gtccagatgc aggaattaag 1380 

cacacgctgg gagaccgtgt gtgcactttc tatatcaaag caaacacggt tagaagcagc 1440 

cctgcgtcag gcagaggaat tccactcggt ggtacatgcc ctcttggagt ggctggctga 1500 

ggcggagcaa accctgcgtt tccatggtgt cctcccagat gatgaggaitg ctctccggac 1560 

tctcattgat cagcataaag aattcatgaa gaaactggaa gaaaagagag ctgaactaaa 1620 

taaagccacc actatgggcg acaccgtttt ggctatctgc caccccgact ccatcactac 1680 

cattaagcac tggataacaa tcatccgggc gaggtttgag gaggtgctgg cctgggcaaa 1740 

gcaacatcag cagagattag caagtgctct ggctgggctt attgccaaac aggaattgtt 1800 

ggaagctttg ctggcttggt tgcaatgggc tgaaactaca cttactgata aggataaaga 1860 

agtcatcccc caggagatcg aagaggtgaa agcactcatt gcagaacacc agaccttcat 1920 

ggaggaaatg accagaaaac agcctgatgt tgataaagta acgaagacct ataagaggag 1980 

agctgctgat cct tec teat tacaatccca tattccagtc ttggataagg gacgagcagg 2040 

aagaaaacgc tttccagcat caagcttgta tccctetggg teacagacac aaattgaaac 2100 

caaaaatcct agggtaaact tactggtgag caaatggcag caagtctggc tcctggcgtt * 2160 

ggaaagaagg aggaaactca atgatgcctt ggacagacta gaggagctga gggaatttgc 2220 

taactttgat tttgatatct ggcgcaaaaa atacatgcga tggatgaatc acaagaaatc 2280 

tcgagtgatg gacttcttca ggagaattga taaagaccag gatgggaaaa taacgcggca 2340 

ggaatttatt gatggaattc tttcctcaaa gtttccaacc agtcgcttgg agatgagcgc 2400 

agttgcagac atctttgaca gagatggcga tggatatatt gaetactatg aatttgtagc 2460 

agcccttcac ccaaataaag atgcatataa acctatcaca gatgccgaca aaatcgaaga 2520 

tgaggtgaca aggeaggtag ctaagtgtaa atgtgcaaag cgatttcaag ttgagcagat 2580 

tggtgataat aaatacaggt tcttcctggg aaatcagttt ggagactccc agcaactgcg 2640 

actggtccgg atcctgcgga gtactgtgat ggttcgtgtt ggaggtggat ggatggcact 2700 

tgatgagttc ttagtgaaaa atgatccttg cagggccaaa ggaaggacaa acatggaact 2760 

gcgtgagaag ttcattttag cagatggtgc cagccagggt atggctgctt tccgaccccg 2820 

aggccgaaga tcccggccat catcacgagg cgcttcaccc aacagatcca cttctgtgtc 2880 

cagtcaggct gcgcaggcgg cctccccaca ggtccctgcc accaccacac ccaagattct 2940 

ccatccttta acacgcaatt atggtaaacc atggttgaca aacagcaaaa tgtcaactcc 3000 

ttgtaaagca gcagagtgct cagactttcc cgtgccatct gcagagggaa cgccaataca 3060 

aggaagcaag cttcgacttc caggatattt atcagggaaa ggcttccact ctggggagga 3120 

cagtggcttg ataacaactg cagctgccag agtccgaaca cagtttgctg attccaagaa 3180 

gactcccagc cgaccaggaa gtcgagctgg aagcaaagct ggcagcaggg ccagcagccg 3240 

ccgaggcagt gatgcatcag actttgacat ttcagaaatc cagtccgtgt gctcagatgt 3300 

ggaaactgtc ccccagacac acagacctac accccgagca ggttctcggc catccacagc 3360 

gaagccttca aaaatcccca cgccccagag gaaatcacct gccagcaaat tggacaagtc 3420 

ctcaaagaga tagtgcaatt ggttctacca aggcccttcc ttgagcattt attatttaag 3480 

tttgaacgat gtaaaatatg gtgtagaaat tcttgtgaaa tattgcaaga ggcgagttta 3540 

aaattctgca gatggcctta tttgtgtatt tgtcttttta ttttatctgt ataatttttt 3600 

ttgtcagata ttctggggtt aaagtcacat catatgtgag gaggaaaagt ttaacatgaa 3660 

ctaacatttc tgcactgtaa cgtgccgggc acacactaaa ctcagttact gtacctacag 3720 

gtaagtctac atcctctctg acagccacag cactacatca atccctgacg ttagggatac 3780 

ctcatgacat tttcctgttt ttatggaaac tctgagaagc tgaatgatac atgcagggga 3840 

tattttttga gatgatttaa atgtaaacca aaagatggaa gacaaaaaga caaacacacc 3900 

cacacgcagt ctttgcagta tctgacagag aactcacagg aagttacttc aagcacttgc 3960 

cagtactatg atattcaagt accttgcagc atttctctgc cattgctttc aatgaggcca 4020 

gaggcatcct ggatattaga cctattatac tgtaagaata taagtataaa gtgcgttcat 4080 

atacatgtga ggttttcttt tgcttgagtg gacagtagca cctgtatcat tgaacteatt 4140 
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ttgtatcaga gcaattttgc ttgcagaaag ctatgaaata aaacacgtcc cttaactgca 4200 

ttgctatgga attaattttt tttccccagg gaaaactagt gtattttttt atgagcaata 4260 

tcaatttgga gtgaccaaaa gatacttaaa aatgggttta ttttgatttc tcatctgaaa 4320 

taatcatgtt ctggatatta gacctattat actgtaagaa tataagtata aagtgcgttc 4380 

atatacatgt gaggttttct tttgcttgag tggacagtag cacctgtatc attgaactca 4440 

ttttgtatca gagcaatttt gcttgcagaa agctatgaaa taaaacacgt cccttaacac 4509 

gcaattatgg taaaccatgg ttgacaaaca gcaaaatgtc aactccttgt aaagcagcag 4560 

agtgctcaga ctttcccg 4578 



<210> 1998 
<211> 3309 
<212> DNA 

<213> Homo sapiens 



<400> 1998 

atggcggcgg gcggcgcgga gggcggctcg ggccccggcg ccgccatggg ggactgcgcg 60 

gagattaagt cgcaattccg cacgcgcgag ggtttctaca agctactccc gggcgacggc 120 

gccgctcgca ggtcgggtcc ggcttccgcc cagactccgg tgccgcctca gccaccgcag 180 

cccccgcccg gccctgcctc cgcctccggt cccggcgctg caggccccgc gtcgtccccg 240 

ccgcccgcag gccccggacc cgggcccgcc ctgcccgccg tgcgcctcag cctcgtgcgc 300 

ctcggggagc cggacagcgc cggggccggg gagccgcccg ccacgcccgc ggggctgggc 360 

tcggggggag accgcgtctg cttcaacttg ggccgtgagc tctatttcta cccaggctgc 420 

tgtcgtcgtg ggagccaacg gtggcataca ccattaactc cttttctccc acccctcaag 480 

tccattgacc tcaacaagcc aattgacaag cggatctaca agggcaccca gcccacctgc 540 

cacgatttca accagttcac tgctgccacc gagaccatct cgctgctggt gggcttctca 600 

gcgggtcaag tgcagtacct ggatctcatc aaaaaggaca ccagcaagct gttcaatgag 660 

gagcggttga tcgacaagac caaggtgaca tatctgaagt ggctgcctga gtcggagagc 720 

ctgttcctgg catcacacgc cagtggccac ctgtacctgt acaacgtcag ccacccctgc 780 

gcctcggccc cgccccagta cagcctgctg aagcaggtca tggggcttct ctttctatgc 840 

tgccaagagc aaggcacccc gcaacccgct ggccaagtgg gcggtgggtg aggggcccct 900 

caacgagttc gccttctcgc ccgatggccg gcacctggcc tgtgtgagcc aggatggctg 960 

cctgcgcgtc ttccacttcg actccatgct cctgcgtggg ctcatgaaga gctactttgg 1020 

gggcctgctg tgtgtgtgct ggagccctga cggccgctac gtggtgacgg gtggcgaaga 1080 

tgacctggtc accgtgtggt ccttcaccga gggccgcgtg gtggctcgag gccatggcca 1140 

caagtcctgg gtcaacgctg tggcctttga cccctacacc acaagggcag aggaggcggc 1200 

gacagcagcc ggtgctgatg gggagcggag cggcgaagag gaggaggagg agcccgaggc 1260 

tgcgggcaca ggctcggccg ggggcgcccc gctctctcca ctgcccaagg ctggctccat 1320 

tacttaccgc tttggctcgg cgggccagga cacgcagttc tgcctgtggg acctcactga 1380 

agacgtgctc tacccgcacc cccccctggc ccgcacccgc accctccctg gcacacctgg 1440 

caccacgcca ccggccgcca gcagctcgag gggtggcgag cctggcccag gccccctgcc 1500 

tcgctcgctg tcccgctcca acagtctccc gcacccagct ggcgggggca aggcgggcgg 1560 

cccgggtgtg gcggcagagc ctggcacacc attcagcatt ggccgcttcg ccacgctcac 1620 

actgcaggag cggcgggacc ggggggcaga gaaggagcac aagcgctacc acagcctggg 1680 

caacatcagc cggggtggca gtggcggcag tggcagtggt ggggagaagc ccagcggccc 1740 

tgttccccgc agccgcctgg accccgccaa ggtgctgggc actgcgctgt gcccgcgcat 1800 

ccacgaggtg cccctgctgg agccccttgt gtgcaagaag atcgcccagg agcggctcac 1860 

agtcctcctg ttcctggagg actgcatcat cactgcctgc caggagggcc tcatctgcac 1920 

ctgggcccgg ccgggcaagg cgttcacaga cgaggagacc gaggcccaga caggggaagg 1980 

aagttggccc aggtcaccca gcaagtcagt ggtagagggc atctcctccc aaccaggcaa 2040 

ctccccgagt ggcacagtgg tgtgaagcca tggatatcgg gcccccccaa ccccatgccc 2100 

ccagcctcct agccataacc ctccctgctg acctcacaga tcaacgtatt aacaagacta 2160 

accatgatgg atggactgct ccagtccccc cacctgcaca aaatttgggg gccccccaga 2220 

ctggcccgga cacgggcgat gtaatagccc ttgtggcctc agccttgtcc cccacccact 2280 

• gccaagtaca atgacctctt cctctgaaac atcagtgtta ccctcatccc tgtccccagc 2340 

atgtgactgg tcactcctgg ggagacactc cccgcccctg ccacaagagc cccaggtctg 2400 

cagtgtgccc ctcagttgag tgggcagggc cgggggtggt ccagccctcg cccggccccc 2460 

accccagctg cccttgctat tgtctgtgct tttgaagagt gttaaattat ggaagcccct 2520 

caggttcctc cctgtcccgc aggacctctt atttatacta aagttccctg ttttctcagc 2580 

gggtctgtcc ccttcggagg agatgatgta gaggacctgt gtgtgtactc tgtggttcta 2640 

ggcagtccgc tttccccaga ggaggagtgc aggcctgctc ccagcccagc gcctcccacc 2700 

ccttttcata gcaggaaaag ccggagccca gggagggaac ggacctgcga gtcacacaac 2760 
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tggtgaccca caccagcggc tggagcagga ccctcttggg gagaagagca tcctgcccgc 2820 

agccagggcc cctcatcaaa gtcctcggtg ttttttaaat tatcagaact gcccaggacc 2880 

acgtttccca ggccctgccc agctgggact cctcggtcct tgcctcctag tttctcaggc 2940 

ctggccctct caaggcccag gcaccccagg ccggttggag gccccgactt ccactctgga 3000 

gaaccgtcca ccctggaaag gagagctcag attcctcttg gctctcggag ccgcagggag 3060 

tgtgtcttcc cgcgccaccc tccacccccc gaaatgtttc tgtttctaat cccagcctgg 3120 

gcaggaatgt ggctccccgg ccaggggcca aggagctatt ttggggtctc gtttgcccag 3180 

ggagggcttg gctccaccac tttcctcccc cagcctttgg gcagcaggtc acccctgttc 3240 

aggctctgag ggtgccccct cctggtcctg tcctcaccac cccttcccca cctcctggga 3300 

aaaaaaaaa 3309 



<210> 1999 

<211> 3853 

<212> DNA 

<213> Homo sapiens 



<400> 1999 

tttttttttt ttggctccac tggctttaat 
ccttggggtt cgagggggct gggttacaaa 
ccccccggtt cctgtaaaaa ttaagtccca 
caccccaagg gagtgtgggc tgtgaggcag 
cggctgccag gatccacttc gctgccttct 
aggtggggcc gcggatgcgt gttttgtaca 
tgcgggccac aggaatggcc ttgatgaaga 
gccgcgcttc agcgatgact ccagtctggg 
cgtacacgta ggagccctct cgtgggggag 
cctcgacaga cagacacatc ttgtccaggg 
tgatggccgt gaggaacgac tgggggttga 
gggcaaagtc tgtcgtccag gcctcgagtt 
aggccgccag gcccatcatg gaggggtagg 
catagaagag agccgtggac agatcttcca 
gccccaggtt cagctccttg agcgaacggc 
cacattcttg aaaggcgact accacatagg 
cagccatgtt gaaagtctcc ggaatcttct 
tctcctcgcg ggacactccc gtgcctgccc 
ggacagtgcg gaacagcttc tctgaggtga 
gcaggccata cagataggga ctctcagggg 
ccttgtagtc caggttgggg gggatctgaa 
gcatctccgt ccggatgtat tcagccaggt 
ctgtgatgtg gccgccatac atgatttcac 
ccttggggtt ggcctccagg tagttgtaga 
tgttgaaggg gtacgaccgg ttccagccct 
cagcgtggaa gtagcacagg gcgaagagca 
tctccagggt gtcctgggtg aacaggtcca 
tggggggctc gttggtgatc ttgatggcgt 
tctcgggact gggggcaggc tccgctctga 
tgctgtagcg ctccagcttc ttgtccagtg 
tctgcagaat gacccagtgt cctttctctg 
cctcttgtcc ctgccccagg gacacattat 
gtttttttcc cagggcttcc acgtctttca 
agattgacgt ggaggggctg ctctcctcgt 
ccacgaactt gctgcccatc ttttcctcca 
ctggccgcag gcagcgcacc atgcacagct 
tggggaagat ctccttctcg ggggcttccg 
atccttcgat gtcactgtcc agatttttga 
cgccccagcc ttgatgctgg aggaagtcca 
accgcaggag gaaatccagc tccactgggt 
acgtaacttg tgccaggaaa atgagtttgt 
tgtagacgga gtaggtgatc tcgtccgtca 
caggggtggt cctctggatg gctttctcaa 
ggtagacggg gttgattttg ttgagatcgt 



ctgccccacc tcttccacac caacctccca 60 

ccccctgttt ttttaggaga ccgaaaaccc 120 

ggtccacagg taaaggcttg atttggggcc 180 

gagcgagcta aacctgtagg agcagcgcca 240. 

ctttggtctt caagttaaag gtccagacat 300 

cgggacactc atagatgttc ttggtctcca • 360 

tgacaggcat ggccggggtc agctctttca 420 

tgtcccagcg agccccttcc atgaagagtc 480 

cggtcatgtc ctctcggttt ttcttggtca 540 

gccactcgtt cttcctggcc atggactgca 600 

agaagccggc cagccacacg gtggtgggca 660 

ccctgatgcg gagcagcagg tttgcgtacc 720 

cccgggccac ccacgtatca ggcacggtgt 780 

cgtcggtcgt gatggtcagt tctcccttca 840 

gcatttcgtt ggtcaggatg ttcattcttt 900 

gggtcttttc cgctgccttt gccatgatct 960 

ccaggatgtc gtccagcacg gccttcacct 1020 

ccgagtccgt ctcttttggc tgcatttcca 1080 

ccgtcagaaa gccaatctct gcgttggggt 1140 

gcaggttctc atcgatgtat tcgtggtaac 1200 

agccgggggc cagcaggacg tctccctcca 1260 

aggtcctgca cagccgacgg tcccagtcat 1320 

caaaaaggta gcggagatcg tcccagggca 1380 

gcacgttgat ggagatggtg aggtccccgt 1440 

gggcgccgaa cttgcgcctc tctgccacca 1500 

tgcacttgaa ctccatctcc ttggtgcaca 1560 

gggccttgta caagttggcg tacatgcccg 1620 

tctccagaat gccctggggg atgatgtggg 1680 

tgaacacccg gtagtcctca tgtctgcccg 1740 

ttcccagcca ccgggccacc aggtggatat 1800 

cagccacgtc cagggcgttc tcagccacca 1860 

ggagttttcc attgtctatg gtaaacccta 1920 

aggggtcaac ccccggggag aggatgaaga 1980 

aggacttaga aaactcaaca ctccggcctt 2 040 

cgaagttctt gatagcgtag gtcatgcgat 2100 

tctgcagggc cgtcttgttc ttccactcct 2160 

actccaccag ctttttccag cgcttggcag 2220 

actcatccat ctccgagagg gccttgatcc 2280 

ctggtgagac cactccggcc ttaaaaggga 2340 

tcagctcctt cttcatggac aggacctgaa 2400 

ccctctcgaa gagtccccgg gccgtgtaca 2460 

ggttgatcac ccgctgcttc acctcgttgg 2520 

acaccacgtt gaaggccttg agggagaact 2580 

tcagtatgaa gtagagcaga gatgccctct 2640 
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ccgcagccgg gcggtagttc tctctcgctt cgttgatttt aacttctgtg atttttgcct 2700 

ccaccacctt ctcctcgatc tcgctggctg tgtgcttggt ggtctccaga ttctccacca 2760 

aggccgtgtc tcccagaaag ttccccgacg cagccgacag acgggccagg agcgaatctt 2820 

ccagctcttt cagaacaatc ttaaattcgt tttgagactt ggtgaggttt gccttcagct 2880 

gttccagatc tgggcgctct ttggccacca cagcggccaa gagttggtcc tcgagtccat 2940 

ccctggtgac caggaagttg atgagggtgc actgagcctg catctctggc ttgtagtgtg 3 000 

ggttgaagta cttggtgtgt aggatcaggc ggaacttggg gtggtactcc cacctccttg 3060 

tcaccgatct taatgtactt tcccttttta atcgtgttcc tgcccagtag agggtccagc 3120 

gcggggtcca cggtttcgcc gatgttctca atgagcaacg tgtccccttc cgaggtggcc 3180 

tgctcgatga catccaggta gctcttctgt cccaggcgga tggctttcag ttcactcctg 3240 

tatttgtttt tgatccactt gattccttgg agctgggcgt ccacgatcag cggccaccgc 3300 

tcggtgttgc ccaggatggt ggcattctcg gtggacatgc ggtcgctggg gaggccctgg 3360 

ttgttccagg tggccacgtc cgcgtcatct gtcagcaggc tcaagggatc caggccattc 3420 

gtgatcggga tggggacctt taagttatgt atgtaaggga tccagaattt ctccatcagc 3480 

tcattccggt atttcttggt gaagtagccc acgtaggaca cgaaggcaga gatgagcagg 3540 

acgtccccac acagcgtgac cccctggctc ctgaagttct ccacagactc agcccagcgg 3600 

atgttttccg atgctaatcc cccgaccagc ctgttcgcca gtaagatcac cctgttcgtg 3660 

gcatcggcct cttgctgaca cttgattttc tcagctgttg ctttttcaaa cgctgaggtt 3720 

aggttgctca ggttggcgtt aagttcctgc aaaaccaagt tggaaagctg ctggaaaacc 3780 

ccacgaggca tctctagccc cctgcagcgg cagcagggct gggccctgtg agcgctgaga 3840 

cgaaatcgtc gac 3853 



<210> 2000 

<211> 1732 

<212> DNA 

<213> Homo sapiens 



<400> 2000 

tttcgtgctt tttcctggga tagcgatgga gacgccgggc gcatcagcgt cgtccttgtt 60 

gcttcccgcc gcgtccaggc ccccgaggaa gcgcgaggcg ggagaggctg gggctgcgac 120 

gagcaagcag cgggtcctgg acgaggaaga gtatatcgag ggcctccaga cggtcatcca 180 

aagggatttc tttcctgatg tggagaagct ccaggcacag aaggagtacc tggaagccga 240 

ggagaatgga gacttggaac ggatgcgcca gattgccatc aagtttggct ctgccttggg 300 

caagatgtcc c?gggagcccc cgccacccta tgtgactcca gccacatttg aaacccctga 360 

ggtgcatgca ggcactggag tggtgggcaa caagcccagg ccccgcggcc gaggcctgga 420 

ggatggagag gctggagagg aggaggagaa ggagccgctg cccagcctag atgtcttcct 480 

gagccgctac acgagtgagg acaatgcctc cttccaggag atcatggagg tggccaagga 540 

gagaagccgg gcacgccacg cttggctcta ccaggctgag gaagagtttg agaagaggca 600 

gaaagataat ctcgaactcc cgtcagcaga gcaccaggcc atcgagagca gccaggccag 660 

tgtggagacc tggaagtaca aggccaagaa ttccctcatg tactatccag agggtgtccc 720 

tgacgaggag cagctgttta agaagccccg gcaggtggta cataagaaca cgcgcttcct 780 

t3^9ggacccc ttcagccaag ccctgagcag gtgccagctc cagcaggcag ccgccctcaa 840 

tgcccagcac aaacagggca aggtgggccc cgatggcaag gage tga tec cccaggagtc 900 

ccctcgagtg ggtggatttg gatttgttgc cactccttcc cctgcccctg gtgtgaacga 960 

gtccccgatg atgacctggg gggaggttga gaacacaccc ttgagagttg aagggtcgga 1020 

aacgccctac gtggacagga cacccggccc agcttttaag atcctggagc caggccgcag 1080 

ggagcggctg ggtctgaaga tggccaacga ggccgctgcc aagaaccggg ccaagaagca 1140 

ggaagccttg cggagagtga cggagaatct ggccagcctc acccccaaag gcctgagccc 1200 

agccatgtcg ccagccctac agcgccttgt gagcaggacg gccagcaagt acacagaccg 1260 

ggccctgcgg gccagctaca caccatcccc agcacgctcc acccacctca agaaccccgg 132 0 

gccagtgggc tgcagacccc cacaaagcac accgggcgct ctggctctgc cacacgcacc 1380 

octet tcaca caggacccgg ccttcaatca cggacaacct gctgcagctc cctgcecgge 1440 

gcaaagcttc ggacttcttt tagagccagg cctgggctgg gctcatagac gctteacaga 1500 

gcctgcaggg cagctgtaca cccagcagag gactceagcc ttctcggggc ccaggcctgg 1560 

gccagaagct gttgaccata ceaggagtca ctggagaaag gggctgtgct ggggccagac 1620 

tggcacaagg cactcgtgcc cacaccacac cccagggcct tgccaagctg tttgctgttt 1680 

aattggcccc ttgaactgtc attaaagaac acctaggtac agtcaaaaaa aa 1732 



<210> 2001 
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<211> 2213 

<212> DNA 

<213> Homo sapiens 



<400> 2001 

tttttttttt ttaactaaaa tggtcacttt taatgggaac cagaggtata gttacaatta 60 

catagtccga cacaaaaaaa cccttgggtg atcaggaatt ggaaggttac aaaataacga 120 

gggtaacact gggtacagga caaaaagctg ttccagaacc tggggagcca ggctaattaa 180 

tacggcctct ccctgcgatc ctgtctgtgc tcacccctgg aatccatctt gccagggcca 240 

aagccacctc tgtccccacc accccggccc cctcggaagc ctccacggtc cccgccgcgg 300 

ccccggtagc cgcctcgatc atagcctcct ctgccaccac gacgatcatc cccgtagtta 360 

ccccGcatgt gagagccacc tggtccccct cctgggccat ctggtttagg ggccttacac 420 

tggttgcatt cattcctcca agagaagttc atattctcac aggtgggatt aggacacttc 480 

cagtcaccag ctcgctgctg tcctccaccg ccaccacctc cactgggaaa tcctcctcgg 540 

ccaccaccac cactgccacc acctccatag cctccacggc ccatgggtcc tcctcgccct 600 

cggcctccac gaccattgcc accaccccga ttaaagtctg cccggcgagt agcaaatgag 660 

accttgatag gatttccgga gaattcttta ccatcaaacc agtcaatagc tgctttagct 720 

gaaggtgggt catcaaaaga gaccgttgcc tctcccttca gcttgccagt ttccctgtct 780 

gtgtacaaat taatcatggg ctgtcccgtt ttcttgtttg tcttaataat accaatctgc 840 

ttgaagtaat cagccacaga ctcaattgta acattctcac ccaggccttg cacaaagatg 900 

gtgttgttgt ctgaattatc ctgttcggag tcatgacgtg atccttggtc ccgagggcca 960 

ccaaatttat tgaagccacc acggtcactt ccgcccatgc cacctctgcc tccacggcca 1020 

cctccacgac ctctgggttc atagccacca ctgctgcggt tgtaaccagc agcgccgccg 1080 

cgagccgccg ccaccactgc cacccctgca gcggcctcca cggtcctggc tgtcgatagc 1140 

cacggctgcc agctgcacca gtctggtctt gattgccata accaccacca ccaccactgc 1200 

cgccgccgcc gccacctccg ccgccaccac cactaccact catggaggat tgatcttggc 1260 

catagctacc tccacctcca cctccacctc caccaccact gctgctgttg tactggttct 1320 

gctgtccata gcctcgaggg ggattatagc tttgctgctg tccatagctt tgctgctgtc 1380 

caeca tagct aggctgctgg ctgtagctcc cactctgggg ctgcccatag ctgctgctct 1440 

gagaactgct accgtaactt cccgaggtgc tgctgggagc tggctgctgg ccatagccag 1500 

gataggagga ctgctgcccg taagacgatt gggagctctg gctactgcca tagccgccag 1560 

tcgagccata tccctgggga gttgactgag ttccatagct gttctggctc tggccataag 1620 

aagaatagct gctctggcca tagcctgaag tgtccgtgga ctggctataa ccactgtaac 1680 

tctgctgtcc gtagggctga ctgctctgct gggaatagcc ctgcccgggc tgggtggggt 1740 

aggccccata gctttgggtt gcttgttggg tataatcgtt tgaggccatg tccgcgcacg 1800 

cgcgcacagg caagcaagca acgaagttcc aacaccgctg agcaccgacg cctggaggac 1860 

tgagcagccc cgcctcctgc gtcgaagctt aagtacgctc cgccgcctac gcaccgcgca 1920 

ggcgcgcacc aaacgcggaa gagcaggggg aggcaggaac gcactccgcc cccttcgtag 1980 

ggcaggtaga gggtccgagc aggcagaagg gaaacaagtt aactagaatc atgcgaatac 2040 

tatacataat catatttttt gaggaagaac ccctctctcc tcggcaggac tagcccacga 2100 

tctatctcca cccccatgaa ggcacagtgg tacggcctga gtgcccgctg ggggcggggc 2160 

gagggggcgg tcccggcggc tggggacgaa actggagtca cagccgggga gag 2213 



<210> 2002 

<211> 2213 

<212> DNA 

<213> Homo sapiens 



<400> 2002 

tttttttttt ttaactaaaa tggtcacttt taatgggaac cagaggtata gttacaatta 60 

catagtccga cacaaaaaaa cccttgggtg atcaggaatt ggaaggttac aaaataacga 120 

gggtaacact gggtacagga caaaaagctg ttccagaacc tggggagcca ggctaattaa 180 

tacggcctct ccctgcgatc ctgtctgtgc tcacccctgg aatccatctt gccagggcca 240 

aagccacctc tgtccccacc accccggccc cctcggaagc ctccacggtc cccgccgcgg 300 

ccccggtagc cgcctcgatc atagcctcct ctgccaccac gacgatcatc cccgtagtta 360 

ccccccatgt gagagccacc tggtccccct cctgggccat ctggtttagg ggccttacac 420 

tggttgcatt cattcctcca agagaagttc atattctcac aggtgggatt aggacacttc 480 

cagtcaccag ctcgctgctg tcctccaccg ccaccacctc cactgggaaa tcctcctcgg 540 

ccaccaccac cactgccacc acctccatag cctccacggc ccatgggtcc tcctcgccct 600 

cggcctccac gaccattgcc accaccccga ttaaagtctg cccggcgagt agcaaatgag 660 
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accttgatag gatttccgga gaattcttta ccatcaaacc agtcaatagc tgctttagct 72 0 

gaaggtgggt catcaaaaga gaccgttgcc tctcccttca gcttgccagt ttccctgtct 780 

gtgtacaaat taatcatggg ctgtcccgtt ttcttgtttg tcttaataat accaatctgc 840 

ttgaagtaat cagccacaga ctcaattgta acattctcac ccaggccttg cacaaagatg 900 

gtgttgttgt ctgaattatc ctgttcggag tcatgacgtg atccttggtc ccgagggcca 960 
ccaaatttat tgaagccacc acggtcactt ccgcccatgc cacctctgcc tccacggcca . 1020 

cctccacgac ctctgggttc atagccacca ctgctgcggt tgtaaccagc agcgccgccg 1080 

cgagccgccg ccaccactgc cacccctgca gcggcctcca cggtcctggc tgtcgatagc 1140 

cacggctgcc agctgcacca gtctggtctt gattgccata accaccacca ccaccactgc 1200 

cgccgccgcc gccacctccg ccgccaccac cactaccact catggaggat tgatcttggc 1260 

catagctacc tccacctcca cctccacctc caccaccact gctgctgttg tactggttct 1320 

gctgtccata gcctcgaggg ggattatagc tttgctgctg tccatagctt tgctgctgtc 1380 

caccatagct aggctgctgg ctgtagctcc cactctgggg ctgcccatag ctgctgctct 1440 

gagaactgct accgtaactt cccgaggtgc tgctgggagc tggctgctgg ccatagccag 1500 

gataggagga ctgctgcccg taagacgatt gggagctctg gctactgcca tagccgccag 1560 

tcgagccata tccctgggga gttgactgag ttccatagct gttctggctc tggccataag 1620 

aagaatagct gctctggcca tagcctgaag tgtccgtgga ctggctataa ccactgtaac 1680 

tctgctgtcc gtagggctga ctgctctgct gggaatagcc ctgcccgggc tgggtggggt 1740 

aggccccata gctttgggtt gcttgttggg tataatcgtt tgaggccatg tccgcgcacg 1800 

cgcgcacagg caagcaagca acgaagttcc aacaccgctg agcaccgacg cctggaggac 1860 

tgagcagccc cgcctcctgc gtcgaagctt aagtacgctc cgccgcctac gcaccgcgca 1920 

ggcgcgcacc aaacgcggaa gagcaggggg aggcaggaac gcactccgcc cccttcgtag 1980 

ggcaggtaga gggtccgagc aggcagaagg gaaacaagtt aactagaatc atgcgaatac 2040 

tatacataat catatttttt gaggaagaac ccctctctcc tcggcaggac tagcccacga 2100 

tctatctcca cccccatgaa ggcacagtgg tacggcctga gtgcccgctg ggggcggggc 2160 

gagggggcgg tcccggcggc tggggacgaa actggagtca cagccgggga gag 2213 



<210> 2003 

<211> 1418 

<212> DNA 

<213> Homo sapiens 



<400> 2003 

tttttttttt ttcttttcca ttggtttatt tgtatattgg tccacaacac attgaagcct 60 

cacagttcca agaatttttt tttttttcat atttgtggca aactgaggta gagacaatgc 120 

ttggcacaga ataggtacta gataaatatt agtggaatga acagccgaag cgactgactt 180 

ctaaatggag cagattgctc atttcacttc tgttcctcca cctcaacaaa cctttacatc 240 

ctcactgggt ttgtgagggc cagaggacag gtgtgggcct tgggtgtgat agggaaatgc 300 

taattttata caacctgagg gcatctgggt ctcacctttt gacccccaaa tgccctcaaa 360 

atgggattca atgagccagg gagggctttg aggaaggagg gagccatttg cccttcctcc 420 

tggccagaag agaatttgaa tttgctttga gtagcttatg ggcagggctg gaaggtgcag 480 

ttcatgactg gtcagcagct ttgaggctga tggaggcatg gggaaggatt aggggcctgg 540 

gagaaagcat tttatttccc tgtaccccac caccccaaca tgggggagaa aaacacaaca 600 

gcaaactgaa cagagcagag gccgaggcag caagaaccca aagacggaag ctgcttctag 660 

catcaggctc caggatgcaa ctgcggctct cagctctgcc ggctgagctt ccagatcctg 720 

cgaagcaagt caggttcctt ccttccctgc caggctggag taaggaggct gttctaggca 780 

ggcagtctgc agctgctcac caaggtctgg aacaagctgc cttccttctt tgccgagcag 840 

atgtggatgg cggtgggcct ggctaatcag gggtgttctg ctccggacag gctcatctag ' 900 

atttccatcc tgccaaaagt ttgtccttct ctcaaacgat tccgggagga gcgcaaactc 960 

ggctcttggg gagggcaggc gggccgggta cccttgaagg cgcaggcgcc tgatacagag 1020 

caggccccgg ggaagcagga ctcgggggca cggtcgccaa agtggggacc cgagcagcga 1080 

tccggaggga gagcattcag gcgcccgggc tgggggctac actgctggcg cgggatggcc 1140 

caggacagag tgggcgctat agcgtgagtg gccatcaggg ccgggcgggc ccggggaact 1200 

ggagggagag gtccctgggt ccctggcgac gtctctcgct ttctccagtt tctgccgtgc 1260 

tggcgtgccc cagcccacaa cattccctcg acctcttctg gggcggcgct caggcccccc 1320 

acatggcgaa aagggagggt gaagggatga ggcgcccctc ccgccttagc ccctcctcag 1380 

cccccacgcc acagccccca ctttctcccc agacgaaa 1418 



<210> 2004 
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<211> 1014 
<212> DNA 

•<213> Homo sapiens 



<400> 2004 

atggggaacg attctgtcag ctacgagtat ggggattaca gcgacctctc ggaccgccct 60 

gtggactgcc tggatggcgc ctgcctggcc atcgacccgc tgcgcgtggc cccgctccca 120 

ctgtatgccg ccatcttcct ggtgggggtg ccgggcaatg ccatggtggc ctgggtggct 18 0 

gggaaggtgg cccgccggag ggtgggtgcc acctggttgc tccacctggc cgtggcggat 240 

ttgctgtgct gtttgtctct gcccatcctg gcagtgccca ttgcccgtgg aggccactgg 300 

ccgtatggtg cagtgggctg tcgggcgctg ccctccatca tcctgctgac catgtatgcc 360 

,-agcgtcctgc tcctggcagc tctcagtgcc gacctctgct tcctggctct cgggcctgcc 420 

tggtggtcta cggttcagcg ggcgtgcggg gtgcaggtgg cctgtggggc' agcctggaca 480 

ctggccttgc tgctcaccgt gccctccgcc atctaccgcc ggctgcacca ggagcacttc 540 

ccagcccggc tgcagtgtgt /ggtggactac ggcggctcct ccagcaccga gaatgcggtg 600 

actgccatcc ggtttctttt tggcttcctg gggcccctgg tggccgtggc cagctgccac 660 

^agtgccctcc tgtgctgggc agcccgacgc tgccggccgc tgggcacagc cattgtggtg 720 

gggttttttg tctgctgggc accctaccac ctgctggggc tggtgctcac tgtggcggcc 780 

ccgaactccg cactcctggc cagggccctg cgggctgaac ccctcatcgt gggccttgcc 840 

ctcgctcaca gctgcctcaa tcccatgctc ttcctgtatt ttgggagggc tcaactccgc 900 

cggtcactgc cagctgcctg tcactgggcc ctgagggagt cccagggcca ggacgaaagt 960 

gtggacagca agaaatccac cagccatgac ctggtctcgg agatggaggt gtag 1014 



<210> 2005 

<211> 4956 

<212> DNA 

<213> Homo sapiens 



<400> 2005 

ttctcccggg acgacgattt cgttgaaaat cacagttatt ttgtttctgg gtgggaaaag 60 

caggtgatat tctcagtgga gaccaggaca aggaacagaa agacccttac tttgtggaga 120 

ccccctatgg ttatcaacta gacttagatt tcctcaaata tgtggatgac atacagaagg 180 

gaaataccat caaaagactg aacatccaga agaggcggaa gccgtccgtg ccatgcccag 240 

aacccaggac cacatctggt cagcaaggta tatggacttc cactgaatcc ctctcatcct 300 

ccaacagtga tgacaacaag cagtgcccca acttcctcat agccagaagt caagttacat 360 

caactccaat ctcaaagcca cctccccctc tggagacctc actccctttt cttaccatcc 420 

cagaaaatcg acagctgcca cctccctcac cacaactccc aaagcataac cttcatgtca 480 

ccaagacact gatggagacc cggagaagac tggaacagga gagagccacc atgcagatga 540 

caccgggtga gttcagaagg cccaggctgg ccagttttgg aggcatgggc accacaagct 600 

ccctcccttc ttttgtgggt tctggaaacc acaatcctgc caagcaccag cttcagaatg 660 

gataccaagg taatggggat tatggtagct atgccccagc tgctcccacc acttcctcca 720 

tggggagctc catccgccac agccccctga gctcagggat ctccacccca gtgaccaacg 780 

tgagccccat gcacctgcag cacatccgcg agcagatggc cattgctctg aaacgcctga 840 

aggagctgga ggagcaggtg cgaaccatcc ctgtgctcca ggtaaagatc tctgtcttgc 900 

aagaagagaa aaggcagttg gtctcacagc tgaaaaacca aagggctgca tcccagatca 960 

atgtctgtgg tgtgaggaag cggtcctata gtgcggggaa cgcctcccag ctggaacagc 1020 

tctcccgggc ccgaagaagt ggcggggaat tatacattga ctatgaggag gaagaaatgg 1080 

agaccgtaga acagagcacg cagaggataa aggagttccg gcaactttac agcagacatg 1140 

caagccctgg agcagaagat ccaggacagc agctgtgagg cctcctcaga gctcagggag 1200 

aatggagagt gccggtctgt ggctgtgggt gccgaggaga acatgaacga catcgtcgtg 1260 

taccacagag gctccaggtc ctgtaaggat gcagctgtag ggacacttgt tgagatgaga- 1320 

aattgtgggg tcagcgtgac agaggccatg cttggagtga tgactgaagc tgacaaagaa 1380 

attgagctgc aacagcagac catagaatcc ttgaaggaaa agatctatcg cctagaagta 1440 

cagcttagag aaaccaccca tgaccgggag atgactaaac tgaaacaaga gctgcaggct 1500 

gctggatcga ggaaaaaggt tgacaaagcc acgatggccc agccgcttgt tttcagtaag 1560 

gtggtggagg cagtggtgca gaccagagac caaatggtcg gcagtcacat ggacctggtg 1620 

gacacgtgtg ttgggacctc cgtggaaaca aacagtgtag gcatctcctg ccagcctgaa 1680 

tgtaagaata aagtcgtagg gcctgagctg cctatgaatt ggtggattgt taaggagagg 1740 

gtggaaatgc atgaccgatg tgctgggagg tctgtggaaa tgtgtgacaa gagtgtgagt 1800 

gtggaagtca gcgtctgcga aacaggcagc aacacagagg agtctgtgaa cgacctcaca i860 
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ctcctcaaga caaacttgaa tctcaaagaa gtgcggtcta tcggttgtgg agattgttct 1920 

gttgacgtga ccgtctgctc tccaaaggag tgcgcctccc ggggcgtgaa cactgaggct 1980 

gttagccagg tggaagctgc cgtcatggca gtgcctcgta ctgcagacca ggacactagc 2040 

acagatttgg aacaggtgca ccagttcacc aacaccgaga cggccaccct catagagtcc 2100 

tgcaccaaca cttgtctaag cactttggac aagcagacca gcacccagac tgtggagacg 2160 

cggacagtag ctgtaggaga aggccgtgtc aaggacatca actcctccac caagacgcgg 2220 

tccattggtg ttggaacgtt gctttctggc cattctgggt ttgacaggcc atcagctgtg 2280 

aagaccaaag agtcaggggt ggggcagata aatattaacg acaactatct ggttggtctc 2340 

aaaatgagga ctatagcttg tgggccacca cagttgactg tggggctgac agccagcaga 2400 

aggagcgtgg gggttgggga tgaccctgta ggggaatctc tggagaaccc ccagcctcaa 2460 

gctccacttg gaatgatgac tggcctggat cactacattg agcgtatcca gaagctgctg 2520 

gcagaacagc agacactgct ggctgagaac tacagtgaac tggcagaagc tttcggggaa . 2580 

cctcactcac agatgggctc cctcaactct cagctcatca gcaccctgtc gtctatcaac 2640 

tctgtcatga aatctgcaag cactgaagag ctgaggaacc ctgacttcca gaaaaccagt 2700 

ctgggtaaaa tcacaggcag ttatttggga tatacctgta agtgtggggg ccttcagtca 2760 

ggaagtccct taagctccca gacatcccag cctgagcaag aagtggggac ctcagaagga 2820 

aagccaatca gcagcctgga tgccttcccc actcaggaag gtacgctgtc tccagtgaac 2880 

ctgacagacg accagatcgc cgctggcctc tatgcatgta caaacaatga aagtacactg 2940 

aagtccatca tgaagaagaa agatggtaac aaagattcaa atggcgcaaa aaagaatctt 3000 

cagtttgttg gcattaatgg agggtatgaa acaacttcaa gtgatgattc cagctcagat 3060 

gaaagctctt cttccgagtc agatgacgag tgtgatgtca ttgagtatcc tcttgaagaa 3120 

gaggaggagg aggaggatga agacactcgg ggaatggcag aagggcacca tgcagttaat 3180 

attgaaggtt tgaagtctgc cagggtggaa gatgaaatgc aggttcaaga atgtgaacct 3240 

gagaaggtgg aaatcagaga gaggtatgaa ttaagtgaaa agatgttgtc tgcatgcaac 3300 

ttactgaaaa atactataaa tgaccccaaa gctttgacca gcaaagatat gaggttctgt 3360 

ctgaacaccc tccagcacga gtggttccgc gtgtccagtc agaagtcagc cattccagcc 3420 

atggtggggg actacatagc tgcttttgag gccatttccc cagatgtcct ccgctatgtc 3480 

atcaacttgg cagacggcaa cggcaacaca gccctccatt acagcgtgtc ccactccaac 3540 

ttcgagattg tgaagctgct gttagatgcc gatgtgtgta atgtggatca ccagaacaag 3600 

gcaggctaca cccccatcat gttggcggcc ctcgccgctg tggaagcaga gaaggacatg 3660 

cggattgtgg aagaactctt cggctgtggg gatgtgaatg ccaaagctag tcaggcggga 3720 

cagacggccc tcatgctggc ggtcagtcac ggacggatag acatggtgaa gggccttctg 3780 

gcctgtgggg ctgatgtcaa catccaggat gacgagggct ccacggccct catgtgtgcc 3840 

agcgagcacg ggcacgtgga gattgtcaag ctgctgctgg cccagcccgg ctgcaacggt 3900 

cacctagagg acaacgatgg cagcactgcg ctctcaatcg ccctggaagc aggacacaag 3960 

gacatcgctg ttcttctgta tgcccatgtc aactttgcaa aagcccagtc tccgggcacc 4020 

cctaggcttg gaaggaagac gtctcctggc cccacccacc gaggttcatt tgattgattg 4080 

tatgcaaata gccctttatt tacatgccac tattaagctg ctaattgttc ctgttggggt 414 0 

gacagatact gaatgtatac gtattgtgcc tgagctcacc agcaaacaga agcatcaagc 4200 

ccaggggtaa aggctgaagc tttcacagtg cagagactgc tagcctgggc acacgcacct 4260 

cctttctggc cgtcttctgt gtagggcaca ctttaaccca gtctctgttg ctgttgagtc 4320 

tctgctccgt tttgtacagt cacagggaat tctgatctga aggggcacct tctgttcact 4380 

cccacaaagt ggtgtctggt tctcactgag acgttttaag atttttccac aaatatttat 4440 

atgtactaaa tgtggaacca ttagaaagtt cttccaaaat ctcattccag catagttttg 4500 

gatttttctt ttgtcttatt ttaaaataag gaagtcgaga tgactttgat cattggtaac 4560 

ttgggcctgg gccagacaaa gtataaaact tacaaaagaa tattctcatt tggtcttaac 4620 

taggtagatg taatatatga ctttttataa aaagggtatc tatatgaact tgacacagta 4680 

ttttcagctt ttgtattcca tactaaagcc atgaagaact acacgtaaca tcatcatttg 4740 

tattaattgc acaactccaa tgctaaaggt tggattgtgt tagaggaatc ggctctgtat 4800 

ttgcctctag agaaacacag tgttctcttt gtatttatgg attccttttt accgtgtcac 4860 

atttactttg gtcctctatg tatttaaatg tttgaagtgc cttagactct tgccatattt 4920 

tcaaaataaa attccattaa gctcttaaaa aaaaaa 4956 



<210> 2006 

<211> 1687 

<212> DNA 

<213> Homo sapiens 



<400> 2006 

gccgcggtcg ctatggagga gccggagatg cagctcaagg ggaagaaagt cacggacaag 60 
ttcactgaga gcgtctacgt cctggccaac gagccatccg tggccctgta ccggctgcag 120 
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gagcatgtgc gtcgctccct ccccgagctg gcccagcaca aggcagacat gcagcgttgg 180 

gaggagcaga gccagggagc catctacact gtggagtacg cctgcagcgc cgtgaagaac 240 

ctggtggaca gcagcgtcta cttccgcagc gtggagggtc tgctcaaaca ggccatcagc 300 

atccgggacc atatgaatgc cagtgcccag ggccacagcc cggaggaacc acccccgccc 360 

tcctcagcct gatcctggaa gagactcggg gccccccagc ctccgccaac ccagacaaag 420 

atcattccac tcagcctggg acgatgggga ggaaaaaaat ccagatctcc cgcatcctgg 480 

accaaaggaa tcggcaggtg acgtt caeca agcggaagtt cgggctgatg aagaaggcct 540 

atgagctgag cgtgctctgt gactgtgaga tagccctcat catcttcaac agcgccaccc 600 

gcctcttcca gtatgccagc acggacatgg accgtgtgct gctgaagtac acagagtaca 660 

gcgagcccca cgagagccgc accaacactg acatcctcga gacgctgaag cggaggggca 720 

ttggcctcga tgggccagag ctggagccgg atgaagggcc tgaggagcca ggagagaagt 780 

ttcggaggct ggcaggcgaa gggggtgatc cggccttgcc ccgaccccgg ctgtatcctg 840 

cagctcctgc tatgcccagc ccagatgtgg tatacggggc cttaccgcca ccaggcgtgt 900 

gaccccagtg ggcttgggga agcactgccc gcccagagcc gcccatctcc cttccgacca 960 

gcagccccca aagccgggcc cccaggcctg gggcaccctc tcttctcacc aagccacctc 1020 

accagcaaga caccaccccc actgtacctg ccgacggaag ggcggaggtc agacctgcct 1080 

ggtggcctgg ctgggccccg agggggacta aacacctcca gaagcctcta cagtggcctg 1140 

caigaacccct gctccactgc aactcccgga cccccac tgg ggagcttccc cttcctcccc 1200 

ggaggccccc cagtgggggc cgaagcctgg gcgaggaggg tcccccaacc cgcggcgcct 1260 

ccccgccgac ccccccagtc aagcatcaag tctgagcgcc tcttcctccg gcccccgggg 1320 

gccccggcga ctttcctaag accttcccct atcccttgct cctcgcccgg tccctggcag 1380 

agcctctgcg gcctgggccc gcccctgcgc cggttgccct tggccgacgg ctggccccgg 1440 

taggagatca cccggtggca ccagcccaga gcgctcgcca ggtacggcga gggcacgtgg 1500 

ggacccccac ctccctccag gccttttcag agaagaccca tacagtgaca gcccccctcc 1560 

gcggtggggg cttggaggtg ggcggctgga ctcaatccag cgctgggggg ctcctttcct 1620 

tcttcctatt tgtgtgtata tccacaaata aaaacgcgcg tggcgtccgt ggaccagaaa 1680 

aaaaaaa 1687 



<210> 2007 

<211> 1708 

<212> DNA 

<213> Homo sapiens 



<40p> 2007 

cgatccctca acccctgcac tgcgctagtc ctaaagagga aatgtctcta cgctgcgggg 60 

atgcagcccg caccctgggg ccccgggtat ttgggagata tttttgcagc ccagtcagac 120 

cgttaagctc cttgccagat aaaaaaaagg aactcctaca gaatggacca gaccttcaag 180 

attttgtatc tggtgatctt gcagacagga gcacctggga tgaatataaa ggaaacctaa 240 

aacgccagaa aggagaaagg ttaagactac ctccatggct aaagacagag attcccatgg 300 

ggaaaaatta caataaactg aaaaatactt tgcggaattt aaatctccat acagtatgtg 360 

aggaagctcg atgtcccaat attggagagt gttggggagg tggagaatat gccaccgcca . 420 

cagccacgat catgttgatg ggtgacacat gtacaagagg ttgcagattt tgttctgtta 480 

agactgcaag aaatcctcct ccactggatg ccagtgagcc ctacaatact gcaaaggcaa 540 

ttgcagaatg gggtctggat tatgttgtcc tgacatctgt ggatcgagat gatatgcctg 600 

^tgggggagc tgaacacatt gcaaagaccg tatcatattt aaaggaaagg aatccaaaaa 660 

tccttgtgga gtgtcttact cctgattttc gaggtgatct caaagcaata gaaaaagttg 720 

ctctgtcagg attagatgtg tatgcacata atgtagaaac agtcccggaa ttacagagta 780 

aggttcgtga tcctcgggcc aattttgatc agtccctacg tgtactgaaa catgccaaga 840 

aggttcagcc tgatgttatt tctaaaacat ctataatgtt gggtttaggc gagaatgatg 900 

agcaagtata tgcaacaatg aaagcacttc gtgaggcaga tgtagactgc ttgactttag 960 

gacaatatat gcagccaaca aggcgtcacc ttaaggttga agaatatatt actcctgaaa 1020 

aattcaaata ctgggaaaaa gtaggaaatg aacttggatt tcattatact gcaagtgggc 1080 

cctttggtgc gttcttcata taaagcaggt gaatttttcc tgaaaaatct agtggctaaa 1140 

agaaaaacaa aagacctcta aaacttcaac aagaccttca agatcacaga aatttttaaa 1200 

atttgattcc agttaataac agaggtggtg ccagaatgcc tggactgcag tggatgtacc 1260 

ccacctcttt gcttaaaaaa aaaaatgtca atagccaggc atagtggctc acgcctgtaa 1320 

tcccagcact ttagggaggc ccaaggcggg tggatcacct gaggtcagga gtttgagacc 1380 

cagccctggc caacatggtg aaatcctgtc tccactaaaa acacaaaaat tagtcaggcg 1440 

tggtagtggg tgcctgtaat cccagctact cgggaggcta aggcaggaga atcacttgaa 1500 

cctgggaggg ggaggttgca gtgagccaag atcgctccat tgccctccag cctgggtgac 1560 

aagagcaaaa ctccatctca aataaataaa aaggaaaaaa aagtcaataa actgtacaaa 1620 
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tttaattaca gtaattcatt tggcttttag tgtatcttct ttgtcccaat taaacagttg 1680 
cttgctgtga tgtaatctta aaaaaaaa 1708 



<210> 2008 

<211> 1966 

<212> DNA 

<213> Homo sapiens 



<400> 2008 

agccggttcc tggtgtcccc acttcgcctc cctcctgctg cccccaagac atgcaggggc 60 

cctgggtgct gctgctgctg ggcctgaggc tacagctctc cctgggcgtc atcccagctg 120 

aggaggagaa cccggccttc tggaaccgcc aggcagctga ggccctggat gctgccaaga 180 

agctgcagcc catccagaag gtcgccaaga acctcatcct cttcctgggc gatgggttgg 240 

gggtgcccac ggtgacagcc accaggatcc taaaggggca gaagaatggc aaactggggc 300 

ctgagacfgcc cctggccatg gaccgcttcc catacctggc tctgtccaag acatacaatg 360 

tggacagaca ggtgccagac agcgcagcca cagccacggc ctacctgtgc ggggtcaagg 420 

ccaacttcca gaccatcggc ttgagtgcag ccgcccgctt taaccagtgc aacacgacac 480 

gcggcaatga ggtcatctcc gtgatgaacc gggccaagca agcaggaaag tcagtaggag 540 

tggtgaccac cacacgggtg cagcacgcct cgccagccgg cacctacgca cacacagtga 600 

accgcaactg gtactcagat gctgacatgc ctgcctcagc ccgccaggag gggtgccagg 660 

acatcgccac tcagctcatc tccaacatgg acattgacgt gatccttggc ggaggccgca 720 

agtacatgtt tcccatgggg accccagacc ctgagtaccc agctgatgcc agccagaatg 780 

gaatcaggct ggacgggaag aacctggtgc aggaatggct ggcaaagcac cagggtgcct 840 

ggtatgtgtg gaaccgcact gagctcatgc aggcgtccct ggaccagtct gtgacccatc 900 

tcatgggcct ctttgagccc ggagacacga aatatgagat ccaccgagac cccacactgg 960 

acccctccct gatggagatg acagaggctg ccctgcgcct gctgagcagg aacccccgcg 1020 

gcttctacct ctttgtggag ggcggccgca tcgaccatgg tcatcatgag ggtgtggctt 1080 

accaggcact cactgaggcg gtcatgttcg acgacgccat tgagagggcg ggccagctca 114 0 

ccagcgagga ggacacgctg accctcgtca ccgctgacca ctcccatgtc ttctcctttg 1200 

gtggctacac cttgcgaggg agctccatct tcgggttggc ccccagcaag gctcaggaca 126 0 

gcaaagccta cacgtccatc ctgtacggca atggcccggg ctacgtgttc aactcaggcg 1320 

tgcgaccaga cgtgaatgag agcgagagcg ggagccccga ttaccaccag caggcggggg 1380 

gtgcccctgt cgtccgagac ccacggaggc gaagacgtgg cggtgtttgc gcgcggcccg 1440 

caggcgcacc tggtgcatgg tgtgcaggag cagagcttcg tagcgcatgt catggccttc 1500 

gctgcctgtc tggagcccta cacggcctgc gacctggcgc ctcccgcctg caccaccgac 1560 

gccgcgcacc cagttgccgc gtcgctgcca ctgctggccg ggaccctgct gctgctgggg 1620 

gcgtccgctg ctccctgagt gccccactcc ggagttatcc tgctccccac ctccgggcgt 1680 

cctgccctgt tccccgtcct gagccgccac ttccagcgaa cacacacagg tgtcctgccg 1740 

ttggaccttc acctcctaga gataaaccag cctcagctgg cgcagcgggg cccttcttcc 1800 

ctccgcatcc ccttcaggga gcaggagccc agggcgccct gggagctgag cctgggactt i860 

ccaggacctc ccctcaggtt gttctctgat tcttcctccc aaccccagag actgcagatt 1920 

tgtgccatgc ggctgcctgc accccagaca ataaagggac caaaac 1966 



<210> 2009 

<211> 1343 

<212> DNA 

<213> Homo sapiens 



<400> 2009 

cggacgcgtg ggcgcggctg ctcaagatga accgactctt cgggaaagcg aaacccaagg 60 

ctccgccgcc cagcctgact gactgcattg gcacggtgga cagtagagca gaatccattg 120 

acaagaagat ttctcgattg gatgctgagc tagtgaagta taaggatcag atcaagaaga 180 

tgagagaggg tcctgcaaag aatatggtca agcagaaagc cttgcgagtt ttaaagcaaa 240 

agaggatgta tgagcagcag cgggacaatc ttgcccaaca gtcattcaac atggaacaag 300 

ccaattatac catccagtct ttgaaggaca ccaagaccac ggttgatgct atgaaactgg 360 

gagtaaagga aatgaagaag gcatacaagc aagtgaagat cgaccagatt gaggatttac 420 

aagaccagct agaggatatg atggaagatg caaatgaaat ccaagaagca ctgagtcgca 480 

gttatggcac cccagaactg gatgaagatg atttagaagc agagttggat gcactaggtg 540 
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atgagcttct ggctgatgaa gacagttctt atttggatga ggcagcatct gcacctgcaa 600 

ttccagaagg tgttcccact gatacaaaaa acaaggatgg agttctggtg gatgaatttg 660 

gattgccaca gatccctgct tcatagattt gcatcattca agcatatctt gtaaaacaaa 720 

cacatattat gggactagga aatatttatc tttccaaatt tgccataaca gatttaggtt 780 

tctttccttt ctttgaagga aagtttaatt acattgctct tttatttttt ccattaagag 840 

actcattgct tgggaaatgc tttcttcgta ctaaaatttg attccttttt ttcttatgaa 900 

aaacgaactc agtttaaaag tatttttagc tcgtatgact tgttttcatt cattaataat 960 

aatttgaaat aaaactaagg aaatggaatc ttaaaagtct atgacagtgt aactctacag 1020 

tctcaaaatg acctgataaa ttgataagac aaagatgaga ttattggggc tgttcatatt 1080 

atgattcaga atcattttct attgtggtat tataggttgg ttaaagtgat ggcctttttg 1140 

atgggttttg ttgtgtcttg tgaacaagtc gttactgtgt ccattattgg aatggaatta 1200 

tcactactgt atcatgagtg ggtattttga ttctatggtt ccctcagtat tacatcttga 1260 

cttgtaatca attatgaata tttcttgata tttaatgtat aggacattta tttatactca 1320 

ataaatattt ttcaaaaaaa aaa r-iA-^ 



<210> 2010 

<211> 2062 

<212> DNA 

<213> Homo sapiens 



<400> 2010 

tttttttttt ttcagagaca aacacttttt aatttcagta gcagtaggga aaaataacag 60 

catccatgca ttaaaactaa gagccttcac aaagacgttt caagatgtat tttgaacaaa 120 

agaggacagg ctcttgggcc ccctctgggt cctgcctcag cacatcgagt cctcaaatcc 180 

gagtgaggaa agtctgggga gctgcactgt ggagccatca gaaagtacct ggagcggctg 240 

ctgctgggct ggaaaagccg cagaagtcct cggcggtagc tggggttgct atggcaacag 300 

gagtcccagg ctgcccgtgc tttctggcca caacctttac ctcatcatta atgacttcaa 360 

agtggctcct cttcctcttc ttcaatgtcc aaatcattct gcctaagata tgcttgtaat . 420 

ggtccataca gtctctcctt gaaagctaag aaatccatca tgttcccttg aaagtgttgc 480 

aagaaaaaca gttcaatcaa atactccttg aagacctcct tcagagcctg catctcctgg 540 

tgatgatagt ccaggcactg cttcctcatc tgtgccatct ccggagaggc tgggggaatc 600 

tcctctaact tcttgggaac cttcttcatt cccgtgttcc ccacagacgt gagtgggagg 660 

ctggaaaggc ctgggggcac ggcagtcctg gaagggctgg tgggcggggg tggggacgtc 720 

atcccaaacc ccgctgcgcc cccagccccg gggagcagca cgccgggcgt cctctcgaag 780 

cccaggggcc ggggcagcgg cggcccctgc agcacctgct gctgctgaac cagctggccc 840 

tggatgatgc tgctgatctg cggtggcaag ttagccgtgg tgatgtggct tgggctggcc 900 

aggggctgca ggccggcccc acccgcggct gcagggctct ggggtcccag gtggtggatg 960 

gtgccccctg actgtgtgtg gggctgggag ggtctccgct ctcggactgt gatgggcgta 1020 

cccgggtgct ggagctgaac ctgggctccc tgggcgatct gggtgagccc tgacccatcc 1080 

tgaaacacaa agtgtccacc actggagggg ctcaagctga tctgcctcac cagcacgctg 1140 

gcatccacga agtcccctgt agggctgctg ctgcagaggc ccagcccagg gccaggggca 1200 

cctgcacgca cattctgcaa ggcctgcccc ggccccggac tgggctgcgt gggactctgg 1260 

gtctggacct gctgggacaa gggggacgtg acctgaatgt atgatggaga cccatgctca 1320 

aaccgccgag gctgagcgct gaactggaag cctggagagg tggggctggg gagcggcagt 1380 

ggggccagcg tgacctgtgg gcttccctgg agcccagggc ccacgccctg caggtcaaca 1440 

ttcatgttct gcccacccgc agggccccct ctcaccatca gctgctgtag ttggtggctg 1500 

ggggatggca gtgtgagggg cagggacggc tgggagcacg ctggctgctc ctcgcccgcg 1560 

ccggggcagg ccccaggcca ctggacatgg cgctggctgc tctgggagct gctgacgtgc 1620 

tgcatgacta cgtcttcagg aaatgctccc cagctcttgg gcaagataag tgtctttatt 1680 

ataaaaggcg tcaattcgca gcgtctttac tgtaaaggtg gtggtattat tagattcttc 1740 

ctttccacta acacaaaact cccagtgccg gaaggccctt gtcaggagca ggacccgcgg 1800 

aggggtccgt ggtcagttct gggacagctg ccgagcagcg cagcgcgtgg aatcaacttc i860 

actgctcacg tgcagcgcac actaagcgca ctcgtctttc ctggagtgca gaccaggccc 1920 

cgacctcagg gatcaggaca gcggggccaa ggggtcaaga ggcagaggcg gcgtcagcgc 1980 

cgtagacagc ggtctcgcga ggctggaacc aggcgggcgg cagtgacggg ggtgggcacc 2040 

aggggactgc tcgtgccgaa tt 2062 



<210> 2011 
<211> 998 
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<212> DNA 

<213> Homo sapiens 



<400> 2011 

gcagcgcgcc gtccggaatt gacgcatcga cccacgcgtt cgcccggtgc aagcacccaa 60 

tcaatgtgag acgagacccc agcatcccta tctatggact ccgacagtcc atcttattaa 120 

ataccaggct tcaggactgc tatgtggact cgccggctct caccaacatc tggatggcca 180 

gaacatgtgc aaagcagaac attaatgccc cagcaccagc taccacttcc tcttgggaag 240 

ttgtaaggaa cccattaatt gccagttcct tctccctggt taagcttgta ctcaggcggc 300 

aactgaagaa taagtgctgc ccaccaccat gcaagtttgg agaaggaaaa ctctcgaaga 360 

gattaaagca caaggacgat tcagtgatga aagccaccca gcaggccagg aaaagaaact 420 

tcatcagttc caagagcaag cagccagcag ggcataggag gcctgcagga ggcatcagag 480 

agagtaaaga aagttcaaag gagaaaaaac taacagtccg ccaagatctt gaggacagat 540 

atgctgaaca tgtggctgcc accccaagcg ctaccccagg acagtgggac agcagcctgg 600 

^6i999cccga gtgttgcttc ctgaaaccca aaagagacag cagttgtcgg aggacacgct 660 

aaccatccat ggtctcccca cagagggtta ccaggctctg taccacgctg tggtggagcc 720 

aatgctgtgg aatccttcag ggacccccaa gaggtacagc ctggagctgg gcaaggccat 780 

taaacaaaag ctctgggagg ctctttgcag tcagggtgcc atctctgaag gtgctcagag 840 

ggaccggttc cctggcagga agcagccagg tgtccacgag gagcctgtac tcaagaaatg 900 

gcccaagtta aagagcaaaa aataggaaca agaactcatg ggattagagt attctctgct 960 

agagatctga aaaataaaca caactttgca ccttcaaa 998 



<210> 2012 

<211> 1716 

<212> DNA 

<213> Homo sapiens 



<400> 2012 

atgggaaatt tggaattaag ccttcccaga ggagaatttc tgggaaatct acatttcata 60 

gtgaaatgga gggtgaagac acaagagatg attcattata ctctatttta gaagaattgt 120 

ggcaagatgc tgaacagata aagagatgtc aggaaaaaca caacaaactt ctgagtcgca 180 

ctactttcct caataagaaa atattgaata cagagtggga ttatgaatat aaagactttg 240 

gaaaatttgt tcatccaagc ccaaatctca ttctttcaca g'aaaagaccc cataaacgtg 300 

attcatttgg gaagagtttt aagcataatt tagacttaca tattcataat aaaagcaatg 360 

cagcaaagaa cctggataaa actattgggc atggtcaagt ttttacccag aactcttctt 420 

atagtcacca cgaaaataca catacaggag tgaagttctg tgaacgtaat caatgtggaa 480 

aagtcctcag cctcaaacac tcactcagtc aaaatgtgaa atttcccatt ggagagaaag 540 

caaacacatg tactgaattt gggaagatct tcacccagag gtcacatttc tttgctcctc 600 

aaaaaattca tactgtggaa aaacctcatg agcttagcaa atgtgtaaat gtttttacac 660 

agaagccact actcagtata tatctgagag ttcatagaga tgaaaaactc tacatatggt 720 

actaaaatgt gggaaagggc cttcatccca gaaattcaga attaattatg catgagaaaa 780 

ctcatactag agagaaaccc tataaatgca atgaatggtg ggaaatcatt tttccaggtg 840 

tcatctctac tcaggcatca gacaactcat actggagaaa aactctttga atgcagtgaa 900 

tgtggtaaag gcttctccct gaactcagcc ctcaatatac atcagaaaat tcacactgga 960 

gagagacatc acaaatgcag tgagtgtggg aaagccttta cccaaaaatc aacactcagg 1020 

atgcatcaga gaattcatac aggagagagg tcctatatct gtactcaatg tgggcaggcc 1080 

ttcatccaga aggcacactt gattgcacat caaagaattc atactggaga gaagccttat 1140 

gaatgcagtg actgtgggaa atctttccct tctaagtcac aactccagat gcataagaga 12 00 

attcatacag gagagaaacc ctatatatgc actgaatgtg ggaaggcttt caccaacagg 1260 

tcaaatctca atactcacca gaagtctcat actggagaaa agtcttatat atgtgctgaa 1320 

tgtgggaagg ccttcaccga caggtcaaat ttcaataaac accagaccat tcacactgga 1380 

gagaaaccct atgtttgtgc tgattgtggg agggccttca tccagaagtc agagttgatt 1440 

acacatcaga gaattcatac tacagagaag ccttataaat gt-cctgactg tgagaaatcc 1500 

ttctccaaga aaccacatct caaagtacat caacgaattc acacagggga gaaaccatat 1560 

atatgtgcag aatgtgggaa agccttcact gataggtcaa atttcaataa acatcagaca 1620 

attcatactg gagataaacc gtataaatgc agcgactgtg gaaaggggtt cacccagaaa 1680 

tcagttctca gtatgcatcg caatattcat acatga 1716 
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<210> 2013 

<211> 2057 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (2057) 
<223> n = a,t,c or g 



<400> 2013 

cggccgcgtc gacccgcacc atggggtccc gccacttcga ggggatttat gaccacgtgg 60 

ggcacttcgg cagattccag agagtcctct atttcatatg tgccttccag aacatctctt 120 

gtggtattca ctacttggct tctgtgttca tgggagtcac ccctcatcat gtctgcaggc 180 

ccccaggcaa tgtgagtcag/gttgttttcc ataatcactc taattggagt ttggaggaca 240 

ccggggccct gttgtcttca ggccagaaag attatgttac ggtgcagttg cagaatggtg 300 

tagatctggga gctctcaagg tgtagcagga ataagaggga gaacacatcg agtttgggct 360 

^atgaatacac tggcagtaag aaagagtttc cttgtgtgga tggctacata tatgaccaga 420 

acacatggaa aagcactgcg gtgacccagt ggaacctggt ctgtgaccga aaatggcttg 480 

caatgctgat ccagccccta tttatgtttg gaggccctac tggaatcggg ggacttttgg 540 

ctactttttc tgacaggcta ggacgccggg tggtcttgtg ggccacaagc agtagcatgt 600 

ttttgtttgg aatagcagcg gcgtttgcag ttgattatta caccttcatg gctgctcgct 660 

tttttcttgc catggttgca agtggctatc ttgtggtggg gtttgtctat gtgatggaat 720 

tcattggcat gaagtctcgg acatgggcgt ctgtccattt gcattccttt tttgcagttg 780 

gaaccctgct ggtggctttg acaggatact tggtcaggac ctggtggctt taccagatga 840 

tcctctccac agtgactgtc ccctttatcc tgtgctgttg ggtgctccca gagacacctt 900 

tttggcttct ctcagaggga cgatatgaag aagcacaaaa aaatagttga catcatggcc 960 

aagtggaaca gggcaagctc ctgtaaactg tcagaacttt tatcactgga cctacaaggt 1020 

cctgttagta atagccccac tgaagttcag aagcacaacc tatcatatct gttttataac 1080 

tggagcatta cgaaaaggac acttaccgtt tggctaatct ggttcactgg aagtttggga 1140 

ttctactcgt tttccttgaa ttctgttaac ttaggaggca atgaatactt aaacctcttc 1200 

ctcctgggtg tagtggaaat tcccgcctac accttcgtgt gcatcgccat ggacaaggtc 1260 

gggaggagaa cagtcctggc ctactctctt ttctgccagt gcactggcct gtggtgtcgt 1320 

tatggtgatc ccccagaaac attatatttt gggtgtggtg acagctatgg gttgggaaaa 1380 

ttttgnccat cggggcagca tttgggcctc atttatcttt atacagctga gctgtatcca 1440 

accattgtaa gatcgctggc tgtgggaagc ggcagcatgg tgtgtcgcct ggccagcatc 1500 

ctggcgccgt tctctgtgga cctcagcagc atttggatct tcataccaca gttgtttgtt 1560 

gggactatgg ccctcctgag tggagtgtta acactaaagc ttccagaaac ccttgggaaa 1620 

cggctagcaa ctacttggga ggaggctgca aaactggagt cagagaatga aagcaagtca 1680 

agcaaattac ttctcacaac taataatagt gggctggaaa aaacggaagc gattaccccc 1740 

agggattctg gtcttggtga ataaatgtgc catgcctgct gtctagcacc tgaaatatta 1800 

tttaccctaa tgcctttgta ttagaggaat cttattctca tctcccatat gttgtttgta 1860 

tgacttttta ataaattttg taagaaaatt ttaaagcaaa tatgttataa aagaaataaa 192 0 

aactaagatg aaaattctca gttttaaaaa ctgctttctt attgctgcaa aatatttttc 1980 

aacatttgtt tttctatgta gttgattctc aacctttccc caccaccccc ctaccaagct 2040 

cgtgccgaat tctgcgc 2057 



<210> 2014 

<211> 3111 

<212> DNA 

<213> Homo sapiens 



<400> 2014 

cgcagcgtcc cgccagccag ctccttgcac ccttcgcggc cgaggcgctc cctggtgctc 60 

cccgcgcagc catggctcag cacttctccc tggccgcctg cgacgtggtc ggattcgacc 120 

tggaccacac tctgtgtcgc tacaacctgc ccgagagcgc cccgctcatt tataatagct 180 

ttgcccagtt cctagttaag gagaaagggt acgataagga attgctcaat gtgaccccag 240 

aggattggga tttctgttgc aaaggtttgg cattggatct agaagatggg aacttcctta 300 

aacttgcaaa taatggcact gttctcaggg caagccatgg caccaagatg atgactccag 360 

aggtgctggc agaggcatat ggcaagaaag agtggaagca cttcttgtcg gacactggaa 420 
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tggcttgccg ctcaggaaag tattactttt acgacaacta ctttgacctg ccaggagctc 480 

ttctgtgtgc cagggtggtg. gactatttaa caaaactgaa caatggtcaa aaaacatttg 540 

atttttggaa ggatatagtt gctgctatac aacacaatta taaaatgtca gcttttaagg 600 
aaaactgtgg aatatatttt ccagaaataa aaagagatcc aggcagatat ttacatagtc . 660 

gtcctgaatc tgtgaaaaaa tggcttcgac agctaaagaa tgctgggaaa attcttctgt 720 

taattaccag ttctcacagt gattactgta gacttctctg cgccatatat tcttgggaat 780 

gattttacag acctttttga cattgtgatt acaaatgcat tgaagcctgg tttcttctcc 840 

cacttaccaa gtcagagacc tttccggaca ctcgagaatg atgaggagca ggaggcactg 900 

ccatctctgg ataaacctgg ctggtactcc caagggaacg ctgtccacct ctatgaactt 960 

ctgaagaaaa tgactggcaa acctgaaccc aaggttgttt attttggtga cagcatgcat 1020 

tcagatattt tcccagctcg tcactatagt aattgggaga cagtcctcat cctggaagaa 1080 

ctcagagggg atgaaggcac gaggagtcag aggcctgagg agtcagagcc tctagagaag 1140 

aaaggaaaat atgagggacc aaaagcaaaa cctttaaata cttcatctaa aaaatggggc 1200 

tctttttttt attgattcag ttttgggact ggaaaataca gaagactcct tggtttatac 1260 

atggtcttgt aagagaatca gtacttacag cactattgca attccaagta ttgaagcaat 1320 

cgcagaatta cctctggact acaaatttac aagattctct tcaagcaatt caaaaacagc 1380 

tggctactat ccaaatcctc cactggtctt atcaagtgat gagacactga tatccaaata 1440 

agttgtcttt actgaaaaat gaagtgaaga cccatatatg cagttaaaaa aaagttaatt 1500 

ttcaaaaaat actgtaaaag actttaagga acaagtttta ttgaccaata agttgatatt 1560 

tgtccatagg tctcctttct ataaatcatc ttgatgttta acaactctta ttatattaaa 1620 

atctcagtat cctaaaactt agaaccttat tgatattttc tatacagtag ttttgtgatt 1680 

agaattcacc tggggacaca cactcacacg cacagtcact cttacacata tgcctagtcc 1740 

agtggttctc aaagtgtgat ccatagacta atagcatagc attacctgag aacttgataa 1800 

tgcatatttg caggccccac gcaaaacctg ctgaatcaga agctctgaga gtaaggccta 1860 

cccaatctgg tttaacaagc ccgtcaggtg attctgattt acagtacagt ttgagaccca 1920 

ctggctagaa catatcctcc agagacttgg cttaattggt ctgggtaaat atggctgagc 1980 

gttgttatct tttgttatct tttatatgcc ctaggaaagt acaaccagaa ttgaaaacca 2040 

actgaggtat accagttctt tcaattaata gtcaagaaca ttgagtccag tgagattaag 2100 

tgatttttgc aggctatgag gttttatgct attcctgtgt tctccaaaac aagaaaataa 2160 

aaagacatga cttattctct gttcatacag caagtatgga aaaaagatga tctagaagtc 2220 

aactatctca acctccattg ttacccacta ggtttttttc taataatgtt aaaggctatt 2280 

taatttattt aatcaacttt aagcattaca ttctcaattg gggacaaaaa ttggttcttg 2340 

gggtgaaaaa atattagata tggcttgtgg acttccaata tcatcctatc caacaaaatc 2400 

ttattcctta gtattaattt atctcattgg gaagaaattt gtagttaaaa ctaatataat 2460 

ttgaatttaa tttctgtaat tgggaaggag ggtaataatg aacaaaaagt ttgagaaaaa 2520 

aatgctttaa tgggttttac aggcatgcta caatccagga ctgtggtgtt ctatgtgccg 2580 

tgtatggtca tattagtagc tatttgttgc aagatacttg aagccaaatg tttgcagtat 2640 

aggttcctgg ctactgttta tgctgtgatt tcactctgtc tatcatgggc agtattagaa 2700 

aacacactgg ttttcactat ctggtttaca aaccctatca ttattttacc tggattgaag 2760 

tgcagaattt ggcatatcga tgcatgcaat ggaaagaaaa aaaatttgtt aaaatttgta 2820 

aatgttcagc taaatctcag atatactgtg ggatgagtat ctcagggtag gtaacaaaaa 2880 

aacaaacaaa aaaaaatcac tgaaattttt ccctcacagt cagtagcttt gtttgatatt 2940 

taacaataag tatatggtga tatacttgaa atttatgtcc agaatgtcac tggaatatta 3 000 

caatgagcat aaataatcaa gcttaggact aaatgaaaga tactatctca tgtatgcttt 3060 

aaatagagaa tttatttctt ttaaaaataa agctattttt ccttaaaaaa a 3111 



<210> 2015 

<211> 4113 

<212> DNA 

<213> Homo sapiens 



<400> 2015 

aatgaagcct tgaggacgtc gcaccggact ggaattcctg ggtcgacgat ttcgtggcag 60 

cggggaccag ggctggcagg ttaagcctct gggggtggat cctgaaaggt ggtccagccg 120 

cctggccctg • cgtgggaccc tccacctggc agcaggtacc caaacaaggg ctggacagca 180 

gggtctcgct ctgtcacaca ggctggagtg cagtggtgtg atcttggctc atcgtaacct 240 

ccacctcccg ggttcaagtg attctcatgc ctcagcctcc cgagtagctg ggattacagg 300 

tggtgacttc caagagtgac tccgtcggag gaaaatgact ccccagtcgc tgctgcagac '360 

gacactgttc ctgctgagtc tgctcttcct ggtccaaggt gcccacggca ggggccacag 420 

ggaagacttt cgcttctgca gccagcggaa ccagacacac aggagcagcc tccactacaa 480 

acccacacca gacctgcgca tctccatcga gaactccgaa gaggccctca cagtccatgc 540 
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ccctttccct gcagcccacc ctgcttcccg atccttccct gaccccaggg gcctctacca 600 

cttctgcctc tactggaacc gacatgctgg gagattacat cttctctatg gcaagcgtga 660 

cttcttgctg agtgacaaag cctctagcct cctctgcttc cagcaccagg aggagagoct 720 

ggctcagggc cccccgctgt tagccacttc tgtcacctcc tggtggagcc ctcagaacat 780 

cagcctgccc agtgccgcca gcttcacctt ctccttccac agtcctcccc acacgggcgc 840 

tcacaatgcc tcggtggaca tgtgcgagct caaaagggac ctccagctgc tcagccagtt 900 

cctgaagcat ccccagaagg cctcaaggag gccctcggct gcccccgcca gccagcagtt 960 

gcagagcctg gagtcgaaac tgacctctgt gagattcatg ggggacatgg ggtccttcga 1020 

ggaggaccgg atcaacgcca cggtgtggaa gctccagccc acagccggcc tccaggacct 1080 

gcacatccac tcccggcagg aggaggagca gagcgagatc atggagtact cggtgctgct 1140 

gcctcgaaca ctcttccaga ggacgaaagg ccggagcggg gaggctgaga agagactcct 1200 

cctggtggac ttcagcagcc aagccctgtt ccaggacaag aattccagcc aagtcctggg 1260 

tgagaaggtc ttggggattg tggtacagaa caccaaagta gccaacctca cggagcccgt 1320 

ggtgctcacc ttccagcacc agctacagcc gaagaatgtg actctgcaat gtgtgttctg 1380 

ggttgaagac cccacattga gcagcccggg gcattggagc agtgctgggt gtgagaccgt 1440 

caggagagaa acccaaacat cctgcttctg caaccacttg acctactttg cagtgctgat 1500 

ggtctcctcg gtggaggtgg acgccgtgca caagcactac ctgagcctcc tctcctacgt 1560 

gggctgtgtc gtctctgccc tggcctgcct tgtcaccatt gccgcctacc tctgctccag 1620 

ggtgcccctg ccgtgcagga ggaaacctcg ggactacacc atcaaggtgc acatgaacct 1680 

gctgctggcc gtcttcctgc tggacacgag cttcctgctc agcgagccgg tggccctgac 1740 

aggctctgag gctggctgcc gagccagtgc catcttcctg cacttctccc tgetcacctg 1800 

cctttcctgg atgggcctcg aggggtacaa cctctaccga ctcgtggtgg aggtctttgg 1860 

cacctatgtc cctggctacc tactcaagct gagcgccatg ggctggggct tccccatctt 1920 

tctggtgacg ctggtggccc tggtggatgt ggacaactat ggccccatca tcttggctgt 1980 

gcataggact ccagagggcg tcatctaccc ttccatgtgc tggatccggg actccctggt 2040 

cagctacatc accaacctgg gcctcttcag cctggtgttt ctgttcaaca tggccatgct 2100 

agccaccatg gtggtgcaga tcctgcggct gcgcccccac acccaaaagt ggtcacatgt 2160 

gctgacactg ctgtgcctca gcctggtcct tggccctgcc ctgggccttg atcttcttct 2220 

cctttgcttc tggcaccttc cagcttgtcg tcctctacct tttcagcatc atcacctcct 2280 

tccaaggctt cctcatcttc atctggtact ggtccatgcg gctgcaggcc cggggtggcc 2340 

cctcccctct gaagagcaac tcagacagcg ccaggctccc catcagctcg ggcagcacct 2400 

cgtccagccg catctaggcc tccagcccac cfcgcccatgt gatgaagcag agatgcggcc 2460 

tcgtcgcaca ctgcctgtgg cccccgagcc cggcccagcc ccaggccagt cagccgcaga 2520 

ctttggaaag cccaacgacc atggagagat gggccgttgc catggtggac ggactcccgg 2580 

gctgggcttt tgaattggcc ttggggacta ctcggctctc actcagctcc cacgggactc 2640 

agaagtgcgc cgccatgctg cctagggtac tgtccccaca tctgtcccaa cccagctgga 2700 

ggcctggtct ctccttacaa cccctgggcc cagccctcat tgctgggggc caggccttgg 2760 

atcttgaggg tctggcacat ccttaatcct gtgcccctgc ctgggacaga aatgtggctc 2820 

cagttgctct gtctctcgtg gtcaccctga gggcactctg catcctctgt cattttaacc 2880 

tcaggtggca cccagggcga atggggccca gggcagacct tcagggccag agccctggcg 2940 

gaggagaggc cctttgccag gagcacagca gcagctcgcc tacctctgag cccaggcccc 3000 

ctccctccct cagcccccca gtcctccctc catcttccct ggggttctcc tcctctccca 3060 

gggcctcctt gctccttcgt tcacagctgg gggtccccga ttccaatgct gttttttggg 312 0 

gagtggtttc caggagctgc ctggtgtctg ctgtaaatgt ttgtctactg cacaagcctc 3180 

ggcctgcccc tgagccaggc tcggtaccga tgcgtgggct gggctaggtc cctctgtcca 3240 

tctgggcctt tgtatgagct gcattgccct tgctcaccct gaccaagcac acgcctcaga 3300 

ggggccctca gcctctcctg aagccctctt gtggcaagaa ctgtggacca tgccagtccc 3360 

gtctggtttc catcccacca ctccaaggac tgagactgac ctcctctggt gacactggcc 3420 

tagagcctga cactctccta agaggttctc tccaagcccc caaatagctc caggcgccct 3480 

cggccgccca tcatggttaa ttctgtccaa caaacacaca cgggtagatt gctggcctgt 3540 * 

tgtaggtggt agggacacag atgaccgacc tggtcactcc tcctgccaac attcagtctg 3600 

gtatgtgagg cgtgcgtgaa gcaagaactc ctggagctac agggacaggg agccatcatt 3660 

cctgcctggg aatcctggaa gacttcctgc aggagtcagc gttcaatctt gaccttgaag 3720 

atgggaagga tgttcttttt acgtaccaat tcttttgtct tttgatatta aaaagaagta 3780 

catgttcatt gtagagaatt tggaaactgt agaagagaat caagaagaaa aataaaaatc 3840 

agctgttgta atcacctagc aaaaaaaaaa aaaggggggg cccttttaaa agaacccttg 3900 

gggggcccaa ttttaacggg ggagggcaag gaaaaatttt tttctttatg gggggcggaa 3960 

taaaaaccac tttgggaatt ttggaaagga accttttttt tggggggggg ccatatgggc 4020 

ccaccccccc cacggatttt aagggcttta gggaaaaaaa aaatttttaa ggggaaaagg 4080 

ggggaaaaca accccaaaag ccttgctgtt gaa 4113 



<210> 2016 
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<211> 4357 
<212> DNA 

<213> Homo sapiens 
<400> 2016 

aagcggctcg ggctgcggct ggctcagagt gccgcggggg gcgtggggcg gtgctgagga 60 

gctgaagccg tggccagctc gacgccggac agtccagcga gcagcacggc gggaaccggc 120 

agccggagca gtcccggagc agaagcagca gcagcagcag cagccctcgc cgttcgcgga 180 

gcgcagccga gccggccatg gcgttgtcga tgccgctgaa tgggctgaag gaggaggaca 240 

aagagcccct catcgagctc ttcgtcaagg ctggcagtga tggtgaaagc ataggaaact • 300 

gccccttttc ccagaggctc ttcatgattc tttggctcaa aggagttgta tttagtgtga 360 

cgactgttga cctgaaaagg aagccagcag acctgcagaa cttggctccc gggacccacc 420 

caccatttat aactttcaac agtgaagtca aaacggatgt aaataagatt gaggaatttc 480 

ttgaagaagt cttatgccct cccaagtact taaagctttc accaaaacac ccagaatcaa 540 

atactgctgg aatggacatc tttgccaaat tctctgcata tatcaagaat tcaaggccag 600 

aggctaatga agcactggag aggggtctcc tgaaaaccct gcagaaactg gatgaatatc 660 

tgaattctcc tctccctgat gaaattgatg aaaatagtat ggaggacata aagttttcta 720 

cacgtaaatt tctggatggc aatgaaatga cattagctga ttgcaacctg ctgcccaaac 780 

tgcatattgt caaggtggtg gccaaaaaat atcgcaactt tgatattcca aaagaaatga 840 

ctggcatctg gagataccta actaatgcat acagtaggga cgagttcacc aatacctgtc 900 

ccagtgataa ggaggttgaa ataggcatat agtgatgtag ccaaaagact tcaccaagta 960 

aaatcgcgtt tgttaaaaga ggtgtctttc atgtcttccc cttaaggaat acggttttcc 1020 

taacaggcta ctccttcctg tagagcagaa attgtatttt gcacgaacat gcagttattg 1080 

aagattagga tcaaggatag acaaggtata gtagttatct taaaatatac actcctaagc 1140 

agtattattt taaaatcctt taccctggct acctccccta cccgggttcc cctctcttta 1200 

atttggagac actccaccac aaacttttca ctttagaggt agcttgccat ctctcaggag 1260 

ccctcaccat tgtgtccatt cactgtgtat agatggcaga acttttgagg tgcaatgttt 1320 

aattgttaaa aatagtagcc acgactttat caggcagccc caaactggtg cataatgcat 1380 

ggtacaagaa atatttatgt attttttgga attttgtaat atttagtaag agtatatgaa 1440 

aggattgcta ctgtatcaga aatattgttt caatttagtc tatcctggat atgtactaac 1500 

gaatattacc accagagaag agagctttct acaaaagtca ctacagattt tgctatattg 1560 

ctttgtagat agatttttac ttttgcctaa aagcatttat ccttcatacc aattgtaaca 1620 

tctgacacca tgtagaagct aaaagtttag agggagtgag cgttttctca agaccttcct 1680 

caagcatttt atctttagaa gagaaactga tgggcacctg atactctgtc taaatacgtt 1740 

tgttatatgt gttttgccct gtgccattca tttggaactt tattgcattc tttattttaa 1800 

aaaccttgtt tttacgtaat catagagctt gctatttgta catctgttga gcaacactac 1860 

ataactgatt tttagttgac ttagctatag cagtacaatg attagtaatg taaaaattaa 192 0 

cacagaaatt aacctaagga atgaagggtg ggtttgtcaa aatatcaagt aaatttttgt 1980 

ttctaaagta catttaatgt agatgaccta aagaatgcgt tatccatcct atataaaaga 2040 

aagataaaac acaggtcacc aattttctca tttcacccca tttaccttgt atagaggatt 2100 

gttcattcct ttgggactaa gttatagtta tggtgagtgt gtatttactg tagttttgcc 2160 

tgatctcact cattgcactt cctggagtta aattttccaa cagccatgtt gaggaatagc 2220 

actctgcatg tttttgtttt gtttttcggg gtttttttta attgaagccc taaaccagga 2280 

attatttgtg ttctaacagg aggatgaact tgctgaaaat aaaactttgc tatgtattta 2340 

ctctttttta aaagacaaaa gcaaaaccag actttctacg tactactcca aagactgtga 2400 

ttgtgactat aatacatttt tggtaatttt tttataccta atttgtatag gaagtgctat 2460 

ttctcatagg ctgtttcttg aaattttaag tttattgctt taaaatggca gtgtttctcc .2520 

cactttgata tgctaacatt tagtaagcac tggctttatg aaagcggctt tttataagta 2580 

tactgcatta tttgagccta tcattaatta gcttagtatg aaagataagg aaaaatctcc 2640 

atgttgtatc catttggctc aggaagattc tttgccttac ctttcttaga actctttatt 2700 

gcttatcaaa agtttgagta cccgcttggt ttttttttgg taattaaata ttgtatgatt 2760 

tatctggttc aaggaagatg cactattcag ttatctattg agaaattatt ttgcagtggt 2820 

tttagtgggt gaaaatgtcc catctgcacc agtacacagg caggcattat cattcttcac 2880 

ctacttttta aatagtggca acttgggatt cattctggtg attctgaacc ttgcctcata 2940 

gcttaaagta taaaaaagat tcaagagcag tgaggtttgt tctttccagt gaatggtgga 3000 

ctgagtggtg cgaggtggag ggctaacaag aggaaagaac tacattcttc agaatacagt 3060 

gatgaaaatt cattttgaaa ctcaaatatt ttcattttgg atattctcct gtttttatta 3120 

aaccagtgat tacacctggc catccctcta aatgttctag gaaggcatgt ctattgtgat 3180 

tttgatgaag acagaattat ttttctctgt agaaacacag ataccacttt atcagggaag 3240 

ttagtcaaat gaaatggaaa ttggtaaatg gacaaaagct agctagtaaa aaggacgacc 3300 

cagcaacatg ctttaacccc attgtatgtt tgtggaaaga gcatagttta acatcttgag 3360 

aaatttggga cataaagttt tcatggtaga cagttcatgc agtatatgaa ttgacataat 3420 

ggaaataatc tgattttatt tttacaacta acatccattc cccttcattt aaacaccttt 3480 
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tgtgttttac ttcagtgagg agattggagt ctgaatggat ctgttttcca agagattctg 3540 

agaaattttt gtattcagca gttggaaagc tctctattct agttgataaa acttcccttt 3600 

tttgatgtag atgcagatat tctatacagt tctgttgtct tttactagga ctgtaaactt 3660 

ttgtgataaa attcaaataa gattttattt cttggtaatt ttggctttca caatttatct 3720 

ttaaatcctt gagcaatctg tatacaatta agagatttct gacatttatt cttacactaa 3780 

atggatcaac tctaggattt aggcatgtta acttctgttg tgttttgaat ctctccagag 3840 

ttgcatgtag atagcattta tttctgtgcc cttaaaccca tttagaaaat aactacaaag 3900 

taaaaatgta gaggaaatag aaatgtattt tttcatgaac attttgatac aaatttcatc 3960 

atttaatgat tcaccaattt cttgcattaa tttgaattta agcatttaat tcaaagagag 4020 

gggagcatcc attattgata catgtgggct tttaaaaact ccatccttta taaatagtca 4080 

aggtttgggc cacacaaagt atatttttat catggaaaaa tttcaactcc tcaagccgta 4140 

atgttgaaca gaattggagt attttcttta taatttcttg aacaggcaaa tgaaagctta 4200 

ttatagaatg catgtatttt cttttatctt tggaacatca gcaccagtat attgctggca 4260 

gctattgtat taaaaaataa agtatatttt cactatcata aaggattctt ttttcccccc 4320 

tcatgaaaat aaacaacaac ttggggtaaa aaaaaaa 4357 



<210> 2017 

<211> 2317 

<212> DNA 

<213> Homo sapiens 



<400> 2017 

tttttttttc agttgagcag acatttatta agcacctatc aagtgcaagg cactgtgcta 60 

ggcgccgtgg gaaatacaga gaacacaggc ggtccctgcc cacgaggagc tcacagtcta 120 

gaaagggcag caagacagta cacaatcagt ggcagcagca ccagccagag tggcaagtgc 180 

tcaaagcgag acacaaagtg ctgtgcggtc acaacatcat ggggatgctt ctggcagaag 240 

cactggaaag gagacgagga ctcaggctgg gccttccagg agggaagcca tttgggagaa 300 

gggcatctct agcggagaga ggtccatctg cagagcccac aggtcatggg aaacatgtgg 360 

ctgcagggag agtttgggga cagtcaagta tggctgggag gtggacagcc acggacacta 420 

agctcaggag atgtgaactt tgtggtctgg tcaaacagcc actgcagatc acttcgcagg 480 

^ggaggggtg actagaagta tgttactgga aggtaaatct ggccacactg cagcatctgg 540 

acggcagagg gcagcgctgg gaggggccag ccagttaggg ccccaccacc cctgggtgtc 600 

tgagagtggg .agtagcgggc aggggccagc aaagcacgag ggcagagcag gggaccatac 660 

ggagggtggg tgtggaagaa gggaggggcc ccatgcaagc tgcaggtctg gggagcctga 720 

ggatgtcata gggcttcctg gtagagtgga aagtgcactc ctgaaggtca gggccagtca 780 

ctacagagag gggacagcga ggagagggac ggtgtggccc taagggtgac tgcagtttct 840 

caacatgtgg tccgtggatc acctgcatgg gaactgcctg gggaatgcgc tcatttgcag 900 

attcccgggc cttcctccag aactactggg caagcatctg ccgggtcatg cccggtaacc 960 

tacattctta acaccagctg ccctctccac caccacgagc cccaaaggtg gggaaaagtc 1020 

tgcaagccac ctgcagagga agaatagggt gttaaggact ggctttaggc aaaaagaaga 1080 

gacaaaaaga atgagggagg tctgggagtg agggaagtgg tgggaagcag ggaaagtccg 1140 

gtcaagccat gtgcaccaag acagagcccc agcgcggcct tgcagccagg caccgggccg 1200 

tccccaaggg ctgctctcag tccgctttca cttggtgggc gaaagccaca tttgcaaact 1260 

gggaagtgga gagtgggagg tgaggggaag cactagcaat gaatgaagag gattcttccg 1320 

ggaatcaggc tgtttcaatc taaaacatcc aagataagtg gaaaacactg gggaggaagg 1380 

tgatgaacag acggaggtga gccagagaca ccgcctgggc aagtcggcca ggaggcggga 1440 

ggcgtgggtc agagacactg caggaactgg gtgaggacaa ggaggtgcga ggaaaggggt 1500 

tgggggatgg tcccacaggc agccacacct gaggcgtggg aggcaggtag gagctggggg 1560 

agggcgggga gaagaggggt ttctgtgtgt agatctgagt cctccctcac atcccagccg 1620 

tgccacaagc cgcatcggca tgaggccggc tctcccttct tcactggtct caaaagccac 1680 

ccaggcccaa cgtcccggcc agacagccga gcctgcctag caacgctgac cggccgccca 1740 

ggatggccca gacaccttct gtctcctgaa tgcagcctac aggggttcaa acagactgct 1800 

tgcattaagg taagacaagg etc ttt tact tccagagaca gcggcctgga gcctcgggaa 1860 

gaatgtaggc ccaggaatca cccagcccct caggacaacc tctctgagca acagacatcc 1920 

tccctgttga atgagagtga catctctgcc ctgccaccta ctttacatgg atgccacgaa 1980 

gtgggagagc ctgagcagta gacagggaag cggcgagcgg ccccactgca ggaggtagac 2040 

aggctacaga tacttatgca gcagccacac tgaggctagt actggaggag gctgggaacc 2100 

agtaatgagt tcttaatggt ttgattaatt tgggttttta aatattciaat attaaatatc 2160 

aaggggtttc ggaaggaatg atgaattccg tctcatgctg taactgatga aggcaaccaa 2220 

tgagcaatcc ttccttccca tagccgagaa agggaaaggg gacaggccaa tccctctgaa 2280 

gcagtaagtc agaacacgaa gacttacaga actcaaa 2317 
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<210> 2018 

<211> 2959 

<212> DNA 

<213> Homo sapiens 

<400> 2016 

ggatccagag cccggagccc tgtgcgctgt tccggcagct gaggctcggc tgggtcctcc 60 

tctccctggc cctgggcggg gcgctcacgc tagggctctg accttgttcc agaaggcggg 120 

aggcggcagg agagcgctgg gtgcgcctgc gaggaggccg cccccgcggg ggtgctgcct 180 

gagctgccta cggaggcgcc ccctggggac gcccttgccg atcccccgtc gggcaccact 240 

gaggaggagg aagagcagcc tgggaaggcc ccggacccgc aggaccccca ggacgcggag 300 

tccgactctg ccaccggatc gcagaggcag tccgtcatcc agcagcctgc cccggacagg 360 

ggcacggcga aactgggaac caagaggccg caccccgagg atggggacgg gcagagcctc 420 

gagggcgtct ctagctccgg cgacagcgca gggctggagg ccgggcaggg ccctggggct 480 

gacgagccgg gcttgtcccg cgggaagccc tatgcctgcg gcgagtgcgg ggaggccttc 540 

gcgtggctct cgcacctgat ggagcaccac agcagccatg gcggccggaa gcgctacgcc 600 

tgtcagggct gctggaagac cttccacttc agcctggccc tagccgagca ccagaagacc 660 

cacgagaagg agaaaagcta cgcgctgggg ggcgcccggg gcccccaacc gtccacccgc 720 

gaagcccagg cgggggctag ggcgggcggt cccccagaga gcgtggaggg cgaggctccc 780 

cccgcacccc cagaggcgca gagcagacgt tcccgagctc agaaggaaaa aaaggacgag 840 

gaaggggctg cttatgagtg tgtcggtgtt gatttagtag ttgtggaatg tgagccctgg 900 

ggaaataagt ggaagaggca tggaccgtgt ggctccactg gggcgttcgc gaatgcctcc 960 

tggaggagga gaccaaccag aaagaagagg cagcgtccag caactggaca aaggccagag 1020 

ggcctttctg gcaagaggac tgggtttggg atatgagatt gaaaatgacg actcggaatt 1080 

ttcctgagag agaagtaccc tgtgatgtag aagtggaaag attcacaagg gaagttccct 1140 

gcttgtccag tttaggtgat ggttgggact gtgagaacca ggagggacac ttgaggcaat 1200 

cagctttaac tctggagaaa ccagggactc aggaagcaat ttgtgaatat cctggttttg 1260 

gggagcattt gattgcaagc tcagaccttc caccgtctca gagagttctg gcaacaaatg 1320 

gtttccatgc acctgactca aatgttagtg gtctggattg tgaccccgcc ttacccagct 1380 

atcctaaaag ttatgcagat aagagaactg gtgacagtga tgcctgtgga aaaggcttca 1440 

accattccat ggaagttatt catggaagaa atccagtgag agagaagccc tacaaatacc 1500 

ctgaaagtgt taagtctttt aatcatttta cctctcttgg tcatcagaaa ataatgaaaa 1560 

gaggcaagaa atcgtatgaa ggtaagaatt ttgagaacat ctttactctg agctcatcgc 162 0 

ttaatgaaaa ccagagaaat ctccctggag agaaacaata tagatgtact gaatgtggca 1680 

aatgcttcaa acggaactct tctcttgttt tgcatcaccg aactcacacc ggagagaagc 1740 

cttatacttg taatgagtgt ggaaagtcct tctccaagaa ctacaacctg attgtgcatc 18 00 

aaagaatcca cacaggagag aagccctatg aatgcagtaa atgtgggaaa gctttcagtg 1860 

atggctcagc tctgacacag caccagagaa ttcacacagg cgagaaacct tatgaatgcc 1920 

tagagtgtgg aaaaaccttc aaccgaaatt catccttaat tttgcaccaa agaactcata 1980 

caggggaaaa accatataga tgtaacgaat gtgggaaacc cttcactgac atctcccacc 2040 

ttacagtgca tctcagaatc cacaccggtg agaagcccta tgagtgtagc aaatgtggaa 2100 

aggctttccg ggacggctcg tacctcaccc agcatgagag gactcacact ggagaaaagc 2160 

cctttgagtg tgcagagtgc gggaaatcct tcaacagaaa ctctcacctc attgtgcatc 2220 

aaaagatcca ttctggggag aaaccctatg aatgtaaaga atgtggcaag actttcatcg 2280 

agagtgcgta cctcatcagg catcagagga ttcatactgg cgagaagccc tatggctgca 2340 

accagtgtca gaaacttttc aggaatatcg ctggcctcat taggcaccag aggactcata 2400 

ctggtgagaa gccctatgag tgtaatcagt gtggcaaagc cttcagggac agctcctgtc 2460 

tgaccaagca ccagagaatt cacactaagg agaccccata tcagtgtcca gaatgtggga 2520 

agtccttcaa gcagaactct cacctggcag tacatcagag actccatagc agggagggtc 2580 

ccagccggtg tcctcagtgt ggaaaaatgt tccaaaagag ctcatccctt gttcgacatc 2640 

aaagagcaca cctgggagag caacccatgg aaacataatg gttgggggcc acatgagtct 2700 

tccagttcac tctcactcct gtgtttagga ggcgtgtctt agatctgact cctctctggt 2760 

cagtagaaaa gaatccttta agctatccag tgaattgatg aatgtgagac attgctgagc 2820 

cacactgtta agtctgctca ttggggaact ccagagacaa cttaggcatg agggcagaaa 2880 

agtctttggg gatgattcag tctgtaccag acatgacaac acacacactg gaatgaaatg 2940 

tgcaaacatg ggggtgact 2959 



<210> 2019 
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<211> 1653 

<212> DNA 

<213> Homo sapiens 



<400> 2019 

cagccttact gaacatcttt ccttctttca gccaactgct cactcgctca cctccctcct 60 

tggcaccatg accacctgca gccgccagtt cacctcctcc agctccatga agggctcctg 120 

cggcatcgga ggcggcatcg ggggcggctc cagccgcatc tcctccgtcc tggccggagg 180 

gtcctgccgt gcccccagca cctacggggg cggcctgtct gtctcctctc gcttctcctc 240 

tgggggagcc tgcgggctgg ggggcggcta tggcggtggc ttcagcagca gcagcagctt 300 

tggtagtggc ttcgggggag gatatggtgg tggccttggt gctggcttcg gtggtggctt 360 

rSggtgctggc tttggtggtg gttttgctgg tggtgatggg cttctggtgg gcagtgagaa 420 

ggtgaccatg cagaacctca atgaccgcct ggcctcctac ctggacaagg tgcgtgctct 480 

ggaggaggcc aacgccgacc tggaagtgaa gatccgtgac tggtaccaga ggcagcggcc 540 

cagtgagatc aaagactaca/'gtccctactt caagaccatc gaggacctga ggaacaagat - 600 

cattgcggcc accattgaga atgcgcagcc cattttgcag attgacaatg ccaggctggc 660 

^^agccgatgac ttcaggacca agtatgagca cgaactggcc ctgcggcaga ctgtggaggc 720 

cgacgtcaat ggcctgcgcc gggtgttgga tgagctgacc ctggccagga ctgacctgga 780 

gatgcagatc gaaggcctga aggaggagct ggcctacctg aggaagaacc actaggagga 840 

gatgcttgct ctgcgaggtc agaccggtgg agaagtgaac gtggagacgg atgccgcacc 900 

tggcgtggac ctgagctgca tcctgaatga gatgcgcaac cagtacgagc agatggcaga 960 

gaaaaaccgc agagacgctg agacctggtt cctgagcaag accgaggagc tgaacaaaga 1020 

agtggcctcc aacagcgaac tggtacagag cagccgcagt gaggtgacgg agctccggag 1080 

.ggtgctccag ggcctggaga ttgagctgca gtcccagctc agcatgaaag catccctgga 1140 

gaacagcctg gaggagacca aaggccgcta ctgcatgcag ctgtcccaga tccagggact 1200 

gattggcagt gtggaggagc agctggccca gctacgctgt gagatggagc agcagagcca 1260 

ggagtaccag atcttgctgg atgtgaagac gcggctggag caggagattg ccacctaccg 1320 

ccgcctgctg gagggcgagg atgcccacct ttcctcccag caagcatctg gccaatccta 1380 

ttcttcccgc gaggtcttca cctcctcctc gtcctcttcg agccgtcaga cccggcccat 1440 

cctcaaggag cagagctcat ccagcttcag ccagggccag agctcctaga actgagctgc 1500 

ctctaccaca gcctcctgcc caccagctgg cctcacctcc tgaaggcccg ggtcaggacc 1560 

ctgctctcct ggcgcagttc ccagctatct cccctgctcc tctgctggtg gtgggctaat 1620 

aaagctgact ttctggttga tgcaaaaaaa aaa 1653 



<210> 2020 
<211> 1869 
<212> DNA 
<213> Homo sapiens 



<400> 2020 

gggctgcgcg cccgacacgc gcttcttcgt gcccgagccc ggcggccgag gggccgcgcc 60 

ctgggtcgcc ctggtggctc gtgggggctg caccttcaag gacaaggtgc tggtggcggc 120 

gcggaggaac gcctcggccg tcgtcctcta caatgaggag cgctacggga acatcacctt 180 

gcccatgtct cacgcgggaa caggaaatat agtggtcatt atgattagct atccaaaagg 240 

aagagaaatt ttggagctgg tgcaaaaagg aattccagta acgatgacca taggggttgg 300 

cacccggcat gtacaggagt tcatcagcgg tcagtctgtg gtgtttgtgg ccattgcctt 360 

catcaccatg atgattatct cgttagcctg gctaatattt tactatatac agcgtttcct 420 

atatactggc tctcagattg gaagtcagag ccatagaaaa gaaactaaga aagttattgg 480 

ccagcttcta cttcatactg taaagcatgg agaaaaggga attgatgttg atgctgaaaa 540 

ttgtgcagtg tgtattgaaa atttcaaagt aaaggatatt attagaattc tgccatgcaa 600 

gcatattttt catagaatat gcattgaccc atggcttttg gatcaccgaa catgtccaat 660 

gtgtaaactt gatgtcatca aagccctagg atattgggga gagcctgggg atgtacagga 720 

gatgcctgct ccagaatctc ctcctggaag ggatccagct gcaaatttga gtctagcttt 780 

accagatgat gacggaagtg atgagagcag tccaccatca gcctcccctg ctgaatctga 840 

gccacagtgt gatcccagct ttaaaggaga tgcaggagaa aatacggcat tgctagaagc 900 

cggcaggagt gactctcggc atggaggacc catctcctag cacacgtgcc cactgaagtg 960 

gcaccaacag aagtttggct tgaactaaag gacattttat tttttttact ttagcacatai 1020 

atttgtatat ttgaaaataa tgtatattat tttacctatt agattctgat ttgatataca 1080 

aaggactaag atattttctt cttgaagaga cttttcgatt agtcctcata tatttatcta 1140 

ctaaaataga gtgtttacca tgaacagtgt gttgcttcag actattacaa agacaactgg 1200 
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ggcaggtact ctaatataaa ggacaggtgg tgtttctaaa taattggctg ctatggttct 1260 

gtaaaaacca gttaattcta tttttcaagg tttttggcaa agcacatcaa tgttagacta 1320 

gttgaagtgg aattgtataa ttcaattcga taattgatct catgggcttt ccctggagga 1380 

aaggtttttt ttgttgtttt ttttttaaga acttgaaact tgtaaactga gatgtctgta 1440 

gcttttttgc ccatctgtag tgtatgtgaa gatttcaaaa cctgagagca ctttttcttt 1500 

gtttagaatt atgagaaagg cactagatga ctttaggatt tgcatttttc cctttattgc 1560 

ctcatttctt gtgacgcctt gttggggagg gaaatctgtt tattttttcc tacaaataaa 1620 

aagctaagat tctatatcgc acatgagcat taagttcttc attgccttgt taaggaaaat 1680 

gagtaggcag actcagaatc tgttatattg atttcagtta caatttaatc tttacaatta 1740 

aaagggcgaa agatgtagaa ttttagtttt tgttgttgac tcgaaataac cagttttctt 1800 

gattagagtt taagcagatt taataccatg accttgctta accgcttctt cttttttact 1860 

tgcttgctg 1869 



<210> 2021 
<211> 2618 
<212> DNA 

<213> Homo sapiens 



<400> 2021 ^ 

caacactgtc ctgacctatc ttagtcgcat ccgactacca ttatccagaa gctgataaaa 60 

aagctttggg aaacatgaac aaaacattga tgaaatgttg gaaaccagtt gaaacacagt 120 

aaaaccaact gggtaaaata ggaccacttc tcttcatcta cactgggatt tgtcaagaag 180 

tgaactatga caatacatca atttttgcta ctgtttctat tctgggtatg cctgccacat 240 

ttctgctctc cagaaataat gttcagaagg acgcctgtgc cacagcaaag aattttaagt 300 

tcacgtgtac caaggagtga tggcaaaatt ctccatcgtc aaaaacgtgg ttggatgtgg 360 

aatcaatttt tcttacttga agaatataca ggatctgatt atcagtacgt aggcaagcta 420 

cattcagacc aagataaagg agatggatca ctcaaatata tcttatctgg agatggagct 480 

ggtactcttt ttattattga tgaaaaaaca ggtgatattc atgccacaag gcgaattgat 540 

agggaggaaa aggcctttta tactctacgc gcacaagcta ttaacagaag aactctgagg 600 

ccagtagagc cagagtcaga gtttgtgatc aaaattcatg atatcaatga caatgagcca 660 

acgttcccag aagaaatcta tacagctagt gttcccgaaa tgtctgttgt aggtacttct 72 0 

gtggtgcaag tcacagctac agatgccgat gacccttcat atgggaacag cgccagagtc 78 0 

atttacagca tacttcaagg gcagccctat ttctctgtgg agcctgaaac aggtatcatc 840 

aggactgctt taccgaacat gaacagagaa aacagagagc aataccaagt ggtcatccag 900 

gccaaagaca tgggcggcca gatgggaggc ttatcgggga caaccactgt gaacatcacg 960 

ctgacagatg tcaatgacaa cccaccacgt ttcccccaga acactattca tcttcgagtt 1020 

cttgaatcct ccccagttgg cacagccatt ggaagtgtca aagcaactga tgctgacact 1080 

gggaaaaatg ctgaagtaga ataccgaatt attgatggtg acggtactga tatgtttgac 1140 

atcgtgactg agaaggacac acaggaaggc atcatcactg tgaaaaagcc actcgactat 1200 

gagagccgaa gactttatac tctgaaagtc gaagcagaaa acacccatgt agatccccgt 1260 

ttttattacc taggaccatt taaagatact accatagtga aaatctctat agaagatgtg 1320 

gatgaacctc ctgtttttag taggtcctcc tatctgtttg aagttcatga agatattgaa 1380 

9tgggcacaa tcattggtac tgtaatggca agggacccag attctatttc cagccccatt 1440 

agattttcct tggatcgcca tactgacctt gacagaatct ttaacattca ttcaggaaat 1500 

ggatctcttt atacatcaaa acctcttgac cgtgaactat ctcagtggca taatcttact 1560 

gttattgctg ctgaaatcaa caatcccaaa gagacaacac gcgtggctgt ttttgtgaga 1620 

attttggatg ctaatgacaa tgccccacag tttgctgtgt tctatgacac ttttgtatgt 1680 

gaaaatgcca gaccagggca gctaatacag actataagtg cagtagacaa agatgaccct 1740 

ttaggtggac agaaattttt tttcagttta gctgctgtca atccaaactt cacagtacag 1800 

gataatgaag ataatactgc cagaatctta accagaaaaa atggattcaa tagacatgaa i860 

atcagtacct atctcttgcc tgtggtgata tcagacaatg attacccaat tcagagcagc 1920 

. acaggcacac tgaccattcg agtgtgtgct tgtgacagcc aaggcaacat gcaatcctgc 1980 

agtgctgaag ccctgctcct ccctgccggc ctcagcactg gggccttgat cgccatcctc 2040 

ctctgcatca t cat tc tact ggttatagta gtactgtttg cagctctgaa aagacagcga 2100 

aaaaaagagc ctctgatctt gtcaaaagaa gatatcagag acaacattgt gagctataac 2160 

gatgagggtg gtggagagga ggacacccag gcctttgata tcggcaccct gaggaatcct 2220 

gcagccattg aggaaaaaaa gctccggcga gatattattc cagaaacgtt atttattcct 2280 

cggaggactc ctacagctcc agataacacg gacgtccggg atttcattaa tgaaaggcta 2340 

aaagagcatg atcttgaccc caccgcaccc ccctacgact cacttgcaac ctatgcctat 2400 

gaaggaaatg attccattgc tgaatctctg agttcattag aatcaggtac tactgaagga 2460 

gaccaaaact acgattacct ccgagaatgg ggccctcggt ttaataagct accacaaaag 2520 



3939 



wo 01/57190 



PCT/USOl/04098 



tatggcggtg gtgaaagtga caaagactct taacgtagga tatatgttct gttcaaacaa 2580 
gagaaagtaa ctctaccgat gctgtgtgca cttcacaa 2618 



<210> 2022 

<211> 645 

<212> DNA 

<213> Homo sapiens 



<400> 2022 

cggccgcgtc gacaagacct ggtggggcaa gtccgtgggc atcatgttga ccgagctgga 60 

gaaagccttg aactctatca tcgacgtcta ccacaagtac tccctgataa aggggaattt 120 

ccatgccgtc tacagggatg acctgaagaa attgctagag accgagtgtc ctcagtatat 180 

caggaaaaag ggtgcagacg tctggttcaa agagttggat atcaacactg atggtgcagt 240 

taacttccag gagttcctca ttctggtgat aaagatgggc gtggcagcct tgaactctat 300 

catcgacgtc taccacaagt actccctgat aaaggggaat ttccatgccg tctacaggga 360 

tgacctgcag aaattgctag agaccgagtg tcctcagtat atcaggaaaa agggtgcaga 420 

cgtctggttc aaagagttgg atatcaacac tgatggtgca gttaacttcc aggagttcct 480 

cattctggtg ataaagatgg gcgtgggcag cccacaaaaa aaggttgctt cttatttttg 540 

aatttgctgt agtttggatg agacattttt tattttttaa ttcttttttc ccttgaggat 600 

atgactgtgg tatatgttgt gtatgattgt ttggctttgt ttctg 645 



<210> 2023 

<211> 4850 

<212> DNA 

<213> Homo sapiens 



<400> 2023 

atgtatgaag gcatcagatg cctgctgaag gcccttctgg ggtttgtatc tctagcgata 60 

ggaactctct actgcccaag gcagtaccgc ccttttccag gcagtcttgg aattgaggca 120 

ataaatgtcc cggagcccat tcccgactcc tactacagag acatggccac gtggcctaca 180 

catgctccaa gcgtggagga aggaggccag gggcgctttg ggaaccaggc cgatcacttc 240 

ttgggctctc tggcatttgc aaagctgctg aaccgttcct tggctgtccc ttcttggatt 3 00 

gagtaccagc atcacaagcc tcctttcacc aacctccatg tgtcctacca gaagtacttc 360 

aagctggagc ccctccaggc ttaccatcgg gtcatcagct tggaggattt catggagaag 420 

ctggcaccca cccactggcc ccctgagaag cgggtggcat actgctttga ggtggcagcc 480 

cagcgaagcc cagataagaa gacgtgcccc atgaaggaag gaaacccctt tggcccattc 540 

tgggatcagt ttcatgtgag tttcaacaag tcggagcttt ttacaggcat ttccttcagt 600 

gcttcctaca gagaacaatg gagccagaga ttttctccaa aggaacatcc ggtgcttgcc 660 

ctgccaggag ccccagccca gttccccgtc ctagaggaac acaggccact acagaagtac 720 

atggtatggt cagacgaaat ggtgaagacg ggagaggccc agattcatgc ccaccttgtc 780 

cggccctatg tgggcattca tctgcgcatt ggctctgact ggaagaacgc ctgtgccatg 840 

ctgaaggacg ggactgcagg ctcgcacttc atggcctctc cgcagtgtgt gggctacagc 900 

cgcagcacag cggcccccct cacgatgact atgtgcctgc ctgacctgaa ggagatccag 960 

agggctgtga agctctgggt gaggtcgctg gatgcccagt cggtctacgt tgctactgat 1020 

tccgagagtt atgtgcctga gctccaacag ctcttcaaag ggaaggtgaa ggtggtgagc 1080 

ctgaagcctg aggtggccca ggtcgacctg tacatcctcg gccaagccga ccactttatt 1140 

ggcaactgtg tctcctcctt cactgccttt gtgaagcggg agcgggacct ccaggggagg 1200 

ccgtcttctt tcttcggcat ggacaggccc cctaagctgc gggacgagtt ctgattctgg 1260 

ccggagcacc agaccctctg atcctggagg gaccagagtc tgagctggtc cttccagcca 1320 

ggcctggcag ccagaggtgc tccgggattg caaactcctc ttctcacctg ccaaagatgg 1380 

agaagagtgc cagggacccc tcaaggaggg agacgctcca tatcccaggg cataggactt 1440 

gcaggttcct aggagcagga gcatctccca tcgcacgtgc tttctgctct tctgggaatt 1500 

tctcacactg gcaaagcagt ccagectccg tcttctggtc cactctgctc tgagcagcct 1560 

gggatgctga actcttcaga gagatttttt tatagagaga tttctataat tttgatacaa 1620 

ggtcatgact atcctagaac tctctgtggt ttttgaaaat cattgaattc tattaatgta 1680 

ggtacctaaa gtgaccttaa ctgaatgtgg atgaggctgg ggctggtgtg ggtcttttgg 1740 

ctgcttttca aggtgtcccc caatgtggcc ctcaagagcc atccccactg cctggccaga 1800 

gccattgttg tcccctactt cctaggccat ttctggggct tgggggatga atgctgtcct 1860 
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gtgctgtaaa cactatgcaa atggaagtta tcggttgtgg tgctgtgcag cgctctgtgg 1920 

gcgactaagt gccactcacg cagcatgttc ctggcaagga gcacatacca tcaagccaca 1980 

ctatcatggt attgttctca cagtcttttg gtggttgatg gccactgcaa acctggcacc 2040 

atcagatctc ttctgatctc ttgccccagt ggggcctggt tggtagaatg ttggcattcg 2100 

gttgatatcc aaagcctgtt ctcccagccg tcctcctgca gctggagcct tcaggccgta 2160 

ttctcacgag ggaacgtttg ccaaggctct gacctcacag aagatgccca gggcccagaa 2220 

gccatcagaa ttatcagtgg agaagcacct tttgactctt cccttccaat gtaatctctg 2280 

ccaacaccat gaggcttaag gtgctctaag tcatgagtgt tttggtctca aatgctgcag 2340 

ttttaataat ctgtgactcc tgagagccca tggttttttg accttgtggt tctaaaattc 2400 

cttgtctgac ccctgtagat cttttccttg ccatgtcacc tcccttggcc tttgatcctg . 2460 

gaaaggtggc agagcctcca ctgagccagg cccagagctc cttgcagtgc cttcttcctt 2520 

gtttacctgt gggaggaaac actttttttg tcaggggcag cctggttcag agctcagagg 2580 

tcacactgta tcaaagatct caaacagcaa agtcagcatt tgctgtatag agctgccacc 2640 

caactctaag caggagaaac tgtacagaaa gggctttgct atttttccct tttgggaaaa 2700 

caatgaagtg ttttaagtcc tgggtggact gagagatggt ttgcctgtcc agacttgctc 2760 

tcaagcctca tccagagaag gagctgcaga tgagggagcc cgtacactcc ctgccaccac 2820 

taggttgtaa gcctgtagct ggctggctga tttcattttg gaattcattt gccatccaca 2880 

gccttacact aggcacacac tttagagtct ggggctccag tggggcccgc ctaatttttt 2940 

ttccccccaa gacagggcct tgctctgtcc tcccaggctg gagtgccagt ggccatggat 3000 

ccatggcctt actgccagcc cttgatcctc ccccaggctc aagcgatccc ttcctgccct . 3060 

cagccctctc tggtagcctg agacctgcat gccccagctc ccaaatcacc cttgattcat 3120 

atccagcagt aataatcact tgtgttcctg aaagaaaggg caccagaagt tctagcaaaa 3180 

ttcagttgtg ttctgtgagc tagcactttt tcctctgacc caattttctt acctataaaa 3240 

tggtgataaa aaccgacagg ttgttcaaag gcccagatca gctaaagcat gtatataaga 33 00 

gcacgttgta aacttgaaag agacaaaggc acaaatgtgg ctgttgatta atttgactgc 3360 

ttctcgttgc tcgtcacctc catgccaggc actgtgcttg ctaattgctt tatgggggca 3420 

ttctcttatt tattccccag ccctgggaaa taggagctgt cattatcctt ctctttctgc 3480 

acaaggaaaa attaatgccc tgagaattgt cataattttc ccaaggctgc ccagctggtg 3540 

gtgttaagcc agaatttgac ctcccagagc cagtttccat tagctgccat gctctgctgc 3600 

ctctaattca cagaatgcac tttctaccct gtgtgccatg gagacctcct atggaaaaat 3660 

gatcagccac cttaccttct actgggtacc tgctgtgagt ctgcctatgc cagaaggatt 3720 

aaggagggga ggttacccaa gaaacaaagc ctacatgccg cttacagccc ccgttggatg 3780 

gttgctcagt acaacagtct tgcattcagc aggtgtttgt tcatcaccta ctatgtgtca 3840 

ggctctatgc taggtactgg ggatacagga gagaatcaag cgtaaagtct ttgttctcaa 3900 

ggaatttgca ttctagaaag tagaagatgt aataaatgta ctgtgggaca tgttaataag 3960 

tgctataaag aaatataaag ggtttgggag caaaaagagg gagtggatct attttagatg 4020 

agcccaggta agacctctct gaagagctgt catgaaggag ggagggagca cattcctggc 4080 

agagaaaaca gcacgtgcaa aggccccgag actggagtgt gttcctgaag agcagccagg " 4140 

aggccagcat ggctggagag gcaggcatag gcagggaacc gagcagcagg tcagagcagg 4200 

cgagctgaca ttctgcagcc tggacggcca tggcaggaag cttttagttg gagagataca 4260 

ggaagcctcc tagggttctg agcagaagag gggcatgagc tgattcacat tctgaaggac 432 0 

ctctctagct ggccagtgct gaggaggttg gagagagaaa gggtgaaagc agagagacca 43 80 

gtgcagggct gttaacaggg ttgcaggcga gagactgggg tgctgggctc ccctagacta 4440 

ggactccagt gccctcctct cccaagagac aaaggccatt gcattgaagg aggtgggaaa 4500 

tgattagatt ctgaacatat gtaattattt ttcagtcttt ttcaaagata caaatattta 4560 

catagtttta atcatgtaat atatacaatt taatgtccta gtgttttact taatagtgta 4620 

tcatgttttc cctgttggta tgtagcctgg ataaatgctc ttaattataa aaaattctgt 4680 

cgaggagtgt tccatagttt attgttttcc tattatgaga atttaggcca agtgtggtgg 4740 

ctcatgcctg taatcccagc actttgcgag gccgaggtgg gcagatcact tgaggtgagg 4800 

agttcaagac cagcctggcc aacatggtga attatctcta ctaaaaatac 4850 



<210> 2024 

<211> 3327 

<212> DNA 

<213> Homo sapiens 



<400> 2024 

ttttccagaa gataatttag aaatttatta caaaactttt aataaaaaat acaatgatat 60 

tacaaatttg gttttccaaa gctttcaaat ttttcttaac attatctttc gttttaiagaa 120 

cacttttgaa gtcggcagtt atttaeiaatc cttactagaa aaaaaccaata gcccaaggat 180 

tttgcattta gtcatcatct aggtatacag cgtgttttcc gaaagcatcc tttaagagtt 240 
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tggagatttg atgaaattgc tcatgtaata agcagttagt gaatactatt gaatcctaaa 300 

cccagataag tcatcttggg ctggctgtgt ttttcatgtg aagaaactca tttatagcac 360 

aggcacccca ggccaataga gatgattaca gatctctggt ttcagaagtt ctgacccctt 420 

attcagctac caaatactta attgctaaag gaattactcc cagcaggcac agaacggttt 480 

ctgaatatga cagaaaaggt acacaaagaa tcatttaaga catcctggtt acaacatact 540 

ttatctttaa aagggtgtga gagtagttgg ggaacttaga aattctgtga cttaggtgtg 600 

ggtggatctt atttaggaag actaaagcta tggacacaac acgtgaaaga accactcaga 660 

agcagcccta ggaagcccag gtgcccacat cgaaagcact cccaggtgaa agcagccagg 720 

caggcgtggg cattgtacaa ccagcctcag gcctcagttc ttgattgtgg ttgacggggc 780 

gtcaccatga aggagcccat ttagtataaa gcttccaacc ttttctctta atcgtttctt 840 

taatctttta aaccatcttc aagtgcatag gggagtttcc gatgccagag gatgaaagca 900 

agtgctttct ccaccctctc ctcccagagt gaaaacaaat ccttttgctg atacttgttt 960 

caaaagcatc cattgtaaag cttctcagtg acacaaaata ctgagaggta actttttatc 1020 

aatcaaacca cataccccaa tttaacacct ttcagtgctc tgaattcaac tgacagacta 1080 

aagggtgttt cctgtaacag tctgaaatat taagtgtttt ttttgttttg tttttaaatc 1140 

ttatttcaga aaacttcctc ttggggtagg aaagtacaca tgaagcagca aagtaacgaa 1200 

gaaaaactta aatagggcct tcagagatcc cacacactac aaagattctg ccaagccata 1260 

agataagtgt gaagcccagt atatgtccag cttttctcct caggacatct tcagtgtttc 1320 

ttctctttta aacaccacat caggttctag ccacagactt gtgttttggg tgtgcctgct 1380 

ttgaggggtc catgcccagt gtgtctgctg gtgacccagg actcagcagt aatgactaac 1440 

ggccgccctt caggatcaca gatgtgcttg gtggtggtgg caaagcatgg cacttgtgtg 1500 

cagtgatgag aagcagcaca cggcaaggct gagcccttta tcagcaggcc tccgtagagc 1560 

gtgtctgcgt tgtcagctgc caatgggctg agtggctggc cgtacccact cagtccaaga 1620 

gaggaaggaa acagcaggag aagctgtcag cttgccattc atgagctgct gctgcccacc 1680 

aaagctgctt actggcaaga agagatgtgg ggaagacatg agctggtgaa caccaacctg 1740 

gtgcacatgc tgccaagtct ggcccctgaa gaggagaggg ggtgcagagt ccaaaattga 1800 

ccggggctcc tgctctggca tggagctggg tcagaggtga gagaggacct ggatcctagg 1860 

gctcacgcag gtgtcgggcg ggtgccaggg tcttttcact ccaacttttt ggctggcacc 1920 

cgtgtccgag caacaaggat gggcacaagg gccaggccgg caatgaggag ggcccacagg 1980 

ggtcggtaga agagccagcc agccgccacg gtcagcaggg tcagcgaggt ggccacacag 2040 

aaggcaaagg ctttcaggcc aatgttgacc aggtctcgga aaacaggaaa ccagtccacc 2100 

aaggtgtaga ggatccgtgt cataaggttg aggcccatga acatggccat ccagccagct 2160 

gcccgcaggc cccaggtctt catggagttg ctccttagtt ctctatgaaa cacctcctct 2220 

gctgagaagt ccccgtggtg caggagcagt aaggtatccc cagacttggt ggagaatggg 2280 

actagctggt caccccgctg ccgggcaatc acagtgacca cgtgagctgg gcccaggtca 2340 

gggtcatcgc cgctcagtcc agcataggaa aaggagacac gcaagtctcc cacctctgga 2400 

tacttgggat tttcgctgtg gtagaaaaag tctccacggc gaatgatgtc cacatgaggg 2460 

tcctccagct tggataggct cagggacttg aagttgtcga ctttgtcgat gaggcctgac 2520 

gagaggaaaa acctgccaat ttggacaaag ggggctgttg ccatgaatga ctcccctgcc 2580 

atggccctgg ggtttttgtg gccaatctct cggtcgaagt ttttgctgtt gatgatttct 2640 

gacctccatt cagtgttgta ggaatacctc gtctccttct tcacctgccc atcctcggtg 2700 

tactccctgg actcctcagt ttctacccat tggtacatct ccacgtgcct ccgcagtttc 2760 

acagccggaa gatggacccc atagtttgga tcagacaaaa gcttggatgt ccgtaaggcg 2820 

ccaatgatgt gcaccagcct tccttcattc tccggagcca cactgtggat gctgtcggga 2880 

gacaccacaa gcgagagccc ctcagccaat gaggttgccg tcttcaatgc gcggccctca 2940 

ttggtgaaaa ttaggtagaa ggagagcagg aaggccatga gccccacaaa catcccaccc 3 000 

gaggtctcgc tcagccgttc caggaagcct ggctgggagc tggttttaac tttgacatgt 3060 

tctctccggg tactggtact ggaataattc gcggccatgg tgggacccgg ctcgctgccg 3120 

ccgcctcgcg ctgttcagct aggaagtggg ctgacgactg gagcgtggtg tccagcggcc 3180 

tcttgccagc cccagcttcg aaaatccgcg tggactccag ggccaagcgg gacttactgc 3240 

agttacctcG ccctgtgccc agtgtttctg cgcatgcgcg cgacgagaaa tcctggaaac 3300 

tatacggtcc gggacattgc aacgaaa 3327 



<210> 2025 

<211> 1032 

<212> DNA 

<213> Homo sapiens 



<400> 2025 

ggcacgaggc atttgcagag tgagacaaag cggagaacgc tggtgggcct gttgtggagt 60 
acgctttgga ctgagaagca tcgaggctat aggacgcagc tgttgccatg acggcccagg 120 
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ggggcctggt ggctaaccga ggccggcgct tcaagtgggc cattgagcta agcgggcctg 180 

gaggaggcag caggggtcga agtgaccggg gcagtggcca gggagactcg ctctacccag 240 

tcggttactt ggacaagcaa gtgcctgata ccagcgtgca agagacagac cggatcctgg 300 

tggagaagcg ctgctgggac atcgccttgg gtcccctcaa acagattccc atgaatctct 360 

tcatcatgta catggcaggc aatactatct ccatcttccc tactatgatg gtgtgtatga 420 

tggcctggcg acccattcag gcacttatgg ccatttcagc cactttcaag atgttagaaa 480 

gttcaagcca gaagtttctt cagggtttgg tctatctcat tgggaacctg atgggtttgg 540 

cattggctgt ttacaagtgc cagtccatgg gactgttacc tacacatgca tcggattggt 600 

tagccttcat tgagccccct gagagaatgg agttcagtgg tggaggactg cttttgtgaa * 660 

catgagaaag cagcgcctgg tccctatgta tttgggtctt atttacatcc ttctttaagc 720 

ccagtggctc ctcagcatac tcttaaacta atcacttatg ttaaaaagaa ccaaaagact 780 

cttttctcca tggtggggtg acaggtccta gaaggacaat gtgcatatta cgacaaacac 840 

aaagaaacta taccataacc caaggctgaa aataatgtag aaaactttat ttttgtttcc 900 

agtacagagc aaaacaacaa caaaaaaaca taactatgta aacaagagaa taactgctgc 960 

taaatcaaga actgttgcag catctccttt caataaatta aatggttgag aacaatgcat 1020 

aaaaaaaaaa aa 1032 



<210> 2026 

<211> 1340 

<212>. DNA 

<213> Homo sapiens 



<400> 2026 

acttattgac agtgccaaag ctcggtactg gacacaacga gggacctggg tctacgataa 60 

cgcgcttttg ctcctcctga agtgtctttg gtccaacgtt gttccagagt gtaccatggc 120 

ttccagtaac actgtgttga tgcggttggt agcctccgca tattctattg ctcaaaaggc 180 

aggaatgata gtcagacgtg ttattgctga aggagacctg ggtattgtgg agaagaccCg 240 

tgcaacagac ctgcagacca aagctgaccg attggcacag atgagcatat gttcttcatt 300 

ggcccggaaa ttccccaaac tcacaattat aggggaagag gatctgcctt ctgaggaagt 360 

ggatcaagag ctgattgaag acagtcagtg ggaagaaata ctgaagcaac catgcccatc 420 

gcagtacagt gctattaaag aagaagatct cgtggtctgg gttgatcctc tggatggaac 480 

caaggaatat accgaaggtc ttcttgacaa tgtaacagtt cttattggaa ttgcttatga 540 

aggaaaagcc atagcaggag ttattaacca gccatattac aactatgagg caggaccaga 600 

tgctgtgttg gggaggacaa tctggggagt tttaggttta ggcgcctttg ggtttcagct 660 

gaaagaagtc cctgctggga aacacattat cacaactact cga toccata gcaacaagtt 720 

ggttactgac tgtgttgctg ctatgaaccc cgatgctgtg ctgcgagtag gaggagcagg 780 

aaataagatt attcagctga ttgaaggcaa agcctctgct tatgtatttg caagtcctgg 840 

ttgtaagaag tgggatactt gtgctccaga agttatttta catgctgtgg gaggcaagtt 900 

aaccgatatc catgggaatg ttcttcagta ccacaaggat gtgaagcata tgaactctgc 960 

aggagtcctg gccacactga ggaattatga ctactatgca agccgagttc cagaatctat 1020 

taaaaatgca cttgttcctt aaaggaaagt ttcatttggc cgggcgcggt ggctcatgcc 1080 

tgtaatccca gcactttggg aggccgaggc aggtggatca cttgagctca ggagtttgag 1140 

accagcctgg gcaatatcgt gagaccccat ctctgcaaaa atacaaatta actgggcatc 12 00 

ctgtcatgcg cctgtcatcc cagctacttg agaggctgaa gcagaagaat ctcttgagcc 1260 

cggaaggcag aggttgcagt gagctgagac tgtgccactg cactccagcc tgagtgacag 1320 

gagttaagcc ctgtctcaga 1340 



<210> 2027 

<211> 1966 

<212> DNA 

<213> Homo sapiens 



<400> 2027 

accctggagc tagcgtcatc gcgaaggaac tcccacgacc ggatggaaga gcccagctga 60 

cacaaccaag acgagtctca gtgtctaggg aagcttgggg ttctgctcct tttacttcag 120 

gcgaacctga actcagttaa tgcaattttg aagcatgccc tgaatagatt cagtcattat 180 

caagtcaaac taaaaacggt gaaaggttgc gactattacc aaataggaaa aacctgaaga 240 

cataagaact acacatgagg aatatgtcat ttagcacttt cactttttga tctccacaga 300 
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agacaatgag aagtcatacc ataacaatga cgacaacttc agtcagcagc tggccttact 360 

cctcccacag aatgcgcttt ataaccaatc atagcgacca accgccacaa aacttctcag 420 

caacaccaaa tgttactacc tgtcccatgg atgaaaaatt gctatctact gtgttaacca 480 

catcctactc tgttattttc atcgtgggac tggttgggaa cataatcgcc ctctatgtat 540 

ttctgggtat tcaccgtaaa agaaattcca ttcaaattta tctacttaac gtagccattg 600 

cagacctcct actcatcttc tgcctccctt tccgaataat gtatcatatt aaccaaaaca 660 

agtggacact aggtgtgatt ctgtgcaagg ttgtgggaac actgttttat atgaacatgt 720 

acattagcat tattttgctt ggattcatca gtttggatcg ctatataaaa attaatcggt 780 

ctatacagca acggaaggca ataacaacca aacaaagtat ttatgtctgt tgtatagtat 840 

ggatgcttgc tcttggtgga ttcctaacta tgattatttt aacacttaag aaaggagggc 900 

ataattccac aatgtgtttc cattacagag ataagcataa cgcaaaagga gaagccattt 960 

ttaacttcat tcttgtggta atgttctggc taattttctt actaataatc ctttcatata 1020 

ttaagattgg gaagaatcta ttgaggattt ctaaaaggag gtcaaaattt cctaattctg 1080 

gtaaatatgc cactacagct cgtaactcct ttattgtact tatcattttt actatatgtt 1140 

ttgttcccta tcatgccttt cgattcatct acatttcttc acagctaaat gtatcatctt 1200 

gctactggaa agaaattgtt cacaaaacca atgagatcat gctggttctc tcatctttca 1260 

atagttgctt agatccagtc atgtatttcc tgatgtccag taacattcgc aaaataatgt 1320 

gccaacttct ttttagacga tttcaaggtg aaccaagtag gagtgaaagc acttcagaat 1380 

ttaaaccagg atactccctg catgatacat ctgtggcagt gaaaatacag tctagttcta 1440 

aaagtacttg aggtaaacat actaaaatga attatataat gcagcctctt atttctttga 1500 

agaactaaaa aattaggaaa caaagttcta gccatttacc aaaactcaga tcttcaaggc 1560 

ttctgcttgg tattttgtgg atatttccat ttgccttaac tgtaaaccca tttcaaggta 1620 

cctatccttt taaatcctgt atgtaaaatc ttttcaaaat acatttttaa gcctaatact 1680 

cttaacatag attatgaagt taagtgaaat ttatgggctc taacaggcaa aataattaaa 1740 

gtgccatagt ttctcaagtg actaaagtag gttatttaaa atcaaggcac ttggtactaa 1800 

tttgaagtgt gtttaaaagt aaatgatttg ggaactgaca atgtgtcaga aaatatatgt 1860 

tcatttatca ttttaaaatc ttgtataatt tgcccctgta ttcatttatg cctaaatctc 1920 

tataacagat gaaaagataa ttaataaaat cctaattaaa aaatgg 1966 



<210> 2028 

<211> 1464 

<212> DNA 

<213> Homo sapiens 



<400> 2028 

actagttcta gatcgcgagc ggccgctcgc gatctataat gcctcttctg aagcagccat 60 

cccggcctct tggtactgct gaccccagcc aggctacagg gatcgattgg agctgtcctt 120 

ggggctgtaa ttggccccag ctgagcaggg caaacactga ggtcaactac aagccacagg 180 

ccccttcccc agcctcagtt cacagctgcc ctgttgcagg gaggcggtgg cccttctgtt 240 

gctagaccga gcctgtggga tataccaagg cagaggagcc catagccatg aggagcctcg 300 

gggccctgct cttgctgctg agcgcctgcc tggcggtgag cgctggccct gtgccaacgc 360 

cgcccgacaa catccaagtg caggaaaact tcaatatctc tcggatctat gggaagtggt 420 

acaacctggc catcggttcc acctgcccct ggctgaagaa gatcatggac aggatgacag 480 

tgagcacgct ggtgctggga gagggcgcta cagaggcgga gatcagcatg accagcactc 540 

gttggcggaa aggtgtctgt gaggagacgt ctggagctta tgagaaaaca gatactgatg 600 

ggaagtttct ctatcacaaa tccaaatgga acataaccat ggagtcctat gtggtccaca 660 

ccaactatga tgagtatgcc attttcctga ccaagaaatt cagccgccat catggaccca 720 

ccattactgc caagctctac gggcgggcgc cgcagctgag ggaaactctc ctgcaggact 780 

tcagagtggt tgcccagggt gtgggcatcc ctgaggactc catcttcacc atggctgacc 840 

gaggtgaatg tgtccctggg gagcaggaac cagagcccat cttaatcccg agagtccgga 900 

gggctgtgct accccaagaa gaggaaggat cagggggtgg gcaactggta actgaagtca 960 

ccaagaaaga agattcctgc cagctgggct actcggccgg tccctgcatg ggaatgacca 1020 

gcaggtattt ctataatggt acatccatgg cctgtgagac tttccagtac ggcggctgca 1080 

tgggcaacgg taacaacttc gtcacagaaa aggagtgtct gcagacctgc cgaactgtgg 1140 

cggcctgcaa tctccccata gtccggggcc cctgccgagc cttcatccag ctctgggcat 1200 

ttgatgctgt caaggggaag tgcgtcctct tcccctacgg gggctgccag ggcaacggga 1260 

acaagttcta ctcagagaag gagtgcagag agtactgcgg tgtccctggt gatggtgatg 1320 

aggagctgct gcgcttctcc aactgacaac tggccggtct gcaagtcaga ggatggccag 1380 

tgtctgtccc ggggtcctgt ggcaggcagc gccaagcaac ctgggtccaa ataaasiacta 1440 

aattgtaaac tcctaaaaaa aaaa 1464 
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<210> 2029 ' 

<211> 499 

<212> DNA 

<213> Homo sapiens 



<400> 2029 

ggcacgagga gagattcacg caccctcaag agtgtgggtg agacatatac agcctgttag 60 

acctgaaggc agatggctct tcttaaggcc aataaggatc tcatttccgc aggattgaag 120 

gagttcagcg ttctgctgaa tcagcaggtc ttcaatgatc ctctcgtctc tgaagaagac 180 

ratggtgactg tggtggagga ctggatgaac ttctacatca actattacag gcagcaggtg 240 

acaggggagc cccaagagcg agacaaggct ctgcaggagc ttcggcaaga gctgaacact 300 

ctggccaacc ctttcctggc caagtacagg gacttcctga agtctcatga gctcccgagt 360 

cacccaccgc cctcctccta/gctcagggac ccagcccctc ctctctgaga aactctgacc 420 

ttcatgtcct taggctgtgc tcctgccact ctaccctgac acctcaataa agaccagtgc 480 

^tggtttttgt tgggaaaaa 499 



<210> 2030 
<211> 373 
<212> DNA 

<213> Homo sapiens 



<400> 2030 

ggcacgagct ggagtacctt gcgtgcagtt atgtcggcgt cggtagtgtc tgtcgtttcg 60 

cgggtcttag aagagtactt gagctccact ccgcagcgtc tgaagttgct ggacgcgtac 120 

ctgctgtata tactgctgac cggggcgctg cagttcggat actgtctttt tgtgttgacc 180 

tttcacttta actctcttct cttgttcttc ttcttttgtg tgggtagttt tcattctaac 240 

gtttattttt tattgtttac attatctttt ttatgttttc tttttattgc ttattttttc 300 

ttaattcgtt ttttctcttt atttatttgg ttttttcatg ttttcttcat tgagttgtct 360 

ttattttatt ttt . 373 



<210> 2031 

<211> 1554 

<212> DNA 

<213> Homo sapiens 



<400> 2031 

agcggccgct gaggggaccg ccccatcccc gggccgcgtc tctccgccga ccccggcgcg 60 

cggcgagccg gaagtcacgg tggagatcgg agaaacgtac ctgtgccggc gaccggatag 120 

cacctggcat tctgctgaag tgatccagtc tcgagtgaac gaccaggagg gccgagagga 180 

attctatgta cactacgtgg gctttaaccg gcggctggac gagtgggtag acaagaaccg 240 

gctggcgctg accaagacag tgaaggatgc tgtacagaag aactcagaga agtacctgag 3 00 

cgagctcgca gagcagcctg agcgcaagat cactcgcaac caaaagcgca agcatgatga 360 

gatcaaccat gtgcagaaga cttatgcaga gatggacccc accacagcag ccttggagaa 420 

ggagcatgag gcgatcacca aggtgaagta tgtggacaag atccacatcg ggaactacga 480 

aattgatgcc tggtatttct caccattccc cgaagactat gggaaacagc ccaagctctg 540 

gctctgcgag tactgcctca agtacatgaa atatgagaag agctaccgct tccacttggg 600 

tcagtgccag tggcggcagc cccccgggaa agagatctac cgcaagagca acatctccgt 660 

gtacgaagtt gatggcaaag accataagat ttactgtcag aacctgtgtc tgctggccaa 720 

gcttttcctg gaccataaga cactgtactt tgacgtggag ccgttcgtct tttacatcct 780 

gactgaggtg gaccggcagg gggcccacat tgttggctac ttctccaagg agaaggagtc 840 

cccggatgga aacaatgtgg cctgcatcct gaccttgccc ccctaccaac gccgcggcta 900 

cgggaagttc ctcatcgctt tcagttatga gctctccaag ctggagagca cagtcggctc 960 

cccggagaag ccgctgtctg acctgggcaa gctcagctac cgcagctact ggtcctgggt 1020 

gctgctggag atcctgcggg acttccgggg cacactgtcc atcaaggacc tcagccagat 1080 

gaccagtatc acccaaaatg acatcatcag taccctgcaa tccctcaata tggtcaagta 1140 



3945 



wo 01/57190 



PCT/USOl/04098 



ctggaagggc cagcacgtga tctgtgtcac acccaagctg gtggaggagc acctcaaaag 1200 

tgcccagtat aagaaaccac ccatcacagg tgggtggggg gctgctgtgt gtcgggggcg 1260 

gtgggggagt gtcagtatat ggactggtag gagtcaaggc ctccttattg ctgtcacatg 1320 

atcccaaacc agtcagacca gctcccagga tggagcccgg ggcaggcctc tcattcctgg 1380 

gcttccctgc ccctccccag cacagcctgc ccttttgttc tcacctggag gaggtgaaac 1440 

tggcctgagc ccagaggagg gcagccaggt gtgagctggc ctggcccagg cccagccctg 1500 

cctcccgccc cttctcccca cagtggactc cgtctgcctc aagtgggcac cccc 1554 



<210> 2032 

<211> 1554 

<212> DNA 

<213> Homo sapiens 



<400> 2032 

agcggccgct gaggggaccg ccccatcccc gggccgcgtc tctccgccga ccccggcgcg 60 

cggcgagccg gaagtcacgg tggagatcgg agaaacgtac ctgtgccggc gaccggatag 120 

cacctggcat tctgctgaag tgatccagtc tcgagtgaac gaccaggagg gccgagagga 180 

attctatgta cactacgtgg gctttaaccg gcggctggac gagtgggtag acaagaaccg 240 

gctggcgctg accaagacag tgaaggatgc tgtacagaag aactcagaga agtacctgag 300 

cgagctcgca gagcagcctg agcgcaagat cactcgcaac caaaagcgca agcatgatga 360 

gatcaaccat gtgcagaaga cttatgcaga gatggacccc accacagcag ccttggagaa 420 

ggagcatgag gcgatcacca aggtgaagta tgtggacaag atccacatcg ggaactacga 480 

aattgatgcc tggtatttct caccattccc cgaagactat gggaaacagc ccaagctctg 540 

gctctgcgag tactgcctca agtacatgaa atatgagaag agctaccgct tccacttggg 600 

tcagtgccag tggcggcagc cccccgggaa agagatctac cgcaagagca acatctccgt 660 

gtacgaagtt gatggcaaag accataagat ttactgtcag aacctgtgtc tgctggccaa 720 

gcttttcctg gaccataaga cactgtactt tgacgtggag ccgttcgtct tttacatcct 780 

gactgaggtg gaccggcagg gggcccacat tgttggctac ttctccaagg agaaggagtc 840 

cccggatgga aacaatgtgg cctgcatcct gacc.ttgccc ccctaccaac gccgcggcta 900 

cgggaagttc ctcatcgctt tcagttatga gctctccaag ctggagagca cagtcggctc 960 

cccggagaag ccgctgtctg acctgggcaa gctcagctac cgcagctact ggtcctgggt 1020 

gctgctggag atcctgcggg acttccgggg cacactgtcc atcaaggacc tcagccagat .1080 

gaccagtatc acccaaaatg acatcatcag taccctgcaa tccctcaata tggtcaagta 1140 

ctggaagggc cagcacgtga tctgtgtcac acccaagctg gtggaggagc acctcaaaag 1200 

tgcccagtat aagaaaccac ccatcacagg tgggtggggg gctgctgtgt gtcgggggcg 1260 

gtgggggagt gtcagtatat ggactggtag gagtcaaggc ctccttattg ctgtcacatg 1320 

atcccaaacc agtcagacca gctcccagga tggagcccgg ggcaggcctc tcattcctgg 1380 

gcttccctgc ccctccccag cacagcctgc ccttttgttc tcacctggag gaggtgaaac 1440 

tggcctgagc ccagaggagg gcagccaggt gtgagctggc ctggcccagg cccagccctg 1500 

cctcccgccc cttctcccca cagtggactc cgtctgcctc aagtgggcac cccc 1554 



<210> 2033 

<211> 1534 

<212> DNA 

<213> Homo sapiens 



<400> 2033 

ccaccgctcc gaattcccgg gtcgacgatt tcgttgagag gcgcacccgg gcggccagct 60 

gggctcggag cggaacgggg tcaggatgga cgaggacgtg ctaaccaccc tgaagatcct 120 

catcatcggc gagagtgggg tgggcaagtc cagcctgctc ttgaggttca cagatgatac 180 

gtttgatcca gaacttgcag caacaatagg tgttgacttt aaggtgaaaa caatttcagt 240 

ggatggaaat aaggctaaac ttgcaatatg ggatactgct ggtcaagaga ggtttagaac 300 

attaactccc agctattata gaggtgcaca gggtgttata ttagtttatg atgtcacaag 360 

aagagataca tttgttaaac tggataattg gttaaatgaa ttggaaacat actgtacaag 420 

aaatgacata gtaaacatgc tagttggaaa taaaatcgat aaggaaaatc gtgaagtcga 480 

tagaaatgaa ggcctgaaat ttgcacgaaa gcattccatg ttatttatag aggcaagtgc 540 

aaaaacctgt gatggtgtac aatgtgcctt tgaagaactt gttgaaaaga tcattcagac 600 

ccctggactg tgggaaagtg agaaccagaa taaaggagtc aaactgtcac acagggaaga 660 
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aggccaagga ggaggagcct gtggtggtta ttgctctgtg ttataaactc tgggaaattc 720 

catctcttgc atatttgatc agatagtgac atctttctgt atataaactc tttaactgct 780 

attttaggga ccttgcagtt tgcacataat tgttttatat catagcagta aatatttgca 840 

agaaatccca ctcatcgacc ccgggtaaaa tgttatggta agcatgcaca gtttgcagtc 900 

tacagttttt ttatgtagca caaaataggt gtacctttat aagtacattc aattttatga 960 

tttacattta tcatgtaatt tttaaaaaaa tccatctatc taggatatgt tgatacaaag 1020 

tctgcttttg ctattctttt tgcttaaata ctcctatcat tttctgaatt acttggtatt 1080 

tagaactcct agcaccacgg ggaagaatag aggtatcatc aaacgtggca aattttcttt 1140 

caggaataat aaagagcatg attccacagc ttttctggga tgtttgagat tcttttttag 1200 

tactaagcaa aattctcatc acagaatgta gcccaggcca atttataact aaatctctat 1260 

ttgttcggat gatgcttcta aaacagcatt gataggttaa agaagcttgg tatttttaat 1320 

ttacttcaat gattagctca gttgcttaac tggagtttta atcctgtgat atgtacattg 1380 

gattcatgac tgtgcagcat ttttagttat gtggtgtttg gcagaatgac aataaggttt 1440 

tcccccattt tggtttcagg aggacatgaa tagtgtgttt attgtaactc ctcatacact 1500 

tttaaaacca acatcttttt tcataaatgt tggg 1534 



<210> 2034 

<211> 3378 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (3378) 
<223> n s= a,t,c or g 



<400> 2034 

caggcatgag tgacggtgcc cagccattcg tgacatgttt atacaaatat aactttagca 60 

aatatttagc ataactatca aaattacaaa tcatattaaa tttgtataaa tgtatgcaat 120 

ttttggaaca cgcatatcaa caacataccc ataaatataa ctgagatgag atctaatgtc ISO 

acctcacttg acagtgccct cccatgcagt atcgccacat ttgacaatgc ctgcccattt 240 

aatctaccaa ataaatcgaa tcacttaata cctctacaag atgagagata cattctttag 300 

actccccaag ggatgcagct gaaaaaaatc ccaaagttag ttttaagcca aaaagacttg 360 

atttaggatt ttgacactgg agaaacccat caaagatgtc aagtttgaaa acacttgatc 420 

aaaacagaat cacaggtcac tattaaaaga gtattaattt aaccagagac ttccaaagca 480 

atacagaaac ttacatggat ataaaaaccc taaccctttt aaaggtcaga tttgctaagt 540 

gatcaaaagg ggtacttgaa ttgaatcgac acaggaagag tgtgtacagg gttatgagtg 600 

taggcaggtg gttactttgg tcatatctcc atttgccacc tgattacaca tgagaatggc 660 

atctttactc accagaaagc cagtattata ggaggtgtag gaggcattct tggacttgag 720 

acaagaacat tgttgtgtag aaatttcatt gactgtgtta aaattattct ccatgggctg 780 

gagaacacat aacatggcct ttataatgag acgggcattg attggatgca aggtctccan 840 

nimimnnnnn imnnnnnimn nnnacagagt gcttcatcat tccgagactc agtttttaaa 900 

ggaaaaacaa ctaactacct tgcaagcttg ctagcaggtt taagtgtaat aatgtgtggg 960 

aatgactgca ccgtgactaa catgcagtga cagcttaatt aatgttaacc cttatcatta 102 0 

tcatataaga atgtgagtta cataagagag gagtcctgtc agttcgttct ctgctgtgtc 108O 

cccaagacca tgaatcatgg ctggcatgta gtaggcattt aataatatat gttcaacaag 1140 

tatttggcag tcttggaggg cagaaaagga ggtggggaag atttttaaat aacatttttt 1200 

aaaaagtcac attgtcctac aatactgatt tttcttgcat atttaggaaa ttgagggttt 1260 

ttttctaaaa catgcggaca tatgggaaat aggatgcaac atttgcacta atgtttcaga 1320 

cacagttaga ggtttccaag agattttgcg ctggggaggc tgcttgctac aagctcccaa 1380 

agctctggga ggacatagta ttcattcctc cctcagcaga agcggtgagg caagaagctc 1440 

tggggagcac ccagcgttgg acttttagca tagtgtgtca ggtcttcata gtttgggccc 1500 

agggcacaga gaagtcacag ctctctggca tcctgtgccc tttaccctct ttgccaaggg 1560 

aaaatgtggc ccaccaaagc aagaaacttg agggcatggg tcaccccagc cctggcatct 1620 

gcccagagcc cgagaaggaa ggaacaatga tcctccagct acctcacagg gctggcacag 1680 

gtgaccactg ccctggcatc acccatctgt gtccggcagc ctgaacccca tctgtgggga 1740 

tgcgaggagg aaaatacaaa agtccttagg tgaacactga gaaggcagat gcagcagaaa 1800 

cctccaggcc agaactaccc agtcttggac ctatggtgga gatagagcat agctggcgat 1860 

catgtgtact tacactctaa ggtcacctgg ttgcactatg gcctcatctg tggctctgaa 1920 

aatgaagatt tggaaggaga tcatcacagc taatgtttaa caagcccctc ctgtgtgcca 1980 

aatcattcac ccctcaccac aaccgaatga gctaaggatt ctcattatat atagtttatg 2040 
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gagagggaag tgcagacata aagaggtgaa ttatcttacc cagatcacac agctgataag 2100 

tggtggaggc agaatagaat ctaaacagtg tggctccgga gcccacatgc attgattcga 2160 

caagtgttta ttgagcacct gccacggaca aggccttgtg tgattaaata gggttataat 2220 

tagtaatata aaaatgagaa atcactaatg ctttttagac ttaacatttt gtttttttgt 2280 

aggtttcagg cacagaactg tatatccaat aatagtgaaa tggatcccac taattatgac 2340 

agaaatgatg atacatttaa atgacttgga tgttttatag gtatgatctc gtgaaatctt 24 00 

gagagaaact gaatgacgaa tgaaactatt gttcctgttt cacacagaag aaaactgagg 2460 

ttaaaagggg taaagtaatt ttgcatggca tgaagtagaa attcaaagta caggaatttg 2520 

aacttggttc tgtccttttc tgaagccctt gaccactata gactcaaaca tcaccttgtt 2580 

tttccactca ttcaacactt tttttttaaa attatctaat aggttggcac tcatcatgag 2640 

cccctgttct cattctgcaa atggtgaagc tctctattgt cctgacccca cagttcctgt 2700 

cccatgacca gggccagctc accaaggagc tgcagcagca tgtaaagtca gtgacatgcc 2760 

catgcgagta cctgaggaag gtgagtgagt gcagacagat ggggcctggt gcccttgagc 2820 

agttcccggg tctcagctgc cacacatctc atagcgggtg atgctggggg aagcttacgc 2880 

agtcacagta ctggcttctt cctctttttc tttccataca agtggcttag ggatggggta 2940 

gagtagttga cttatttgga tgaaaaccac tatcttctgt cagaaactca aaaggaatca 3000 

ttgctggcat ggtaacctaa agaaaaacaa ccagacaagt gcccaacgac acttaaaaag 3060 

gtgatttatt atcttgccaa gtttaggctg ggcatggtga ctcatgccct ctaatcccca 3120 

gcattttggg gggctgaggc tggtggatca cctgaggccc aggacttcga gaccagcctg 3180 

accaatatgg caaaacctcg tccctgcttg aaaatacaaa aattagccgg gcatggtggt 3240 

gtgagcctgt agtcccagct actcaggagg ctgaggacag ggagatttgc tttggattca 3300 

gggaggttgg aggttttagt gggccgagat cacgccattg cactccacac tgtgcgacag 3360 

agcgagactc tgtcaaaa 3378 



<210> 2035 

<211> 1443 

<212> DMA 

<213> Homo sapiens 



<400> 2035 

taaacGCcag gtcccgggga aaaaattttt ataaaacaaa ccccggaaag aaaactttcc 60 
aacagccagg atatggaggt tgttttaccc cctttacccc ttaaaaattt tttttttccc 120 
taaagccttt aaattttgga ggggggttgg gccaatatgt ccccccccca aaaaaaaggt 180 
tctttccaaa aattcccagg taggttttaa aacggccccc cataaggaaa aaaatttttc 240 
cttgcaagcc cgggtaaaat ttgggccccc caagggttct ttaaaacggc cccccctttt 3 00 
tttttttttt caaaacagat atagctggtt tattttggaa acaagtctca tccagaaatg 360 
ttatttactg catttaaaaa ccatggaagg cgatttgcat ggttcctccc cacgccctca 420 
ctcccaccaa gtacagcttt accacccaag gtcctttcag gaccccaggc ctggcggctg 480 
taggagagag cagtgaatcc taagggcaag agaatggcgt ccacttgcca gagtttctca 540 
gagcagagcc agctgctcct ccagacaggc cggtgaggct actcgacacc ctcacaaagg 600 
ggaaaccctg aaggaagtac ttcagggggt gcctgcccga tgcgggaggt tttgggctag 660 
ccctccccag atccccggcc tgaggggcct cctccagctg cagaagtcaa gctgccaaac 720 
tgccaaagta ctcctgcagc tccagcaggg cccggaagcg atgggagaca gcgttcttct 780 
ccgccttagg catctctgcg tacgtctgct catatccatc aggctgaaag caggggtccc 840 
agccaaagtc ctggcagcct ctgggtgcca cgatccggcc cgaggtccgg cccctgaaca 900 
ggcgcacggg ctggcttggg tccccggtgc tgagtgcaaa cgtgcagagc gcataggctg 960 

acttgtcctc gaacccggcc aggagctggt ggagaccttc aggctttaac ttctccagaa 1020 

accactttat gtaggggccg gggagccctc caagggcatt gaagcacaga caagtgtcct 1080 

caaccagcac gggcccctgt acctggcgaa ctgcctcctg acatttctgt atggaaatct 1140 

catccggctc cccttggtac tccggcaggt caattttctg tgccaccaaa gtgcatggaa 12 00 

acttatctcc tagaatctga acgacctcct ccagcttctt ggcgttcccc gttacaaaca 1260 

cgatcttctt ccccaccaat gaggccgcca tggtgatccc cggttaccca gctgagccac 1320 

cgaaaactcc ttggcgtcca gtgacagaaa acttccggct ggtggcggaa gtgaacggct 1380 

cagtttccgg ccaggtcccg gggaaagcga cccggacccc aaggcgcgta gtcggcggag 1440 

teg 1443 



<210> 2036 
<211> 1458 
<212> DNA 
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<213> Homo sapiens 
<220> 

<22l> misc_f eature 
<222> (1)...{1458) 
<223> n = a,t,c or g 

<400> 2036 

tttttttttt ttgaataatt cacaaaaatg ttttatataa gtttttaaaa tgaagataat 60 

gaatttattt tttcaagaga aaagggactt gatagtatta tacagaatat ccattgacgc 120 

cagagtagtt agtgaagtga attttgatgg gattgaaatg aaagaacctt attattcata 180 

acatttcact gtttatattg cttagtgacc gtagactacc agatcggaaa ctttttctgc 240 

gcatgcttcg aaggtaatta . cggtatagca tgacactaat gactcgagcc tgaaattgtt 300 

ttgaaacgat gtagtagaga atcacatcca gacacgtgct* gaggttcatg aggaaggtgg 360 

taaaggctcc ccagggattg taactgttct cccccgttcc cagcatcagg aaagcgaaac 420 

agatgtggaa gggcataaag cagacgagca cctgcaccag cagcgtgatg atgatcctta 480 

tggacttctc cttgactttg ggtttcagct tagacgtcct gccgtgaagg agattatgaa 540 

taatgaccaa gtagcaccca atcatgatga acaaaggaat caagaaaaaa aatgtcagtc 600 

gagtgaggtt cagcacgttc acagctttta gatagatgat gtcagaaatc ttgaggcagg 660 

tggcgggagt ggagtcttta tctgggtctt tatagagcag tagcagaggg gtggtcgtgg 720 

tcagggtcat tatccagact cccacacacg ccagcacggc tttgcacgtg tttttaagtt 780 

ctttggcgta cttcggctgt acaatggcca tgtatctgtc agcactaata aaggcaagaa 840 

gccataaagc aatgcttggg taaaacactg tgagagctcc aagaatctgg cagaagtact 900 

ctccaaatgg ccattcatct tttgcataat aaaacattcg aaagggtaaa gtcattataa 960 

atatcaagtc cactaatgcc acattcatca tatagatggt taccgtggtt ctcttcttgg 1020 

tggtacaact gaaaacccat aatgcagtga tgttaacaaa taatccaatt atgaagatac 1080 

agctatagaa gacaagggct gcaattttgt attcatctgg atgtgagctg ttaaaaggga 1140 

caggttgatc ttgattgttc agggtgatca ttttacagct tgttggtagg catgatactt 1200 

agaaactcct gtccatcaaa agtctgtgtg agagatgagc atttttcagc acttccactt 1260 

ctgtcgaagg gatatctttg agttgcttct gttaaaatag ctctttctgg aaccagtgta 1320 

tttaagaaat gttgtatttt gttttagact cttttgttgc tttaaaaagt agtttccagt 1380 

gtaacgcgtg gcgtcgtagt tggtgctggg gnngcgccta cggnaatcaa emttccggcc 1440 

ggtcccacgg ctgtctaa 1458 



<210> 2037 

<211> 2075 

<212> DNA 

<213> Homo sapiens 



<400> 2037 

tttcaagccg actgtgtggc agctgagagg agttttgcac gtggatcgcc gttcgggtgg 60 

gcgagatgga gacagccccc aagccgggca aggatgtccc gcccaagaaa gacaaacttc 120 

agaccaagag aaagaaaccg cggcgatact gggaggaaga gaccgttccg accacagccg 180 

gagcctctcc agggcctcct cgtaacaaga agaatcggga gctccgtcct cagagaccaa 240 

aaaatgctta catcttaaag aagtctcgga tctctaagaa gcctcaggtc ccgaagaaac 300 

cccgagaatg gaagaacccg gagtcccagc gcggcttgtc cggggcccaa gatccattcc 360 

caggccccgc ccccgtccct gtggaagtgg tccagaagtt ctgtcgcatt gacaaatccc 420 

gaaagctacc acattctaaa gccaaaactc gaagccgact tgaggtggct gaagctgagg 480 

aagaggaaac aagtatcaaa gctgctcgtt ctgagctgct gcttgctgaa gaacctgggt 540 

ttctggaagg ggaggatggg gaagacacag caaagatatg ccaggctgac attgtggagg 600 

ctgtggacat tgcaagtgca gccaagcact ttgacttgaa tctgcggcag tttggaccct 660 

acagactaaa ctactctcga actggaagac acctggcttt tggagggcgc cgaggtcatg 720 

tggctgccct tgattgggta acaaagaagc ttatgtgcga gatcaacgtc atggaggcgg 780 

t^cgggacat ccggtttctc cattctgagg cactgcttgc tgttgctcag aaccgctggc 840 

tccacatcta tgacaatcag ggcattgagc tccactgtat ccgccgctgt gaccgagtaa 900 

cacggcttga gttcctgccc ttccacttcc tcctggctac agcttcagaa acagggtttc 960 

taacctacct ggatgtgtca gtggggaaga ttgtggcagc tctgaatgct cgagctgggc 1020 

ggctcgatgt tatgagtcag aacccttaca atgccgtcat ccatctcgga cacagcaatg 1080 

gtactgtgtc tttatggagt ccagctatga aggagccact ggcaaagatt ctctgtcatc 1140 

gtggtggggt ccgggctgtg gcagtagatt ctacaggcac gtacatggcc acctctggcc 1200 
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tagaccacca gctgaagatc tttgacttgc gagggacgta ccagcctctg agcactcgga 1260 

ccctgcccca tggagcaggg cacctggcct tctcccagag gggactgctg gtggcgggaa 1320 

tgggtgacgt tgtcaacatc tgggcagggc agggcaaggc cagcccaccc tcccttgaac 1380 

agccctacct ' cacccaccgg ctctcaggcc ctgtgcatgg ccttcagttc tgcccctttg 1440 

aagatgtgct gggggtgggg cacactgggg gcatcaccag catgctggtc cctggggccg 1500 

gtgagcccaa cttcgatggc ctggagagta atccatacag aagccggaag cagcgccagg 1560 

agtgggaggt gaaggccctg ctagagaagg tacctgcaga gcttatttgt ctggacccac 1620 

gagccctggc cgaggtggat gtcatctccc tggagcaggg aaagaaggag cagatagaga 1680 

ggctgggcta tgacccgcag gctaaggctc ccttccagcc aaagccaaag cagaagggcc 1740 

gcagctccac ggcaagcctg gtgaagagga agaggaaggt catggatgag gaacacaggg 1800 

acaaggtccg gcagagcctt cagcagcagc atcataagga ggcgaaggcc aagcccacgg 1860 

gggcccggcc atctgccctg gacagatttg tgcgctgagc cagactccag ggttgcctgg 1920 

gaacagtctc tccccaagat cacctgtagg gaaatgagtg ttccctggaa caaggaggtg 1980 

ggggcagtgt ggccccttcc ccaactgggg gtggacagct gtctcctggg gtgggttggt 2040 

attaaagagg aaagcgattt tttggaaaaa aaaaa 2075 



<210> 2038 
<211> 2714 
<212> DNA 

<213> Homo sapiens 



<400> 2038 

atgacagccc aggatagcaa cacttccgcg cacgcgcagc gcgacgggcc ggaacttccg 60 

gcgtcctcct cgtggcggtc attttggcct ctgtcctgtt tgtccagccc gccagtttct 120 

gcagtggagg tcgcgactga gggacgggac agagaagtcg cgaaagtggg ccagaggttc 180 

tgcgacacca cctcgggtga gctgcgccag gcccgggata gggactgttg tgttcgaatg 240 

cccgccccgg tcggccgccg ctccccgcct agtccacgga gctcaatggc ggcagtcgcg 300 

ctgagggact cggctcaggg tatgaccttt gaggatgtgg ccatttattt ctcccaagaa 360 

gagtgggagc tccttgatga gtctcagagg ttcctgtact gcgatgtgat gctggagaac 420 

tttgcacatg taacatccct gggttattgc catggaatgg agaatgaggc gatagcttct 480 

gagcagagtg tatctataca ggtcaggact tctaagggca atacacccac ccagaaaact 540 

cacctcagtg agattaagat gtgtgtccca gtcttgaaag acattttgcc tgcggctgag 600 

caccaaacca catcccctgt gcaaaagtca tacttgggta gcacaagcat gagaggcttc 660 

tgcttcagtg ctgaccttca ccagcatcaa aagcattaca atgaagaaga gccctggaaa 720 

aggaaggtgg atgaggctac atttgtgacc ggctgcagat tccatgtgtt gaattatttc 780 

acctgtgggg aggccttccc agcccccacg gacctactcc aacacgaagc cactcccagt 840 

ggtgaggagc cacacagtag cagcagcaag catatacagg catttttcaa tgcaaaaagt 900 

tattacaagt ggggtgaata cagaaaagct tcaagccaca aacacacact tgttcagcat 960 

cagagtgtct gttctgaagg agggctttat gagtgtagca aatgtgagaa agccttcact 1020 

tgcaagaaca cacttgttca gcaccagcaa attcacactg gacaaaagat gtttgagtgt 1080 

agtgaatgtg aggaatcctt tagcaaaaag tgccacctaa tcttacacaa gataattcac 1140 

actggagaaa ggccttatga atgcagtgat cgtgagaaag cctttatcca taaatctgaa 1200 

ttcattcacc accagagacg tcacactgga ggagtgcgtc atgagtgtgg tgaatgtagg 1260 

aaaaccttta gctacaaatc taacctcatt gaacaccaga gagttcacac tggagaaagg 1320 

ccttatgaat gtggcgagtg cgggaaatcc tttagacaaa gctctagcct ttttcgacac 1380 

cagagagttc actctggaga aaggccttat cagtgctgtg agtgtgggaa atcctttaga 1440 

caaatcttca atctcattcg acatagaaga gttcacactg gagaaatgcc ttatcagtgc 1500 

agtgattgtg ggaaatcttt tagctgcaaa tcggaactca ttcaacacca gagaattcac 1560 

agtggagaaa gaccttatga atgcagagaa tgtgggaaat cctttagaca attctctaac 1620 

ctcattcgac accgcagcat tcacactggt gataggcctt atgagtgcag tgaatgtgag 1680 

aaatccttta gccgcaaatt tatcctgatt caacaccaaa gagttcacac tggagaaaga 1740 

ccttatgaat gcagtgaatg tggaaaatcc tttacccgca aatctgacct cattcaacac 1800 

cggagaattc atactggcac aagaccttat gagtgcagtg aatgtggcaa atcttttaga 1860 

cagcgctctg gcctcattca gcaccggaga cttcatactg gagaaaggcc ttatgaatgt 1920 

agtgaatgtg gaaagtcttt tagccaaagt gctagcctca ttcaacacca gagagttcac 1980 
actggagaaa ggccttatca gtgctgtgag tgtgggaaat cctttagaca aatcttcaat ' 2040 

ctcattcgac atagaagagt tcacactgga gaaatgcctt atcagtgcag tgattgtggg 2100 

aaatctttta gctgcaaatc ggaactcatt caacaccgga gaattcacag tggagaaaga 2160 

ccttatgaat gcagtgaatg tgggaaatcc tttagccgca aatctaacct cattcgacat 2220 

cggagagttc acactgaaga aaggccttaa atgtgaaggg aatgtgctat ttctttattc 2280 

agtataatag cactggagga gactgtggta gccatcttcg taaatttaaa ctttgagcac 2340 
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ccacagtggg gtattcttca taagtttcag gtatgtggga agctctgagg aggttcattg 2400 

taatttctaa tctgccgagg cctatagcct gatttatgtc actgccaatt tctgaggctg 2460 

aagccatttc acatttcacc cctaccacct ggcaggtgca caccatgtgc atgagtcact 2520 

tccccacagt gctcagagaa gcaaacctct gtactctccc atttgcttgg ggaaattatt 2580 

aatagcccaa gcatgtaggg tcttcatgtc ttttctctga ctttagagta tacacctgac 2640 

ccagttgtgg tccagagaat ctgagttgtg ctgtcagctt tctaaggatt acttttttaa 2700 

ggaacattgt cgcc 2714 



<210> 2039 

<211> 3193 

<212> DNA 

<213> Homo sapiens 



<400> 2039 

tttttttttg tgttcagaaa agtacagtgt tgacatttta ttttttatgt aaagaagcca 60 

tatttacata atacattcat atttttaagt atgttacagc tcctgtagaa aaccatttcc 120 

attaagacag caacaagtga tctggattca atctttaaaa tattaagtca aattaaaatg 180 

ttcttatcaa gactccaatt taatttcaca gcccatctgc cacaggggaa ctgaggagaa 240 

acaggaatga agagtgggcg acaaagagaa agcatccctt cccacacgcc aagagtccag 300 

tgcaacgatc cctgccacac ggtcagccga ccccacttgg tgccacaggg tccagcctcg 360 

gccactctgg gctcaacctt tccagcacgt ctgggagccc aatgaggcta tgggacagtg 420 

tgcatttccc tcaaggcctc cggaaagtca cctgccaccc actgtgacct ctgaggctga 480 

aaggactaag gactcctttc cccatcattt cagctgggcc agtggctggc taaaatcagc 540 

gcagcattcc cattcttctg aaagccacag ctgaaataat gcaccagctg aaaccacagt 600 

ggacagactg agatggcctc cctctgggcc tctagttggc aactttctca cccgggggct 660 

cctctttctc cttttcccgc tccttgttcc agtccttaag gccttctgga agtgaggtgt 720 

cctcatccaa gctgccagtg ccttccacaa attcttcata ggtagatttt tccgcaaatg 780 

gtctggggcc caaaagttca accatatcat tcttatctaa tacttctttt tctaacaaca 840 

gaagagcaac cttctccacg tcagctttct tttctgtgag aagagctact gttcttttat 900 

aagcatcatt aataagtatt cgtacttcat catctatcaa tcttgcagtg gcttcactgt 960 

aaggtttctc caataccatg tccccctgac gtgggaggtc aaaggagatt tgcccaacct 1020 

tttcattcat gccaaactga acaatttggg catatgcact ctgagttact tttctcaagt 1080 

catcttgagc accagttgta attcttccaa agaagatttc ttcagagact cgaccaccta 1140 

aagtcataca catcctatcc aagagctgct ctttggtata gaggtattgt tcttttggta 1200 

aatactgagc ataacctagt cctttgccac gtgggatgat ggataccttt aaaagcgggt 1260 

ctgcgtgctc cagataccag ccggcaaccg catggcctgc ttcgtggtat gccacagtct 1320 

tcttctcctc aggctgcaga acctgcgttt tcttctctaa gccaccaatc actcgctcaa 1380 

ttgcctgttc aaagtgtttc tgatttatgg aatctgacag atgccttgca gcaatcaacg 1440 

cagcttcatt acagacatta gcaacatcag cacctgaaaa ccctggagtt aaagatgcca 1500 

gttttcttgc caatttatcc ttctccaggg tactgtccag ttttagcggt cggagatgaa 1560 

ctttgaaaat agaagctctt ccttttatgt ctggtggtcc aataaagatc tgcctgtcga 1620 

aacgccccgg cctaagtagc gcggggtcca ggatatctgg tcgattggtg ccggccaaaa 1680 

tgacgacatt tgttgttgta ttaaaaccat ccatctccac cagcagctgg ttgagtgtgt 1740 

tctcctgctc actctgccct ccaaagttgc ctcttcctct cttccttccc accgcatcga 1800 

tttcatcgat gaagaggatg caaggggcat tcttccgagc aagggcaaat aagtctcgga 1860 

^ ctctagcagg gcccacacca acgaacatct ccaaaaactc agatccacta acggtgatga 1920 

aggggacatt ggcttctccg gctgtggcct tagctagcag cgtcttccca gtgcctggag 1980 

gaccagtgag aatggcaccc tttgggattt ttgctcctag gtcttgatac tgctttgggt 2040 

ttttcaagaa attcacaaat tccatgatct ctagcttggc ctcctcacag ccagccacat 2100 

ctttgaactt' cacatcaatt tcatccttta agaccttggc agtggtttct ccgacactga 2160 

agagtccgcc catccctcgg cctgtccggc caatggcagc aggccctctt ctgatggtgt 2220 

agagcaagaa ggcgatgatg agcaccgtag gcagcatgct cagcagaaaa gagccatcac 2280 

tttcagcaat gtagacaaca ggcacccgat tttctccttc tatgcccaat tcctgctgta 2340 

aagtttccag attccgttca aaggtgtcca cactgccaat attaaaccaa acgtattgcc 2400 

catcaacagg agtttttcct ggtgtaaagg tcactcgaac aaaacgcttg ttgacgactt 2460 

ccaatctgtc tactactcct tttgaaagat agttattgac aaagtccttc caagtgattt 2520 

ctctcccgga tctcttgagc agcaagtaaa acatgactcc accccagaac agagcagtcc 2580 

agaggaagaa catcctgaaa tccttgtcgt cccatggaat gtcacccttc tgaaacctgg 2640 

accaccagtg agaatcatct ttcttgccac ctcgttttcc accgccacca cctcctcctc 2700 

cagaagagcg tgtggtagca gctggctttg attctttttt ctctcccata acttctttag 2760 

gttcactagc tttttttcca ttttttccat taggaaagta ttttccaaat ccttttgggg 2820 
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gtcgagaaca gaatctttga taagcagcaa ttatatctgt caaaagagaa tttctgctgg 2880 

cccttgcttg agttgtaaca aatcggtaaa gcgtccggag gcagggctgc tcgcccgggc 2940 

ccacgccgcc aggcacgagg agctgctgta ggccgcgggg ccagcagccg ccccggcccc 3000 

acagccgcaa acagcggtgc gccatggccg ccgccgtggc cctctcggcc cgggacgctg 3060 

cgcaggcgcg ggcaggcgac gactggcggc ctcgggaagc gggctcggct cggggaaagg 3120 

ccgccaggca gcgaagcgcg ccggcggctc acggaggagc ccaagctctc aacgcggcgt 3180 

ctcccctcgt gcc 3193 



<210> 2040 

<211> 2655 

<212> DNA 

<213> Homo sapiens 



<400> 2040 

agcgctcctc cttccggtga aagtcgtcgg gttcccagcc gggagtctgc ggagttctca 60 

tactctgtta cccagcttcc tttgtatgag ggctgttgcg cacttccggt ggaagcgctg 120 

aagcgagtgg gtggagttta cggagccggt gggcggtagg cggtgctacg ggtagctggg 180 

tgctgtccaa aggcgacagg gcgtcgttag gggagcgagt cgtgaccggt tgggccacac 240 

tcaacgtggg acgaagcttc gcctactgtt tgactacgtg cgtgcagcct cccctcgatg 300 

tcggccctcg aaaagagcat gcacctcggc cgccttccct ctcgcccacc tctacccggc 360 

agcgggggca gtcagagcgg agccaagatg qgaatgggcc ctggpiagaaa gcgggacttt 420 

tcccctgttc cttggagtca gtattttgag tccatggaag atgtagaagt agagaatgaa 480 

actggcaagg atacttttcg agtctacaag agtggttcag agggtccagt cctgctcctt 540 

ctgcatggag gaggtcattc tgccctttct tgggctgtgt tcacggcagc gattattagt 600 

agagttcagt gtaggattgt agctttggat ctgcgaagtc atggtgaaac aaaggtcaag 660 

aatcctgaag atctgtctgc agaaacaatg gcaaaagacg ttggcaatgt ggttgaagcc 720 

atgtatgggg accttcctcc tccaattatg ctgattggac atagcatggg tggtgctatt 780 

gcagtccaca cagcatcatc caacctggta ccaagcctct tgggtctgtg catgattgat 840 

gttgtagaag gtacagctat ggatgcactt aatagcatgc agaatttctt acggggtcgt 900 

cctaaaacct tcaagtctct ggagaatgct attgaatgga gtgtgaagag tggccagatt 960 

cgaaatctgg agtctgcccg tgtctcaatg gttggccaag tcaaacagtg tgaaggaatt 1020 

acaagtccag aaggctcaaa atctatagtg gaaggaatca tagaggaaga agaagaagat 1080 

gaggaaggaa gtgagtctat aagcaagagg aaaaaggaag atgacatgga gaccaagaaa 1140 

gaccatccat acacctggag aattgaactg gcaaaaacag aaaaatactg ggacggctgg 1200 

ttccgaggct tatccaatct ctttcttagt tgtcccattc ctaaattgct gctcttggct 1260 

ggtgttgata gattggataa agatctgacc attggccaga tgcaagggaa gttccagatg 1320 

caggtcctac cccagtgtgg ccatgcagtc catgaggatg cccctgacaa ggtagctgaa 1380 

gctgttgcca ctttcctgat ccggcacagg tttgcagaac ccatcggtgg attccagtgt 1440 

gtgtttcctg gctgttagtg acctgctgtc cacccctcct caacatcgag ctctgttgta 1500 

aatacgtcgc accagaggcc actgtgatgc cactgtctcc tctccatccc gcccagccat 1560 

gtgacactgg ctcccggtag acgggcaccc cgagatgtac caaccttttc atgtattctg 1620 

ccaaaagcat tgttttccag ggcccttgac caacatcggc ttccccagtc cagggctccc 1680 

ctgctccttt cccttccctg tactggggta gctcctgcct gctctccctg cgttgcctag 1740 

ggtaaagcct ccagatttgc catactgagc ccctcttcct agcatcaggc gatacatctg 1800 

agttcaaatg tcttcccagg ctcagggacc tccattcctt gagattgtct tggcatggcc 1860 

cagccctgcc tcatgggatg gacaatgcat ggggtggtct ttatttttcc ctttcaaata 1920 

aaacactagt caggtaccgt tttatcccag tcgtactctt ccaggtttgg aagacccaga 1980 

gaggccaaga tcccatcctt agccatagcg agcggtggtg gtggatagca tcacaagaaa 2040 

cgagcctgaa aatcaggtcc agccggtcca agcacatggc ctcccatctg ggagagccca 2100 

ctgtcccact cccacatgtc tgggcacctg ccctgggctg aggccaggct gctccagggg 2160 

cctcctgcgc cctcacctgc cacagagcaa cccaggttaa atacagccca tgcacaaagc 2220 

cacaggccaa agcctatgga attgttttta atcatcaaat ttaaccattt tcataactgg 2280 

ttcctggagg tgtgcagtgc ccccttgcct cttcaaacct acagcttctc tttgccattt 2340 

gtggatttca catcactcca cacagaaaca ttacagcctg gcatccccag tctttgcctt 2400 

cttccagctg cctcgacaca gcactgtggc ctgtccctat tgcccaggca cgccatttcc 2460 

asggSTcagga aggggcagtg tcctgaagcc catcttttct gtgactgtct taggtgatgt 2520 

gtagccccct ccacctttcc actcaacaac ctcccacccc tgtcctgctg catggtccgg 2580 

agtctgggac ctactttgtt ttttgttatt tatgaccttg tttaaagaaa ataaatatct 2640 

cccaaccttt aaaaa 2655 
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<210> 2041 

<211> 694 

<212> DNA 

<213> Homo sapiens 



<400> 2041 

aggccaagaa tattgcgcga ggtgatattc aggccataaa ttgatgcaat gcaatgctgc 60 

cagtgacaga caatacagca cattccccag gatggcaaca gctactggct tgtgcttaaa 12 0 

taccatttca ttctgactga ggtcatcatc tttgagctcc tgcaatgagg agctcaatag 180 

ggtgggggat gctgtccttt gcctcaggtg ctctttgggt gctttcataa aagagggtca 240 

gagccgccga tggggtctag gagaccctaa gagttctgat ggtcaggctg agaattgtgt 300 

cctcagggag tgggagctgc tgcaggtctg agcaccaagg gctccagcac caggacagga 360 

gcctccagcc acctccacct tgcagcccct gaaggtagca tatgtggacc ctctagatgg 420 

ggtggggagt gacctctgcc cagttccttt ctgtcccgtg gccttcccat ctgcaggttg 48 0 

tagaggggaa acagaaggct agaaaggccc ttccagctca ggcttttact ggttctaaat 540 

ggattcctga gctggcctcc ccatccctgg acagagcgga agctaccccc tgccctgcct 600 

ctctgacccc catggtatca gcctctgtct catctgcccc cagatcccag ccatggccct 660 

ggagcccaaa gaagggcatc tgagaaaagt tgga 694 



<210> 2042 

<211> 1695 

<212> DNA 

<213> Homo sapiens 



<400> 2042 

tttttttttt ttaatcagac aaagatgatt tattttcata cctaaagcac tttataatat 60 

tctctggaaa atctaaaatc attctgttat cctaacattt ttatactatc atcattttag. 120 

aaaataaaag gcctgcgtta tatactagaa aaatttcttc attatatgca aaatatttat ISO 

ctcctctagt aaaggagatt aaagaacaac tgcaagagga aggaaggtcc tgaaagtgtt 240 

tcatttggta tctacctacc ccaaccccaa gacataaaga cagataaagg cactaagatg 300 

ctagtatgtg gctagtcctt tcaataaccc agtcagtcca tacagataac ccatgggata 360 

tattcaagcc actctttgag ccatcgatgg tcattatttg gttagttcac ccaaggtaag 420 

gccataccag ctgttaaaat gatgtagaga ttaatcaaca gggctgccac ttgcgaatcc 480 

cctccaagga tgctgtgcaa agggtctcat tggtcctgat gagtaatctt gtgactgtac 540 

atattcctgg gtgcatgtcc acaaatactg aggtatagcc tgcatgccac taaaaataac 600 

aaaggtttca gggctggaga cattgtcaac cacactgtca tgaccatcta tagctccagg 660 

actcagtggt gggggaacaa tatttaacgg atgtccctgg cagaagaagc ctgtgagtac 720 

ttcagcctca aacacataga tcagcttatc tgcagcagag attttcttgg ccttctctgc 780 

caggtttttg aggttcttgg tgaagtatat gccagctccg tattttggat cgcaaggtgt 840 

cgagtacatt ctttgaaagc caactctgca taccacattg cagaactggt atgggacttg 900 

ctgaaacagc ctatggctca caggttgcct gtgcagtttt tcttccatca ttttcttctt 960 

tctttgaaag gcagccataa ggacctcatt gtctatcttc tccaccttta gaacctgcaa 1020 

accacatttt tcaaactgtt tcttttgatc tagaagctct tgagttggag gcacaggaca 1080 

tttcagaaat atgatatttt ctttcatttc gtcttgggtt ttttgttgct gaatagtcca 114 0 

ctgtcctaac gagcgccaaa ggcctcgctc ctttttcctt gccatttcct cctgtacttt 1200 

acaaagcata tcttcaatgt tcataaccac ctcaatgagg tcagcccggg ctccttcaat 1260 

ctctaactct gtccttcctg ggctgataat ttctgtgatg gagacacttg aagttttctg 1320 

aagctgagac aaaatgtcat gttcctttct cccaaggtac agaatatgat tattctcaat 1380 

gatgtggtgg ttctggagac tcaggattct ttggatccat gcgtgggcct catacatctc 1440 

ttccacgttg aatcccatca gattgatggc aggagatcta gcttcaagcc cattttctct 1500 

tttctcctct ctggttgact gggggacttt ggcttattta ttcttcttct cccctccgtt 1560 

agttcagatg atcaagaata gaatgagcca atggtgggcg accctactta ttggcctgtg 1620 

aatttcttac tcaccactgt aattgttcaa actcagcatc aaggacctat ttgccatttc 1680 

agaactgaaa gccta 1695 



<210> 2043 
<211> 981 



3953 



wo 01/57190 



PCT/USOl/04098 



<212> DNA 

<213> Homo sapiens 



<400>-2043 



atctactgtg tctgggcgcc 
gggcgaaagg agcccgggcc 
ccgcccagtg tggtttccca 
cttccacctg ggagcgtcct 
ggcccagaaa gaggtcaaaa 
aaatcaaaag gagttcatgc 
gcagagtgaa atgagggaaa 
caaatatttt ggaacttttt 
aaaaaagaag ccagccttcc 
gtatgacttg ggctatggaa 
ggaaacagaa aagagtaaat 
aaaagccaga aaggaacaga 
aaatctcaaa gcacagaatt 
aagattttga tattatagat 
ttttaaaata aaatttataa 
agatttcctc tctctgtgtg 
aattcctgga aaaaaaaaaa 



aatcccgacg ctgggcggag cgaggcccgg tccctgcagc 
tggaggtttg cgtaccggtc gcctggtccc ggcaccagcg 
taaggaagct cttcttcctg cttggcttcc acctttaacc 
ctaacacatt cagactacaa gtccagaccc aggagagcaa 
tggggtttat attttcaaaa tctatgaatg aaagcatgaa 
ttatgaatgc tcgacttcag ctggaaaggc agctcatcat 
gacaaatggc catgcagatt gcgtggtctc gggaattcct 
ttggccttgc agccatctct ttaacagctg gagcgattaa 
tggtcccgat tgttccatta agctttatcc tcacctacca 
cccttttaga aagaatgaaa ggtgaagctg aggacatact 
tgcagctgcc aagaggaatg atcacttttg aaagcattga 
gtagattctt catagacaaa tgaaatcatg cttaccaatc 
attgacttga atcatggt'tt ttacagtttt ttaaatgctc 
tttattttaa aatattaaaa tgcaagatag ttttgagcta 
cattcaacac aaaatcatgg aggtgctcta aataactttt 
cattaccaat atctaagtgt aaaattaata aattgttttg 
a 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
981 



<210> 2044 

<211> 1236 

<212> DNA 

<213> Homo sapiens 



<400> 2044 

tttttttttc ggttcccggg gatttatttt gatgcacgca cgaaacggta tctaaacttg 60 

caggcacaca cacgtctgtt tttaggctca acttcaaaag cgggtgtgca gttccatagg 120 

agttctgtat tcgtgtccac gttgcaccca ggaaacctta gcctgaacac caatttgaac 180 

tgtcagttgg ccctagcttc acacaaacag gagaaaaatt gtttaacccc tggagctgtc 240 

aagtaacctc ttcagggtac aacttttatt ttacacgctg caattaaggg attgcaaacc 300 

ccagcagagc caccggagcc gcttggcaga atctccaacc tgggggaaag ctcaaagcca 360 

ataaaactcc caaggcgctg cggcccgagg gggtggctgc ctcgagcgga ggcgatccct 420 

tgttggggaa aaaatctggg agtgacttcg ccggtcttgg tttggtggtt atgtttaatt 480 

gcgaaaggga taatgatttc taataaaatt gcacggggcc aaaagggcag ctcggatcgt 540 

ggtagcaggg ttaagggaga agtgctagaa gctgggcccc aggcgtggcg cttggacctt 600 

gagcagtgcc gggctttgca gaaggcatct ctggagaaaa ggaagcggag aaagaaagga 660 

aggggaatgt ggcggaattg gggtaagata gggggtgttg gggcaggctc gcggcggagc 720 

tcgaggaagg ttttatcagt tcgcaggctg gagtgcgctc tagaagcaag ttcgccgcgt 780 

agagaggcct ttatacctgt gtcggagcgg ccggcggcag attgtggtac tggcgagcaa 840 

ttggactatt gttgatatgc taatgaggcg attaggctgt tggtaaagag ccagagagta 900 

gctccacttg ggtgcgagac cgagaggggc atatccgttc acgccgatcc atgaaaatgc 960 

tttggaaatt gacggataat atcaagtacg aggactgcga ggtaagcgcg acgccggctc 1020 

gatcatccgt gcggtcacag gctccgagct tgaccctccc tctcctcctc ctctccttgc 1080 

aaccagctgc gaaacgcggg tgggacaaac tttccccagc gcagcgcccg tccctcggat 1140 

tcgcccgaag aacgcggggg agaagctgca gagagaggac gtggatgctc ccttctttgg 1200 

tttccgaatt cctccacagg gactagagac tacgaa 1236 



<210> 2045 

<211> 2188 

<212> DNA 

<213> Homo sapiens 



<400> 2045 

tatttcgtga aggccgtttc ggttcttcgt gcgcggtagc cgccccactt gcgggattcc 60 



3954 



wo 01/57190 



PCT/USOl/04098 



aaggcctcat cgagtgcggg tatctggctg tggattcgcc gccgtcctgc tggacgcctg 120 

gaggctcgaai ccccgccgcc cccctacccc aggctttact cccaccccgg cttccgccca* 180 

ctgtgctgcc cttcctcgga cctgggctgt cgggagagct ggagatgttc acccttcctc 240 

aaaaggactt cagggctccc accacctgtc tgggccccac ctgcatgcag gacctgggca 300 

gtagccatgg ggaagatctg gaaggagaat gctccagaaa actggaccag aagctgccag 360 

agctccgtgg agtgggtgat cctgccatga tctcctctaa tacctcctac ctgtcctcta 420 

gaggaagaat gattaaatgg ttctgggatt cagctgagga gggctacagg acctaccaca 480 

tggatgagta tgatgaggac aagaacccca gtggcatcat taacttgggc accagtgaga 540 

acaaactctg ctttgacctg ctgtcctggc ggctgagtca gcgcgacatg cagagggtgg 600 

agccatccct gctgcagtat gctgactgga ggggacatct gttcctccgg gaggaagtgg 660 

ccaagttcct gtctttctac tgcaagagcc cagtacccct cagaccagag aatgtggttg 720 

tcctgaatgg tggtgcctcg ctcttctctg ctctggccac ggtgctgtgt gaggccgggg 780 

, aggctttcct gatccccacc ccttactatg gcgctatcac acagcacgtg tgtctctatg 840 

gcaacatccg gctggcctat gtctacctgg acagtgaggt cactgggcta gacacacgcc 900 

ccttccagct cacagtggag aagctggaga tggccctgag agaagctcac tctgagggtg 960 

tgaaggtcaa aggcctcatc/ctcatcagcc cccagaaccc tctgggtgat gtatactccc 1020 

ctgaagagct acaggagtac ctggtatttg ccaagaggca caggctgcat gtgattgtgg 1080 

^atgaggtcta catgctgtcc gtgtttgaga agtctgttgg gtaccgcagt gtcctaagcc 1140 

tggaaaggct ccctgacccc cagaggaccc atgtgatgtg ggcaaccagc aaggacttcg 1200 

ggatgtctgg gctccgcttt ggcacgctgt acacagaaaa ccaggatgtg gccactgccg 1260 

tggcttccct ctgccgctac cacggcctca gtggcttggt ccagtaccag atggcacagc 1320 

tgctccggga ccgtgactgg atcaaccagg tgtacctgcc ggaaaaccat gcccggctca 1380 

aggctgccca cacctatgtc tcagaagagc ttagggcatt ggggatcccc ttcttgagtc 1440 

gtggggctgg cttcttcatc tgggttgact tgagaaagta cctgctcaag ggcacctttg 1500 

aggaggaaat gctgctctgg cgccgctttt tggacaacaa ggtgctgctg tcctttggca 1560 
aggccttcga gtgtaaagag cctggttggt ttcgctttgt cttctcagac caggtccacc . 1620 

ggctttgcct ggggatgcag agggtccagc aggtgcttgc aggcaaatcc caagtggcag 1680 

aagacccccg tccctctcag agccaggagc caagtgacca acgcaggtga gctggtcatt 1740 

gtctcgtggc cagagggccc agcagccact gtggacctgg ggcgttctgg ggctgcagaa 1800 

gactgactgt ggatgtgcca tttgccagga aggtatctaa cttggctttg tgcctgaaga 1860 

actgtttctt gtctttcgct gtagcagtgg gaaactcctt aagctgtggt tcagcctggg 1920 

ccctccctct ctcctattaa acaaaactag gagagtccat atgtctccat tgtgagttat 1980 

ttagaatgga ggagtcgtga ctgcttctaa ccagagcctc agcccccctg aggatgtgaa 2040 

aagaaaacaa acaacttgta ccttctttct gatatcaccg tcattcctct ttctttgtca 2100 

ccaaggaaac gagtcaaagg aacagcacat acaggagagt ttgtagaaaa ataaaaaaaa 2160 

gtgataactt ccaaactcaa aaaaaaaa 2188 



<210> 2046 

<211> 836 . 

<212> DNA 

<213> Homo sapiens 



<400> 2046 

ccgtggctgc cgtggtcgga tggccgggcg gctaggagtt cccggaagtg cccgcgcagc 6 0 

cggtttccgg tgcaggtggg gaaaatggcg gtgtctacag tgttctcgac ttcgtcgctg 120 

atgcttgctc tgtcaaggca cagcctattg tctcctttgc tcagtgtgac atcattcaga 180 

cgcttctaca gaggtgacag cccaacagat tcccaaaagg acatgattga aatccctttg 240 

cctccatggc aggagagaac tgatgaatcc atagaaacca aaagagcccg cctgctctat 300 

gagagcagaa agaggggaat gttggaaaac tgcattcttc ttagtctttt tgctaaagaa 360 

catctgcagc acatgacaga aaagcagctg aacctctatg accgcctgat taacgagcct 420 

agtaatgact gggatattta ctactgggcc acagaagcta aaccagcccc agaaatattt 480 

gaaaatgaag tcatggccct gctgagagac tttgctaaaa acaaaaacaa agagcagaga 540 

ctgcgtgccc cagatcttga gtacctcttt gaaaagccac gttgagctgt gctccacggc 600 

ctggcatggg ggttcagtct gtggatggta actacttatg atggacgtta gccttgcttc 660 

cggcttctta gatgcccagc tgccctaccc cagaccactg gtcctgcctc aagtgatgga 720 

cataaccctc tcctaggaca tacatgtaaa tgcacaatgt gactcattct catacttttt 780 

tggttcagct ctgagcctca aaagtgattt gtcagcagcg tgggccatgc aggctt 836 



<210> 2047 



3955 



wo 01/57190 



PCT/USOl/04098 



<211> X176 

<212> DNA 

<213> Homo sapiens 



<400> 2047 

tttttttttt ttttagtttc taaaaatatt gttttattaa ataactgtta aataggattt 60 

ttacaaaata aatggcatag aaaagggtaa aaatgtttat gttcccagaa ctttctatgc 120 

cttttcaaca gaaaggaaaa ggcacagaaa gttgtcagct gctattactt ctggagagct 180 

gccacaactg gacggtgttg gagtatcacc agttctctct ctcatgggaa agaaggggat 24 0 

caacactttg tagagaggta gcacgtcttc aggtaacagc tgctacacac agctggcttc 300 

aactttagct cccctgttga tgactgtcag cttcaaggtg tagcatccca tggcactcag 360 

gaagaattaa ggagctgcac gaggttttca agacatttca aataataggc atttagaggg 42 0 

tttgcttctg agtttgggaa agttttcttt gctaaggagt atgcttcatc cactcttctt 480 

tttactgatg ggcttttcaa agctgttttt gccttctgat aattgtaaat cagagcccaa 540 

agggcagctg ctccaatcct ctgagcattt tgattctcac tttccagaca ggcagcaagc 600 

acagtaatga ctttttcatt agccaggatc ttgggtttat ttgcaggact gaagcaaaca 660 

ttatgaaaga taagaagagg caataaaggg ctgctcttgt gcttgtattt gctcatctct 720 

gttagtaagt ctagacagcc atcaagcctc agaatcattt gttgcccatc ttctccagat 780 

gatatattca ggagtaactt caaccaaaga atagtcagat tacttagatg tttatttcct 840 

ccttttggca atgctagaga gaggaagttc tgtaagaagt tactcttctg aattactcct 900 

ttacagtcat gcgacaaggc caggtttgaa agaagcataa aaaccatctg ctgaaccgtg 960 

gtgttctcca gtggcatctg ggaagccaac tttaggatac acagcatcag agagttgctc 1020 

acggctcctc tatgtgtagc ttgaacaggg tgttgtccac aacttgacca acaaagagaa 1080 

ctgcaaccat ttggaaaatt tgcagtatag acacaaagga gctgcagaga aatttgcatc 1140 

aatgaatcat ccatcaaaat ccaaggccag iagagag 1176 



<210> 2048 

<211> 1799 

<212> DNA 

<213> Homo sapiens 



<400> 2048 

cggaatttcc gggcggccgc cgaggccggc taaacgcaga atggggaaga atcctgtgcg 60 

tcctccacga gctcttccac ctgtgccaag tcaagatgat attccactta gtcgtcctaa 120 

gaaaaagaag cccagaacaa aaaacacacc agcaagtgct tctttggaag gccttgctca 180 

gactgctggt cgaaggccct ctgagggcaa tgagccatca actaaagaac tcaaagagca 240 

cccagaggct cctgttcaaa gaagacagaa aaagacaagg ctacctcttg aattggagac 300 

ttcctccacc caaaagaagt catctagttc atctttatta cgaaatgaaa atggtattga 3.60 

tgcggagcca gctgaggagg cagttattca aaaacctcgg aggaagacaa agaaaaccca 420 

gccagcagaa ttacagtatg ccaatgagct aggagtagaa gatgaagaca taatcactga 480 

tgagcaaact actgtggaac agcagtctgt attcactgca cccactggca ttagccagcc 540 

tgtaggcaaa gtatttgtgg aaaaaagccg gagattccag gctgctgatc gttcagagtt 600 

gataaagacc acagaaaaca tagatgtgtc aatggacgtg aagccttcct ggaccaccag 660 

agatgtggca cttacagtgc accgggcttt caggatgatt ggtctctttt ctcatggatt 720 

cttggctggc tgtgctgtgt ggaatattgt tgtgatatat gttctagcag gagatcagct 780 

atccaacctd tcaaaccttc tgcaacaata caagacccta gcgtatccat tccagagtct 840 

tctgtacttg cttttggctc tgagtacaat ttcagctttt gacaggattg actttgctaa 900 

aatatcagta gcaatccgaa attttttggc cctggatcct acagctttag catctttctt 960 

gtactttact gctcttatac tatctctgag tcagcaaatg acaagtgaca gaatccacct 1020 

ttacacacct tcttctgtta atggtagcct ctgggaagca ggaattgagg aacagattct 1080 

ccagccatgg attgtggtga atctcgtggt ggctcttctg gttggattat cttggctatt 1140 

tttgtcttat aggccaggca tggatcttag tgaagagtta atgttctcct cagaggtgga 1200 

agaatatcct gataaagaga aagaaatcaa agcctcttca taataccagc tcacctttgg 1260 

aggaataatg acccagtatt tgtcccattt ttgtttttaa atgtattttt ataagatgta 1320 

tacatgtgta tttgtaatag attttttgat tatataatac tgaaacatct ctcaatatta 1380 

tggaaaatgg ttaaaattgt gtttgctgtt tatgtctaaa cattaatttg tctagcatta 1440 

tcatcttaat gacaaaggga ataatgaact agaaaccagc aagtgaaagt gtttatttcc 1500 

tattttctca aaacagttgt atttataact attaccttaa aaagcactgg tttagaaaaa 1560 

gccataactt aaatagtgtt ataaaatata tatcaggttt aaacataaat ttagcgaata 1620 

tggtagaagg gaaaaaagcc ttcatttttg acctcccctt actgaataaa ttgaaatatg 1680 



wo 01/57190 



PCT/USOl/04098 



aagtttgtct tttctgaaac tggcttagtg attgagtatc atgtaataat tataatataa 1740 
tttagcttga aagatgctct acattatgac caataaaaag ggaatgtatg ttttgtttg 1799 



<210> 2049 

<211> 2253 

<212> DNA 

<213> Homo sapiens 



<400> 2049 

ccacagccac ctccggaggg atctggctga ggaggaagtg gaggtgtcac tggccccggc 60 

ctttgcccca atcttgtgtg ggcactgaag ggggactaca ggttcgagat acttcctcgc 120 

gtattgctaa aggaggagtt gaccacacca aaatgagtct acatggtgct agtgggggac 180 

atgagagatc aagagataga cgaaggtcaa gtgacagatc acgagattca tctcatgaaa 240 

gaacggagtc tcagctcact ccttgtatta gaaatgtgac ttctccaaca cgacagcacc 300 

atgttgaacg agaaaaagat cacagttcct ctcgtccaag cagtccgcgt cctcaaaaag 360 

catccccaaa tggttccatt agcagtgctg ggaacagcag cagaaacagt agtcagtcaa 420 

gttcagatgg tagctgtaag acagctgggg agatggtgtt tgtatatgaa aatgcaaaag 480 

aaggagctcg gaatataaga acgtcagaac gagtgacact aatagtggat aacactagat 540 

ttgttgtaga cccatccatt tttactgcac agccaaatac aatgttgggc aggatgtttg 600 

gatctggccg agaacataac tttacacgac ccaatgagaa aggagagtat gaggtggcag 660 

agggaattgg ttccactgtg tttcgagcga ttctggatta ctataaaaca ggaataatcc 720 

gttgtcctga tggcatatct attcctgaac tgagagaagc atgtgactat ctttgtatct 780 

cttttgaata tagcactatt aaatgtagag atctcagtgc cctaatgcat gagttatcaa 840 

atgatggtgc tcgtagacaa tttgaatttt atctggaaga aatgatcctc cctctcatgg 900 

tagctagtgc ccagagtggg gaacgggaat gtcatatagt ggtgcttaca gatgatgatg 960 

tggttgattg ggatgaagaa tatccaccac agatgggaga agaatattca caaattattt 1020 

atagcacaaa attatataga tttttcaagt atattgaaaa cagagatgtg gccaagtcag 1080 

ttttgaagga gaggggtctt aagaagatta gattgggaat agaaggttat cctacctaca 1140 

aagaaaaagt aaagaaaagg cctggaggcc gcccagaagt gatctacaac tatgtccaaa 1200 

gaccctttat tcgaatgtcc tgggagaagg aagaaggaaa gagtcggcat gtagactttc 1260 

agtgtgtaaa gagtaaatct atcaccaatc ttgcagcagc tgcagcagac attccccagg 1320 

accagctggt agtcatgcat ccaactccac aagtggatga gctggatatt ctccctatcc 1380 

atcccccttc tggcaacagt gacctcgatc ctgatgcaca gaatccaatg ctgtgatgct 1440 

gatcttcctt gaaaccatag catgctactc ttcacagtga cgttgtactc tcctcattct 1500 

gcactgcaag gccactcttc ttcattgtga gatgcacata acaatgttta ggatattgca 1560 

gtgtaggctt ttttaaagac caaaggtagc tgaatggttt ttttttaaat gagtacaact 1620 

ctagcatttt gaagttccag ttgtaaatgt atttgtttac cagtaggttt gtgaaattgg 1680 

ttctttgtat gggggatggt cctttttcac acagctaggt cttttcagaa gtggtggaaa 1740 

ttggcagctg gggtactttc agtttggact gatattcatc acacctcaga taaaatgcag 1800 

agtaatatat agttgcactt tataaatggt ggttaaatgg aaatgttcaa gccattttat 1860 

agttgtgatg cacaatataa tttaagtgct tctgtcaaag tattcctcca gtacaatttg 1920 

tatagtttgc tgcccttgat gagcaaaaag tatttatctt gggcttatct gaatgatcag 1980 

gatgagattt aatgcccata tcttaccagt tcagttatct ccagagccat ttcacccttt 2040 

agagtgagtc acatgcaggg agtgtgaatg tcagaggtgg tttattatcc agtctgcctt 2100 

acccttaatc tgttcacaga tatttattta ctaatgcttt ttttttctta agagttatgg 2160 

gataggaaaa tgaagtgttt gctcttcatt tactaaatga ttgtaaactt gagtttttca 2220 

tcaaaataaa attccattgt- tttaaaaaaa aaa 2253 



<210> 2050 

<211> 2579 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (2579) 
<223> n s a,t,c or g 



3957 



wo 01/57190 



PCT/USOl/04098 



<400> 2050 

tttcgtcgct ggcccagcat cggagtgtgg cagtgctggg ctggccggcg ggctgggctg 60 

cggcccgcgc gcggccggcg atgcaggggg gcaactccgg ggtccgcaag cgcgaagagg 120 

agggcgacgg ggctggggct gtggctgcgc cgccggccat cgactttccc gccgagggcc 180 

cggaccccga atatgacgaa tctgatgttc cagcagaaat ccaggtgtta aaagaacccc 240 

tacaacagcc aaccttccct tttgcagttg caaaccaact cttgctggtt tctttgctgg 300 

agcacttgag ccacgtgcat gaaccaaacc cacttcgttc aagacaggtg tttaagctac 360 

tttgccagac gtttatcaaa atggggctgc tgtcttcttt cacttgtagt gacgagttta 420 

gctcattgag actacatcac aacagagcta ttactcactt aatgaggtct gctaaagaga 480 

gagttcgtca ggatccttgt gaggatattt ctcgtatcca gaaaatcaga tcaagggaag 540 

tagccttgga agcacaaact tcacgttact taaatgaatt tgaagaactt gccatcttag 600 

gaaaaggtgg atacggaaga gtatacaagg tcaggaataa attagatggt cagtattatg 660 

caataaaaaa aatcctgatt aagggtgcaa ctaaaacagt ttgcatgaag gtcctacggg 720 

aagtgaaggt gctggcaggt cttcagcacc ccaatattgt tggctatcac accgcgtgga 780 

tagaacatgt tcatgtgatt cagccacgag cagacagagc tgccattgag ttgccatctc 840 

tggaagtgct ctccgaccag gaagaggaca gagagcaatg tggtgttaaa aatgatgaaa 900 

gtagcagctc atccattatc tttgctgagc ccaccccaga aaaagaaaaa cgctttggag 960 

aatctgacac tgaaaatcag aataacaagt cggtgaagta caccaccaat ttagtcataa 1020 

gagaatctgg tgaacttgag tcgaccctgg agctccagga aaatggcttg gctggtttgt 1080 

ctgccagttc aattgtggaa cagcagctgc cactcaggcg . taattcccac ctagaggaga 1140 

gtttcacatc caccgaagaa tcttccgaag aaaatgtcaa ctttttgggt cagacagagg 1200 

cacagtacca cctgatgctg cacatccaga tgcagctgtg tgagctctcg ctgtgggatt 1260 

ggatagtcga gagaaacaag cggggccggg agtatgtgga cgagtctgcc tgtccttatg 1320 

ttatggccaa tgttgcaaca aaaatttttc aagaattggt agaaggtgtg ttttacatac 1380 

ataacatggg aattgtgcac cgagatctga agccaagaaa tatttttctt catggccctg 1440 

atcagcaagt aaaaatagga gactttggtc tggcctgcac agacatccta cagaagaaca 1500 

cagactggac caacagaaac gggaagagaa caccaacaca tacgtccaga gtgggtactt 1560 

gtctgtacgc ttcacccgaa cagttggaag gatctgagta tgatgccaag tcagatatgt 1620 

acagcttggg tgtggtcctg ctagagctct ttcagccgtt tggaacagaa atggagcgag 1680 

cagaagttct aacaggttta agaactggtc agttgccgga atccctccgt aaaaggtgtc 1740 

cggtgcaagc caagtatatc cagcacttaa cgagaaggaa ctcatcgcag agaccatctg 1800 

ccattcagct gctgcagagt gaacttttcc aaaattctgg aaatgttaac ctcaccctac 1860 

agatgaagat aatagagcaa gaaaaagaaa ttgcagaact aaagaagcag ctaaacctcc 1920 

tttctcaaga caaaggggtg agggatgacg gaaaggatgg gggcgtggga tgaaagtgga 1980 

cttaactttt aaggtagtta actggaatgt aaatttttaa tctttattag ggtatagttg 2040 

gtacaatgct tcgttgtatt tagtaagcct ttacaagact tgttaaagat gtcagagtgc 2100 

cccaagctgc cgttccttcc cttcctgccc cacaagctcc ttttcctgaa tttcctacct 2160 

aaatattaac catatgccta gtctctgaaa ctaaaaactt ggacctcatc ctcaattatt 2220 

ttctcctttc aactctgttg accctctgtc tggtcttcct ctagaaggta ccgcagaaat 2280 

tgatgtgtgc tccctgccct cgtcactggc ccaagcccgg gcctgcacat actcactgga 2340 

ctgttccagt tttgacagct gccagtcttc ctggcccctt tcacactgca gctgaagttc 2400 

attacctgaa ggacgcctca tcatttcatt ccttggctcc aaaccttctg ctgcctctaa 2460 

gataaaagct caacttctta acaagggtac aagtngtgca acttccaacc tttttatctg 2520 

ttctctccac cttcagttta gcgtcattcc aaaaccacac ccttgcanag ctntgtact 2579 



<210> 2051 

<21X> 1870 

<212> DNA 

<213> Homo sapiens 



<400> 2051 

tcgatacgac tttttttttt tttttttttt ttccggtagg tcgccagctg aggcggtttg 60 

taagttttgg gtcgcagtat gctagaattt tgaggctccc ttctgatgaa aattgagctg 120 

tccatgcagc catggaaccc gggttacagc agtgaggggg ccacggctca aggctggagt 180 

gcagtggcat gatcttggct cactacaacc tccaccttct gggctcaagc agtcctccca 240 

cctgagcctc tcaagtagct gggacttcag gcacgcacca acacacccag aaacttacac 300 

atgtccaaaa atgattgaga tggagcaggc ggaggcccag cttgctgagt tagacctgct 360 

agccagtatg ttccctggtg agaatgagct catagtgaat gaccagctgg ctgtagcaga 420 

actgaaagat tgtattgaaa agaagacaat ggaggggcga tcttcaaaag tctactttac 480 

tatcaatatg aacctggatg tatctgacga aaaaatggcg atgttttctc tggcctgtat 540 

tcttcccttt aaatacccgg cagttctgcc tgaaattact gtcagatcag tattattgag 600 
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tagatcccag cagactcagc tgaacacaga tctgactgca ttcctgcaaa aacattgtca 660 

tggagatgtt tgtatactga atgccacaga gtgggttaga gaacacgcct ctggctatgt 720 

cagcagagat acttcatctt cacccaccac aggaagcaca gtccagtcag ttgacctcat 780 

cttcacgaga ctctggatct acagccatca tatctataac aaatgcaaaa gaaagaatat 840 

tctagagtgg gcaaaggagc tttccctgtc tgggtttagc atgcctggaa aacctggtgt 900 

tgtttgtgtg gaaggcccac aaagtgcctg tgaagaattc tgggcaagac tcagaaaatt 960 

aaactggaag agaattttaa ttcgccatcg agaagacatt ccttttgatg gtacaaatga 1020 

tgaaacggaa agacaaagga aattttccat ttttgaagaa aaagtgttca gtgttaatgg 1080 

agccagggga aaccacatgg actttggtca gctctatcag ttcttaaaca ccaaaggatg 1140 

tggggatgtt ttccagatgt tcctttgggt gtagaaggac aatgacatca agagtagttg 1200 

aaaagtatct tgccactgtt ggccttttga tttttttttc ccactttttc ttgaaagatt 1260 

aagtaatttt attttagttc cattctagaa tgttggggag tggggcacaa gaaaaaatag 1320 

taaaaatgaa atgcatctgt taaaaatgtc atggattgaa agcagaactg gagtttcaaa 1380 

ttacaacctt aaaattgttg ttagatattt ccttcacatt accagctgcc ccattttgaa 1440 

aaagaaatta tcccataaag gtaatgttgg tgctccaaat ttgcccagcc cattccccaa 1500 

ccccccttct ccccttacct gcccttcacc taaagaaccc cagaaaagct aattgctccc 1560 

cctttcagcc tctgttgcaa ctaacaactc tcagtggcct caggacacag ctttggcctt 1620 

ggggaattct gggaaaactt ttacttcctg attaaagata catatgcagt taggccacct 1680 

cctccccccG ttactgccat aaacaccaaa gtgatgactg gagctggagg agttatttga 1740 
accacgacgg aagggccaag agaaccacga agatgccagt tgccacattg ttgagctgct . 1800 

gacccaacac cagccattgc ctgtctctaa acatcttatg aaataaaacc agttttgttt 186.0 

aaaaaaaaaa 1870 



<210> 2052 
<211> 3329 
<212> DNA 

<213> Homo sapiens 



<400> 2052 

tttcgttttg ccgagcgcag agctgcagcc gccgagtcgg acgtgtccgc gaagatggcg 60 

ggccggagca tgcaagcggc aagatgtcct acagatgaat tatctttaac caattgtgca 120 

gttgtgaatg aaaaggattt ccagtctggc cagcatgtga ttgtgaggac ctctcccaat 180 

cacaggtaca catttacact gaagacacat ccatcggtgg ttccagggag cattgcattc 240 

agtttacctc agagaaaatg ggctgggctt tctattgggc aagaaataga agtctcctta 300 

tatacatttg acaaagccaa acagtgtatt ggcacaatga ccatcgagat tgatttcctg 360 

cagaaaaaaa gcattgactc caacccttat gacaccgaca agatggcagc agaatttatt 420 

cagcaattca acaaccaggc cttctcagtg ggacaacagc ttgtctttag cttcaatgaa 4 80 

aagctttttg gcttactggt gaaggacatt gaagccatgg atcctagcat tctgaatgga 540 

gagcctgcga cagggaaaag gcagaagatt gaagtaggac tggttgttgg aaacagtcaa 600 

gttgcatttg aaaaagcaga aaattcgtca cttaatctta ttggcaaagc taaaaccaag 660 

gaaaatcgcc aatcaattat caatcctgac tggaactttg aaaaaatggg aataggaggt 720 

ctagacaagg aattttcaga tattttccga cgagcatttg cttcccgagt atttcctcca 780 

gagattgtgg agcagatggg ttgtaaacat gttaaaggca tcctgttata tggaccccca 840 

ggttgtggta agactctctt ggctcgacag attggcaaga tgttgaatgc aagagagccc 900 

aaagtggtca atgggccaga aatccttaac aaatatgtgg gagaatcaga ggctaacatt 960 

cgcaaacttt ttgctgatgc tgaagaggag caaaggaggc ttggtgctaa cagtggtttg 1020 

cacatcatca tctttgatga aattgatgcc atctgcaagc agagagggag catggctggt 1080 

agcacgggag ttcatgacac tgttgtcaac cagttgctgt ccaaaattga tggcgtggag 1140 

cagctaaaca acatcctagt cattggaatg accaatagac cagatctgat agatgaggct 1200 

cttcttagac ctggaagact ggaagttaaa atggagatag gcttgccaga tgagaaaggc 1260 

cgactacaga ttcttcacat ccacacagca agaatgagag ggcatcagtt actctctgct 1320 

gatgtagaca ttaaagaact ggccgtggag accaagaatt tcagtggtgc tgaattggag 1380 

ggtctggtgc gagcagccca gtccactgct atgaatagac acataaaggc cagtactaaa 1440 

gtggaagtgg acatggagaa agcagaaagc ctgcaagtga cgagaggaga cttccttgct 1500 

tctttggaga atgatatcaa accagccttt ggcacaaacc aagaagatta tgcaagttac 1560 

attatgaacg gtatcatcaa atggggtgac ccagttactc gagttctaga tgatggggag 162 a 

ctgctggtgc agcagactaa gaacagtgac cgcacaccat tggtcagcgt gcttctggaa 1680 

ggccctcctc acagtgggaa gactgcttta gctgcaaaaa ttgcagagga atccaacttc 1740 

ccgttcatca agatctgttc tcctgataaa atgattggct tttctgaaac agccaaatgt 18.00 

caggccatga agaagatctt tgatgatgcg tacaaatccc agctcagttg tgtggttgtg 1860 

gatgacattg agagattgct tgattacgtc cctattggcc ctcgattttc aaatcttgta 1920 
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ttacaggctc ttctcgtttt actgaaaaag gcacctcctc agggccgcaa gcttcttatc 1980 

attgggacca ctagccgcaa agatgtcctt caggagatgg aaatgcttaa cgctttcagc 2040 

accaccatcc acgtgcccaa cattgccaca ggagagcagc tgttggaagc tttggagctt 2100 

ttgggcaact tcaaggataa ggaacgcacc acaattgcac agcaagtcaa agggaagaaa 2160 

gtctggatag gaatcaagaa gttactaatg ctgatcgaga tgtccctaca gatggatcct 2220 

gaataccgtg tgagaaaatt cttggccctc ttaagagaag aaggagctag cccccttgat 2280 

tttgattgaa aatgaactat ttgaaacaca cagtgaccaa gggaagtgac caaggtgaag 2340 

atggcctagg atcttcactg tcttactcaa gatactggac taagtggaac gttctctacc 2400 

ttcaacatgt gctcgctctg catgattagt gcaataaaac tcccttcctt atgcatactg 2460 

agatagctta gtgtctcgtg gaaggtgtca atttggttta gaatgctgcg cttaccttcc 2520 

catgcaggct aaagtgattc cttcttgctc agtccctctg ggtgggaacc atccagtact 2580 

tgtggacact acacgtttca acctctctac tagcaccatc acccttgaaa actctcagtc 2640 

agtgtcatga atgttgcatg acaacagttg gccgattaga aggcagactt tctacatgca 2700 

aatctggctt agtaaatcga ggtgtgggcc agagatcctc tgacagctgt cctgagctaa 2760 

cactaaaagt cactgggtat ttggttaaag gtctcccaca agactgggta ttctctttgc 2820 

ctgaagaaac aaggcattga atctctaaaa tgctgttctc aatcattgtc agagaatgtt 2880 

ttcaagttgc agtcaagaag atctttccta atagaaagtc agatggctac cgtgttgggt 2940 

tgtgacttcc ccttaagtat aactaatttg ctctgtggta agagatatgc tcattattac 3000 

cacttagaag atgttgttaa aaacatgtga aagataggta tggaaaaagc atacaccccc 3060 

aaacagaaag gagttattaa agtaatttac aaacctctca gcactaatta gtgtccaact 3120 

ccaagtgggt caattcctta gtataatatt aaggcttact agtatcactg ctttttcctt 3180 

agcttaatga cttacttaga atttatcctt tattttaaat gatctgtact atctagtgtc 3240 

taaaacacta ttctccagaa aaatcaatca ttttctagcc ctctccctca gtcctttatt 3300 

gtccattcca atacattgaa cacatttcc 3329 



<210> 2053 

<211> 1350 

<212> DNA 

<213> Homo sapiens 



<400> 2053 

atgctggaca caggttctga gcacctgaac cggatactga aggctctgcc agccctccag 60 

agcgctggca gtgaaggaca gaacggctcc gcagaaagcc tcggagaagg cgggacccgg 120 

gacagcgaca gagcacggag aaagctccgc gggggaaaca aggaaatccc caccttctat 180 

ccctgtctcg tggtgcggtc ccctgtgacg gcctcagacc tgcggggaac ccaggacttt 240 

gccgcctacc acggtctcag ccttattctc gagcctctgg gcgcctgcaa ccggctgtct 300 

gtctgtgtgc ctgttcactc tcccccgggg atgcgggtct ctccgaggtc gccttctttg 360 

cgcactttgg ttattgatcc tgctgaaccg gccggagcgc agcggctgcg cttctctggg 420 

aaagaacgga gtggggaggc tggctccgcc gtagaggggt tggcagtggc ggtcagcatg 480 

ggcgatgggg gcgccgagcg cgaccggggc cccgcgcgcc gggcggagtc tggtggcggc 540 

gg^gggcgct gcggagaccg cagcggagcg ggggacttgc gagctgatgg cggtggccac 600 

agcccaacgg aggtggccgg gacctcagcc tccagtcccg caggctccag ggagagtgga 660 

gccgacagcg acgggcagcc cgggcccggc gaggcagacc actgccgccg catactggtg 720 

cgagatgcca aagggacaat tcgggaaatt gtcctgccta agggcctgga cctggaccgg 780 

cccaagcgga cacgtacatt cttcactgcc gagcagctgt accgcctgga gatggagttc 840 

cagcgctgcc agtatgtggt gggccgcgag cgcactgagc tggcccgcca gctgaacctc 900 

tccgagaccc aggtgaaggt ctggttccag aaccgccgca ccaagcagaa gaaagaccag 960 

agcagagacc tggagaagcg ggcgtcctcc tcagcctccg aggcctttgc cacctccaac 1020 

attctgcggc tgctggagca gggccggctg ctctctgtgc ccagggcccc tagcctcctg 1080 

gcgctgaccc ctagcctgcc aggcctacct gccagccaca ggggcacctc cttaggtgac 1140 

cccaggaact cctccccacg cctcaacccg ctgtcctcgg cctcagcgtc ccccccactg 1200 

ccgccccctc tgccagctgt ctgcttttcc tcggccccgc tcctggatct gcctgccggc 1260 

tacgaactgg gttcctcggc cttcgagcca tacagctggc tagaacggaa agtgggcagc 1320 

gccagcagct gcaagaaagc taacacttaa 1350 



<210> 2054 
<211> 1066 
<212> 

<213> Homo sapiens 
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<400> 2054 
acctcctgta agctttagaa ggattcggtg 
tgtggagttt ctcctgttgg cccctcctct 
cacccctgtg aaagcggcgc ccgtagccag 
ggcaccttgc ccagcgcacg tgcattctcc 
gtctcctgtc agttgaggtg gaggctcccg 
ctcctggcgg cacatggtgg cctggcaagg 
ccgcggatca tcgccttccc tagccacctc 
cacagactgg ttctgagctg tggtttacaa 
tgcttttgga acagccttta tctccaatta 

. aaaggacttc tccaatgact gggaggtact 
gtgaggtggt taggtagaat ataccgtcct 
gctccttcag cagaaaggct gcggattgct 
gtggcccagg tccaggtcct /'ggcacctctg 
atcctggaga gaagcagaga gggtgctgtc 

i^gcttgctgag ccagctgcag gaggggatct 
cagagaggca ataactctgt ctaaaaagaa 
aaaggctcca agctaggaaa tgagatttga 
catcctgttc ctgtacagga ggaggagctg 



ctgctggcct gctcagacct ccgcctgttt 60 

ctgtaccaca aaagctctag gcgggccagc 120 

acgccaaggc tgccgtcccg agccgagggt 180. 

tgtgggaact cggagggcat gtggtgagca 240 

gcccatcttt gctctcctca ggctgcccag 300 

ctgacttggc ctcctcagtt ccccacccat . 360 

tctctatagc caccgacatc tgcggagcgt 420 

attcaaccca acacagagtg aattcaaatt 480 

agtgcaagta tatttacact atgtgatatt 540 

gaaccaagat gtttgtaaag aaacggtggg 600 

ggccatttct cttccttcag gcgagtaagc 660 

ggctgtgctc tgtggactgg gccagtaggt 720 

ctgagtgccG agcctgagat gacacatgcc 780 

tccaggcgtt ctccagacag cctgggcctg 840 

cctgactggg gcttgggacc agate tgctg 900 

aacttgtccc gtgtgattac aaaaacagga 960 

ggtatggaga acattctcac ctgatggaag 1020 

gtgcaagccc taggcc 1066 



<210> 2055 

<211> 1261 

<212> DNA 

<213> Homo sapiens 



<400> 2055 

tttttttttt ttattgacat ttcgatctaa gtggtcataa accagatagg tagttttatt 60 

aaaagattta ccctaagaac actccttcta ttcccatttc tgacatccta cccacaccca 120 

cattcatcga ctaccatgtc ttcataatgt cgtagaatga cattgtcatt attgtcctgg 180 

tagagcatgg aaatgggaga cagcttggtg gggatacaca cagcctgggg gatctctggg 240 

tcaacggcat gcatcagggc ttgcatgaaa gcataattgg agctgttgag agagatggtc 300 

agtgagaagg gacactctcc atggcagtaa tttgccatga accccttggg ggcaatgatc 360 

cacttgtgcc aacccaggtc ccggaagtta atgaatagct ggtgacggtg gcagaggttc 420 

ttacaagaaa gcttggggac agggatggct gctctccttt tccgagaagg gtggcactga 480 

tcagggttga gagtcaccac cagcagggaa gcatgaaggg agcatcttag tctggcacag 540 

gtgtcttcag gctgaaaatt cacccctgag tctctatctt ctttgaccag tatctccagg 600 

aataacccga aatttttccg ggggttgtca ttccaatcct tagctacatc cagcaggttg 660 

aagtgaacag caccttgtgg ccatgggact gaccgcaaca caaacatttt acctggctta 720 

ggggtggtct ggccccacac atgaggctcc tgaaccagga acagagccag ttccagctct 780 

ggtcccaggt tatagtaaga attgggcccc aagtccaggc ccagctgggc caatgtcaac 840 

tgttcccttt ctttgatggc agacaggtta aagtagagga gcttctgcag gcaggaggaa 900 

gcttgggaaa ttttctttgg gtaaagaaag aaaccttggt ctgggagaaa gcgaagtaca 960 

ttcccgcgga cgcccagctc ctttacgtag cataagtctc gggagacccc agtggtcgct 1020 

gctgcctcgc gatcctggaa aattttcttc aagatataag gcacaggttg gaacttctgg 1080 

ggtgaaggcg ccttatctaa gcccagaaat tggagaaaga catattcttg aaattggact 1140 

gcctggccca aagccagaat taacaggaag ctgaaagcca aatctggcaa gaaacgaagc 1200 

atggcctctg gagtggctgt cagaccgggg agagctccct cgtgccgaat accgcaggca 1260 

a 1261 



<210> 2056 
<211> 1375 
<212> DNA 

<213> Homo sapiens 



<400> 2056 

cggagtgcaa gtgagcttct cggctgcccc gcgggccggg gtgcggagcc gacatgcgcc 60 
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cgcttctcgg cctccttctg gtcttcgccg gctgcacctt cgccttgtac ttgctgtcga 120 

cgcgactgcc ccgcgggcgg agactgggct ccaccgagga ggctggaggc aggtcgctgt 180 

ggttcccctc cgacctggca gagctgcggg agctctctga ggtccttcga gagtaccgga 240 

aggagcacca ggcctacgtg ttcctgctct tctgcggcgc ctacctctac aaacagggct 300 

ttgccatccc cggctccagc ttcctgaatg ttttagctgg tgccttgttt gggccatggc 360 

tggggcttct gctgtgctgt gtgttgacct cggtgggtgc cacatgctgc tacctgctct 420 

ccagtatttt tggcaaacag ttggtggtgt cctactttcc tgataaagtg gccctgctgc 480 

agagaaaggt ggaggagaac agaaacagct tgtttttttt cttattgttt ttgagacttt 540 

tccccatgac accaaactgg ttcttgaacc tctcggcccc aattctgaac attcccatcg 600 

tgcagttctt cttctcagtt cttatcggtt tgatcccata taatttcatc tgtgtgcaga 660 

cagggtccat cctgtcaacc ctaacctctc tggatgctct tttctcctgg gacactgtct 720 

ttaagctgtt ggccattgcc atggtggcat taattcctgg aaccctcatt aaaaaattta 780 

gtcagaaaca tctgcaattg aatgaaacaa gtactgctaa tcatatacac. agtagaaaag 840 

acacatgatc tggattttct gtttgccaca tccctggact cagttgctta tttgtgtaat 900 

ggatgtggtc ctctaaagcc cctcattgtt tttgattgcc ttctataggt gatgtggaca 960 

ctgtgcatca atgtgcagtg tcttttcaga aaggacactc tgctcttgaa ggtgtattac 1020 

atcaggtttt caaaccagcc ctggtgtagc agacactgca acagatgcct cctagaaaat 1080 

gctgtttgtg gccgggcgcg gtggctcacg cctgtaatcc cagcactttg ggaggccgag 1140 

gccggtgatt cacaaggtca ggagttcaag accagcctgg cccaagatgg tgaaatcctg 1200 

tctctaataa aaatacaaaa attagccagg cgtggtggca ggcacctgta atcccagcta 1260 

ctcgggaggc tgaggcagga gaattgcttg aaccaaggtg gcagaggttg cagtaagcca 1320 

agatcacacc actgcactcc agcctgggtg atagagtgag acactgtctt gacaa 1375 



<210> 2057 

<211> 1324 

<212> DNA 

<213> Homo sapiens 



<400> 2057 

tttttttttt ttgttcttca actttgatat tttattgaaa aaagtacaca aaaaccactg 60 

aggtacacaa gcccaggtaa gcataccaag caagccccct cacacctttt gtctgaaaaa 120 

agcttgactt ctttgcagca atgtctcgcc cattccagca gcagtatctc agttaacttg 180 

gttccttttc ctccaggctc aaaacaaaat caaactcttc ctgggtcagg ggctggattg 240 

ataatctctg gcgagtgaag agaaccatat tttttaaggg gccaccagta gctttgtgag 3 00 

cttgatgata ggatttgagc tcagccaggg gaatgaaacg tttcatcatc cgaacaaact 360 

gtacatccac catggaccac ttagggttgt cctctttgct agatgggtca taatggggat 420 

tgtttttctc aaactgtgtg tggtctgggt aagcctcttt cacgatcttc atgagtcctg 480 

cgatgcctgg ctctttgcag ttgctatggt agaagaaggc ttcttctccc agcttcatgg 540 

ctctaaggaa gttccgagcc tggtagttac gaacaccatc ccagcatgtt gtctgtttgg 600 

gctgtgcttt gagatcctca atgctgaact tcacatctac acctttctct aggcggctct 660 

ctggctctga cttcatcagQ cagtggctgc ttagattctt caaacagttt ttagtggctg 720 

aagtcttctg agggttggag tcctccactt tagctaatgc ctcacctgag ttctcagttt 780 

tggtgcgttt tcctgatagt cccttgtctg aaccagaagt cccagccagc ctcttccggg 840 

gtctcgacat ggtcacgctg caggggactt tagtgcggac gattctggaa tcaacggaga 900 

tacaagaaag aatgctaatg tcctccaaaa cccgcgcaga gcgagatgga ggcaacgaga 960 

ggcagcctag aacgtctcca acttttgcga aacacagacg cctacgtttg agccctcaaa 1020 

tccttccctc cgttatctgc gccatttcca tctcgcataa cctgccccta aactcttctc 1080 

ggttctgtcc ttggtccttc tcatccagga acccctatct cagtatgtag ttcactggga 1140 

agtggctcca cagagacact tttgttgggt gaatataagt aagccttgtg ttaccttgtt 1200 

atccttgcta attaggatca actgaatgga taatctagat gatgaagtaa tttgctggct 1260 

acagacccaa cactctgcag actcgactgc ggtccgcctc cgctgcgccg caggctgtgc 1320 

^SGS 1324 



<210> 2058 

<211> 1324 

<212> DNA 

<213> Homo sapiens 



3962 



wo 01/57190 



PCT/USOl/04098 



<400> 2058 

tttttttttt ttgttcttca actttgatat tttattgaaa aaagtacaca aaaaccactg .60 

aggtacacaa gcccaggtaa gcataccaag caagccccct cacacctttt gtctgaaaaa 120 . 

agcttgactt ctttgcagca atgtctcgcc cattccagca gcagtatctc agttaacttg 180 

gttccttttc ctccaggctc aaaacaaaat caaactcttc ctgggtcagg ggctggattg 240 

ataatctctg gcgagtgaag agaaccatat tttttaaggg gccaccagta gctttgtgag 300 

cttgatgata ggatttgagc tcagccaggg gaatgaaacg tttcatcatc cgaacaaact 360 

gtacatccac catggaccac ttagggttgt cctctttgct agatgggtca taatggggat 420 

tgtttttctc aaactgtgtg tggtctgggt aagcctcttt cacgatcttc atgagtcctg 480 

cgatgcctgg ctctttgcag ttgctatggt agaagaaggc ttcttctccc agcttcatgg 540 

ctctaaggaa gttccgagcc tggtagttac gaacaccatc ccagcatgtt gtctgtttgg 600 

gctgtgcttt gagatcctca atgctgaact tcacatctac acctttctct aggcggctct 660 

ctggctctga cttcatcagc cagtggctgc ttagattctt caaacagttt ttagtggctg 720 

aagtcttctg agggttggag tcctccactt tagctaatgc ctcacctgag ttctcagttt 780 

tggtgcgttt tcctgatagt cccttgtctg aaccagaagt cccagccagc ctcttccggg 840 

gtctcgacat ggtcacgctg caggggactt tagtgcggac gattctggaa tcaacggaga 900 

tacaagaaag aatgctaatg tcctccaaaa cccgcgcaga gcgagatgga ggcaacgaga 960 

ggcagcctag aacgtctcca acttttgcga aacacagacg cctacgtttg agccctcaaa 1020 

tccttccctc cgttatctgc gccatttcca tctcgcataa cctgccccta aactcttctc 1080 

ggttctgtcc ttggtccttc tcatccagga acccctatct cagtatgtag ttcactggga 1140 

agtggctcca cagagacact tttgttgggt gaatat.aagt aagccttgtg ttaccttgtt 1200 

atccttgcta attaggatca actgaatgga taatctagat gatgaagtaa tttgctggct 1260 

acagacccaa cactctgcag actcgactgc ggtccgcctc cgctgcgccg caggctgtgc 1320 

agcg 1324 



<210> 2059 

<211> 1527 

<212> DNA 

<213> Homo sapiens 



<400> 2059 

gaattcccgt gtcgacgatt tcgtgagcgc ggcagcccgc gcagccggtg actgggggac 60 

tgggtttgga gtaggacctg cggcgtgctc gagactccga cttcggtctt gcggcgcgct 120 

cgcgcccgcg ggccatgccc cactgactct aagtgggcac tgccccggct ccgggagggc 180 

gagaccgagc gccggccatg ggaagcttcc agctggaaga ctttgcggcg ggctggatcg 240 

gaggtgcagc cagtgtcatc gtcggccacc ctctggacac agtcaagact cgcctgcagg 3 00 

ctggcgttgg ctacggaaac accctcagct gcatccgcgt ggtgtacagg agggagagta 360 

tgttcggctt cttcaagggc atgtccttcc ccctcgccag cattgccgtc tacaactccg 420 

tggtgtttgg ggtcttcagt aacacgcagc ggttcctcag ccagcaccgc tgcggggagc 480 

cagaggccag tcctccccgc acgctgtcag acctgctcct ggccagcatg gtggccggcg 540 

tggtctctgt cgggctggga gggcccgtgg acctcatcaa gatccggttg cagatgcaga 600 

cacaaccgtt tcgggacgcc aacctcggtt tgaagtccag ggcagtggct cc.tgcagagc 660 

agccagcata ccaggggcca gtgcactgca ttacaaccat tgtgaggaat gagggcctgg 720 

cggsrsrctata ccggggggcc agtgccatgc tgctgaggga tgtcccaggc tattgcctct 780 

acttcatccc ctacgtgttc ctgagtgagt ggatcacacc tgaggcctgc acaggcccca 840 

gcccctgtgc tgtgtggctg gcgggcggca tggcaggagc aatttcttgg gggacagcga 900 

ctcctatgga tgtcgtgaaa agtcgactcc aagctgatgg ggtttattta aacaaatata 960 

aaggtgtcct ggactgtatc tcccagagtt accagaagga aggtcttaaa gtgtttttca 1020 

gaggcatcac tgtgaacgcg gtgcggggct tccccatgag tgcggccatg ttccttgggt 1080 

acgagctgtc gctgcaggct atccgcgggg accacgcagt gacgagccca taagcgccag 1140 

ggtctcatcc cattaacagg tcaatgctaa aagtgtctgc agaacccatg atgtgaattt 1200 

actgaagaga aagactctcc accaggtggg ctttcagcca ggcaggctgt cctcagaacc 1260 

tcttccttcc ttcacaatta caagcattct catccccacc ccggctgggg cagcggagct 1320 

tctgccttgg agggattcaa ctgaccattg gtcaactgat caccaactat tccagctttg 1380 

gacctgcacc tggtaacaaa caaacgaaca gaacaaaaca aaactggagt aaaatagacc 1440 

ctccccccat ggccattgta aactcactgt gaattcatgg gaagagctgg agttggctct 1500 

aagtttcaaa ataaaagcat taaaaac 1527 



<210> 2060 



3963 



wo 01/57190 



PCT/lISOl/04098 



<211> 2521 
<212> DNA 

<213> Homo sapiens 



<400> 2060 

ggcacgagcc gtcccggcgg taatgcgctc ccggccgtga cccccgctgg gggcgggggc 60 

cgggatccat gcgcggagcc cccacccggc ccggcgcctg cggctgacgg cggcgggggt 120 

tggggggcgc gcgtctggcc tcctgcccac cccctggcgt cgacatcacg ggccgtcggg 180 

ggctgcgccc taccccgcgg ccaggctctg gcagggaccc tggaggtgcc gccggcctca 240 

gcccatggcc caaaggtacg atgagctgcc gcactaccca ggcatcgcgg atggccccgc 300 

agccctggct ggcttcccag aggcagtgcc cgcggcacca gggccctatg gccctcaccg 360 

gcctccccag cccctacccc caggcttgga cagcgacggc ctgaagaggg acaaggatga 420 

gatctatgga cacccgctct tccccctctt ggccctgggc tttgagaaat gtgaactggc 480 

tacatgctct ccccgtgatg gggccggagc tgggctgggg acaccccgcg gcggcgacgt 540 

ctgct octet gattccttca acgaggacaa cactgccttc gccaagcagg tttgctctga 600 

gaggcccttc tcctccaacc cagaactgga caatctgatg atccaggcaa tccaagtgct 660 

gcggttccac ctgctagagc tggagaaggg aaagatgccc atcgacctgg tcatcgagga 720 

tcgggatggc ggctgcaggg aggacttcga ggactaccca gccccctgcc ccagcctccc 780 

agaccagaat aatatatgga ttcgagacca tgaggatagc gggtctgtac atttggggac 840 

cccaggtcca tccagcgggg ggctggcctc ccagagtggg gacaactcca gtgaccaagg 900 

agtcgggctg gacaccagcg tggcctctcc cagttctggt ggagaagatg aggacttgga 960 

ccaggagcca cggcgaaaca agaagagggg gatcttcccc aaggtggcca ccaacatcat 1020 

gcgagcctgg ttgttccagc acctctcaca cccgtacccc tcggaggagc agaagaaaca 1080 

gctggcgcag gacaoggggc ttaccatcct gcaagtcaac aactggttca ttaatgcccg 1140 

gagacgcatc gtgcaaccta tgatcgatca atccaaccgc acagggcagg gtgcagcctt 1200 

cagcccagag ggccagccca tcgggggcta taccgagaca gagccacacg tggccttccg 1260 

ggctccagca tcagtgggga tgagtttgaa ctcggaagga gaatggcatt atctatagag 1320 

gctgatgcgg gagagaccca gcctccggct gtgaccccca gcctcacacc tggctctggt 1380 

tcccgcctgg tcctctggct tcaggatccc acctccaaag gcctctccgc tcaacgccta 1440, 

cctccctaag gccctgctgg gacatggggg cctgagtgcc cacccaaggg gctctcaagg 1500 

acaccggcaa ggcctccagg ctctgagccc cgcttctgcc ttcacctctg cctgggaccc 1560 

gagctgggct cctgggcctt ggtccccaga agatggcagc tagggcctcg ccgcgaggac 1620 

agagaaggga cagggtggct gggcagtcag ggaaggaggg tcgcccggat ccgacatttt 1680 

ggagagattc tttcaccctc ctgtcccccc cacctccctt ctctaatttc ttcttttttt 1740 

aatgataaag tcttaaaaca cagaaaaaaa aaagacttca gagaattagg tagatgaagc 1800 

actttataca gtatatatct tcagcttaaa tttgttttga gtattttttt tatttttaag 1860 

taggcaaaga tttaaaattt tttattttta gtttgcttca aacatttact aaaaagacgt 1920 

gggcaatatt taccaaaaca aaacagaacc caaaaaattg tacatcttga tcttagcaaa 1980 

tatccttatt gtagagacac ttaataaaga gatggtattt taatatctgc agttctgagg 2040 

tagggtgtaa cttagttcta cattgtgatt taggaatttt taaacctttc ttcttcaggg 2100 

gagaagtgac ccaggcctcg agtttagtgc taaagccact agtgtactta tgctgtcacc 2160 

taaccaccac atgcgacatg gaggcagagg ctaaatatag gggctttctt aagaaagtga 2220 

gaggaaatta gcaagcatta ttagtgtttg actactgcta tcaagtgaat tcaaaggaaa 2280 

caggttttta tgccatattt aagttacaga aaccaggcat gcttagaata gtttctagag 2340 

gttattggag aatagaaagc taagaaaact tggtatacga tttacaatgg aaatataatt 2400 

acacttttta ctctcagaat attgttcaca ttagacttcc tgtttatctt ttatattctt 2460 

gcatttatat aatgcctcat cctttcaaag ttctttcaca tattatatga tcttctttat 2520 

ST 2521 



<210> 2061 
<211> 968 
<212> DNA 

<213> Homo sapiens 



<400> 2061 

ctgttgcaca cacacagtgg cacacatgcc aaagactctc tcagctgacc cacagatcca 60 

ttctcaagta tttactgata gacactcatg cgtgccaagt cctcatcctc aaacatacac 120 

atgcctctct ttctctcccg tcttgccagg agtgtttccc ctcctccatc ccctctgcct 180 

cccatatggt gtcccaccct caccccccac ccagcccaag gtggggacag acacctgagg 240 

ggctgccagc tgcttccccg tgtgggcccg ggccgcgctc atgcttctcg tccatcctgc 300 



3964 



wo 01/57190 



PCT/USOl/04098 



ccacagggga ctcgtggggg atgttagcgt gcctgtgcac ggtgctctgg cacctccctg 360 

cagtgccagc tctcaatcgc acaggggacc cagggcctgg cccctccatc cagaaaacct 420 

atgacctcac ccgctacctg gagcaccaac tccgcagctt ggctgggacc tatctgaact 480 

acctgggccc ccctttcaac gagccagact tcaaccctcc ccgcctgggg gcagagactc 540 

tgcccagggc cactgttgac ttggaggtgt ggcgaagcct caatgacaaa ctgcggctga 600 

cccagaacta cgaggcctac agccaccttc tgtgttactt gcgtggcctc aaccgtcagg 660 

ctgccactgc tgagctgcgc cgcagcctgg cccacttctg caccagcctc cagggcctgc 720 

tgggcagcat tgcgggcgtc atggcagctc tgggctaccc actgccccag ccgctgcctg 780 

ggactgaacc cacttggact cctggccctg cccacagtga cttcctccag aagatggacg 840 

acttctggct gctgaaggag ctgcagacct ggctgtggcg ctcggccaag gacttcaacc 900 

ggctcaagaa gaagatgcag cctccagcag ctgcagtcac cctgcacctg ggggctcatg 960 

gcttctga 968 



<210> 2062 
<211> 1948 
<212> DNA 

<213> Homo sapiens 



<400> 2062 

tttttttttt ttgccacatt tcacatttga gaacccagaa ttcagctcct gttatacaaa 60 

atttgtaaaa atttattgcc ttggcgtaaa gtgacaatca tgccttggcg taaagtgaaa 120 

atcttcacag aagggtatgc tttgtgtcac caaatggggg tgcagctgtg tgatatctgt 180 

gcagtttgtg ataaaattaa aaattttctg tgaaagattc ttaactggaa attggaaggg 240 

aaaacaagaa gaaacaatgt aatgtagcag tggaaacaaa attctcacaa tgaatagcag 300 

tctttccagc ttctttgaca cggatttcct catcatcaat gggcggctct cctggaacta 360 

ggggatgagt gtgaatctcc atttgaggga aggggaagaa gagcttggag gggtgacagc 420 

ctccccctga ggagagccag ttgtgttcat gattttggtt ccttcttcct cctaattaag 480 

catctgccca ggagcccagg agccagggct tagcttcctg gctattttca actcttgtta 540 

gtgaagacca gcattgccag cccactgacc ccagtagggt cacccctgcc cactgagaac 600 

cagccacccc ctcacccccc accagagttc cctgcaggaa ccagctgcct ctagtgggag 660 

acagagtaaa ggcagagggg cccctccttt ctcaggtgcc ctgtgctagt gttgggcagc 720 

tctaaggttg gaaactgctt tccccactga gctgaaggct gcctcctggg atatgcaccc 780 

ggcggtcccc attcagcccc gggagccact cgggtcaagt ctggctgtat cccgagggcg 840 

accaggacag ccctgtgagc ggcagttccc ctcctggaac actgcttcac cagcccatca 900 

ccccagccct gtggactgct cctccctcac ctggtttcta cgtggaccca ccattcttgc 960 

cctcctggac ccctaaactg gcccatgtgt ttagttgcag aatgggggcc aggaccggac 1020 

atgtggtttg attgctaagg acctagcaga ggctcatcat gtggtagact ctgtatttta 1080 

tcgtgtgtgt atgtgtgtgt atatttacac acacatacac acaagataga tatatatatt 1140 

aagtggacac tgtatgtgta tatatacaca tacatatatt atagatgtat gcatatatgt 1200 

atatatgtac acatatatgt atatgtgcat atagaggtat acatatagat gtatatctat 1260 

acatgtgtat atatatacat atatggatac atacatattt atgtgtacac atatatgtat 1320 

atgtgtatat atgtacacat atatgtatgt gtatacatac atatgtatat gtgtacacat 1380 

atatgtatgt gtatacatac atatgtttat gcgtatacat atgtttatgt gtacacatat 1440 

atctatgtgt atacatacat atgtatatgt gtacacatat atgtatgtgt atacatacat 1500 

acgtacacat gtgcatatgt gtatacatac atatgtacac atgtgtatat gtgtatacat 1560 

acacatgtgt atatatgtat taagtggaca ttgtacttct gatgtggata cggtgatgaa 1620 

gctacaaagt cacactatcc ctatggcctt gtgtttagat ggagcaaagc aactaaaaat 1680 

tgcctcaaca atcctgcaac tcccagatct tcaatttaca ctgaacaccg tacgcaattg 1740 

ttctgggccc atctttccaa tctattgaaa taatagggac tgcatcccct gcttccatcc 1800 

cctgttcatt ccttccatgg tctacccact gggagggagc gctcaagggg gaaactagaa 1860 

gttttaaaaa gacaggaaag tctagagaaa gaactagtca aaaagcgaaa aatcctcatc 1920 

tgcccaatta ttgttttttt ttcctacc 1948 



<210> 2063 

<211> 809 

<212> DNA 

<213> Homo sapiens 



3965 



wo 01/57190 



PCT/USOl/04098 



<400> 



2063 



tttttttttt 
aggctggggg 
aacccatcag 
gactgtgtat 
gtcagctgag 
tgggttctgc 
gtacctttcc 
aaatggcaca 
tgcctggtcg 
ctggtccagg 
acactgcctc 
cttcaagccc 
catttgcttc 
cccaatagga 



ttgagactgt atccagcagg ctttatgggc tttttagggg agctgtgccg 
gctgggggca ggggattaac tctttccctg gggcagcgct cctggctctg 
gggattttct tgggcagggg attaatgatc ccactctcga tgtattcgaa 
gggtcctggt ccccattgag ggtgatggcc gacccataca actgctccaa 
ttcctgtaga acaggtccat tttcagcttg acctgctctt cagcatcctt 
aggaggcgag cctggatctc catggtggga ggtggcttgt acatgaggtg 
ccagtgactg gatcaattct tctcagagtc agccgctcca tgatggaatc 
ttcaggaaaa actccctgtt gggattgtag cccaggcggt tcagcaggtg 
aggtcccgcg ggacgccgtg tagcacccag cctttctgga tgcagtcctg 
cgctggctca gcaccttcat gaggaggctg tcaggaacta caccgcaccc 
tcctcatccc tcacattcgc ttcaaactgc ccggtgtaac ttctttcctt 
tccttgaaat tgatgtcaag atgagcatca gtgttcatgg gggaggctgg 
tctttctcct gtggtccctg ggtccctggg tcccgcccct cctgaaggat 
cccaggaggt ccagggaat 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
809 



<210> 2064 

<211> 1168 

<212> DNA 

<213> Homo sapiens 



.<400> 2064 

gcggccgcgg cggggccagg ggcttgtaca ggaagtacag acagagaacg tgacagtggc 60 

tgagggtggg gtggctgaga tcacctgccg tctgcaccag tatgatgggt ccatagttgt 120 

catccagaac ccagcccggc agaccctctt cttcaatggc acccgtgcct tgaaggatga 180 

gcgtttccag cttgaggagt tctccccacg ccgggtgcgg atccggctct cagatgcccg 240 

cctggaggac gaggggggct atttctgcca gctctacaca gaagacaccc accaccagat 300 

tgccacgctc acggtactag tggccccaga gaatcctgtg gtggaggtcc gggagcaggc 360 

ggtagagggc ggcgaggtgg agctcagctg cctcgttccg cggtcccgtc cggctgccac 420 

cctgcgctgg taccgggacc gcaaggagct gaaaggagtg agcagcagcc aggaaaatgg 480 

caaggtctgg agcgtggcaa gcacagtacg gtttcgtgtg gaccgtaagg acgacggtgg 540 

tatcatcatc tgtgaggcgc agaaccaggc gctgccctcc ggacacagca agcagacgca 600 

gtacgtgctg gatgtgcagt actcccccac ggcccggatt catgcctccc aagctgtggt 660 

gagggaggga gacacgctgg tgttgacgtg tgctgtcacg gggaacccca ggccaaacca 720 

gatccgctgg aaccgcggga atgagtcttt gccggagagg gcggaggccg tgggagagac 780 

gctcacgctg ccgggtctgg tatccgcgga taacggcacc tacacttgcg aggcgtccaa 840 

taagcacggc catgcgaggg cgctctacgt acttgtggtc tacggtgaga gcaggctgcg 900 

gccgactgag ggcgggggcg gggcgccaga ccctggtgcg gtggtagagg ctcagacgtc 960 

ggttccctat gccattgtgg gcggcatcct ggcgctgctg gtgtttctga tcatatgtgt 1020 

gctagtgggc atggtctggt gctcggtacg gcagaagggt tcctatctga cccacgaagc 1080 

cagtggcttg gatgaacagg gagaagcaag agaagccttc ctcaatggca gcgacggaca 1140 

caagaggaaa gaggaattct tcatctga 1168 



<210> 2065 

<211> 3163 

<212> DNA 

<213> Homo sapiens 



<400> 2065 

cagcgcttgc gcgctcgcgg gccgctccct ccgctcggaa gggaaaagtc tgaagacgct 60 

tatgtccaag gggatcctgc aggtgcatcc tccgatctgc gactgcccgg gctgccgaat 120 

atcctccccg gtgaaccggt gcggctggca gacaagagga cagtcgccct gcctgccgcc 180 

cggaacctga agaaggagcg aactcccagc ttctctgcca gcgatggtga cagcgacggg 240 

agtggcccca cctgtggcgg cggcaggctt gaagcaggag gatggtccgc acatccgtat 300 

catgaagaga agagtccaca cccactggga cgtgaacatc tctttccgag aggcgtcctg 360 

cagccaggac ggcaaccttc ccaccactca acacaatggc cctgcctccc accgctttat 420 

ttctttcggt ttcggatgca aaacaaaaaa ttttaaaaga aaatgtgact tcaaaggaaa 480 

agaacaaatt tccaaagact tgggggagtg aaggcagagc ctggtgcaga tggacgaggt 540 



3966 



wo 01/57190 



PCT/USOl/04098 



ctgcagacgg agggcagagg tggtggaagg ggccaggggc ctgcaggcct ccccctggaa 600 

ctgggactgg tctcggtctg ctgacgtcag ggtcagctcc cccgcggagc tgacttcagc 660 

agcccacagc tgtggggctt cagcagccac accagcccag cccagcccag ctctcgatac 720 

gtttggtctt tcatgctgaa aaataaataa taaagcctgt cccgtgtcta ctgcctcccc 780 

caactgcaca gacgccagcc tctaggcctg actgccaggg aggtggaaac actggccacc 840 

agcccggcag cccctacagg ccccccagat gggctgcctc agtcgtcctc tgagagctgc 900 

agatcctcca gctcgtcctc cggcccctgg gccagctgct gcagctcccc aggggccagc 960 

cccgcctctg cgtctgggtc tccatcctcc gagttgctgc tgtcctcctc gccctcctcc 1020 

tcgtcctctt catcgtcttc caccccatgc cgagtgctca ggggcctcag tatccctctc 1080 

tccgagaatc cctcggtgtc gtcctcttca gagctgttca ggtcaaagag gtctttaaat 1140 

tgcttcctgt cctcatcctt cctgtcagcc atcttccttc gtttgatctc agggaagttc 1200 

aggtcttcca gccgctcttt gccactgatc tccagctgga tctcccggtc acgcagcttg 1260 

rcgccagtggc tgtagtacaa ggtcaagggt gtcccctctt cccgggtcag cttctcccag 1320 

gcttccactg cctgctgctc agagacgccg aaggaaaccc tctggcggcg gctgcagatg 1380 

tatgccgagt tctcctgaac cttcccaagc agctgctgca cctgccggca gtagttggcc 1440 

accttgcact cccggaggaa/cgacttcagc tgcaggacca caggcagcac cagctccggg 1500 

aagccgatgc agtgtgcctg gctgtgcagg tactccaggg tgaggtcgta cage tgc tec 1560 

laccaggccgt cccggtacgc cttctcctgc aggttgacat tggacagctt caggatcacg 1620 

gagaagttga tgggcttgga gctcatgcgc cctggcttcc tgttgaagtc gacctgctgg 1680 

aacatctcca ggatgaaagg cagcaccggg atgaaggccc ccgagctccc cgagagcagc 1740 

gtcagggcac ggatgcagtg cattcgcagc gggtagaagc gggcagtggg gatgagcttg 1800 

atacagccaa tgatgacttg ggcaaggggg tagaccaagg gctggagggc ttcgctgggg 1860 

cccgcagtgc tcaggacccg gcaccacagg aagaggcagt gcacatactg ccagttgtac 1920 

acagactggt atgtttcctt cttgcgggtg gtcatggcgt tgcgcaggtg tatggcgagc 1980 

tggcggatgt agaggaaggc gtgctggtag gccacacccg gctccagggc cagcagctcc 2040 

gtcaaggtcc actgcatgaa actgatgaag gggagggcac caggcgaggt gaacttgcag 2100 

ttcctcacat acgtgatgta catttgcttg aggacggggc caaggaaagt gtccttcttg 2160 

tgccggcaga ctctgctgag gaccaggaaa gccagcaccc gcagagactc ctccccagtg 2220 

ctccatacga ccaccattct cttgagcagc atgcggcact gcttggggaa ggtcaggaag 2280 

cagggcacca gcacgctgat gtgccgcagc acggccgcca acaccgtcgt ctccgacaga 2340 

caggacacca gctgtatggc cgagcccagg' taagccttga tgtccacacg aagcttcccc 2400 

cagagcgggc tgctggacgg ctgcagcatc ctgctgctat cctttgccac ctttccaaac 2460 

agcagcttct ggagacagcc aatgaggtct ctgatgcaga aggtaaccag agcattgaat 2520 

gcagcactgt ccgtgacctg gaatttgttg gcctcagcac tttcctggtc ccctcgggtg 2580 

gtggccacag ctgctcggaa cgcctgtacc acttcatgga acagctttgg agtgaggcgt 2640 

tgctttgctg cctgcttcca tctctcaacc atggcgacgg tcacaggaac agaattcttc 2700 

ttccccttca gccctctggg gactctgtcc ccatcttctc cttcctccgc tccatcctcc 2760 

tcctcactgg cttcctccag cacatctggc agggagtgga acggcccctc ttcctcctca 2820 

gagctgtccg agtcgctgaa gtttagcagg ctctggtcat tctcctgcag gaacttgtag 2880 

aactcggggt ctctgtcctt cagccgagag agctggtctt tgtgctcaga ggcacggcct 2940 

ttacgccggc tggccgaggg gctcccgccc ggcttatccg gactccgggc agcctcgcgt 3000 

gcttcccgtg tctccgcttg tggagaattt tcggactcgg attcggactc ggagtcaaag 3060 

cccgaagcta ggaactcgtc caccgtcagc tccgccaggc gcctcttgcg gctccccgca 3120 

gctgccatga caccaacccg aagcgtgcac cccacttacg aaa 3163 



<210> 2066 

<211> 1286 

<212> DNA 

<213> Homo sapiens 



<400> 2066 

gaagtagtag gcaatgagcc agaaggggtc ctcagtcagt ttcgggagca ctggtgtgga 60 

gtggatgaag ccagtgagga cacagtggag acagtggagc accagagaac ccagggcaag 120 

gaagctgggc agccgggccc ttcaccagtc aggccacctg cagtctgcag tcagagcctc 180 

agatcttaca ctggcagcac acggggacac agcagctgga ctggcagcag cagggcttgt 240 

agcagctgga ttggcagcag gatgatccac agcctgagaa gcagctacag ggcttacagc 300 

agctggactg gcagcagtag ggcttacagc agctggactg gcagcaggat gacccacagc 360 

ctgaggagca gcagcagggc ttgcagcagc tggactggga gcaggatgat ccacagcctg 420 

a^^cigcagca acagggctta caacagctgg actgggagca gccacaagaa ccacatcccc 480 

ccttggaacc cccacaggag ccacagcccc ccttggagcc cccacaggag ccacagctgg 540 

tgcaggaaca ggctggcacc caggagcaca cgggcttgca gcagcagaca ggcacataac 600 
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atctggagcc acatccccca cagctggagc tgcagccccc acagccagag ccacagcccc 660 

cacggccgga gccacagccc ccacagccag agccacaacc cccacagctg gagccacagc 720 

ccccacagcc ggagccacag cctctggagc agccacagca gcccatggtt ctggtggatt 780 

gagggtggag caggtagagg agcaggtgag agggaggtgc aggtgtggag ctccctgagc 840 

ctgggctctt tatatacctg tccagatgtc aggcatgaca cagggtccct ttcttgtgac 900 

tgtttacact atttttccag agctctattt ttttcctctt tgctagtgac ttccttctgg 960 

ctcagttgag catctacttt ctttgttttc taaatttgtc tttttcccca tttgttttgg 1020 

cccctacaat taaaacctca gctccaggct gtctggttct tcctgcaaag ctccagggtg 1080 

ctggtcacct gctctctgct gaccacatgt gaccaatggg caacagcctc tgcccacgtg 1140 

ctctaatctt tcctgtgttg actccctcaa taatattaat tttacatttt tagatttcaa 1200 

aattatccac gatctttata ctcatgccag tctcagcttt ccgggtgtgt tagaccattc 1260 

tttgcattgc tctaaagaaa tacttg 1286 



<210> 2067 

<211> 5716 

<212> DNA 

<213> Homo sapiens 



<400> 2067 

agcgctcaaa ccacacgcac cgctgctcgg ggcttggaga tttgcgcagg ctgggctccc 60 

ggacccggcg gaccgacgcg cggaggatcg ggatccggcg ctgtggggct ggggtgggcg 120 

ggggaggctg cccccggtgc ctttggcgcg acacccgcat gaggacgcga gtgaaatata 180 

ccaaggtgga atttccaagg gaaaagcttc ggggtggttt tggtccattt ctccagcgaa 240 

gaagttgaca tggcgagcga ctccccggct cgaagcctgg atgaaataga tctctcggct 300 

ctgagggacc ccgcagggat ctttgaattg gtggaacttg ttggaaatgg aacatacggg 360 

caagtttata agggtcgtca tgtcaaaacg ggccagcttg cagccatcaa ggttatggat 420 

gtcacagggg atgaagagga agaaatcaaa caagaaatta acatgttgaa gaaatattct 480 

catcaccgga atattgctac atactatggt gcttttatca aaaagaaccc accaggcatg 540 

gatgaccaac tttggttggt gatggagttt tgtggtgctg gctctgtcac cgacctgatc 600 

aagaacacaa aaggttacac gttgaaagag gagtggattg catacatctg cagggaaatc 660 

ttacgggggc tgagtcacct gcaccagcat aaagtgattc atcgagatat taaagggcaa 720 

aatgtcttgc tgactgaaaa tgcagaagtt aaactagtgg actttggagt cagtgctcag 780 

cttgatcgaa cagtgggcag gaggaatact ttcattggaa ctccctactg gatggcacca 840 

gaagttattg cctgtgatga aaacccagat gccacatatg atttcaagag tgacttgtgg 900 

tctttgggta tcaccgccat tgaaatggca gaaggtgctc cccctctctg tgacatgcac 960 

cccatgagag ctctcttcct catcccccgg aatccagcgc ctcggctgaa gtctaagaag 1020 

tggtcaaaaa aattccagtc atttattgag agctgcttgg taaagaatca cagccagcga 1080 

ccagcaacag aacaattgat gaagcatcca tttatacgag accaacctaa tgagcgacag 1140 

gtccgcattc aactcaagga ccatattgat agaacaaaga agaagcgagg agaaaaagat 1200 

gagacagagt atgagtacag tggaagtgag gaagaagagg aggagaatga ctcaggagag 1260 

cccagctcca tcctgaatct gccaggggag tcgacgctgc ggagggactt tctgaggctg 1320 

cagctggcca acaaggagcg ttctgaggcc ctacggaggc agcagctgga gcagcagcag 13 80 

cgggagaatg aggagcacaa gcggcagctg ctggccgagc gtcagaagcg catcgaggag 1440 

cagaaagagc agaggcggcg gctggaggag caacaaaggc gagagaagga gctgcggaag 1500 

cagcaggaga gggagcagcg ccggcactat gaggagcaga tgcgccggga ggaggagagg 1560 

aggcgtgcgg agcatgaaca ggaatacatc aggcgacagt tagaggagga gcagagacag 1620 

ttagagatct tgcagcagca gctactgcat gaacaagctc tacttctgga atataagcgc 1680 

aaacaattgg aagaacagag acaagcagaa agactgcaga ggcagctaaa gcaagaaaga 1740 

gactacttag tttcccttca gcatcagcgg caggagcaga ggcctgtgga gaagaagcca 1800 

ctgtaccatt acaaagaagg aatgagtcct agtgagaagc cagcatgggc caaggaggta 1860 

gaagaacggt caaggctcaa ccggcaaagt tcccctgcca tgcctcacaa ggttgccaac 1920 

aggatatctg accccaacct gcccccaagg tcggagtcct tcagcattag tggagttcag 1980 

cctgctcgaa caccccccat gctcagacca gtcgatcccc agatcccaca tctggtagct 2040 

gtaaaatccc agggacctgc cttgaccgcc tcccagtcag tgcacgagca gcccacaaag 2100 

ggcctctctg ggtttcagga ggctctgaac gtgacctccc accgcgtgga gatgccacgc 2160 

cagaactcag atcccacctc ggaaaatcct cctctcccca ctcgcattga aaagtttgac 2220 

cgaagctctt ggttacgaca ggaagaagac attccaccaa aggtgcctca aagaacaact 2280 

tctatatccc cagcattagc cagaaagaat tctcctggga atggtagtgc tctgggaccc 2340 

agactaggat ctcaacccat cagagcaagc aaccctgatc tccggagaac tgagcccatc 2400 

ttggagagcc ccttgcagag gaccagcagt ggcagttcct ccagctccag cacccctagc 2460 

tcccagccca gctcccaagg aggctcccag cctggatcac aagcaggatc cagtgaacgc 2520 
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accagagttc gagccaacag taagtcagaa ggatcacctg tgctccccca tgagcctgcc 2580 

aaggtgaaac cagaagaatc cagggacatt acccggccca gtcgaccagc tagctacaaa 2640 

aaagctatag atgaggatct gacggcatta gccaaagaac taagagaact ccggattgaa 2700 

gaaacaaacc gcccaatgaa gaaggtgact gattactcct cctccagtga ggagtcagaa 2760 

agtagcgagg aagaggagga agatggagag agcgagaccc atgatgggac agtggctgtc 2820 

agcgacatac ccagactgat accaacagga gctccaggca gcaacgagca gtacaatgtg 2880 

ggaatggtgg ggacgcatgg gctggagacc tctcatgcgg acagtttcag cggcagtatt 2940 

tcaagagaag gaaccttgat gattagagag acgtctggag agaagaagcg atctggccac 3000 

agtgacagca atggctttgc tggccacatc aacctccctg acctggtgca gcagagccat 3060 

tctccagctg gaaccccgac tgagggactg gggcgcgtct caacccattc ccaggagatg 3120 

gactctggga ctgaatatgg catggggagc agcaccaaag cctccttcac cccctttgtg 3180 

gaccccagag tataccagac gtctcccact gatgaagatg aagaggatga ggaatcatca 3240 

gccgcagctc tgtttactag cgaacttctt aggcaagaac aggccaaact caatgaagca 3300 

agaaagattt cggtggtaaa tgtaaaccca accaacattc ggcctcatag cgacacacca 3360 

gaaatcagaa aatacaagaa acgattcaac tcagaaatac tttgtgcagc tctgtggggt 3420 

gtaaaccttc tggtggggac tgaaaatggc ctgatgcttt tggaccgaag tgggcaaggc 3480 

aaagtctata atctgatcaa ccggaggcga tttcagcaga tggatgtgct agagggactg 3540 

aatgtccttg tgacaatttc aggaaagaag aataagctac gagtttacta tctttcatgg 3600 

ttaagaaaca gaatactaca taatgaccca gaagtagaaa agaaacaagg ctggatcact 3660 

' gttggggact tggaaggctg tatacattat aaagttgtta aatatgaaag gatcaaattt 3720 

ttggtgattg ccttaaagaa tgctgtggaa atatatgctt gggctcctaa accgtatcat 3780 

aaattcatgg catttaagtc ttttgcagat ctccagcaca agcctctgct agttgatctc 3840 

acggtagaag aaggtcaaag attaaaggtt atttttggtt cacacactgg tttccatgta 3900 

attgatgttg attcaggaaa ctcttatgat atctacatac catctcatat tcagggcaat 3960 

atcactcctc atgctattgt catcttgcct aaaacagatg gaatggaaat gcttgtttgc 4020 

tatgaggatg agggggtgta tgtaaacacc tatggccgga taactaagga tgtggtgctc 4080 

caatggggag aaatgcccac gtctgtggcc tacattcatt ccaatcagat aatgggctgg 4140 

ggcgagaaag ctattgagat ccggtcagtg gaaacaggac atttggatgg agtatttatg 4200 

cataagcgag ctcaaaggtt aaagtttcta tgtgaaagaa atgataaggt attttttgca 4260 

tccgtgcgat ctggaggaag tagccaagtg tttttcatga ccctcaacag aaattccatg 4320 

atgaactggt aacagaagag cacttggcac ttatcttcat ggcgttattt ctaatttaaa 4380 

agaacataac tcatgtggac ttatgccagt ctagaggcag aatcagaagg cttggttgaa 4440 

catatcgctt tccctttttc ctctccctcc gcccctccca gtacagtcca tctttcaatg 4500 

ttgcagcctg gttgagaagg agagaaaaag gtggcaggaa tttcccagga gatccccaag 4560 

aatgctgcct tgtctgtgga caaagatgga ccatgtgccc ttcggaatta gggatagaaa 4620 
caaatattgt gtgctcttaa cgattaagct gtgttatggg gggttttcag gtttttacct . 4680 

tttttcttta cccctttact ctgcaagaat ggggaaagaa tgcatactgc gaaaatgagt 4740 

cttttaaatt ctgtctgcct actagtttta agtatatggt atgttgtaaa atttccaatg 4800 

atgagagaca gcacaataaa tgtaccttat ctccttaggc tgaaggccat aactacatag 4860 

tggagtaatt taagaactct cttgccttca ccaacccaaa aggttgcttt ttgatagcaa 4920 

ctggctaatg aatttttaaa aagagaagaa aaatactagt tttcccctct tttgggaaat 4980 

agattttaaa tggctaaact actagcctta aaactactag tctaataaaa tcaactacca 5040 

cttttgtgaa tctgacaggc cacattttta tatggccctt tacagaatgg agtgtgttga 5100 

acaggatact aacgccattg agttgagctg gcctagcgat ggagggacac tctaacacaa 5160 

ctttccctca gctattatgc aacagatcag ggaaaaagat gggatgacag atggggtcag 5220 

acagaaagag cttctgggaa acaagcttac atagtctttt ttaaaatgca caaagcctcc 5280 

cagctaagag gtcacttggt ttgggcttca ttaggactga gactttgttg agttctttct 5340 

gggacttgga gagtggatga tattcaggct ctgaacattc ccagcgctct cccgagggtg 5400 

ccactttctc aagatgaaaa ctgtgactga aaaaattaat aataaatgtt tctgagcttg 5460 

cctgtgttct cccctgtgtg ggtgagagaa gggactagac tccctaaagc ctgcctcaga 5520 

tacaagaggc atcattggct ccaattttag agaacttgaa agcaaggctt tggacaaaat 5580 

tttgagaccc taatcacttt accttcctcc aaaattaccc aacatacggt aaacaacatt 5640 

tgtgcagaag tatgtatgta tttagttcag gttgacttgt gtccttataa actcttactc 5700 

aaatgatttg aacttt 5716 



<210> 2068 

<211> 1026 

<212> DNA 

<213> Homo sapiens 



<400> 2068 
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atgggccagg tggagtgtgg aggacagaag ctgggaaacc agttagaaga tgacagtgaa 60 

ccagcagagg ggaaggtgta cagctcagat gaggagaagc tggaggcatc agcaggagac 120 

ccagcaggca gcgaacagga ggaagagggc tcaggcggtg acagcgagga tgacggtttc 180 

ctggacagtt ctgcaggggg cccaggggct cttctgggac ctaaaccgaa gctaaaggga 240 

agcctgggga ctggagctga ggagggggca ccggtgacag caggggtcac agctcctggg 300 

gggaaaagcc gacggcgccg cacagcattt accagcgagc agcttttgga attggagaag 360 

gaatttcatt gcaagaaata cctgagcttg acagagcgct ctcagatcgc ccacgccctc 420 

aagctcagtg aggtgcaggt caagatctgg tttcagaatc gacgggccaa gtggaagcgc 480 

atcaaagctg gcaatgtgag cagccgttct ggggagcccg taagaaaccc caagattgtt 540 

gtccccatac ctgtgcatgt caacaggttt gctgtgcgga gccagcacca acaaatggag 600 

cagggggccc ggccctgaat gggcacccaa gaacttagga aggcgaggga tctgtacctg 660 

agcctgctct gagactgtca gggttctgtg gaccagaggg gctgcaactg tgattctgcc 720 

ttgagagggg ctagttggga attaacctag ccctgggtgt gctcttccca gactcctccc 780 

agaacctgag atgtgaagca cttgggcctg agcctgttcc agagaacttc aggactaggg 840 

gcttcaaggt taaagggggc tggggttcta ttgctgaggg agctgttggg actgaggtgg 900 

actcctgggg agggggtggg ttctaagatg cctaagggcc tgaaggttct gtggcaaatg 960 

ccctggaacc agcttctgat gggtggaggg aacaggcgat acctagccaa gtagatcgca 1020 

gctcct 1026 



<210> 2069 
<211> 2289 
<212> DNA 

<213> Homo sapiens 



<400> 2069 

gtggtggaat tctaccagac tagttcaaga gccaatttca ttaattcact gtcttaccca 60 

atctatccca gaaccaccaa atcaggtctc ttggctgttg atgccagtga gctccagaaa 120 

gatgaggcat acgcaggcag tactagaact atattcaaat taatctctgc tggacagtta 180 

agcagtcctt atctgatttt agtttggagt tagggttcct tctaacactc aatgtcttgt 240 

tccatctttc cactgcatgc agacatctga atgggactcc gagtgcctta catccctgca 300 

gccccttcct cttcctacac ccccagcagc aaatgaggca cacctgcaga cagcagctat 360 

ctctctgtgg acagtggtgg ccgccgtgca ggctatagag aggaaggtgg agatccacag 420 

ccggcgactc ctacacctag aaggtcggac agggacagca gagaagaaac tagccagctg 480 

tgaaaagaca gttaccgagc ttgggaacca gctggagggc aagggggccg tgctgggaac 540 

cctgctgcag gagtacgggc tgctgcagag gcggctggag aacttggaga acctgctgcg 600 

caacaggaac ttctggatcc tgcggctccc tccaggtatt aagggagata tcccaaaggt 660 

gcctgtggca tttgatgatg tctccatcta cttttccact ccagagtggg aaaaattaga 720 

agaatggcaa aaggaacttt acaagaatat catgaagggc aactacgagt ctctcatctc 780 

catggattat gctataaatc aacctgatgt cttatctcag attcaaccag aaggggaaca 840 

taatacagag gaccaggcag ggccagagga aagtgagatt cccacagacc ccagtgaaga 900 

gcctggtatt tcaacatcag atattctgtc ttggattaaa caagaagaag agcctcaggt 960 

tggggcccca ccggagtcca aggagagtga cgtgtacaaa agcacttatg ctgatgaaga 1020 

gcttgtcatc aaagctgaag gccttgctag atcctcgttg tgccctgagg ttccagtccc 1080 

tttctcttct ccaccagcag cagcaaagga tgctttttca gatgtggctt tcaaaagcca 1140 

gcagtctaca tccatgacac cttttggacg tccagccact gacctgcctg aagcctctga 1200 

gggacaagtg acttttactc agttgggtag ctatcccctc ccacctccag ttggcgagca 1260 

ggtgttctca tgccaccact gtggcaagaa tctcagccaa gacatgttgc tgacccacca 1320 

atgtagccat gctactgagc accccttacc ctgtgcccag tgccctaagc actttactcc 1380 

acaggcggac ctcagcagca cctcccagga ccatgccagc gagacacccc ccacctgccc 1440 

acactgtgcc aggactttta ctcacccatc aagacttacc taccatcttc gggtccataa 1500 

cagcactgag cgtcctttcc cctgtcctga ttgccccaag cgctttgctg accaggctcg 1560 

actcaccagc caccggagag ctcatgcaag cgaaaggccc ttccgctgtg cccagtgcgg 1620 

caggagcttc agcttgaaaa tcagcctcct gctccaccag cggggtcatg cacaagagcg 1680 

ccctttctcc tgccctcagt gtggcattga cttcaacggc cactcggccc tgatccgcca 1740 

ccagatgatc cacacaggcg agcgtcctta cccctgcact gactgcagta agagcttcat 1800 

gcgcaaggag cacctgctga accaccggcg gctgcacaca ggcgagcggc ccttcagttg 1860 

tc'ctcactgt ggcaagagct tcatccgcaa gcaccaccta atgaaacacc agcgcatcca 1920 

caccggggag cggccctacc cctgctccta ctgtggcagg agcttccgct acaaacagac 1980 

actcaaggac cacctccgtt caggccacaa tggaggctgt gggggtgata gtgacccatc 2040 

aggtcagcca cccaacccac caggtcccct cataactggg cttgaaactt ctggcctggg 2100 

tgtcaacact gaaggtctag agaccaacca gtggtatggg gaagggagtg gagggggagt 2160 
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tttgtaaatc caaatctctg tggcttcatg cttgtatatg ctcacagcag ggcacaaaat 2220 
ccaagagaag gtctgtgagc cccatccaac acccacagta attataatct tggcacatca 2280 
atggaattt 2289 



<210> 2070 

<211> 2213 

<212> DNA 

<213> Homo sapiens 



<400> 2070 

gttcctgtgg ccacaaaagt gcttatggat catacacagg gctgcagctt ttctgggagg 60 

atggccagga actgctccag caccagcagc tccaggatct gcgcctttgt gtgcacctcc 120 

ggcctcagtc agagaaggtg gagctctcct tatggacact cttcgtggtg gggaagggcg 180 

aacccagcgc tgtcagggag aaactgggga aggctggctt cgcagctgct tctggtcctg 240 

gtggccggcc aggtgcggag cgcgcctcga cagtcctgaa cattctccac ttaacggctg 300 

agagccgctg ggagcctaac gcctgcaacc gagtgagctc gagtccggct ggggtcggac 360 

cgttggacct ccccgttggc cctttgttgt acttcttcgc gccctgggct cgcgcaagct 420 

ttctctgcca cgcgttccaa cggccgctca ccggcatcgg gctgaacacg gtgcgcttca 480 

cctcggagtt cccactccac tccaaggatc caacagcgca caagctgctc ttcacgggca 540 

actacctctg caagcttcac ccccggcccc gccacgcccc gcagggttcc ctgtctgatt 600 

tttgccatgg aacagagggc aaggacttac cttctgagca taacgtttct gtagaaggag 660 

tggcacagga caggagtccc gaggcaactc tgtgcticcca gaagacctgc ccctgtgaca 720 

tatgtggcct acgtttgaaa gacattttgc atttggctga acaccagaca acacatccca 780 

ggcagaaacc atttgtgtgt gaggcatatg tgaaaggctc tgagttcagt gcaaaccttc 840 

cccggaaaca ggtgcagcag aacgtacaca accctatcag aacggaggag ggccaggctt 900 

cccctgtaaa gacctgcaga gaccacacat cagatcagct ttccacctgc agggagggtg 960 

ggaaggactt tgtggccaca gcagggtttc tgcagtgtga ggtcactccc agcgatgggg 1020 

agccgcacga ggccaccgaa ggtgtggtgg attttcacat tgcactaagg cataacaagt 1080 

gctgtgaatc tggggatgcc ttcaataaca aatccactct tgttcagcac cagagaatcc 1140 

acagcagaga aaggccttat gaatgcagca aatgtggaat cttcttcact tacgccgctg 1200 

acctcactca acaccagaaa gttcacaata gaggaaaacc gtatgagtgc tgtgaatgtg 1260 

gaaaattctt cagccagcac tccagccttg ttaaacatcg cagggttcac acgggtgaaa 1320 

gccctcacgt gtgtggtgac tgtgggaaat tcttcagccg aagctccaac ctcattcagc 1380 

ataagagggt tcacactggt gaaaagccat atgagtgcag cgactgtggg aagttcttca 1440 

gccagcgttc caacctcatt catcataaga gggttcatac gggcagaagt gcccatgagt 1500 

gcagtgaatg tgggaaatct ttcaactgca actccagcct aattaaacat tggagagttc 1560 

acactggaga aagaccttac aagtgtaacg aatgtgggaa attcttcagc cacattgcca 1620 

gcctcattca acatcagata gttcacactg gcgagcggcc tcacgggtgt ggtgagtgtg 1680 

ggaaagcctt catccgaagc tctgacctca tgaaacatca gcgagttcac actggtgagc 1740 

ggccttatga atgcaatgaa tgtgggaagt tatttagcca gagctccagc ctcaatagcc 1800 

atcggagact tcacactggt gaacggcctt accagtgcag tgaatgtggg aaattcttta 1860 

accaaagctc cagcctcaat aaccaccgga gacttcacac cggcgagcgg ccttatgagt 1920 

gcagcgaatg tgggaaaacc ttcaggcaga ggtccaatct gaggcagcac ctgaaagttc 1980 

acaaaccaga caggccttac gaatgcagcg aatgtgggaa agccttcaac caaaggccta 2040 

ccctcattcg gcatcagaag attcacatca gagaaaggag catggagaat gtgctccttc 2100 

cctgttcaca gcacacacca gagataagct ctgagaacag accttatcag ggcgctgtca 2160 

actacaagtt gaaacttgtt catccaagta cccaccctgg ggaggttccc tag 2213 



<210> 2071 

<211> 6662 

<212> DNA 

<213> Homo sapiens 



<400> 2071 

acaggcctgc caccctggga ggagtcatcg cggattctgg agaagggcgt gacagaggag 60 

atttcctttc gggaagtgta gtctggcagc ggtgccccgg tggtggcggc ggcggtgctg 120 

ctgttgctgg tgatcgtgtg gtggtgttag cggcgatagt gctttccact gggctttggc 180 

ttggtagccg ctgaaagaga acaacgctgc cgctagcggc gggctggcgg cgggctccga 240 
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cgtctgcgcc aagacctggc tggctgagcc cggcgcagca gcagcagcca gggcagcgcg 300 

gcccctactc cctgtcaggt cgtagaggcg agcagggacc agctggtcgc cggcccctcg 360 

ggcaagatgg ggaaccggga gatggaggag ctgatcccgc tggtgaaccg tctgcaggac 420 

gcgttttcgg cgctgggaca gagctgcctg ctggagctgc cgcagatcgc cgtggtgggc 480 

ggccagagcg ccggcaagag ctcggtgctc gagaacttcg tgggcaggga ctttctccct 540 

cgagggtcgg gcattgtaac aagacgacct cttgtgctgc agcttgttac ttctaaagca 600 

gaatatgccg agtttctaca ttgcaaagga aagaaattta cagattttga tgaagttcgc 660 

cttgagattg aagcagaaac agatcgcgtg actggaatga ataaaggcat ttcctccata 720 

cccattaatt tacgagtcta ttccccacac gtgttaaatc taacccttat tgatctacct 780 

ggaataacta aagtgcctgt gggagatcag ccaccagata tcgagtatca gatcagaatg 840 

attatgcagt tcatcacgag ggagaactgt ctgattttag ctgttactcc agccaacact 900 

gatcttgcaa actcagatgc gctgaagcta gctaaagaag ttgatcctca aggtctgaga 960 

accattggag ttatcaccaa actggacctt atggatgaag gaacggatgc cagggatgtt 1020 

ctagagaaca aactgttgcc tcttcgcagg ggttacgtgg gggtggtaaa cagaagccag 1080 

aaggacatag atgggaagaa ggacataaag gcagccatgc tggcagagag gaagtttttc 1140 

ctttcccacc cggcttacag acatatcgct gaccgaatgg gaaccccaca cctgcagaag 1200 

gtccttaatc agcaacttac caaccacatt cgggataccc taccaaactt caggaacaaa 1260 

ctacagggac agttgctctc catagaacat gaagtagaag cctacaaaaa tttcaaacca 1320 

gaagacccaa caaggaagac caaagcattg ctgcagatgg ttcagcaatt tgctgtggac 1380 

tttgagaaga gaattgaagg gtcaggggat caagtagata ccctggaact ctcaggtggt 1440 

gctaaaatca atcgtatttt tcatgaacgc tttccttttg agatagtaaa gatggagttc 1500 

aatgagaaag aattgcgaag agaaataagc tatgcaatca aaaacataca tggtatcagg 1560 

acagggttgt ttactccaga catggcattt gaagcgatag tcaagaaaca gattgtaaag 1620 

ttgaaagggc cttccttgaa gagtgtggat ctggtaatac aagaattaat caacactgtg 1680 

aagaagtgta ccaaaaaact ggcaaacttc cccagactct gcgaggaaac ggaaaggatt 1740 

gttgctaacc acattcgtga gcgagaaggg aagacaaagg accaggtatt gctattgatt 1800 

gacattcaag tctcttacat caacaccaac catgaagact tcattggctt cgcaaatgct 1860 

cagcagagga gcagtcaggt tcacaagaaa accacagttg gaaatcaggt gattcgcaag 1920 

gggtggctca ccatcagcaa cattggcatc atgaaaggcg gctcgaaggg atactggttc 1980 

gtccttactg cggaaagctt gtcctggtat aaagatgatg aggaaaaaga aaagaagtac 2040 

atgcttccct tggacaacct gaaagttcgg gatgtggaaa agagctttat gtctagcaag 2100 

cacatctttg cactctttaa tacagagcaa aggaatgtat acaaagacta tcgcttcctt 2160 

gagctggcat gtgattccca ggaggatgtc gacagctgga aggcatctct actaagagct 2220 

ggggtctatc ctgacaaatc tgtagggaac aacaaagctg aaaatgatga gaatggacaa 2280 

gcagaaaact tttccatgga cccacaattg gagaggcaag tggagaccat tcgcaacctc 2340 

gtagactcct acatgtccat tatcaacaaa tgtatccgag atctaattcc aaaaacaata 2400 

atgcacctta tgatcaataa cgttaaagat ttcataaatt ccgagctcct agcacagttg 2460 

tattcttcag aggaccaaaa taccctgatg gaggaatctg ctgagcaggc tcagcgccgg 2520 

gatgagatgc ttcgaatgta tcaagcactg aaagaagccc ttgggataat tggggacatc 2580 

ggcacggcca ccgtgtccac tccggcaccc cctccagtgg atgactcctg gatacagcac 2640 

tctcgcaggt cacctcctcc aagccccaca acccaaagga ggccaacact aagtgctccc 2700 

ctcgcaaggc ccacatccgg ccgaggacca gctcctgcca ttccctctcc tggcccccac 2760 

tctggggctc ctccagtccc attccgtcca ggcccattac ctcctttccc cagcagcagt 2820 

gactccttcg gagcccctcc acaagttcca tctaggccta cgagggcccc gcccagtgtc 2880 

ccaagccgga gaccaccccc atcaccaact cgtcccacta taatccgccc actagaatcc 2940 

tccctgttag actaaacgaa gtgtctggca tggcaattaa tcactaatga attatgcgaa 3000 

agcaacatat ttgataaccg ttgcagtaaa tcatgagtag tcgcatgtgt ggacatcagt 3060 

aggcaagtaa ccagttttac taatgcattc atcgctcatc ttcattgctc atggtatgtc 3120 

aaacctttgg ggtttgactc agaaactgct aaccttttag aggctttata tgttgtactg 3180 

accaaggtag gtttgtatag cagccctata ctttggggat catttgccta ccatgacata 3240 

tatttgaaat tgctttggac aagttttcta ggctatctac caggtagctc attaaacgta 3300 

attcttcaga tatgagatag tgggcttaga cctaagccat acatatttct tttcccacat 3360 

'tctgtttagg atgacagtaa ttctgttgtc taccattaat gctactacct actccataat 3420 

tgcctattta gctcctcttt tcttcctttt tatttcataa gactgctagg aagtgatttt 3480 

ttaaaattag gactccttaa gaataaactt ttccagaagc acgaggtagt ttgcaaagga 3540 

aaagtctgca ctgtttgctc taaagagctt ctcctcattc caatgtgttt tgcttcatgc 3600 

tagaagcata tgcaacagtg aataaaagct tctttttttg ttaatcagtc aataaatttg 3660 

gctaattagt ttcagagttc aaggaagaag caaaatatca catctctaga agtgttggaa 3720 

aaaatataat ttctttcttt acttatattc acctcatggt aggttatatt gaaggctgac 3780 

atggagaatg tttacttttc tatttggcat agctaactac actttgatac taactccagt 3840 

tttactatta ttattttggt tggaaaaaaa attcactttt tacgtgctaa tttgtaatct 3900 

tgttttgtaa gaatttatcc tacccttgaa acaggctcag tgtaactgta tatccattct 3960 

aggctttctt aataaatctt gaggctatgg gataatcaca tttaaagaat ggttcctgaa 4020 

atgaagtcag tagaaatggc atgggataag agcagagctc acacttttac agttgcagta 4080 
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tttcaaagtc cctatccagg tcactccaga aaagggtatt gaaacgttga aatctaaagc 4140 

aaatttgcaa tttcttaaga tttctaaaat ttaccagaac agtttagcct gggggttaat 4200 

agttaagtct tgaggctaag ttttggacta ccaaggacca gatgattcac atgtaggaaa 4260 

cagccagaag ccaactggaa ttttgtgtgc taactgttcc cagacagcag agcaagtatt 4320 

cactgagtag gggtgtccca tgacactatt tcatattcta cagaagtaaa tcaggtttca 4380 

ccaactgaaa tgtctccctt tgaaagtagc aaacatgatt tgtatgttaa cttaacttta 4440 

atttcctgtg tagtttacac ccagagcaga tactcataaa gtataaagta aaaactttta 4500 

accattatta aacagagaac ttgccatgtt gagtgccatt gtattgaact tattctaaag 4560 

gcttatgcta acccatttat aattggtaaa aatcagaaaa tacaagattt acataaaggt 462 0 

catttcaact tttaaggtta ccagtgattg tataaaaaca tcacaatcct aaatcctctc 4680 

gtatctcacc ccaaacccca aactggggga aaaaaagtta actctttgtg aatggaacca 4740 

atgtgcaaga tacatactgc atttttaaaa tagtgtctca gctaaatgga aaactgttaa 4800 

^gcaaacatcc atagtaaaac aaataatctt cagtgagatc tttttataaa acttcttgtt 4860 

' tttaggattc cctttgcttc ttcctttgaa ttctctaaaa taggcagcta acggattata 4920 

tacttcaggg tttggctttg tgctaaatgt ggttttgtgt tttgctgtat ttcaaaattt 4980 

tccttctgtt aaaggaaaat/ attgtgaata accactggtg tgttcttaga tcagcacaaa 5040 

ccatgtcaaa aaaaattgga gatttttttc caattttcct tccactgatc ttaggcagta 5100 

lataaacaatg gcatttgtca tctttggcac ttgcttttag attatagtcc cacagttgca 5160 

ctgccccaat tgtctacctt tgtgggtaca tttttgttct ttactcctaa gttatttctc 5220 

atagaaccca gcctactcta gaatttcagc agtgacattg gagaatattt ttaatttgct 5280 

gcagtactat gtcatattat tagtatgaat ctcatttccc aaagggtttg tattctgcta 5340 

aaaggagatg ccaatgttga atgaagtctg aaactctagt atgtgcatag tttgacgtgc 5400 

agcatgcaca ccaggcctta agatgggaat gtagcttaat gattttctgt ttcccatacc 5460 

atttctaatc ttttgtgtaa ttttctctta actgattgct ctgatattgt aaacacaata 5520 

gatgtagctc tatcatgtct agcataattt aaaaaatcag tgtttttagg atttgggaaa 5580 

ataaactgta aatgtttatt tgataggtaa atatagtttt attgtcacat gctaaatatt 5640 

gcatgcatat tgactaattg gaataaccat ttactcaatt atggacagct tattgaaata 5700 

gtattgattt agaaaaagta tattgcattt ctaaaaaaca tctaccaagg ttactcgtct 5760 

gaatattgct tttagccgtg ttttataaca tagacgagca gtagggtctg tttattagca 5820 

aatttcctat ttgttccaat acaaactcac tttattctaa agtatattaa tgaaaccagt 5880 

tcctgtgatg taactgtaag ccttctcgac ttagacttaa aaagtggtca catagattaa 5940 

ttttgtgact ttttagtata gactgtagcc ataattctca aatatgaaat gggacctaat 6000 

accagtatgt gataaatgtt gatgttttct gtgtacaaac acattttcta tgcatgtgtc 6060 

tctgtgtata tggcatatac ctagtaagta tgtttctgta agtatgtgta ttttatgtcc 6120 

atttgagtag gtaggtaggt tttaaaaata ctagttaaaa tgccacaagc atgagtgtga 6180 

ttgtatgtgc actgtgtgta tatatataaa tatatgtata tgtatggttg taaatatcta 6240 

tgtatacatg tacttagtat gtgtggtatc aggatatttt ttaaactgtg ataatacaac €300 

agatagcttt gaatgatctg ccataacatg tggtaacaat agttcatttc tcataacata 6360 

tatgaggtat acaaaatttt ctaactccag attgtagtca ttttgagagg tacaaagctc 6420 

ataattacca tgacaacatg gtaatgtcca tagacatttg tatctgaatc cacaagaaga 6480 

tctgaatcta agaaggaatt acctttgaca atatttttcg gtaagaagta aaacctctgg 6540 

agacctatct ttaagatctc taattggaat tataaattat ttttggattg ctgagctgaa 6600 

tcttaaaaag ccaagttgat atacataggc atttttcctc tatgggagaa gtaaaaaaaa 6660 

aa 6662 



<210> 2072 

<211> 1954 

<212> DNA ■ 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (1954) 
<223> n = a,t,c or g 



<400> 2072 

gcacctcaca gatagttatt tgttgaagga tatacaaggc ctgggtttac tctaaggttt 60 

ctgcacagag accataactt gtgaggcttc tctgaagctc attgcattct atattcattg 120 

cctattttct gatccttctg gccactgccg gtgtgattcc ccagcaggcc ctctccatca 180 

atatccctgt cccagaaata ggaattgacg gtgcacaaat aacttcctgg aatgcaggac 240 

cattcctaag ttatcactaa caccctacca agagactgta tctagagaca ttaacctgaa 300 
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atctaggact cagcagcttc tctccacagg gctccttcag tggtagatgt cccctgtatg 360 

gtgtggccac cctgaatggc tcctccctgg ccttatcccg tccctcagca ccatccctgt 420 

gctactttgt agctggggcc tctggcctct tggccctcta ctgcctcctg cttttgctct 480 

tctggatcta cagcagctgc atcgaggact cccacagagg gtgctatagg ggctgcgcat 540 

tgcactggcc aatctcaggc tatagccgtc ttcctggtct tggtgtctgc ctgtatcctt 600 

cgatttggca ccaggtctct ctgcaactcc atcatctcct tgaacactac aattagctgt 660 

tctgaagccc agaaaattcc atggacaccc cctggaactg ctctgcagtt ttactccaac 72 0 

ctacacaatg ctgaaacctc ttcttgggtg aatttggtat tgtggtgtgt ggtcttggtg 780 

ctccaggtcg tgcagtggaa gtctgaagcc accccatacc ggcctctgga gaggggtgac 840 

cctgagtgga gctctgagac agatgctctc gttgggtcac gcctttccca ttcctgaaga 900 

ataagcggag tgcttcctgc agccgaagac tccatgccca agtgcctgta atcccccccc 960 

tcaaggccct gtttatgttg ggagtcttag ttttcctttc gttggggggt gggggggaaa 1020 

cataatgaca ggcccccctc cacctcttcc tgcagctgtt tttgtaccaa aatattatat 1080 

tactgtcttc atcttagtag tgagtttttg atgttaaagt acaactagat aggaggaagg 1140 

agtgaaggct aagcagacat ggactgaaac ttagaggtac tgttaggcag ctgccctagg 1200 

gatgactgct cctttatttg ttgttaatga atcttgacct ccttgtgtga ccctggttgt 1260 

tactccattc taagattggc gttttttttt gttttttttt tttgtaaata gagacaaggt 1320 

ctcgctatgt tgcccagcct gggctcgagc agtgctcctg cctcaccctc ccaaagtgct 1380 

gggattacaa cagggtgtga accaacacac ctggctcccG aaggttcagt ttttatcctc 1440 

ctcttggaga ggtgagtgac ttgaggtcat ttcttcacaa gctccggtag gcacccacag 1500 

tattgtcaaa gagttttgtg ttagggaagt gtccagtttt gtccaagagg aaatagaagc 1560 

gtcggccttt gactttcaga ggtagcatgg cagggacttc accccggtgg gccatgcaag 1620 

atacctgctt caaaggaact gtgaaatggg cccccaagcc aaagggggca tgagtggtga 1680 

gggtcacctg ctgccctcca gctcgaagca ccactgagcg caccaatgcc tacgacgagg 1740 

aggactgcgt ggagatggtg gcctcgggcg gctggaacga cgtggcctgc cacaccacca 1800 

tgtacttcat gtgtgagttt gacaaaaaga acatgtaaac ctcaggctgg ggctgcccat 1860 

tgggggcccc acatgtccct gcagggtgnn ttccngcnct ttgcggtagn ctntcgatta 1920 

atggtctcca attnggttcn nncggggggg cgcg 1954 



<210> 2073 

<211> 1954 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc feature 
<222> (1) . . . (1954) 
<223> n = a,t,c or g 



<400> 2073 

gcacctcaca gatagttatt tgttgaagga tatacaaggc ctgggtttac tctaaggttt 60 

ctgcacagag accataactt gtgaggcttc tctgaagctc attgcattct atattcattg 12 0 

cctattttct gatccttctg gccactgccg gtgtgattcc ccagcaggcc ctctccatca 180 

atatccctgt cccagaaata ggaattgacg gtgcacaaat aacttcctgg aatgcaggac 240 

cattcctaag ttatcactaa caccctacca agagactgta tctagagaca ttaacctgaa 300 

atctaggact cagcagcttc tctccacagg gctccttcag tggtagatgt cccctgtatg 360 

gtgtggccac cctgaatggc tcctccctgg ccttatcccg tccctcagca ccatccctgt 420 

gctactttgt agctggggcc tctggcctct tggccctcta ctgcctcctg cttttgctct 480 

tctggatcta cagcagctgc atcgaggact cccacagagg gtgctatagg ggctgcgcat 540 

tgcactggcc aatctcaggc tatagccgtc ttcctggtct tggtgtctgc ctgtatcctt 600 

cgatttggca ccaggtctct ctgcaactcc atcatctcct tgaacactac aattagctgt 660 

tctgaagccc agaaaattcc atggacaccc cctggaactg ctctgcagtt ttactccaac 720 

ctacacaatg ctgaaacctc ttcttgggtg aatttggtat tgtggtgtgt ggtcttggtg 780 

ctccaggtcg tgcagtggaa gtctgaagcc accccatacc ggcctctgga gaggggtgac 840 

cctgagtgga gctctgagac agatgctctc gttgggtcac gcctttccca ttcctgaaga 900 

ataagcggag tgcttcctgc agccgaagac tccatgccca agtgcctgta atcccccccc 960 

tcaaggccct gtttatgttg ggagtcttag ttttcctttc gttggggggt gggggggaaa 1020 

cataatgaca ggcccccctc cacctcttcc tgcagctgtt tttgtaccaa aatattatat 1080 

tactgtcttc atcttagtag tgagtttttg atgttaaagt acaactagat aggaggaagg 1140 

agtgaaggct aagcagacat ggactgaaac ttagaggtac tgttaggcag ctgccctagg 1200 

gatgactgct cctttatttg ttgttaatga atcttgacct ccttgtgtga ccctggttgt 1260 
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tactccattc taagattggc gttttttttt gttttttttt tttgtaaata gagacaaggt 1320 

ctcgctatgt tgcccagcct gggctcgagc agtgctcctg cctcaccctc ccaaagtgct 1380 

gggattacaa cagggtgtga accaacacac ctggctcccc aaggttcagt ttttatcctc 144 0 

ctcttggaga ggtgagtgac ttgaggtcat ttcttcacaa gctccggtag gcacccacag 1500 

tattgtcaaa gagttttgtg ttagggaagt gtccagtttt gtccaagagg aaatagaagc 1560 

gtcggccttt gactttcaga ggtagcatgg cagggacttc accccggtgg gccatgcaag 1620 

atacctgctt caaaggaact gtgaaatggg cccccaagcc aaagggggca tgagtggtga 1680 

gggtcacctg ctgccctcca gctcgaagca ccactgagcg caccaatgcc tacgacgagg 1740 

aggactgcgt ggagatggtg gcctcgggcg gctggaacga cgtggcctgc cacaccacca 1800 

tgtacttcat gtgtgagttt gacaaaaaga acatgtaaac ctcaggctgg ggctgcccat 1860 

tgggggcccc acatgtccct gcagggtgnn ttccngcnct ttgcggtagn ctntcgatta 1920 

atggtctcca attnggttcn nncggggggg cgcg 1954 



<210> 2074 

<211> 4244 

<212> DNA 

<213> Homo sapiens 



<400> 2074 

tttttttttt ttgatttttc ttggctttta ttagcatgtg ttaaaatcat attatccaaa 60 

cactaccaga agaacatgta ttgttctgaa taaagtgctt aaagaaaaaa aaatgcaact 120 

tattaaattg gacattcttt tctagttcat aaattttgga ttacaatcag ggcacaaaag ISO 

gagaaacaga atgcagtatt agagcgagaa gcttagttaa gaacttgggt gtagacacaa 240 

taccatgtcc actcttccca cttccttgct gactgaacac tgcacctgca taaagcagca 300 

aacagctttg tttcaataaa tacatttccc ttcattcaaa tcagaaaagt taattatagt 360 

aaagcatttt taatttgacc atctgtttat acccacaggc aaaatttatc ccacagagtt 420 

taagtgtgaa agtgttattt cattgggcct tcagctttct aatgctattt gggttcaaga 480 

ttgtctcagc aat teat tat tggtttcttt atatttacct agtactattt aataccaaca 540 

ctatagtgtt ttgtgttaaa aatgccaacc aaggatattt tcacagttct agaaacgagt 600 

gggcctgagg ctttcttccc aataaactaa gttttctttt aactgggttt ctcacattag 660 

cactctgata tctgcacaaa accaagtcct gttgtgacag attttaaaat cggtgatgtt 720 

ctgaaaaaat agtaacttgg aagtctctgt gtttgaatct tgggtggtca tgttgagagc 780 

aggaaaaatt gcattaaata catttttaaa acattcattt gcaaccaaac atttaaatct 840 

tccaaggaac gtgcagggtg gtgatagggc agctgcagtg tgagcaaccc catcaggagt 900 

ggctggtggg tgggcttgga gctccatcag tggcacacac tcaccgcaag cttctggacc 960 

gcagaccttg catcctggtt gcgaagcctt tgaccttctt ttagcaaaga gaaaaggtag 1020 

gctgcttcta ccttcaaaca gtcaagagca acttctgttg agttcacctt gctgctgacc 1080 

cagaagttgg agcaggggcc aagctaaggg gtgcagaaag gctaacagta cttgctgtaa 1140 

aaagaagtca tcttcagtca tcctggggag attcccttgc ccctctctca acttgagtgc 1200 

ttttagcttc atgcaggaaa gattttagtt gcatctttta ttaaatttca atctcgtttt 1260 

acaaaagcat accaactagc agtcctgagc aactagtatg aaatttgctg aatacagcta 1320 

acagaaagct ttctaaacta tcctgttctt tgtttctttc tacaggggtg tctgtagaat 1380 

attctttagt ttcacagtga fcatatgcctg tttcaggaag cacaaggtat tctgtttctg 1440 

ggaagtgatg acctactttt agtttgagca caagtttcca tgactggttc taaatctggc 1500 

cagatattgt taataccaat gacaggagtt agggcaattg ggaggctctt ggtccccagt 1560 

tcctgtcaag ggtaagccca tctgggtcat ggctgggctt tcactatcag tagttatatt 1620 

tccctttgat gcttcaaaaa gcctatggtg aatctgttgc ctcactttac ttctccattt 1680 

gacttgaaag cctgagaact tactgaatta ggatgaaaaa aggttttgta cctgctaata 1740 

ttgacggcag taagatgcta gcttactatt ttgcccagca ccatgtatag tgcctgttaa 1800 

tcaggccaac tatagccaac tttttctttt tttttctttt tttttatata aagaaaatct 1860 

atgtaagttg aggttcagaa atgcatatat tttttactta caaatattca tctgaccaaa 1920 

attcaacata acctttatgg aacacttaac aattgtttgg ttgttaaaag gaacatttca 1980 

ttcaaactgt atataattca ggagaggttt tttatacagc aagcaatgct taaaccctgg 2040 

ggaaatctgt agaaaagaga ttttcacaca aaataaggaa aaggaaaaat ctgaggtatc 2100 

cctcacacac acacatccat tcattctggg cccatggtac gtggcacata cacacggcat 2160 

ggcctggtgt ggttcacaca ggacatattc attctcactc cacaaagtgg gctggcagca 2220 

tagggcaaaa attggtaggg tccaaaaggg aaaatgaatt gattgttcta ataaagagtc 2280 

cgagtagctc agaaaaaaaa aaccaaaaca aaacacaaga agtcttctga ggaaattact 2340 

acctcaaaaa aatgttctca agatgaattt gaagaatcta agcctactaa actgcttttg 2400 

caaaacagct ccctgcagtc caaggtgact tgtgcaaata gaaaggaatc caatgaggct 2460 

ggttcctgta cttccttaaa caaggaggtg ggatgctcgc aggtgcccag gggcactccc 2520 
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atcatgccag gtactgctgc agtgccatct ttgccttgtc acaaaggttt gaatctggtg 2580 

actgactcag tttgtgtaga atatctacga tgcccatgtc tcgtaattta tcctggcgtt 2640 

cttgtgaacc ttcctcttca ttccatatga ggtttgatat acaaaacatg gctgcaagct 2700 

gcagtttaac atgtgaatgg cccatgtaat acttgatttt ctgtaggata tcatcattgg 2760 

tcataataag atcttttgct gttgtcccat ccgctatgtt ggctaagatg cacagtgtct 2820 

gctctttgac ctcaatgtta tgttcccctt ctagaataag agtgacggct tgcataattt 2880 

gctttccatg agtactcatt attttatcta tatgaggacg agtggagagg agatttctaa 2940 

gaagtcccaa tgtcttcatc agcacattca aatctgaatc tgataataac cggaatagct 3000 

gttcagtact caagcttcgt aaaatatctg cttttatttt ttgttcagcc tgaaatgcca 3060 

tattcattaa agcccaaatt ccattcactc gtaaagcagg attttcactc tgagttaatc 3120 

cacaaagtag ctctacggct cctgattcca aaattggctc tttgcttgga gaaaattcaa 3180 

gaagaagatt acacagcatg gaagatgcta ccactaggat ttcatctggt gcattttgta 3240 

aaaccttcat taaaggtttc caaacagcat gatcctggaa actggttcga agctgctgca 3300 

cagatctgga taaactgtgc aaacatctac aaagaataat caaaattagc ttcacaagaa 3360 

atcaaaactt ttacttttca aacaaactgg ctggcatttt acaatgacta atgtacactt 3420 

caagcatatc tacattgtta agtgaactac atcagaccac tttatggggt ttggaggcca 3480 

ggctctctgt tagacaatgt tatatactct atgaattcac ctgagcagat ttttgaggaa 3540 

catttgtagt ctgtgtttac tcagtgaagg accagaaagg aaacaggtta aatatatggc 3600 

aaaaggtttt tattcagacc atttaaagct catacctgac ggcagctaac cgcaccttga 3660 

cactagactc agacaagcca gtcacaattc ggtccatcat attttcagtc tcaatgatct 3720 

ggagaaaaag gttaatgctg cataaataac aacatgaagg tgacaaactt cactgcttgt 3780 

aaatgcaagt atgttaacat ccattaaaag tttaacgttg tttttggcaa gagtttttac 3840 

ctctcaaaca atcatcttgc gctgggggcg ggcagctcat cagaaaggta ggtctagccc 3900 

actaaggacc tgccaggctg aatgacaggc gtaaggggca ggttatgttg tttattttta 3960 

aagacattta acacaaaaat taaacggtat aagtactgca gaggggttat gtaaatactc 4020 

ttgccactca taacctacac ccgtcggggg ggcccccagc ccccaatcgc cttatacgaa 4080 

cgcggacgcg ttccctgccc gcctgttcta cagggcgcag ggacaccaca cagtggcgcc 4140 

cggaggcgcg cggcgtccta gcgcgcccgc ctcccacggt cgaacgcatt ggcgccgggc 4200 

ctccccgtcg ttcgtcggcg tggcacgctg cctggcgcgg gccc 4244 



<210> 2075 

<211> 804 

<212> DNA 

<213> Homo sapiens 



<400> 2075 

ttttttacag tcaaagtttt ttttttattt cagaagaatg aggcatcgct taccaagcag 60 

tggttatagg aatgattaat atctagtcat cttaagttgc aaaaacacat taagctcctc 120 

agaagatgca aatttttaaa aaatgcaata aagtaataat tatattacat acttgtgact 180 

tcttgtaaga aatccaaaca tggtcgacta cttccagaaa tacttattga aacagccaat 240 

ggggtctgtc cttcatagtt ccgtgtgttc gtgtctgctc cgtaattata taacatccgt 300 

gcacacagca catcatccct aagggcagat aagtgtaaag gagtctgtcc gtcttctaag 360 

cgacccaagt ttgtgtctgc ccctctctga aggaacattc ggcaataaga gtgattgctt 420 

ttgatcacgg cgtatcgcaa caggaaacca ttctgaatgt cgatgttggc attgtggtcc 480 

aggaggattt tcacacagct tgacctctct cggataatgg cgagctgaag cggtgtggta 540 

cctttatcac tgagtgggtc aacctcagcc ttgaactcca ggaggagccg gacaaatgag 600 

tccctgccgt agtgggcagc cacatggagg tggaaagaag gaaagtgcat ttgagaacta 660 

agagaaggcc aagatgacta gaatacagag atcaggttac aaaatcaagt taaagacagt 720 

tggcaggagc cagactatgt agccttgaag gccatgttaa gaatgctata gcttttctct 780 

taaaagcagt aaactccaaa tttt 804 



<210> 2076 

<211> 430 

<212> DNA 

<213> Homo sapiens 



<400> 2076 

aacccgcgtg caacctgtcc cgactctagc cgcctcttca gctcgacatg gatcccaact 
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gctactgcgc cgacggtgac tcctgcacct gcgccggctc ctgcaaatgc aaagagtgca 120 

aatgcacctc ctgcaaaaaa agctgctgct cctgctgccc tgcgggctgt gccaagtgtg 180 

cccagggctg catctgcaaa ggggcgacgg acaagtgcag ctgctgcgcc tgatgctggg 240 

acagacccgc tcccagatgt aaagaacgcg acttccacaa acctggattt tttatgtaca 300 

accctgaccg tgaccgtttg ctatattcct ttttctatga aataatgaga atgataataa 360 

aacagctttg acttgcataa acaccgtgaa atccctgaaa gtccaatact aaaccgtcct 42 0 

tattactcga 4<i/N 



<210> 2077 

<211> 1574 

<212> DNA 

<213> Homo sapiens 



<400> 2077 

aaatcgctcg aggggagcgg cgcggcggcg cgggagtatt cctgagctca gtgccacctg 60 

attcactgca cttggaacca gatgatgttg ggctctttcc agaagtcaaa tccttcctgg 120 

gaggatgaag atctgccagc tctgaggatt ctggctggga agaaaaagag cctcaagctt 180 

tgaaggccat tcccatggta gacagagctg atgtgaaaag tggccatcct gttgccccag 240 

gcacatgacc ttctgaagtg accaggctga aagggaagca atactcgtgt gatctctcac 300 

cccatcactc agggtggcgc aatcacgact cattggctca ctgcagccta gacctcccag 360 

ctggagcaat tctcctgcct cagccttctg agtagctggg actacagttg gttctaaaga 420 

gtggtgagtc agaagagacg tcaggcagca agcgacttgg gccatggcct ctgacctaga 480 

cttctcacct ccggaggtgc ccgagcccac tttcctggag aacctgctac ggtacggact 540 

cttcctggga gccatcttcc agctcatctg tgtgctggcc atcatcgtac ccattcccaa 600 

gtcccacgag gcggaggctg aaccgtctga gcccagaagt gctgaggtga cgaggaagcc 660 

caaggctgct gttccttctg tgaacaagag gcccaagaaa gagactaaga agaagcggta 720 

gaagaggagg cctgaggagc tg^gcgggca gggagagggt cttggggaca gccctcctgg 780 

gaatctacat tgtgttcccc cgcattccag gctcagggtc tgaggaggct gtgacgccct 840 

atgaccgcag agatctagac agtcgtaaca gtccccaggc tccagctggg caatccacca 900 

cttcctcttc cttctgcttc tgtgacggtt tagagtcaag ggggctgaaa cacactgtga 960 

gcatagactg tattaggttt gttcagaagc cgggtcagct cacagaatca cattttcttg 1020 

cttagtcatg tgtccctcct tgagttgccc cctccttgtg ggtttacact acattttgga 1080 

gtcattgtct aatgctgaca agcacaccct ctcccattat ttgtgcacta cagatctcct 1140 

cctgatcagt cacctttgtt gctgctgtgt agacagagcc aggcctcacc tgtttgttta 1200 

ggccaagatg ccatggacat gcagcgttag tgatcccact agctgtgaca gccaggccca 1260 

gaaaatgcct ggcgtgagag ccagcagaca gccaggccag ggtaggcagt gcctgcttct 1320 

gctccatcag gtgcagggga tttggctgaa ggcgtgcata tttcctgggc acaaacttcc 1380 

tgagcctctg aaatgggagg ctcgtcaatt tcagaccaac ctcttttcaa cccatcatag 1440 

cacgttcaag gtgtgccttt tacttctacc tgtacatccc ccatcccttc aattctttca 1500 

ttccctgacc agtgagaggg ttcctggggg aagtatggtg aataaactga catgcatgct 1560 

tcagaaaaaa aaaa i 



<210> 2078 
<211> 1587 
<212> DNA 
<213> Homo sapiens 



<400> 2078 

attaatttgg gtacccccag ggttttcccc tccccgcggt tttaaaaccc ggcccgggga 60 

ttttattttt ggggccccaa aaaaaaaatt tttccttgcc agccccggga cgtaaaattt 120 

ggttctttaa aaaggccccc cctttttttt ttttttgaaa aaataaaatt tactgtttat 18 0 

ttctttgtta cacaaaggtg gtccaagaca tcttagtcca tctcctatgt ccttttggcc 24 0 

ataattacac acacaataat ggcaagctag attaggagtc tagctcaggg tcaagttttt 300 

ccactttaat gactatctct ggagctaaag cggcagcacc agcttgttgg ttctctgcct 360 

ctgactcaga caacacttct tcctttattt ttacaggctt attactggcc tcctcctctt 420 

catctgaaga ctcatcgagc tcccattcat catctatgtc catttcaaat actctcacat 480 

gacgaagatt tgagcttaac acacaggaca cttttcgaaa accattccca gcaacatact 540 

gtgctttcat actttccagt aatctccagt gcttctcgaa atgcatggta cgggtgggaa 600 
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tagcactaca ctgttcatct agccttgtag aataagtccc agtgaactga tattctgcag 660 

aatcttcact gttatatact aaagacaaag gcagctggac caagagtcta tctcttcctt 720 

cacgtcctac agtgtcttta agaactactg ttacagtttc atcatcataa aactgtgcat 780 

ctaaacaact gtagatgctt cttctgactt tttctgttgt ggcatatgta aagctcccaa 840 

atttaatagc aattagtcca ttactcacag attgagaaat atcagtatgt ctccttaaga 900 

tgcacatttt ataaagtgaa tcttctagaa tagtaaaaag aagataatgt agatttgaag 960 

ttttattatt ccacagaaaa ggaaatttga acaatctacg tgtagaatcc tcacttctgg 1020 

tatctctata caatggaata cagattgctt gattcatcga ttttccaatt acatctgctg 1080 

gcttttgcaa acactgatca ataatattct ccatccgcct tttcacaaaa tgcaatgatt 1140 

ttcgaggata ataaggaaac agcaaaggac tttctttaag gtggctgcta ttttgaagaa 1200 

agtcatacca ctggtttcct tctgtgttag ggggtgacac aagatcatca tcttcatctt 1260 

tcaagtactg accaactctt tcaacgttaa agtattttcc ttttcgatta taaaggtctg 1320 

gagcctcatt gaaatgttca gtaagaaatt cagcaacaaa tgtgatatct ttctgagtca 1380 

tcttattcag ctcgggaagc acatggtctt ctgtcattct caacattgcc acataaagcc 1440 

accgaaaaaa tgctttgaag tttttcatac tactatctat aacttgaaga agttcatttg 1500 

ccttgagtat aaaagaaccc acagcagtta tagcttcttc gattcctgca gcatctagtc 1560 

caagaggttc atatttttgc ttccatg 1587 



<210> 2079 

<211> 1631 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (1631) 
<223> n = a,t,c or g 



<400> 2079 

ggtggaattc tctctctgcc gggcgcagcc ggctggtggt ggccactgag acaagatgcc 60 

tagcatcttc gcctatcaga gctccgaggt ggactggtgt gagagcaact tccagtactc 120 

ggagctggtg gccgagttct acaacacgtt ctccaatatc cccttcttca tcttcgggcc 180 

actgatgatg ctcctgatgc acccgtatgc ccagaagcgc tcccgctaca tttacgttgt 240 

ctgggtcctc ttcatgatca taggcctgtt ctccatgtat ttccacatga cgctcagctt 300 

cctgggccag ctgctggacg agatcgccat cctgtggctc ctgggcagtg gctatagcat 360 

atggatgccc cgctgctatt tcccctcctt ccttgggggg aacaggtccc agttcatccg 420 

cctggtcttc atcaccactg tggtcagcac ccttctgtcc ttcctgcggc ccacggtcaa 480 

cgcctacgcc ctcaacagca ttgccctgca cattctctac atcgtgtgcc aggagtacag 540 

gaagaccagc aataaggagc ttcggcacct gattgaggtc tccgtggttt tatgggctgt 600 

tgctctgacc agctggatca gtgaccgtct gctttgcagc ttctggcaga ggattcattt 660 

cttctatctg cacagcatct ggcatgtgct catcagcatc accttccctt atggcatggt 720 

caccatggcc ttggtggatg ccaactatga gatgccaggt gaaaccctca aagtccgcta 780 

ctggcctcgg gacagttggc ccgtggggct gccctacgtg gaaatccggg gtgatgacaa 840 

ggactgctga gacctgccag cctcttgact atccaaccac ccaacaactt gcctgtgtct 900 

tgagaagata gccccggtca ggacttgcac ctgcgggaca ctcgtggttc cttcctctgt 960 

ttccccttcc gtgtcctcct tgtcctgcgc tgccctgcct tgaggcagat gatggacttt 1020 

gtgacatctc tgagcagcag cctggtgact gtggggggct gtctcgtgca tctcccctcc 1080 

atgacccccc ccatcctctt tcatttcctc ctctgtgtcc acagcctccc agtgaccatt 1140 

gtcacatgag ctggtgggac tgtgt caeca ggtactgggg tgactgaagg atgtggcatc 1200 

taaatattag cttctannnn nnnnnnimnn nnnnnnnnnn nnrmnnnnnn nniiimmmnn 1260 

nnnnniinnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 1320 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 1380 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 1440 

nnnnn nnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 1500 

nnnnnnctaa taatgaatat tacctctaaa gccaggnggt ctgagaaggc cataacttac 1560 

cgggtttagg ggggggattc ttattctgac tagcccgccc ttggggggta aattaaggat 1620 

tagcggacac c 1631 



<210> 2080 
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<211> 2012 

<212> DNA 

<213> Homo sapiens 



<400> 2080 

tttttttttt ttaagaacgt cagctccttt attattatta ttattattat tattaattat 60 

ttactgttat ttacccctaa acaacagcat aactcaaata ataatgacac acacgtcccg 120 

cccatataca caataccact agcctatctg tcaggctatc tggcctttgc ttggttcctg 180 

atggagctgt ctggagacag ctccctctgt aaaaatcccg acttaaacac aggggacaga 240 

agaaaggggg gacctaggtc agatcataaa ctgacaggct cccagcgtcc ttagggagtg 300 

ctaatgtgga aactttgaga acgtgctgga cacatctggg cagagggcag aaggcactgt 360 

rttgtttttat gtggttgatg gataaattcc atatggggat ataagacctg tatatcaccc 420 

cattttaggc ccaggcatgt ggaagcacag tggggttagc tactgggttt cattaaccca 480 

aaccatgcgg catggtttgg ^agccatggg aatcgggagc ccagagtagg aacctgggtg 540 

atgggggagg tccccagaga' aaagtaaccc ttgcattcac tgcaagtaag atacaacgtg 600 

aaatgttaag tcccctttta tgtgttttgc acattctata gttgcaaaac acatagaatg 660 

l^tgcaacattt tcatcaagat agaaaaggta aagaaagcaa aactagtatt ttggcctaac 720 

acaaccaagc atgatttgcc aattgcgcta tcctgtggag aaatctacca ctacactatc 780 

cagggaatct gtggtcagtc ctcacccccg caccctctaa cattttactt gcactaaatc 840 

tgagttcagc taaagtaatg tatcctggaa tcagagaagc cctagggttg gggacaaaac 900 

aaggatgggc cagtactggc atctcaggta caggtgactt cctggctgtc ctggggaagc 960 

tcgttgttga aactgctctc tccaaatgtt gagtaaggag ggacctgggg agcttcgatg 1020 

atcagcagac cctctgggga aagtgaggca aatactgtca caggatccac ctctgcagga 1080 

agctggattt tctttgtgaa gttcttagaa acaatgccac cttcttgctg tttctcttca 1140 

tgtttgccag acacctccac gtatccatct ttggtcttca ccatcaactc ctctggcttg 1200 

aagctgtgca cattcacaca cactttccag ggctccccag ggaagggtgg gggggtcctg 1260 

ccctcggcag gcaccccaaa cctggcggtg gcagtggggc cccggggcac catgcccgac 1320 

cttagggtgc ctggccaggc ggaggagaga cgaggcagag cccagtcggg ccaagaggct 1380 

gtcaagtcgt ctgggaaggg gtccatgcca aagccatcat ccagcaggcg agaggagagg 1440 

ggagagtccc gaaaggggtc tcggcgcagg cggcttgggt agtggcagga gaagggcatc 1500 

tgaccgtcag ccatggtggc tgctcagctc agagagaaac agaggctcag agagacagaa 1560 

ccacctgccc aaggtcacac aacaaggtgg tgtggctggg ctagcttatt cttcagcttc 1620 

cgaaaatgct gcttttctgc agggagaagc agaaccaacc actgccaggg acggttgtgt 1680 

cccctcgact ggggtcccag cccccaaagg . taacccccgg ggcagatcca gcagaatccc 1740 

agagggtccc cgtccgcact gcctcacgac agaccggcaa gccaccgtcc tcccaggctt 1800 

cccaggctgc ccaggctggc agccagaacc gctgaggtct agagcggagc caggagctta 1860 

ataaacccag ggcacgcgcg cctagaaact tcttctggct ccttctgggc tgcaagcctt 1920 

Gtatttattt gctgctggag gctggaggcg ggttttgcaa gcgtctcctg tcacaggaat 198 0 

attcggaggt gatgaaccag ccccggacga aa 2012 



<210> 2081 

<211> 4353 

<212> DNA 

<213> Homo sapiens 



<400> 2081 

ttgcaggatg tgagtttgaa tctatggaat gtctacagca agatggatcc tatgtctctg 60 

gagagtttgc tttcagatga tttggtggct tttgaacatc agtggactag cttcttcgct 120 

aattttgaca cagaaattcc tttcctgcta gaactttcag aatctcaggc gggtgagtgt 180 

ggtggtgcca ggaattctac tgggcaccag ttaatagacg taggaataat tatccacatc 240 

cctaaccggc agccatttgt tctctttggg taatcactcc acacgagaaa acctgaatgc 300 

tggcaacttt aacttccctt ctgaaggaca tctggtacga agcactggtc ccggcgggag 360 

ctttgccaag cacatggtag cccagtgtgt ctcaccaaag ggacctcttg cttgttcgag 420 

aacatacttt tttggagcta ctcatgttcc ttacttgggt ggtgacagca agctgcccaa 480 

gaaaactgaa caaattaggc tattgtccca gatatatgct gctgttattg aggctgtttt 540 

ggctggcatt gcatgttatg ctaaaacttc cagtctaaca aaggccaagg aggtagcaga 600 

gcaaactctg ggatctgggt tagattcctt tgagttgatt ccgtttaagg cagccctgcg 660 

ctccaagatg acttttcata tacatgctgt gaataatcag ggaagaattg taccgctgga 720 

cagtgaagat agcttatcct ttgtgaagac ggcttgtatg gccgtctatg acattcctga 780 

cttactggga ggcaatggtt gtttaggatc tgtggttttc tctgaatcat ttttgacttc 840 
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tcagatctta gttaaagaaa aggatggcac tgttaccaca gaaaccagct ccgtagtcct 900 

gactgctgct gtacccagat tctgctcctg gctggtggaa gataatgaag taaaattgtc ' 960 

tgagaaaacc caccaagcag tgagggggga tgagtctttc ctgggcactt atctaacagg 1020 

aggagaagga gcatatcttt attccagcaa tctacagtcc tggcctgagg aagggaatgt 1080 

tcatttcttc tctagtggcc ttctgttttc tcactgtcgt catggaagta tcatcatttc 1140 

caaggatcac atgaattcca tttccttcta tgatggggat tccaccagta ctgttgctgc 1200 

tcttctcata gacttcaaaa gctcattgct tcctcacctc ccagttcatt tccatggatc ' 1260 

aagcaatttt ctgatgattg cccttttccc caaatcgaag atataccaag cattttactc 1320 

agaggtcttc tccctctgga aacagcagga taactcaggg atctctttaa aagtgatcca 1380 

ggaagatgga ttatctgtgg aacaaaagag attgcactcc agtgcacaga agctcttcag 1440 

tgccctgagc cagcctgctg gggagaaacg gagttcccta aagttactct cagccaaact 1500 

cccagagctg gactggtttc tccagcattt cgccatcagc agcattagcc aggagcctgt 1560 

gatgcggacc catcttcctg tgctgctgca gcaagctgaa atcaacacta ctcacagaat 1620 

agaaagtgac aaggtaatta tcagcattgt aaccggcctc ccaggctgtc acgctagcga 1680 

gctctgtgct tttctggtca ctctgcataa ggaatgtggc agatggatgg tgtatcgcca 1740 

aatcatggac agctctgaat gttttcatgc tgcacacttc cagagatacc tttccagtgc 1800 

cctagaggcc cagcagaacc gctctgcgcg ccagtcagcc tacatccgca agaagaccag 1860 

actgctggtg gtgttacaag gctacacaga tgttattgat gttgtccagg ccctgcagac 1920 

ccacccagac tcaaatgtca aggcctcctt caccattggt gccatcacag catgtgtgga 1980 

gcccatgagc tgctacatgg agcacagatt tctctttcct aaatgtcttg accagtgttc 2040 

acaaggcctg gtgagtaacg tggtattcac cagtcacacc acggagcagc ggcaccctct 2100 

ccttgttcag ctgcagagcc tcatcagggc tgccaatcct gctgcagcct tcattcttgc 2160 

agaaaatggg attgtcacca ggaatgaaga cattgagctg attctctcag aaaacagttt 2220 

ttcaagtcct gagatgctac gatctcgata tttaatgtat cctggctggt atgaaggtaa 2280 

attgaatgct ggatcagtct atcccctaat ggttcagatc tgcgtatggt ttggccgtcc 2340 

cttggagaag actcgctttg tggccaaatg taaagcaatt cagtcctcca tcaagccaag 2400 

tcccttctcc ggaaacatct accacatcct gggcaaagtg aagttttcag actctgagag 2460 

gaccatggag gtctgctaca acacactggc caactccttg agcatcatgc cagttttgga 2520 

aggacccaca ccaccaccag actccaaaag cgtatctcaa gacagcagcg ggcagcagga 2580 

gtgctacctt gtgttcatcg gctgctccct gaaggaagac agcatcaagg actggctgcg 2640 

gcagtcagct aagcagaagc ctcagaggaa agccctgaag accaggggga tgctgacgca 2700 

acaggagatc aggagcatcc acgtaaaacg ccacttggaa cccctacctg caggctactt 2760 

ttataatggc acccaatttg ttaacttctt tggtgacaaa actgattttc acccactcat 2820 

ggaccagttc atgaatgact acgtggaaga agccaaccgg gaaattgaga agtataacca 2880 

ggagctggaa cagcaggagt atcatgacct ctttgagctg aagccctaga ggaaggctgg 2940 

gcccgtacgt cctgcagaat gtccaccttg gagatggacg aacgggtgtc ttaacctcag 3000 

ctctcctgga ggcctctccc ttaaggggct gtctttgttc tccttggcct gtgtgggctg 3060 

gcttgagtgc atgttgtctt tattccctgt atagcgctga agagcatcac ctgcaccatt 3120 

gattttgggg gtcgggggaa tactcaagga tgagcagatg gggcctgccc gtctacgtgt 318 0 

gcaactggca gtccaggagc tctgggtttc tgataacagg atctcctttg ggctcttgag 3240 

gttggggaga agcattagga ttacacagag gagctactgg gacttagaag gaaccctggc 3300 

tgcctgaact gtggccgtgt ctgggaggcg aggccacgac aggcctcaag cctcagatgc 3360 

tgctccacga gagccatctt ccccagtgga gtgcctgcct cccctgctag gcccgtttcc 342 0 

ctgaaggagc tggccgtact ggccgtgggc ccagtcctgg gaggagcagc acagccttgc 3480 

ccaggcccag tccacagagc cagcagcttg ggttgagatg aatgatgtgt tcacaaatga 3540 

ggggatttcc cttctggact aaactgaagg agaggcttgt tgctttccag aggtgtgtgg 3600 

ctcttaagtt gacatcagct tttccccttg tgggtggttc tttagctctc ctgtcacacc 3660 

attcgggtgt cctaatgtag ggacaagagc aagcctgctg ctcaggcccc ctggcgaggc 3720 

ttcacctcac tgtggaaggg ggcgtcctgc agctggttag tcttaggcct ggtggctgat 3780 

cacttgtggg gtcagtctcc agcacccagc gctcccacaa gccttgccaa ggaaggcctg 3840 

cttttcagcc acaaacttca ggaaactcat ccccccgctc cccaaagtgt tgttgctggc 3900 

cctgggcttg tgtggctcct gaggattggg aatttcaaat aattgcaata cctgagttag 3960 

aattccttct aatggcatcg ttttaagctg gaccataaag cagaggggaa ttacaagtgt 402 0 

gtcccatgcc tgaccttcat aattggtgtg ggggacaggg gagtcacagc cactgatatt 4080 

taggtgatgt ctcttaggac ttcagtgcct cagctgcctg aactgtaaat gttttctgaa 4140 

tttcacatat ttttttttgc atgccttagg aagaagcaca taggtaaaac cagcagtttc 4200 

cagtaatata gggggttttt gagcaaggcc cctggagcag cggagagaca agatggagca 4260 

catgtagtct gtgtgcctgg tcacacagag gcctgcatgc aagtagcaaa gcagctctca 4320 

a999cttgtc agtaaaatat attaaaaaaa aaa 4353 
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